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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGT 

CATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CAATGCCATGTAGACGACACTGCAGTATACMTTTACMTGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGTATTAGCATCACCTTTTAA 

Sequence 3017 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATAAATTTAATCTATAATGATGTATTAGCA 

ATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAGA 

GGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTAATTTCTATTTACCAATAAA 

TATGCCTGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGAAA 

GTAGAGGGCGGTTTCCMTGAGAGMTTTCATCTGCTTCTAATCTAAAAAAAAAAGAC 

Sequence 3018 

CCCTTCGGCCGCCCGGGCAGGTACTATAGTTAGAGACTTGTAGTTGAI I I I I ICCAAATT 
GATCTGCTATTTCTTGGAGCTCTTTMTTTAAAM 

GCTAATCAGTTTCACTGAGGTAGMGAGTTGGAAGGCATGGAAAAGTATAAAACTTTATT 

TTGM TTAGTTGGATTTCCATGGTTATTTAAMACTAGGCCCACCTATTTTCTAAGGCAC 

TTTTCATTTGTAATATCACTGAAATTGAMTTCCTTCTGGTTTGTTAGAACTCTGATAGG 

AAANGGCAGCCAGAAGAATAGGAAAATTTACCTTCA 

Sequence 3019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGGTTTATAGACATATATATATTCACA 

CATATATGMTATGTATACATATATATTTTTTMGCTCTTATCTAMGTGGTTTTTAAGT 

GATGTGMG TTTAAC CTCAGCATCAAAGTATATTCTAAMTATAAAACMCTATTTTTTA 

TCATTCTACATTTTTTATTTACATCMCTGTATCACCCATTACATATTTGATAAAGAGGT 

TATGCCTCAGTAATTCTGAAGCTGAAGGCTTAAAATCTCAGCCCAGTGACTCTGGAGAAT 

CACGTGTTAGTTAAAGGGAAAGiCGGCGGCCTCACATGCTGCGTAAGTTTCATTCTCAGGC 

ATCCTTTCTGAGGGACCTACTTTTACTGGAGATCATTCTGCTAAATAAGGTAACATCTAG 

CCTCAATGGCAGTCATGTTAGTTAACCCCCT 

Sequence 3020 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGACACGCTTGAAAGAGTCCCTAATGA 

CACTGAGCAACMTTCCCCATGTTTGTTACACTGGAAGTTGTTCTATCTACCTTATGCGC 

CTGTCTTTAATTCCTGGCATCTCACAAGTCTGMAGACAGTTATTATCATTTATACAGGA 

AGAAACTAGGGCTCCTATAGGGGAAATGACTTGTTAATATCATAAGACTAGCAAAGCTTA 

CTTACTCMTTCCTMTGCTCTTCAGAGCATATTATATCTGAACTCTATATTAAATTTGT 

GGTTGGTGTTTCTAMTTANTCCTGNANTTAMCTGATTTTTATATTGGGGGCNNACNAA 

GTNGGGTCATTTGNAA 

Sequence 3021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGATTAGGTTATGCCTGGTCACCACCAGT 

CCTAMTGTGTCTGTGGGGGACACAGTGGCATGGCATTGGCAAACACATCCGTTTCTTAG 

AGGGATAGGATATAGGAT7TTTTCTGTCTCCAGTCCTGGAAGTGTMTTTATGATGGCAA 

AGGATTCAC MGTGGM GACAAAMTCTACATCAGGTATGTTTCTGCTTATTGGGTTTTG 

CATCA TGTCACTTTTTCCTAAATGTMTAAMTGACATTTTGTGTAGATTTAATACAGTA 

TTTTTACATAMTAATATACACAAATGCGTMGGTATTTGGCATTTTATTGCTGCAGTAA 

AAATGTTACTMTGAGTGTAAGCAAGTTATTTTATACATATTCAAGTGTGTTCTGATATT 

AGAAATATCTTATATTGATTCTGGTGATAATCAACCAATTGAAAAACA 

Sequence 3022 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCAGTCAATCGGAAACTATTGTTGACT 
CTCCTTTAAAAATATATCCAAAATATTAAAAGACTGACAGCCTCTAAGACTACCACTTCA 
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GTCCAAGCCACCGTAATTGCTGGCTATTGTAACAGCTGACATCTTGGGCTGGAGGTGTGG 

TGAGGGTGGTTAACAGAATCCCAATACAAACTTCAGATCAATTAAATGAG 

Sequence 3023 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCATGAAGCACTTCACCTCAAGGAGGGTT 

CTCCTTGTGGGCTAGGGCTTCCCAGAACCCTGAGGTGGAGGTGGACTGGAGCTGGACCTT 

GGGAGGAAACTCTAGGTGTAACAGCACAGGAGGAGACCAAGCTGGAGTTTTGGAGAGAGN 

NATGGTTCAGGAGAGCAGGGCAAGATAGGTAATATAGAAAGTCAATGGCTGGAAACAAAG 

GGGCAAMGAGGAGCTAACCTTCCTGMTTCTCAACTATATATTAGCTTTTTTAATGGCC 

ACAATTAACTCCATAATGGAGGCCATGTGTGTTAACAAGANAATGCATGGCTGGAAAAAC 

AGAATCCAGTCTGGGTTGCTTAAGCCAAAGAAGGATATCTGGCTCGGTGTTGTGGCTCAT 

GCCTCTAATCCCAGCACTTTGG 

Sequence 3024 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAACGTGCAGGTTTGTTACATATGTA 

TACATGTGCCACCATGTTGGCGATAGCACAGTATTATTTAGTGTTCAATTACATTCTTCA 

MT TCCCC TCTTTCTTGTCTCTCCAMTATTTTCMGTCTCTTACAGAAAAAAATGTGCC 

TTGTTTTTCTCCCAGATGCCTGTCTTTAGCACTTAGCATGGTGCTGAGGGTATGTGAAGT 

TGATTGGTTTGTGAGTGGGGAAAAAGGAGATTTCTAAAGCACTAGAAAAGATCCGCCTCT 

CCA 

Sequence 3025 

GTCAGCCCGCGGGAACGACCGAACCCCCTCAGAGCGGGAAGAGGGGCGCGGGACGGACGG 
GCGGGGGACGGCGGGGGCAGAACCGGGAAGGCCACCCGTCGGAACCCGGCGACACACCCG 
TACCGAGACGCCGCGAGGACGACACGCTCCCAACACGAGGCCCACGCCGCGGACCATACC 
GGGC 

Sequence 3026 

CCCTTAGCGTGGTCGCGGCCGAGGTAC T I I I I I I I I I I I I 1 I I I I 1 1 IN I I GAGGCTGA 

GTCTCTCTCTGTCATCCAGGCTGGAGTGCAGTTGTATGATCTTGGTTCACTGCAATCTCC 

TCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCG 

GCCGCTACCACATGCGGCTAATTTTTGTATTTTTAGGAGAGACAGGGTTTTACTATATTG 

GCCAGGCTGGTCTCAAACTCCTCAAACCCCAAGTGATCCTCCTGCCTCAGCCTCCCAAAG 

TGCCAAGGATTAAGGCGTGCGTGAGCCACTGTGCCTGGCCTAGGATAAATTTATTAGTAT 

CAGGMTCCTTATGCTTCTTTTGMTGATTATTTTCTCTTAATGTTAMGTATMCTT^ 

GGGTATACATT TCATA TGTTAGCTCCATTCCAGGCTTCATTTTGTGTCTCAATTCCCAAT 

CCTTAATTTTCGTTTTACTGAGGTC I 1 I 1 1 I 1 1 1 1 I 1 AAGTT 

Sequence 3027 

CAGGTGTACAAGCTAGCTTGAGTCGACCCACGCGTCCGGGTGCACCTGTGGCATGCCTGA 

GAGGATTACCTTGATCACATTATTTAAGGTAGGAAGCCTGCCCACTATGAGTAGCATCAT 

TCCCTAAGATGAAGATGAGATCTTGTATAAAAAGGAAAAAGGTGAGACATAAGAGAGAGT 

GGGAGTGAGATCAGATGAATTAGAAAAATAAGGAGAAACTGGACTGAGCAACCAGTATTC 

GTTGCTGTGAAAATTCTTTATGTACCT 

Sequence 3028 

CGTCCGGTNAAAAGTCAGATATATTATCAAGGAGATCTGGATATTGTAAAACCCGATTAG 

MATTGGGTTTCCCCCTGTTTTGGAGCGATACACGTCAATAGTGACCTTGGTAAAACCAC 

ATTTGGTAAAGGCCTCTTGTACTGATGGGAMCTTTTCAATCATCTGGAGACTGTTTGGC 

GATTCAGCCCAGGTCTTCCTGGCTATCCMGAACATGTACCTTGGATTTTTCAATTTCTT 

TTGMTTCCGCTCCCTTCTGCACTCTCAGCTCGCTACACTGTTCTTTGATGAAGTTGTGA 

AACAAATGGTAGCGGCCTTTGAAAGAAGAGCTTGTAAACTGTATGGTCCAGAGACAAACA 

TTCCTCGGGAATTAATGCTTCATGAAATTCACCACACCTGAGAGGAAAACGAGAGCTGCC 

TCCATCCATCTTGACTAGTTTGTTCACTTTTAAGMGCCATTTCACCAGCTATTGAGAAG 

TCAGACAGCATTTGTTAAACCTGCCTTGACTCCAAGCCTGCTCCATTGAAAATTTATACA 

TTGMTATGGACTCACTTGTACATAGAATCATTTCTTCAATCAAAGTGTAACTCTAAGTA 

ACCGTGTACATTTGCANGCTCTGCCTGCCTTTGTA 
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Sequence 3029 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTTGTTCAATCACAGTATCTGGGTGTAA 

TAGACAGTAGCTATTTATTTAATTAGTCTATATTTTTATCTTCAGTGGGCTTTAMTGAC 

TTG TTTAT TAAATAAATTATAAATTAATAAGTGAATGAGTTATAAAATCCCAAAAGTAAT 

CTTA TTTTAT GGGGTCAGACTTTGGAAAGGAGAGCCTC7TCCCTGAAATCTTGAATACAT 

GGCATTTTTMTGCCAGGACACAATACACAAATCTGTATATTTTTGTATAATATCTGATT 

TCATTTACTGTATMGAMGACTTGGATMTATTTTTCM 

TTTTTGGGAACAGGGTCTCACTCTGCTGCCCAGGCTGAAGTGCAGTGGTGTGATCTTGGC 
TCACTGCAGCCTTGATCTCGTAGACTCAAGCAATCCTNCTACCTCAGCCTNCCAAGTAAC 
TGGGACCACAGGTGCACACCACCATCCCCAGCTGATTTTT 
Sequence 3030 

AGGTACAAGCTAGCTTGAGTCGACCCACGCGTCCGATTTAATGTCTACACTGTAGCTGTC 

ACAGACACACCAGAAGAGGGCATCAGATCCCATTACAGATGGTTGTGAGCCACCATATGG 

TTGCTGGGAATAGAACTTACGTCCTCTGGAAGAGCAAGAAGCCAGTGCTCTTAACCATTG 

AGCCATCTCTCCAGCCCCAGCCTGGGGTTGGTTGGCATTTCTATGGGACATCTTTGGCCA 

ACAACTCAGCTGAATGCACTACAGTCTCTGTACCTGCCCGG 

Sequence 3031 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTG 

GTTTACTTCTCAGATAAACTCAGGAAGTTTAAATGGATTCTGAGAATCTGTAGCTGCAAC 

ATAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATtAAATTCTCTGTTGCTAGCTTGG 

ACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGCGGTGGCACAGTAACAACCATTTGT 

TTCTCAACAAGAATCTGATAATGTTGCTTGAACCTCCTGAACCAGTGCTGCATGCTCTGC 

TTCTTCATATGTTTGTCCTTAGATTTGACCAAAAACAATAACTGATAATGTAATACAGAT 

TCCCCAGCTCCCTGTGAGCTGGGTT 

Sequence 3032 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATMTGTAAAACATAAAAGTGTAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCAmCTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCT 

TGTCTACATACACATCATTAATACTATTGGNATTACTATTGGGGATAACAGCACCTCTGC 

GTTTAGGGGNTNTATTGGATATATTGGATTTGGNNATATACCATTATT 

Sequence 3033 

CCCTT AGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 
TTmCTCATAGGAMGCTACAGGMTTTTMGAW 

TCCAGATGGAGCTAMTTGCTATATGATACAGGGTTTATTTTATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TMCAGTTGMTACAAACAAGATTACMGCAGTGAMCATTCAMTAGGTTTTTGGCAAC 

TCCAAATATTTTGTGTTTCACAA 

Sequence 3034 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGT1TTAATTCTTAAAAATGTGATAATTAGTMTAMCTTTTATTATATCTTATG 

TAAA ATAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCT 

TTCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATAT^ 

TTGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTAGATAGCAT 

TCTGTTTCAAATCTCCTTTTCTCAT 

Sequence 3035 

CCCTTGAGCGGCCCGCCCGGGCAGGTACATCTAAAAACCtTTTTACTTCCAAAAACCTTT 

tTGGCTCTCTCAAGAATTTGCTCTCAATATAGGAGTGGTAAATCTGTTGGTGATATAAAC 

ACAGGGAAAAAACAGGGAGAATCAAAGACAGATTAATCATTCAACAAAGACTTACTATCT 
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ACCAGGAGCCTGACAGTGTATCAGGTAGTGCCTCATGCACTGGACCAACAGTGGGAAATA 
AGATGAGGGTAATCCTTGTCCTCACAGAACCTCCATTCTTAGAGGAAAGAAGGAAATTAA 

ACATGAAATTCCACTGAGATGAATTATGAAAGGGGAAGCAGATGGTCCTGTCATAGGGC 
Sequence 3036. 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 

TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTAGTCACCA 

ACTTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACC 

CCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGG 

GCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAAC 

CAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCAT 

ATTCCCAGGACAAAAGCCCAGCCAGGCACCACCAATTACC 

Sequence 3037 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTAATACTAT 

Sequence 3038 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCMTAMTACTTTCCTAMTACTTACATTAAA 

GCTATTTCTGTMTAAAAAAGTTCTTCAAGTCMCACAATCCACMGTATTTGTTTTGTT - 

CTTAGTGTMGCTTAGCACAAGTCTAGGAMGGGTTTAGCATTGAAGTCTATTTAGGGAG 

ACAAAGTCACAGGCAACATATTTAAATAATGTTACCAAACCCAATCCTATCTGCCAAAAT 

GCTGGGAGGAGATGGTGAGTGCCACAAAGGTTCAGAAAGGAAACTGACTTCAGAAAGTGG 

TATGAGGTGTTACAT1TTG 

Sequence 3039 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACTTAATTACCTCAAAAGAAAACTGTCAACCCA 

GGMCTAMGTTTATCCATTTGGACTTACMGATMCCTTTAATACCCCATTGCCACTGT 

ATCCGATGCTGTCAGAGGCCCACCTACATCTCCCCCTACACTCAGCATTTCAGTGCATAC 

TGATAGAATTGTGCTATCACCTGCAAATACCTCTTTAGGGCACGCCAGAAGTGTGCAGGA 

GATAACATATCTGGCTGAAACTTTCAATCCCTGACAGAGGGGATTTGGGATACAAATACT 

TCGACTTTCTCACCCACTGGTGGGGATAACCGTGAGGAATGTTCTTCAGGGTTCCACAGG 

ACTCCTCTGAGGGACTTGTAACAGTTCCCCCCAAGAGTAACCTGTTCAGTGCTGTGCCTC 

TCTTGGCTTTCTTTCATGCCTCTATTCTCMTTCCAGCTCTACTCCTGAGTTTCCTTGCT 

CACTTTCCAGGMCAGTTTGMTTCAMTTCTTCTCTCAGGCTCTGCTTTTGAGGGAAAT 

CAGTCTAAGACAATC 

Sequence 3040 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAATAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAMTTGGTCACGTTGCC 

ATTCACTATCATATGTAAGTGTAACAATTGCACTTTTATG 

Sequence 3041 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCMTGCCAMMTTTTGTTAGGGAMCATTT 

TTCTCCTTTCTCCCTCTCAGGGAGAGATGATTAAGAAAAATCAAGTTCTAGTGGCAGCTG 

GGTCTTAGAGAGMGGTTTTTCCTACCTGATTATCCAGTTGT7TTGGGGATGGCAGTTCA 

CACTGCTTGGAGCAGAGTCTAATTTCCCGAAGATTAATAATATTAAAGAAAGTTAAATGA 

AGCAAACAGCATGCCACACTGTGCAGAGCCCCAGTCAGAACCACACTGCCCAATTCCCTT 

CTGCTATTGGGMGATAATTACTGAATCTTTGTTCCTGTGAAGTAMTGMTTTTGAATC 
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CTCTGTATGTTTAATTATCCAAAATTGAACCTTTGTT 
Sequence 3042 

CCCTTCGAGCGGCCGCCCGGGCAGGACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTrTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGTATATATTGGATTTGTTTA^ 

Sequence 3043 

ACCTGAAACCTGTMCTTTACATGAGTAGAAATCCGAAATGTTATAAGGCAATTGTTACA 

GCAAGAAAGGAAAAGACTAGTTATGTGATGTGCTCACATCCAGAAATCTAATAGCAGATG 

ACTCACCAATCATAATAGAGCATGTCAGTTAAAGNNCTCCGTGACTTCAGTCCAGACAGG 

ATCAAGTCCCCACTCTACTCCTGTCCAGTGTCTGAATTTANACAAATGACTTATCCTCTC 

GATGTTTAAGTTCTCATCCTGATAATGGCAGCACCTACCTCACAGATTTGTGAAGAATAG 

AAAGTTACTACATGGCTGCTCATCACAACAGTGATGAATACATTGCAGGGACACTTTAAC 

TGGTGTACC 

Sequence 3044 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTrGCTTTGCTTTTGTGTGCTTT 

Sequence 3045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTAAAAAGTAATTCACAGGCAAAAATTGTAAAGGATTGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGATGGAGGTGATTGGAAGCAAATTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCATTTTTAA 

Sequence 3046 

CCCTTGAGCG GCCGC CCGGGCAGGTACCCTCTACAGAAAAGCCAGCTGAATGTAAAACTC 

CCCTAGTGCCCTTTTCTCCTTATAATGGTATAGTTATTCTTGTCCCTGACTACTCTGATT 

GTATGCCAGGGCCTTCMATTATTTGCATTTTATATCTTGTTCATCTTTMTAATTATAA 

CAGCAGGAAACTTAGCCTAATAAAGTCATTCCATTCATAACTGGAACTCTAATTCTAAAA 

MGAMTT MTTA AAGAAAATTATTGATGTGACCAAGGTTTAGCTACATGTATAATCCAC 

MCAGAAATTTTTCTATCAGTAAAAAATTGGAAGCAACCTATAGGTCTGACAATATGGAA 

TTATTTAMTAAATGATGATTGATCCACTGTAAGTCAGGAATTGCTGCCAACATTAAGGG 

CTTMCTGAGGTCATGAATTCAAAATGTGACCAAGCACTATGTGTGTCTGTGTGTTTTCT 

TCC 

Sequence 3047 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTMTTATATGTTTTCATTTTCTCTTA 

GCTGTATAGCTAGCAGTGGMTTGTGGGATCATATGTAACTGTATTATCTTTTGAGGAAC 

TGCCAMTTGTTTTCCAMGCAGCTATACCATTTTATGTTCCTGCTAGCAGTGAATGCAG 

ACATGATCGCTACACGCMTTTCTGCCTTTTCTTTGCATCATAGGATAAAGGATGTTTTT 

ATGTTGCCTMTTTGACTTGAAGACTGGTGGCTTTGATGACTTTTAAAAATATTAAATAA 

AACTTTATTTAC 

Sequence 3048 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
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CGAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGGCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCGCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTCAGTGGA 

CAGTGCTCCAATCCTCACTGNATTTAACAGCTCACACAAAGGACGGATTAACTGTAATAG 

TAACACTACACCCATAGTACCTGC 

Sequence 3049 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATAGTTAGCfGTTTATTGCTTTCCTG 

CTCTTATTCTCAGTCCCCAGGACCAAATGTTGACCACTACCTTCCCCCACATATAATTAG 

GTTATTT ACCG AACGCCATGCAGGTGGCTGTTAAAAGGAAGATATATACTTACCTTATAA 

ACTCAACTTTTCCCTGTTGTCTTTCTGTCTCACCCCTACCTCCATGCTTTAAATTAACTT 

TTCAGGCTTAGGCCTTATCTCTCAGTAGAGCCATATAAGGTATGTGTAAAAGCAGGAAAA 

TGTTTCCTGGGGATGAAGCTT 

Sequence 3050 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACATGACTGTCCTAACAAAAAACAAAATGAAGG 

CAGAAGTAGATTTTTAATTGGCTGTTTCATCTTTCATAAAAGCTAAGAACATAGTAGCAG 

AATGTAGCTTTCTGGAGGTGACGTGTAGAGGGGCCTGAGCTGAGGTCCAAGTATTTNNCT 

TGC TCAA AGAGTAGATTCAGAATTCCCAGTGAGAGGGGAGGAGGGAGAATGTTCCTTAAA 

CTGTTTTCCTAAACATCTTTAAAAACAAACMACAAACATGGTTTTTAATAGGAGCTCAA 

CTGCAAATGCTAACAG GTAGT ATTTTCTGTTAAGGTCCTGATGCATGCAAATGTATTGAG 

AAAGATTATACTAMTATTTTTCTCTTATTCMCCACAGGTTTTCAGAATATTGGATTTT 

ATAGAACAAAATTTCCAAAAAGAATTTTGAGGGCTCCATGGATTTGTCCACTTTTTATTG 

TCAAGTGAAAACAA I 1 1 1 1 I 1 1 

Sequence 3051 

CCCTTTNG AGCG GCCGCCCGGGCAGGTACCCTAGAACTTAAAGTATGATAATAAAAAATA 

.AAT AAAT AATTTTAAAAAATAGATTTAAAGAAATCTCTACAATTCTTTAAAGAATACATT 

TAATTTTGACATGTTAGAATTATATTTGATTGAATTTAGTTACTGTAAATATTAGATTAA 

MTATTTTTGTTTTATTCTTGTTTTCnTTTTCCTAGTCCTCCTGGTAGAMCAAAGTTTG 

AGTATGATACACAATCTGGTTAGGTCTCAGAACAACCATTATGATGTCGGATGAGCCATT 

CATTAATAATMTTGAAACAATAATACANATAAAGCTATCCTTTATAGGAGCACTTATTT 

ATATGCAAAGTGCTGTTATAAAGATGGATATATATTTATTTCTCATTAAATCATTAAGAA 

AMGGTTACTATTATTATTTCCCTTTTAAAGATGAAAAAAGT 

Sequence 3052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTA 

Sequence 3053 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGCTCTCC I I 1 1 I AACTTTGGGTTT 

TCTAAGACTAGAAACATGAAAGTGCTGAAGATGGGCATGAAAAATAATGGAGAGGAAAAC 

CATGGGGATAGTGAAGATAATGAAATAAGTTTGGGCCCTAATGAGTTTGGGGTGGTGACA 

TGA AGATT TAGTAAAAGTTTTGCTAGTGTTCTGCCCAGACCCTCAGCCCAGACAGGTGCA 

GCCTTTTTCTTCCTCCCACTTTAGGAAGGCAAGGTCTGATTGATGTGCCAATGAGAAATA 

TGAAAGTGTAAGAACACTAGAMTTCAATGCATTTTTATMCACTTTGTAATTTACAGAT 

TGTTTTGCCATCTTTTATTCTATTTATTGNCACACAGTTTTATCGTAATCCTTCCCAATG 

GT 

Sequence 3054 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTTTTAGGAGTTTAGTTTCTA 

TTTCTCTGTTTAGCTMTTCTCTATCTTTTGGCCACTCCTTTTTTATTCCCCTCAAACAG 

TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATAATTATGNNCA 
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TGCMCMTGCAACAATTTMTATATAAGTGCATTACATTTCTTATTTTTATTTTT 

AAAAAAATTAGCCGGGTATGGTGGTCTGTGTAGAGATGGGGTTTCTCCATGTTGCCCAGG 

CCAGTTTTGAACTCCTGGACTCTAGCAATCCACCCACTTTAGCCTCTCAAAGTGCTGGGA 

TTACAGGCATGAGCAGCCACATAGCTTTCTTAGCATGCCCTTTGTATGATCCCAGACCTA 

AGTCCAAGGGATTTATCAATGATACGCATCCATCTTCCTAAGGGGA 

Sequence 3055 

TNGAGCGGCCCGCCCGGGCAGGTACTTAMGTTGGTTGTTTTTTAATGGGGATGTGGAAT 
GGAGGGGTAAATATTTTGTGTTTTTTAA^ 

ATA7TGCAMGGCACTGATGCCCCTTCTCACAAAATATTTCATGCTTCAGTATTGGCCTA 
MGTTGACTATCT TTATA TAMTTAAAATCTTCTCATGTTTTAGTGGTGTTTTAGAAGAT 
CTTGACATGTTACTTTTTGAATTAAAGTGAAACGCATAGCATATGGACTCAACAAA 
Sequence 3056 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCCAGGCGGAAGCCCGGCTCCGGGCCA 
GCATCCGAGAGCCCNGACTGGANGAGTTGAGAAGAGGAGGAAGAATAATGGGAGGAGA 
Sequence 3057 

CCCTTGGCCG CCCGG GCAGGTACGCGGGGGAGTATCTTGCAGCCAGCGTGGACTCGAGGA 

TCTCTTCMGGTTTTTGCTTTTGGATGCCCGCTCCTTAGTTAAGGGCCTGAAAGTGAGGT 

CATGGGCTCTGATTTAATGAAGGACTGGCCTCACCAGGCAGCAATTGCTGGGTTCTGCCT 

GAGTTCGTGAATGCTGAAGATGGCGGCCCAATTGATCGCAGCTTCCAGAAAGAAGGGATC 

CTTTCTGAATGGGATGGGCAGTGAACTTCACACCTACCCTTGGCAGGCTGGAGAAACTGA 

CCAAGAGTCTAGAAGGAAGCTAATGTGCCTCAAT 

Sequence 3058 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGC 

GTTTAGGGGNTTTATTGGATATATTGGATTTGGNNATATACCATTA 

Sequence 3059 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCTT 

TGTMACTGGGTCMTGCTATTCCATCTGAMGGAMTTACAGAATTATTTTCAATTCAA 

TTATACATCCCTGCAAAATMTTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGATG 

CCATCTATATTAATCCTAAMCTTATCTTCAMTTGATTCCCAAAGTCCAACACACTTTT 

TATTTAATAAATATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTTG 

GGAGGCCAAGGCAGGCGGATCACAAGATCAGGANATTTGAGAACATCCT 

Sequence 3060 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTMGGMCTCTTMTGGMTAGGCTTTT 

GGGTTTTTCTAGTTTGCAGGATAGATGAAAAACATGGCTGCTGTATTTGTTGGCTTTCCT 

GAGTTTATTCATATANTAACAGGTAACTCCAAACCTTCAGTGGTTTACAGCCACAGAAGT 

TTATTTCTCACTCACGTGATCTGTGGGCTGGGAGATGGCTGTGGCTCTGAGCTCCATGTA 

TTTTCTTCATTCTAGGATCCAGGCTTTCGTGAGTAMTACAGAMGATTTTTGTAATATA 

TCAACTGTTTAAAGTTT 

Sequence 3061 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGCTGACGTTTTTCTTCAGAAAAAAACTAA 
TTTTATGGTAAAATTCTTTCCAAATTTATTTTTCT 

MCMGTCMTTCAGCTATCTATGTAGAAAACTGATTTATTCCTTGTGTGTATGTTAGCA 
ACGTTTATMTCTCTTAATATTATTAATTCCATAGACTATTAGCCATAAAAATTAAATGT 
TGACATTCTACCCTATTCATAAAGTAAACAGCAAAAGAAATTTAMTTATTAGTTTGTTG 
TTGTTAGAGMCTATCTTTGTTTTMTGCCTCTCATTTTTAGGAGAATAAAACCTGACCT 
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TAAAATCACCTTTGTAGAAATGGTGGCTAATAGCTTATTCTGTTAGCCATGAGGAAATCT 
Sequence 3062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGCCAGGCAGAGGAGTCTGACAGACCC 

AAGGATTAGAAGCCGTGTGGTTGCCCCTTCCCAAGAATAACCCTTGCTTGGGTGTCTGAG 

ACTGCAAGTATAATCCTGCATCAGAGGAGAGAGAGCAGGGAGCTGGGGCCAGGGCTTGTG 

GCTGTAGACACAAGTGGMGAMCCCCAGATCTCTTTTCTTTTCTAGGGCACTTCTTGCT 

ATTGTMTTTGAAMTGTATTATTTGMTMTGAGGGATGTCTTTCTCCTGCAGGACTGG 

TAGCTCCTTGGAGGAAGGGCCTACTGGTCTTGCATCTGTCTCCCTACCCCAAGGCCAGGC 

ACATATGGGMCTATTTGTTGGGTGTGTGTAGTTTCAAGTTCTGCCTCTACCCCTGCCT 

Sequence 3063 

C CCTTA GCGTGGTCGCGGCCGAGGTACAAACCTGGCCGTCTAATGCTGTTAATAGTGCAG 

CATTTTAGGTCCTCTTTACCCAGGACTGCCTGTTCMCMTTAGGGATTAATTGCTTCCC 

GGATTATCCAAATCCAAAGTGTCTTTAACCCAGCTACCTATGGGTCACTGGCTCATTAAC 

ATGCACTTCCTCAGACTTCTCACTTGMCAGCTAAAGTCAAGCTGGMCTCATTTTCTTT 

TTACTGATCAGAGAAAAATAMTCTACAGTTTGGMTTTTTCTTAAATTAGAGTTATTCT 

AATCAACAGAAT 

Sequence 3064 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTMTTCCAG 

TTTGTTCTTGGCTTTCTTAGTTCTGAAAATTGAMTCTGCCTTCATTTTCACTGATGCCT 

GTGTTGTMTGTGTCAGTAMCTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTC 

TGCATATCTTTGTGCTGTTCTGGMTTTGTTTTCTGTCCATCACCGCATTTACCTGCCCA 

TACTCTGAGGCTAACATATCCAGAMCTTTTAMCTTAACTTCCATTTTTCAGAACAGCC 

ATCTGCTTTAGAATAAATGATTTCCGTTTATCCAGAAAAAAGTAACTAGGTCTTAAAGAC 

TTCGTGTATTCGCCGTTCTCACATGTGGCAAMTATGGIvrrNGGTTTTTCTTTT^ 

Sequence 3065 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTA 

TAAGTCAGCAATAAATAGTTGCCATTTATGAATACACAGGACAAAGAAAATTGAGCACCT 

AGTGGCTGATGTTTGCAAMTATTAMTMCTTAAGTTCATTGAATACAATTAGAGTCAA 

ATTMT GAAGCTTA GAGATCTAGTGTTATTTAAACTACTAGTAGTGGGCCAAGTGTTGCC 

ATTAACA I I I I I I IMTGATGAAATAGMTAGTAAAMTATGTTTATTTTACCTAATAGG 

TTCATTCTAGCTTTAAAAAAAGTGTTGTTTCATGMGCTTTTGTGTATTTTGCATATATA 

GATCCCCAGTGTAMCTGTATTTGTTACTTTGGCTCATAGCCAAAAACTCTTGAAAGCCA 

CTMTCTAGCCCAGTGCCTTCATTTCATAGGGTGGCAAAATTAAACCTATGGGTCATCTG 

ATTTGCCAMATTTCCTCAGGGAGNTTAGTGATAAAATNCCTTGGGGGCNTTCANAACTC 

CAAGGCCAGANGA I MIMA 

Sequence 3066 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGTTACTTCAAGCAAACAGTTCTGAGCT 

GTCAGGGTATTTCAGCCACCTCCTGACAGGCAGAAGGCCCTCAGAGGTCTGCCATCTTGC 

CTCGCCTAGCCGCTCGCAGGAAGAAATCTCCCTTCTTTTGCCTTGCAGCTGGTGTTCACC 

TCTCTGCCTTAAGTATTCATGCAAGCCTTCAAAGTCTCCTTCCATTCTCTATTTAGCCAA 

GCACTTTGGGGTTGAAAGTTGAAAATAGCCAAAAACCCAGCTCAAACTAGATTAAGGATG 

CTCACGGGGAATGCAACAGAATGGACAAGGTTAGAATGGAGGCTTCCCCGAAAATTAAGC 

TCCAGMGTTTAGTGC7TTCTTGGGGCTACTCTCTATTAAAMTATATATATTTTAAA 

Sequence 3067 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTGAGGTGCCTCATGAMATTAGATTATTTTG 

GAT GTATTTT CAGGTAGACACAAGCCCATTCTTTAAATCAGTTTTTGTTCTTAAAGTAGA 

ACTATTTmCAGTTAATATAAAAMAAAMNMN^^ 

GGGTTTNCCTNAATGTNTTTTNGGCTNTNAAGGAAGGTNGAATTCCCGACCTTTTTTNA 
NCCCCNGAAATCCATCATNTTTNGCCTGCCCCTGTANCAAATNANCGGCTGATNCTGGGG 
CTTNTMNANCCCANNANGCTNTCANCCTGANTTTTT^^^TTCNCAGNCANAAAAAGTCNT 
GAGGGNGGATGANATTAAAAAAAAAAAAAAA 
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Sequence 3068 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CCGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCAAGATCG 

Sequence 3069 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAMGCATTGTAAATTGTNTACTGCAGNGTCGTNTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCANTTGTTNCACTTACATATNATAGTGA 

ATGGCANCGTGACCAATTTTTGTCTCANGTTAAAATACCAAAANCTATTACAGNGTCTAC 

TGGATTTATGTCTNTATNACAMTCTTGATAGTGCATCCACMCATTACTGGCGTNCTTT 

TTGCTTTGCTTT 

Sequence 3070 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAGACAAAGATGGATAAAACAGAGTCCTT 

GATCCAGAGAGCAGAGTCTAGAGTTAGGCAGGCACACAAAGAAATGATAATGAGATAATG 

TGATATGTGCTATAATAGAGGTATGTTCCAAGGGCAACGGGATAAAGCAAATGATTCTGT 

CTGGTATAAAAGGAGAGGATCTCAAAGACAGCATCATGTTAACCAGCTCTTAAGGGATAG 

GCTCACCTACAGAGATATGAAGGAAGGGAACTCTAAACAGAGGGAATGGTATCAATAAAG 

AGATGAAGGCATCAAGTGTAGTGAGCAGAAAGAAATCTGGGTATCAGGAATAAAGATATC 

TAAGCTGAGCTGGCATATGTAGACAAGAGTAGGAACGTTCATGTGGTGTAATGCTAGCCC 

CAT GGGCTA ATCAGTGTTTGGGGTCACAAGGATGAAGATTAAGAGTGTTTCATGTCAACC 

MMTTTTTTGGNATCATTGGTAAGANAAAGAAGCATTATTTT^ 

TGMGGTGCTNT TCAC CCIsnTTAGGTAAGGGGAGTANNTTTTTAAATTTTAAACC^ 

mAMTCmCCTTTTGGGGAMTTTTCNCCCNTTNGTTTTTNC 

CAACATTGAGGTGCNNGGGACTTTTT 

Sequence 3071 

CCCTTAGCGTGGNCNCGGCCGANGTNCATGAGCACCCTGGAGATACTAAAACTNTTATTC 

TGACTAAATGTNTNTCAANAGCAGCCTCCAGATTTTTCTGCATTCTTGCTACCTTGTTAA 

CTTGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTNTTAGAACTAANATA 

ATACAATTNGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAANGANGGTGGA 

AGAAGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAGATACATTCTGAAGCAGCCAGTTTC 

CCCAGTGTCCCCACCCCACCCCGTATGGGGCTCACATTCTATTTTTCTCTTTGTCCTTTT 

TTT 

Sequence 3072 

CGGGCAGGTGCTAGCTTGAGTCGACCCACGCGTCCGCTCTGATTTTATTCTGCCTCTAAG 

AGGATATTCAGCACCCAGAGCACCCTATTCCACTCTGTTTTACTTTTCCATGAAGAAGAG 

AGGGAGGGTCATAAAANGATAACTAAAAGTAGACAGTAAATGAAAATGTTGAGGGGCATT 

CTTGTGTGTCTACATCCCATGGGTCCTAGCTCTACTGTCTACAAAGGACAGCAAACGAAG 

G 

Sequence 3073 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGNCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGGGGATAACANCAGCCTCT 

GCGTTAGGTGGTTTATTGGATATATTGGNATTTGCCATATCCATAT 

Sequence 3074 

CCCTTAGCGTGGTCGCGGCGGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTAG 
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CAAMTTTAAAGAGTTATACCGGGGTGAGTTTTACAGAATTAGTAAGACCATTTAAAAGT 

AATAAATCAACGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATGAAAACACTATTACMCMTATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 

ACAATTGAAAAATT 

Sequence 3075 

GGTACGCGGGCTCCTAATATTGGAAAGGAGAATGGAGACTATTTTGTGTTCCAACATTAA 

CTAAAAATACTACCAATTGCAGAAGAAAAAAAAGATGGTATATAAAATAAATCATAATGA 

AAAMGTAACAAAATAGCATCCTTTTTGTTTTCCAAATGAAACAAAAACTTTTCACCTAG 

AGGTGCTTATAGAATGTGACCTGATACTAAGTAAATACAAAATTGTCACTGCTAAATAAT 

TTTCCAAGCAAAGATAATGACACTAAAATATGTTTATTCGTTCTCAACGGTAGCCTGCTT 

CTCTTGGAA7TCCAGTCAGCTTTGGCAAGAATGTCTTTATCCAAGTGTCTCCAGAGTATT 

CTGGGCAGCTCAAA 

Sequence 3076 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCG^f^GCTGCTGCAGGATCA 

GCCATGGTAGATTA 

Sequence 3077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATTTGGATTCATAGCCCTTAGAATCTACT 

GTTTCCAAAGCTAGTCGAATATCAGAAAAGCAGCTTGGTAAAGTGCAAATAACTTTGTTC 

AGGGAATCAGGAAGCACAGCTTAGAATCCCAGACTCCCTCTAACTGTCTGTAATGTAAAC 

TCAGGTAATTCCCTTCACTAGGTATCAAATGTCTCATCTATAAAATGAAGGGTATATATG 

TGACCAGTGATGCTACTTTGACGTATTTTGAGTTAATCAGAGATTTTTCTGCTCAAAATC 

TTTGGAAGAAAAGCTACTAATGGGTGGCAGAGAGTGGCAAACGTTCTATCTAAACTATAG 

ACCTCCTCCTCTTCAGAAACCTCTGATGAATTGTGCTACATAGAATAAAATATAAAATCT 

TTTGTATCCTTTACTGGNGCANAAAGTANATGCTTGA 1 1 1 1 1 I 1 1 CT 

Sequence 3078 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTA! 1 1 1 1 AATACAT 

ACACATGCACGCTTTTTAATTACATAATGTATATGTACCTNGGCCGNGACCACGCTAAGG 

G 

Sequence 3079 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTAI 1 1 I I AATACATACA 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGC 

GAATTCCA 

Sequence 3080 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTTGTCTCCCAAAATGTGAGAACCTC 
CATTAAGTCCAGAAACAGTTTTTTAAAAAGGACACTTTTTAM 

TCACTCATTGTCTGTTATGTGTCAGGTCTTGTGCCAATATTAGAAGCATAGTGATATATA 

TGACCTGGTTCCAGCTTTGGGGAGCTCAAAATTTAGTTGATGAGACACACAATTTCATCA 

TCAGMTGCAATATTATAGGTGTTAAMTCGAGGTGGATAMGTGGTTGTTTTTCTGTCT 

TTCAGTTTGCCTGGGAGTCATACTTCAGAATAAGGGCTAAAATTGGGGTCTAAGAAAGGT 

GTGMTMGGAAAACATTAMTACTTTTACCTAAMGAAMTTGGGAGAGACAGTTTANG 

GGACAAGTTACTGAATAAGAA 

Sequence 3081 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGCACCCTGGAGATACTAAAACTCTTATTC 

TGACTAMTGTCTTTCMGAGCAGCCTCCAGATTTTTCTGCATTCTTGCTACCTTGTTAA 

C7TGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTCTTAGAACTAAGATA 

ATACAATTTGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAAAGAAGGTGGA 

AGAAGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAAGATACATTCTGAAGCAGCCAGTTT 

CCCCAGTGTNCCCACCCCACCCCGTATGGGGCTCACATTCTATTTTTCTCTTTGCCTTTT 

TTTAAAT 

Sequence 3082 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTGGGCAGTGTTTGGATCCTTCCCTGGAATCA 

GTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAACC 

TCAAAGGTGTAA TTCTCTT GGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAAT 

TCTTTTGTTGTTCTTTTTTGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAAT 

CCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTAC 

GCGGGGAGCTCAAAGCCCGCAAGA 

Sequence 3083 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTC 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTMT 
ACACATGCACGCTTTTTAAT 
Sequence 3084 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGC^^ 

Sequence 3085 

CCCTTACGTGGTCCGGCCGAGGTCTAATTAGAAAATATAGCTTGAGCCCCGTGCCAGGCC 

TG7TTTGTTTGTTTTTGTAGAGACATGGCTTCACCATGTCTCCCAGGCTGCCTGCCTTGG 

CCTCCCMAGCACTGGGATTATAGGCATGAGCTACCACACCTGGCCTTACGGTTTTCATT 

MTATAAATATA ACTAC GTATTCCCMTGCCACATTCATAAATGAGAAATTTTAATTATT 

GATAT CTTTMGTTTTTMCAGAAACAGTGATACAMGCTGACCTGTTAAAATTACTTAG 

TTTTTAAMCMTCTGCMGTCAGTCTGTGMTGGTATTTACATATTTMCCATTTGTTT 

ATAAGAAATATTTACCACTGCCCGGTCCCTGCCCGGGCGGCCGAA 

Sequence 3086 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACAMTCWGATACTGCATCCACMCATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTA^ 

TCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAACAGCCTCTGCG 
TTTAGGCGT TTTATT GNATATATTGNATTTGTTTATATACCATTATTTTTM 
CATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGNCGCTCNAAAGGG 
CC 

Sequence 3087 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCMTTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCAGAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGtGTGCTTTTGTG 

Sequence 3088 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAAAAATGAAATGCTGAT 

TCTGAATTCCCAGTATGAMTCCCTTATTGAAACAGTTCCATCTCAGCATGAGCTTTATG 

GGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAGCATCTGGGGATGATT 

CTCCTCAMTTCTCCTCAAATGCAATGTTAACCTTTAAGAAAAACCAGAAGAAACAAATT 

TAAMTACCMCAMTGATGCCTGTTTTGCATCATTAACCGTAAGTGTTCACATTGAGAA 

ATCCATACAATTGAAACATAAAATCTAGTATCTATCTAAAAATAAAAACAAAAATAGAAT 

GGMTGAAAAACACATGCMCTGGAGTTATTMGCTAGTATTGCTCTTTTGTATTTTATC 

TTTCTGTTTACTTATAAT7TCTCCCTATTGCACMTMGCAATTTATAGTAAATTGTAGA 

TCTTATATATCACTGCATTCCAGCCACCTGGCATTTTTCCCTAACATATTAGCCCGATAA 



Sequence 3089 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACGCGGGGGTTTGTTTAAACTTAAGTAAGCCTT 

AGTAGTTTATGGCMTTTTAAATAACCTTTGAAAATATACAAGCAGATACATACATTAGC 

TCTAAATGTATATATMTTATTTTATTGAAACTCACATTTTCGGCGAGGCGCGGTGGCTC 

ACATCTGTATTCCCAGCACTTTCGGAGTCCGAGGCAGGCAGATCACAAGGTTAAGAGATC 

GAGACTCTCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGC 

CTGGTGTGGTGGT 

Sequence 3090 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3091 

ACAGTAGTAGAGTGAGCGGAAGCACTTTTGGCTGAAGTGCAACATTAGTGATTGAGGAAG 

TGCAGGTCCGTAATATCTTACCCCAAACCCTGGGGCTCACTGAGCTTCCGAGTTCAGAGT 

TTTTCAGAATTGATGAACACATCCAGAAGGCCCATGGGGCAGATACACCTTAGACATATT 

GATGAMGTGGAGTTGGAATTGGGTTGTGGMGTCGTAGGACGTGMTTCTAGGTTTCTT 

GGAGTGTGGAGTATGGTGTCTACCGTTTGGAAACAGAGAAGAATGACATTATGAGTTTTA 

TTTATAAMTAAGMTTTCTTCTTTGTATTAAAATAGAI I I I I ATATAGG AAATTTTCAT 

TACCTTCAGTATCAGAMGGCCCCCAAATCTATTTCACCGTTTCCATAATAAATTGTGAA 

AGAAAGATTTGATTGGGATATTGTCTTTAAAAATGAAACCAAAAAGTATGGGAAAATCTT 

TAATTTT 



ATATTT 
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Sequence 3092 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCACGTCCTCCCAGACCTTGAATGCACCGC 

TGCCTGGGCCCGTGTTTCAGCCACACCTGCCCCCTATAACCTAGCTCCAACCTTCATCCC 

TTGGTGAGCCTCCCCTGGCAAGTCATAGAAACCCAGAGGGAGTTCCTTATTTCCTGGTCA 

CCCGGCACAGCTGTTTGCMTCTTCACTGTCCATTAGGCACCTCMGGGGCTTTTAAAAA 

TATTCATTCCTGGGCCCCACCCCGAGAGGTTTATTAAAGTGTGTGAACTACTGGGATGGG 

TGTTGGGGAGAAAGACTAAGACATCATNCAAACCACANATGTTTCAATCTGAGGGGGAAA 

ATAACATATGCATGCCACTACCCCTTTCATGAAATGGGAANCTGTGGGGTGTTGCCAAGA 

NMNAAGGTTATGTTNCCAAAAAAAGTTCGAAAAAAAAGATTTCTTAAGGGTNGGGGAAT 

CANAAAGCTTTTGGGAGACACAAAGGCCTTTTAMCCNGCCTTNTTTCCTTGAGGAGCCT 

TANAAAATGGGTGGGNTATTTACATACTGGGCCCTTCCNAAAMTTTTGGNAACTTTNGG 

GGGGCTTGGGCCCCNCMAMTCTAANNGGTTTTTTAMTTrm 

GGAAAAAGGCCNAAAAAMGNTNGGGTTTGGTTTTTTGGTTTTT 

Sequence 3093 

GGTACGCGGGGATCGTATCCATTTAATAATAACCAGCTGATGGGATGCTGTGAGGTTAAA 

TGGGATGCGTAGGGAACGTGGGTTTGTAGGTTCTCCATAGAGGGTAGCTGCTGCTCTTAT 

TATTGAGACTCTTGTTGTAGGACAGTCTCTCTCTCGCTCTCGCTCGCGCTCTCGCTCTTT 

TAGACAGGGTCTCGCTCGGTTGCCCAGGCTGGAGTGCAGTGGCACGATCATAGCTTATTG 

CACCCTTGAACTCCTGGGCTCAAGAGATCCTCTGCCTCAACTTCTTGAGTAGCTGGG 

Sequence 3094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTTTCTTTTCACTTCATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCAGAAGAACAGCAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTNATAGCAACCCCTGAACAAAGTGGGGTCTCTAAAGTTCTATT 

MCAGGCTCAATTACTAAACACCTTTMCCAGMAATATTCCCTCTGGGTCCTTTTCCTT 

TACATTCCATGAGTTGGAGAAGGGAAGGAATTAGTGTAGTAGTTGAATGAATGGCTGAAT 

GAAATGATACAGTTGATAGTGTAAGACTCTACAAGCAGCAAAAGTCTTGACTATAAAAGA 

TACTTCCTTAAAACTGAGMGAAGATATTCATTTTTGTCCCCCACTCCCCGGA 

Sequence 3095 

ACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTATAAGTCAGCAATAAATAGTTGCCATT 
TATGMTACACAGGACAAAGAAAATTGAGCACCTAGTGGCTGATGTTTGCAAAATATTAA 
ATMCTTMGTTCATTGAATACAATTAGAGTCAAATTAATGAAGCTTAGAGATCTAGTGT 
TA7TTAMCTACTAGTAGTGGGCCM 

GMTAGTAAAAATATGTTTATTTTACCTAATAGGTTCATTCCAGCTTTAAAAAAAGTGTT 

GTTTCATGAAGCTTTTGTGT 

Sequence 3096 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAGAGACTGAACGTGCAAGATGCT 

GTCTCCTCCCAAATAGACTCACTACTGAGCATGTCTCTGAATTTCTCAAGTGTGTCTGAC 

AGTCTGAGGGACTGCTGCTGTTCCCTGATTGGCAGGTGAGGGCAGGTTGGGAGGTCTGAG 

GAAGACCCATGCCAGATACCTGAGAACCACCTTTGTGTCCAGTGAACAGATAGGCTAGAC 

CCMGMGAAATGCCATCCCAGAGAGCTGGCTTATCTGAMGTTGTAGTTGTTmCCTT 

TMTAAAGMGTGGGTGGCCCAMTATCTTTGATCTGCTTGCCTTCTCTTCCCCACCTGC 

CAGTGTGAMGGTTCTTMCTTGGTGGCCCCGTGTAAMTGGGTTTTTACAGCTTGTGTT 

CCGTMCTGAAGGGCTTTTGATGAAACTGTTTTNGGTGAAAAGGCT 

Sequence 3097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCCAATTTMTTCTTTTAGTTGAAT 

GAGCTTCTTTCTCGCTTGTTACAGACTCACTTAGGGTCATTCCTCCCTGCCTTAGTCCCA 

GTATGGTCTCAGTAATGACATGCAGTATGGGGACTTTGGACTCCTGTTTGAACAAACCAG 

CTTTGAGATGATAAAAATTTGAATATGMTTGAGTTCTTGMGATMGMATTGTTAATT 

TTGTCAGGTTTGTTAATGGCATGGTAGTTACTCTAAAAACAAATTTCTGGGCGAGTGTAG 

TGGCTCATGCCTGCAATCCTAGTACCTCGGCCGCGACCACGCTAAGGG 
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Sequence 3098 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTMTMGGCTAGGCTACTTTAAGGAATTTCTA 

TTTT GAACCAGATAACTAGTATTAAACAGCCATAGGCCGTCTTCTAACCCCAGCTAGATA 

TTTTGCAAMTGTTTTTGTTATAATAAAGGTAACAGAGGCCAGGCATGGTGGCTCACGCC 

TATMTCTCAACACTTTGGGAGGCTTAGGCGGGTGGATTACCTGAGATGGTTTCAAGACC 

AGCCTGGTTAACATGGCCNAAACCACGTCTGCTAAAAATACAAAAATTAGCTGGGCGTGG 

TGGCAGGTGCCTGTAAGTCCCANCTACTTGGAAGGCTGAGGCAGGAGAATTGCTTGGACC 

TGGGA 

Sequence 3099 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGTGGCTGTGAGTAMTACTGTTTCTTTGGC 

TAAATCTTAGTGAGCAAAATGACACATATATGTATTTTATAAGTCCCCTGATAGCCTCTG 

TGCCTCCCGTCTTTTGTTTCAAGTAATCCCTTGAGTAGAGCTGCATGTAAGTTTCAAGAA 

CATGCCTTTCCTTGGTGGGGANGGAATCCTGTATTCAACAATATTCCAGAGTATTAACTA 

AGTGGGATCACATTCATGMGTGGGTCTACCTTCGTTTGCTCCnTCTGNGGTAATTTATC 

CTCAACACAATCTNCTNTANGCTNAAAGGGGTAAAAGTGTGNCCAAGAAACCCCTTCACC 

ANACCACACATACAGTGATGCTGGTCCCACTGAAMCCTTTTTTGGTTCCGTTCCNACCT 

TACCCMTNTTGNCTACCMTTGGCTAATTTGMNCMTCGGATTTTCCTTGGGAAACTG 

GGATT 

Sequence 3100 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAA 1 1 I I I M l I I I I 1 1 1 I I I I I I I CGGAGAC 
AGGATCTTGTTCTGTCGCCCAGCGTGGAGTAGCATAATCATAGCTCACTGCAGCCTTGAA 
CTCCTATGCTCAAGTGATCCTCCTGCCTCAGCATCCCAAAATGCTGGGATTACAAGCGTG 
CNCCACTATGCCTGGCTAATTTATTTTATT^ 

GTTGCCCCGGCTGATCACAGTTACTTTTGAGTATATATAANCAGNGGCTATCAGGAACAC 

AAGAGGCCCAGTTACTTCCATTTCTTGAGATTTTCTGTATATTAAAAAATTTAAAAGGGG 

ATATTCTGGGGGATTTATTATCAAAACTGTGNTGATATGTTAAATGTGTACCTGCCCGGG 

CGGCCCGTTTAAAAAGG 

Sequence 3101 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CfACTTGTTTCTGCTGCTATAATANAGAGGAGAAAATGATGAAATGCTCTTTTTACCTTC 

CTGTTTGAAGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTA GGGG ACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAGATTGGTGTAGGTGA 

Sequence 3102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTT7TGTGTGCTTTTGTGTC 

GTGTCTACATACACATCATTAATACTATTGGTATTAGTATTGNGGATAACAGCAGCCTCT 
GCGTTTAGGGGTTTTATTGNATATATTGGATTTGGTTATATACCATTATTTT 
Sequence 3103 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCGCCCGGGCAGGTACGT 

TTAAMGGTGATGCTMTACTTTAAAATGTTTMGATACCGATTTAAAAAGCATTGTAAA 

TTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAAGT 

GCMTTGTTACACTTACATATGATAGTGAATGGCAACGTGACCMTTTTTGTCTCAAGTT 

AAMTACCMAAACTATTACAGTGTCTACTGGATTTATGTCTATATGACAAATCTTGATA 

CTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCT 

GCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATACACATCATTAATACTATTGG 
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TATTACTATTGTGGATMCAGCAGCCTCTGCG7TTAGGTGTTTTATTGNATATATTGNAT 
TTGNTTATATACCATTATTTTTMTACATACACATGCACGCTTTTTAATTACA 
Sequence 3104 

CCCTTGGCCGCCCGGGCAGGTACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCA 

GCTCCTCAGCTCTATACATTCTTCCAGGGAACCGTAGATCTTGGTGCCTATTTGAGCCCC 

AAAGGATCAGTTAGTTTTACAMGGACMTCGTATTCTCTGTCACATCCTTTTTGGCCAT 

GCCTCAAAAGCAGTCCCACAATGTAAGCTACTGCTCATAGGCTCAATGCAGTCCACCTTC 

AAAGCAAGAGAAATAATTTCATGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCAT 

CATGTTGGAG 

Sequence 3105 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTMAGTCMGTTTCAGTTGTTTGGMGTTTG 
TGGGGGTTTTA ATTTTTT TCCTTrAAAMGTTCTGCCTGTTO 

TCCTTGCTCTTGTTTTTTCTTCCCCTGTGCTNGGCCTGNTAGCGGACTCNTCTGATAAAA 

TGCCTAACNATCAAGGTAAAT 

Sequence 3106 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTA7TACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACT 

Sequence 3107 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGNATATATTGNATITGGTTATATACCATTATTTT^ 

TACACATGCACGCTTTTTAATTACATAATGTATATGTACC 

Sequence 3108 

CCCTTAGCGTGGTCGCGGCCGAGGACAATGCTCTATAAAACATACAGATATCCCTGTTTT 

AGTGTCCAGTTCTCATTTAATATCAGATCAGATAGATATTATATTCTAGTTCTAT7TAGT 

GGTTCATAGAACCTMTTATGTTGTCCAGCATCATCTTTCCCACTTGGAAATTCTAGGAA 

G ATGACCACATCCACTGCAAACAAGAAC A I I I I I I I I I I CTATCAGTGTAGTTTGCCTCT 

TTTATTTTACAGTTTTGTATCTTATCTTMTGMCTGGCCATACTTTAGAACAAAGTTGA 

ATATTAGGTTCTTCATTTCAAAT 

Sequence 3109 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGAGCCAGGAAGAGCAGAGGGGAGCATCAG 

TGTCCACATGTTGGGGGATACCTCTGTGATCTGTCCACCCCTAGTGGACAAGCCACATAT 

TCAGGCCAATGCCCAGTAAGGACTGGTAACAAATTTCTGTAAGTCCTCCAGCTGCCCCAG 

GGAGTCAGCTGTGCCATCAGGTCCCATGGCCTTGCTCAGGANACCAGAGTGAACATGACA 

AAAGGAGAGCCACTTCTCCTTCAACCTCTGTTCACTGCTAAGTTACCTTGCTTCTGGAGG 

GAAAAACAAAATCCTTCCTCAAGCTTGTCAGCCACCTCCCCTGAGGCCTTCCGTGCNTCT 

TTTAGATTCTCGTACCGCCGGGGATGAACAAGCAAAGGAA 

Sequence 31 10 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTGCAGTCAGGAGCCACTGTGCCTGGCC 

TCTGGGCAMCCATTTCTCTCCTTGGCTACTAGGATGTGGTAATTTTCTTGCCCTTCATG 

ATTGNTCCTTCTCTCTACCCTTTAACACATCCTTTCCCATTTCCACCTCTTAATACTCCA 
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TTACCAGTATTTTCTMGGTTCCACATTTAMCTCCATTCTCTGTCTCTGTATTTCTCTC 

TGCCTCTGGCTCTGTCTCTTATCTTCATACTTTGCACCCCACCCTGCTGGCAATCTCATT 

CTACCCCAGGAATTTAACTCTATCCTGTCTTTGTTATGTCTAAAAGAAGAGCCACANGGG 

AGAGG GGCCA GAATATTTTCTTCATTTCTTTACAMGNGATTTTTCCTNAAGGGGANAAT 

CTGGCCI I 1 1 I I I I 

Sequence 3111 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTAAGAGCTTTCCTC 

MATTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGAAGATTCTCACMGTMTTGATAGMTGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATG ATTAA ATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GMGAGGGMGAGMTACAGTCCTTGCTATTTTCCTCAGCTGATTCATAATACATTAACA 

CCCTCATTTACATGGCCTATTAGMGTTATTTATATTTCCMTTACAGGCTATTTGAATA 

TTGCATTTGTAGTCGAATTACAGGGTTTAGGGAAAGCTCGTTTGTTTTCMGAMGGATT 

CTGGTT 

Sequence 3112 

CCCTTCGAGCGGCCGCCCGGGCAGGTCCTGGCACAAGGTAAGTGCTCAGTCAATGTTTGT 

GTTATCATT TTATT GCTTGAGCTATGGTCTTTTCCTGATTCTTTCTTGCGACC^ 

CCCACAGGTTTTTGAGTTATCTTGGAACTAAGTGGNCGCACCAGGGAATCTATTATCATG 

GATAAATGAAAAACTGAATGAATAAAATTTACTGGTTTCCAAAGGAAAGCAGAGAATAGA 

TTCAAATTCCAATTATTTAATAAACACCAAACACAACAATATATACTGAACTGAAGAAGT 

TGGATGGGATAGGGGGAGGNGTCT7TTAAGAAGCAGAAGACCCGCCAGATGCNGTGGCTC 

ATGCCTGTAATCCC 

Sequence 3113 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAACGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TT.GCTTTGCTTTTGTGTGCTTTTGTGTGTCCGCCTATTMTACCGTCCGCTGCTTTTGTC 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGTATATATTGGATTTGTTTATATACCATTATT^ 

Sequence 31 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 

GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCGAAATCCATGGTGGTTGA 

AGAACATCAMGAGGAGCAATTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTMTTGA 

ACATTTTTAGGATGTAGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACAT 

CTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGGT 

AAACCAAACCTAATATTATCATGATGCATTAAAACTGGGTTAATTGAAGCAATAAAATCA 

MGTMCAGTAAATGCTTATACMCATGTTMGTAATATTTACTTCAATCTTAGAAATGA 

MTGATMTTTTACATTCTAGCAGATGTATTTCTTGATACCTGTTCTGAGAGGACAGAAA 

CAAGGCTCAAAATTCATGCAAGAGGCTAATAACAACTTANTTGATAGTAAAATATGGAGC 

ATTGGATGTAGAAGTGCATTAACCTTCTTGGTTAATCTGAGTTGGACCTATAAGTGGGCA 

TATTGG 1 1 I 1 1 I GGGGAA 

Sequence 3115 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGCAAGACTCCGTC 

TCAAAAAACMAGTTAAGGTTGGGGAGTTAAGGTTGGGTAGAATGCATTAACCAGGCATT 

AGAATTGCMTGTTGGGTTCMGATTACCACTTGGGCACTGAAGTGAAGATTAAGGGTTA 

GAAGTTAGGATTTAGTACCTCGGCCGCNACCACGCTAAGGG 

Sequence 31 16 

ACATATCAAATTTCCMTTTATATGGAACCATTTAATAGAGATTTT^ 
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AACGATAATTTCTAAAGCTGTAGATTAACCCAATAACATAGACACTTCTTAATAACAGCT 

TTTGGAAATTGGAACAAGAAGTCTGCAAAGGCGGCCGGGCACAGTGGCTCACGCCTGCAA 

TCTTAACACTTTGCGAGGTCGAGATGGGCATATCACCTCAAGTCAGCAGTTCCAGACCAG 

CCTGACCAACATGCTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCAGATGTGG 

TGGCACGTGCCTGTAATCCCAACTACCCAGGAGGCTGAGGCAGGAAAATCNCTGGAAGCC 

GGGAAGCAAACCCTGCANTGAGCCAANATCGCCCANTGAACTCCNGCCNGGGGNNACACA 

TTGANACCTCCNNCCCAAAAAAAAAAA 

Sequence 31 17 

CCCTTCGAGCGGCCGGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGT 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATAT^ 

CACATGCACGCTTTTTAATTACATAATGTATA 

Sequence 3118 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGACCTACGTGACCATATAGACTATTGGAAAC 

ACATGCGCCTAGAATGTGCTATTTATTACMGGCCAGAGAAATGGGATTTAAACATATTA 

ACCACCAGGTGGTGCCAACGCTGGCTGTACCAAAGAATAAAGCATTACAAGCAATTGAAC 

TGCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTAC 

AAGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGAT 

ATACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGA 

CACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATT 

ATGGGTTATATTATGTT 

Sequence 3119 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACCTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGT 

Sequence 3120 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTCTATGCCATTACACTTCTAGGTGTATAC 

TTAANAGAAATGAGATATATATCCTCAAAAGGTCCTATATAATAATGACCCAGGCAGCTT 

TATCAATAATAAACAAAAACTGGAAACAATCAATCAACAATAAAATGACGTGGTTACTTG 

TTCATAAAGATGACTGCCCAACAAACCACGCCTTCTGTTATCCCTGTCCTTATGTGTTCC 

CCTTCCTTGMTTTGTGCTGGTCTTGCGATTTGATTTTGACTGATATAATACACCAATTG 

TGMGCTTTATGATTTCTMTCTGMTTCAMAGMTCCTTGCAGCTTTCTTTTTGGTCC 

C 

Sequence 3121 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATATACCATTATTTTTA^ 

CACATGCACGCTTTTTAATTACATAATGTATATGT 
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Sequence 3122 



CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCMTTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATMTGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGAMTTTAAMTAATTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGAATTTGAGGGCTTGGGACAGAMTAGATTCCTTTTCCTTm 

TTCCTAACTTGCTGCTTCC 

Sequence 3123 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAA TGTTGT GGATGCAGTACCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTACG 

CATATGTAAGTGTAACAATTGCACTTTTAT 

Sequence 3124 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGTATTGACTAATTGCCCTCCAGTAAA 

GTTGCTGCAAATTATTCTTCTACCAGCAGTGTCTTAGAGTTACTGTTTCCTTAGAGACAT 

GCAATGTTCTTTATTGTCTTTGTCAGTAAGTCMGCTAAACAAATATTTMGCTTTATTG 

^TT ATTTCT TT GATM CTGC TTCAT GTGCTCTTGTCATTTGTGCATCTTCTGTGAATTGC 

CTGTTTTTGTCTTTTGCCCATTTTATTTA^ 

ATGCCTGTAATCCCAACACTTTGGGACTCCAAGGCAGATGGATCACGAGGTCAAGAGATC 

GAGACCATCCTGGTCAGTGTGGTGAAATCCCGTCTCTACTAAAAAT 

Sequence 3125 

CC CTTAGCGTGG TCGCGGCCGAGGTACATCMGTGCTTTTTAAAAAGTTGATATTGTTGG 

TTATTTTTCTTTTATTAAAATCCACAGCCCTGTGGGCTGCTGTCCCATCCTTATCGGGCT 

CATTCMGACCAGCATTGACATTTCTMTTTGCAAATTTAAAGATTGTCAGGAAATGGTT 

TAMCACCCAGTATGATTGGGGAGCTTTTTGACTGTGGGTGACAAGAGTGGGCTCACCTC 

TGGGAAGACAGTAGGGGCAGGGGAGGAGAGCTTGGGCTAGATTTAGGGAGAGTTAGGAAT 

AGCTAACATTTATTAAGCACTTA 

Sequence 3126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTGTTTAGAAGGGATTACCAAAGGCTGGAGC 

GATTTMGCTATGCACTAGCCTTGCCCTCTTAGGTTGCATTCTCTTTAGGCCACTGGTTC 

TCAAACATTAGGGTGCACTGTAACCATTACAGAGCTTGTGAAAAGTGCAGAAACCTGAGC 

CTCACCTTATGAGATTCTTGATTCATCCAGGGGGAGGA 

Sequence 3127 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTATGTGTGGGTGTACAACATTTTTCTGT 

GATTATATGGGTAGTTTTG AAAG AATATACTTATGAGCCAGAGCAAGAAATTGGAACCAA 

TATGTGTA GAGG TTATTGCTTTTCTCTGCTTAGTGTGTCTTGGAAAAMGTTCTTTACAG 

GTAMTAATTTTAAATACCAATACCCTTAGTATGGATCAGCAAATTAGGGGCTCTGAGAA 

GTCCTTTCATTACMGAGTTGTTTMGCTTTGATTTATTGTTTT 

TGGGATGCTTTTTCAGAGCAGACACATTCTAGTATATTCTTGTNTTATCTGCACTATAGA 
TATGTATTGTTACATACCTTCAGCTTGGCAAGGCNGACTAATAAAGGAGGTTCCAANACT 
TCCCTTGGTTTAATGAAGAACATTCAA 
Sequence 3128 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGAAAGGCCAACTCCCTCTTTGGACACAG 

GGGGCTTGGTTGTATTCTACCAAACTCCCACTAGGGGGAGTGTTTTAGCAGTGTGGGCTG 

TGCCCTTCACATTCTAMCAACTGATTTTCATTAGTGATTCTCATGAACAAAAAACTTCA 

CCTCTTCACCTATCATGAATACTCAACTTATAAGGCCAGGTGCTGTATAAATCCCCGCCC 

TCAACACCCAGACTCCCAAATGCAGGTAGCTGAGCTGATGACTTTTTATAAGCAATGCTA 

CCTTAAAAATATGCA 
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Sequence 3129 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGGGCAACAGAGCCAGACTCCATCTCAAA 

AAAAAAAAGAAAGAAAGAAAGAAATGAAAGTGGTCTTGTGTGGAGTCTCTGCCCTCTAAC 

CTTGTAGTTGGCCCAACTTAGCACAATTTCTTATGTGATATTTCAAGTTAATAGTGCCTC 

TTAGGCACTATTATCATCAATCCCATTTTGGAGATTGGGAAAATGAGATAAGGAACCTGA 

CTGAGGTCACACAGTTATCAAATGACAAAAGCGAAATTTAAAAGCAGATACCAGCAGGGC 

TTGATGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCAAGGCGGGAGGA 

Sequence 3130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGTTCGTCATACATCTAGATGAGGATGTA 

AMGMCAAAMCTTGGMTTTCCCTCCCTCTCCATGCAGCTTTGAAGAGTCTTTAATCC 

MGGGAAACCTACAGTTCTTTCTCTGCCGTAGGTTCTCTTCTCCTCTCTTCCACTTCCTC 

CAGCTCCTG TTTGTC TCTTCCTCCCTGTGTGTCTTACTACCTTGTTTTGGGGGTTTGTTT 

TC TCTCCT GATTTTTACCTCTTTCAGTCCTCAAAATGGTCTGAATAAACTGGAGATTAAT 

TTATTTTTGAAAGAAGTGTTTGTATCTACTAAGTGAGGTTATGGAAGAGATCCAAAAATG 

TTCTGGGTGGCAGGAGAAGACATTTAAAATACACAGTTAATAAGCCACATTTAGATAATC 

TATAATTGACTGTAG7TTATTCAGAAATGTCTTTTGTTAAATAAAGCTTCTAAGTGAAGT 

CTCAAAGCCACAGAATTMGAAAGGCTGTTTGTTTAATCAATGTGATTACTGCTCATATT 

TTTAAAAGGAAAAAAAAGCCNNNNAAAAGGAAAA 

Sequence 3131 

CCCTTTCGNGGCCGCCCGGGCAGGTCCTTAGGCATGGTCAGTAAGATCTGGCCAATGACA 

TGTAAGCAGAAATGATACATACTAATGATATCCTGAATAAGAATGGGGTGTGACCCACTA 

CTATTGTTTTTCCTGTTCCTGCTGGCTGGAATATAGTAAAGTAGGAAGCTGAACCAGTAA 

TATTAAACCATGAAATAGAAAATACATGTTAAATATGGCAGAGCACTAAGATGGAAGAAA 

TTTGGGTCACTTGCATGATGATGTGTGTGCCTATTACTAAATCTGCTTTGTTATCTGAGA 

GAAATCCAGTCTCCTCATTAAACTAAATAACATTCACTATGACAGCATTGTTAATCTATG 

AGGTGCCCCAGAATCCCTTATAGATTACCTGCTAAACCTGTC 

Sequence 3132 

GGACACATGAMCTATTACTAGTTTCGTATCAAAATAAAACTAGTTAATATTCCGTCAGG 

CCAATCGCTAACATAATATACTCCAATAAAAATTTATTGACATATATCCACTACCAAAAA 

AAA 

Sequence 3133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAAATCACAAGAGAAGGTGGTGGCGAATC 

CCTGCTCACACTGGAAGTTGCTCTGTGGACCATTCGAAGAAGCTCTGGACTGATCACAAG 

GGAAACCGAGCAGAACTGTGAAGCAGACGGACAGGAACAAAAGGCTATTCTGGTGTGAGG 

AGAAATCAGTCACTTCAGCTCCACAGGCAGATGTTGCTACTGGACTGACAAGTGGAACCT 

ACTCCTGCTGGAGAAAGGTAAAGTTTGCCATTGGGGCAGACGCAGAGTTCATACACTGTC 

TGTCGAGAACTTGAG 

Sequence 3134 

CCCTTAGCGTGG TCGCG GCCGAGGTACTTTCMGTTTTTACTCAMCTCAATATAATTTC 
CTTTAGAAAMTGTTTrrGAGAAACACAGTATTAAATCMGAMGCCCTTGCTGCTTTTA 
TTG TCACTAMATC ATATATTGTTTTCCAMGMTACTGCCATTTGTTTATATTTCCCTA 
CAGI I I I I GTTTTTGGGAGTTTTGTTTTGTTATAGTGGC 

TTGCAGCATGATGTTMTTMCCAMTGTTTCMCCTGGMCTTTGAACACCTGGGCTTA 

CATAAATTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATGTAGAAGATTTGGGG 

TAAMCAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCTTTACGCAAAATAAA 

AACAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGCAGCAGTTGGCATGC 

TTTATGTACCTGCCCGGGCGG 

Sequence 31 35 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGAGAGAAAATTG7TGAGAAGCTTCAA 

MCCTGCTTTGCATTTTTATTTTATGGGCTTCCCTAAACCCAGTAGATCGAGTGCCAATT 

AGGAATGCCTCGMCATCTATAAGCCTTGTAGGCTTATACTTGCCTTATATAGGCTTTGT 
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AGACTATCACAGTAGTAGATCATCTATTGTTCATTAAATCTGCTGCTTTTAGAATTCCCA 
GCATCAGMTTCTGTGCTTTAAAAGCTGATACCACATTTTTGGAACATTCTAAGACTGTG 
GGTCAGTGACCTCCTATTTGTTTTGATCCCCGCCCCGCCTTTTATGGMTCTGATTTGGA 
TTTCATAATTCCTATACTCCCATATAACATCTATGTCGTGAAAGATTTATAAG 
Sequence 3136 

CCCTTACGTGGTCGCGGCCGAGGTCTTAACATTTTGGGGCTAGANCTMTAXATTTACTA 

GTGGACACAGGAAGAAGCAGACGCCAAGGCATATGGTCAGGAAGGGAGTTAACAGGCCAC 

CACCAAAGAGGAAGAATGCGGCAGCTGAATCACCTGAGGGTAGATGAAAAGAGGATAAAA 

TGGCACCGACAGATCCAAAGGCCTTAAGAACCTCAAAAAACCTCAGTAATAAGGAAATGT 

GTTTGGAMTACTGATATTGTTACCTTCATTTGGGMGTGTTCACGTGTGAATAGGGAAG 

AAAATAAGGGAACCACCTGTGAATTACCTTANGCTTTCACCAGATGAGTATGAGTAAAAT 

GTGTGAAGTGAAATTCANGTTAACCCTTCAAGTCACATAGGCAGGAAACCNAAAAAAAAA 
AAAAA . 

Sequence 3137 

GGCCGCX^CGGGCAGGTACAGATGTCTTTGAGGGCAGCTCTCAGGTAGMTTGCTTCTTTT 

TGTAAMCTGTTMCAGTTTTAGATTAAAAATTTAAGGGGAGTAGATTCTGTCTGCACTC 

AGAAAGGCAAAGTCACATGCCTCAACTTTTGACTAAAGCACAGCAACTCACTGTAAAGCA 

ACCACAGAACAAAAACTTACAAACATGACACTGGCAAATAAAAAGCTGTCATGATTTTGA 

TGAATGTTAATCCCGCGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNCTGGAATTTAAATATNTTNNATTTTNAACTNANNAAAGGCNTTTGGCNNAAACCAT 

GTTTGGAAAANAA 

Sequence 3138 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCT 

TTGTAAACTGGGTCAATGCTATTCCATCTGAMGGAAATTACAGMTTATTTTCAATTCA 

ATTATACATCCCTGCAAAATMTTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGAT 

GCCATCTATATTAATCCTAAAACTTATCTTCAMTTGATTCCCAAAGTCCAACACACTTT 

TTATTTMTAAATATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTT 

GGGAGGCCAAGGCAGGCCGGATTACAAGATCAGGAGATTGAGAACATCCTGACCAACATG 

GTGAAACCCCGCCTCTACTTANAATACAAAAATTAGCCAGGC 

Sequence 3139 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTCTATTTCTMGTCTTGATTTCCTCATTT 

ATAAMCAAAGCATCTAAATGATATCAMTACCCTTGTTTTGAAAATCAAAGAATAAGCA 

CGGCACCCAAGACAACTTTTTGTATCACAGGCACACATGMTGCTTTTTTCCTTTTCC^ 

TTCTTATCATA AAAAC CTATATTTTATGACTTTTACATTTATTCCTAGATGCTCTCATAT 

GCATTATCTCATTTTTACMTAACANTATAAATATAAACACTGTGTATGCTATTGTACAG 

ATGAGAGACTTGMGCACAGMGGCTMMCTACCTTTMCTTCTAAAGAAATTTTNTGA 

GAAGCCATCTGAGNACTCTTGACAGGGTAAAATCCCTATCATTTNNGAAAAGTGCAACTG 

GGGGANCACATGTNTTTTAAAT 

Sequence 3140 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTCGCTACCGTCGGCTTGATTTATTTCAAG 

AGCATATGTTTGAAGTATTGGAACGAGCAAGAAGGATGAATCGGACAGATTCAGAAATAT 

ATGMGATGCAGTAGMCTTCAGCAGTTTTTTATTAAAATTCGTGATGAACTCTGCAAAA 

ATGGAGAGATTCTTCTTTCACCGGCACTCAGCTATACCACAAAACATTTGCATAATGATG 

TGGAGAAAGAGAGAMGGAAAAATTGCCAAAAGAAATAGAGGAAGATAAACTAAAACGAG 

AAGAAGAAAAAAAAAAAAAA 

Sequence 3141 

ACCTGCMTATATTTGGAGTATTATGTCTTTATTGTTGTTAAAMGTTTTTATTGAATGT 
ATGAAAATTATCAAATTGTATTCATCATTATTAACATGTCCTGGGGAAGGAAGGGAAACT 
TTCTA GGAC A GAAGTC ACTTTCAGATGTCATGTATGTATTGGGTGTTCAATCATATCTAA 
CACTGTTTTGATTTTTGTGGGAAAATATTCCAGGAAACGCTAATTCTCTTTAGACTCCTT 
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GTTCTTTTATGACTACAATGAACATATGTCTATGTGATAGCTAAAGATATTTTTGAATTG 

TATGTGTGCTTAATTATCGGTAAGTATAAATATTTGAGAAAACACATGGTCTGGATATTT 

AAAACCCTCATAAACATGTTGGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnCGGGGNNNNNNNNNNAAAT^n^T7TNCCCCAAAAANCAAAAANCAGGGTTA 

GATNTGAATTGGAACNCCCCATANNNTACCATNACATNTGNAAANNGACTTNTGTCCTNA 

AAAAGGTTTNCCNTTCCTTCCCNAGGNCNTTGTTAATAATGATGAAATNCNATTTGGTAA 

TTTNCATACCNTTCNAATAAAAAAACT 

Sequence 3142 

GGTACTTAAAAMTTTTTAATGTAAAATACCCCTTTAAGGATAGAATTTAGGGCCTTGAA 

ATTCTACTCAGTTGCTCTGAACTGTGGGGMTTTGAGACAAATAGCTTTTGTAATTGGAA 

TGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAAAACTTTCCTTAATGTAATGAGT 

TTCCATTATCTGCCTAATCTAAGGTTTGTAAGTCTACATTGTCAGGATTTATATTGAGGA 

GATAGGGGGTGTCATTTTCTGTACAAGATAAGTTTTAAGTATGTTCTAAATATTTGTCTG 

CTGTAGTCTATTTGCTGTATATGCTGGAMTTTTTGTATGCCATTTAGTATTTTTATAGT 

TTAAGGAAA 

Sequence 3143 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACACCTCCTGCAAGCCAGACTCCACTTACC 

ACTCATGTTGAGATTTGTTCCCAACCTCAGAGAAGTTCGTGGTTGGGCACATATACCTAA 

ACATGTGGCTTAAGTGATTTAAAATAGTGAAATGGTTGTTGATTACAAAAATACATGTAA 

CACATGTAAGCTGTAAGAAATAAAATATATATCTCTCACTTCACCGCTCAATTTAAAAAA 

CTAGAACTGTAGTAGTATTATTGAAGCTACCTGAATTTCCTAATTCCATCTCCACTGCCC 

TGGCTCTCCAACTGAGAGATCTTGATTTTTTTCATTTATTGTTCCC 

Sequence 3144 

GACTCCATCT CAAAA AATAAATAAATGAATAAGATTCATATGGCACCTAGTTAATTTCAT 

TTACTCMTACTTTT CAGM ATTGMGAAGCTCTTTTTCACCANCTACTAAACAAAAGCA 

ATTTATT CAACT AGGTTTTCTTTGCATGAGTTGTTCTGTATGTAACAAGAAAGCAAGAAA 

ATAAATATTTTTAAATGTCACACTTCCCTGCAAAAATAATCACAATAATAATAATAATAA 

TAATGAATAAGAGTTTATAGGCTAGGTATAGTGGCTCACACCTGTAATCCTANCATT7TG 

AGAGGCTAAGGCGGGTGGATCACTTGAGGTCAGGAGCTCAAGACCAGCCTGGCCAACATG 

GTGAAACCCCATCTGTACAAATACAAAATATTACTCTAAAAAA 

Sequence 3145 

CCGCCCGGGCAGGNACCCTACAGAGCTTTGTAAGTTCCTTCCTTATATAGTATATAAAAG 

GTCATATAGCTATATCTGCAGAGGACAATAATGAAATATCTGGTATTAGTGAGCTCTTAT 

TATATGCCANGNCCTTTGCTAACTGCTTTCCAGTGATATCTTATACCAACCCTATGGAAT 

AAGCACTATTATCCTGCTTTGCANAGTAGGAATTGAGGCTTAGAGCAGTTGAGTAACTTT 

NCTGAGGGCACACAGCTCTACATATAGTGGAATAAGTCACATTCCAGAATGTTCCTTTTA 

CCTGCACAGGGTAACTCTGTCAGAATTTATAAAACCAATAAATAACAGCAGTAACAAAAA 

CCTMTAGCTTCCCATGTACTTGAGGI^AAGGGAGCATATTTTATTTTTCCTTATATGNG 

GGTTTCTCTGACTCAATTTGGCTGTT 

Sequence 3146 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCATTCCAGGTTGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCTTTGTTGTCCTCTTTTGAAGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATAATTAATAAAGAGCTACTAGTCCAGTATTTTCATTAATAAATTAATAT 

CATAAGT GAAT GGAATTCTTCAGGACCTTAGAAGAAGTTATGAATATAACCTTTCCTTGA 

GMGTMTT7TCATGTMGAGGGAAGATAGATTTATCTTTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCAAGCCTTAATGTATGATATAGAAGATTAGTCTTTTACTTATGANCTGGAC 

AAAAAACCCTGATGCCTTTGGAA 

Sequence 3147 

CCCTTTCNAGCGGCCGCCCGGGCANGTNCTACTTATANATCTCCAGCTTACATAACTCAA 
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ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGAATGGCTTATAGTANANATG 

AAGGTTATTATAATGTANAMGCNNATTMACTGNATTTTAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTMTTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGAAMGAGTATTTCAATAGCNNATNMCMTAGGCATCATACTTTTCATTCT 

GMGCCATTGAAGGTTTACTGCAN AAAAA TTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTAACAAAAMGGAGGAGATCATTTTCTGGGTTATTTnTCCTCAGACTTACTATGC 

CACTGAGGTANCATACTAAATTGTCAATGACACTTTT 

Sequence 3148 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCACTGTGTTAGCCAGGATGGTC 

TTGATCTCCTGACCTCGTGATCTGCCCGCCTCGGTCTCCCAAAGTGCTGCGATTACAGGC 

GTGAGCCACTGTGCCCAGGCCTATTGGGGGTTATGCAGGTTCCTTTGCTTGGCCATGGTA 

GATGGCTMGTCTTTGCTTCCMGTTCTTTTGACCATGAGACATGTAGAGCCAGGGAGGA 

AAGAGAAAACCCAAACCAGGTCACTGTTACCTGTGAATAACATCTTGATCGAGTTCTGAN 

AAGAAGAGTGCCCGCGTACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 3149 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACCCTAGTAATTGGTGGCCCTGATATTTGAAAC 

CT TTGTGT A I I I I I I GGTTA ACGTTCCTGTTCTTCTTGGCTGCTGCTAGCCACAGAATAT 

TTAi i n I AGAGAAAI I 1 1 1 CATTGGAACAGAAAATGGTGGTTGTGATGCAGTCATGGCT 

CTGTGACTTAGCAAACTGATAAAAAGATAAAAGTATGAAGCAAAGACAAACAGGGTGGAG 

GTCGGTGTTCTCCCGCCTACCCTTTCTATGTGGTGCTCATCATCAI3TCCCCCTGTGTTGA 

TTCTGATAGAGAACTATAAAATGAAACCTATGGGGAATTTGTCATTCTGAAATGAAAGCT 

AATGTAAT 

Sequence 3150 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I I I I I I I I I I II 1 1 I I I I I I GTTTG ACT 

CAGGGTCTTAC TCTGT CACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGTTTAAACCCCC 

MGTCTGTGGTATTTTGTTATAGTCCCCCTGGAAATTAATACAGGATTCATGGTCTGCCA 

AAGTCTCATTCCCTGCTCAGACCGACAATGGATAGTGGGATCCTTTGTGATATGTGCTCT 

G TGAGTTAGM GTAGTAACTTAGAGCTGTTGAGGACAATACCTTTGCACCCCATCCACTG 

AATTTTGTTTTCAAAGATACA 

Sequence 3151 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGGAGCAGGAGGAGCAGTGGGGGAAGC 
TGGTATTATTTATACCACTCTTTGTATTTTATCACTT^ 

AAA TGAAM TGTAAAMGMCAAGGAGTTTCTCACTATTCTTTGTCCCCCTAAAAAGACC 

ATCl I I I I AAAAAGATTAAGGAATTCATACAAAATAAGTAAGAATTAACAATTATAGGAA 

GTTTGGGCCAAGCACAGTGGCTCATGCCTGTAATCCCAGCGCTTTGGGAAGCTGAGGTGG 

GTGGATTGCTTGGGCCTAAGAGTTCAAAGACTAACCCTGGTAACAGCGAGACCCTGTCTT 

CTACAAAAAATAAAAAATACTANCTGGGCATGGTGGTGCACACCTATAGTCCCAGATANT 

CAAAAAGGCTGAGGTGGGAGGGATTGCTTGAACCTGGGAGGCCCAAGGCTTCAGTGAACC 

ATGGTCATGCCACTGCACTTCAGCCTGTGTGAAGANAANCAANAACCTTGTNTNNAAAAA 

AAAAAAAAAAAA 

Sequence 3152 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAAACAGMTATCTATTAGATATGTTCACMGGGTTTTAT 

CMTTTTGAAATCCMGTGTATMTCCCCAAATGCTGTMGGACTTAAATTTTATAGCCA 

AAACAATTA 

Sequence 3153 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 
ACTCCAG ACACCCTCCC CAAAGCAACCTATTMCMTGACTATTTGTCCAGTTTCTTTGC 
ATAAGTAC I I M I I I II I M I II I I I I I I I I I I I I I C II M I II I I I I I 1 1 I I I I I I I I I 
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Sequence 3154 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGT<XGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAATA 

Sequence 31 55 

CC CTTAGCG TGGTCGCGGCCGAGGTACNTGGNACTACNNGCNTNTNCCACCATGCCCANN 

TAAi GTATTATTAGTAGAGATGGGGTTTTACCATGTTNCCCAGTCTCAAACTCCT 

GAGCTCAAGTGATCTGCCTGCCTCANCCTCCTAAAGTGCTGGGATTGCAGGTATGAGCCG 

C CGCCTCT ACTTTATACTTTCTTGTTGAAGTGGACTGTATTGCTGATTCCCACCCACACT 

CTCi I I I iGGATATCCGGCCCCTCCTCGAGTCTCTGGGAAGGGCAAGCACTATAAAATNG 

AGGGACAACTAGGGAACTCCCACCCCCACTGCTAGGCAAGATCAGATTCTCTATCCTGCT 

AACTGGAAATGATACANAGTGTTCGATAGAT 

Sequence 3156 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCAATTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATMTAGTTTAGACAGCAATTTTTCMTTGTTTCTCTATTTTTTCCAC 

ATTTATATCTTACTAATAGTAACACAACCATTCCCCATGAACATGCTAAACTTTGAATGT 

GTAAATATAAACAATATTGTTGTAATAGTGTTTTTATACTGTCAGCf ATACTGGGTGTAA 

GTCCAMTGCAGCMTACACCMTCGCMCACGTTGATTTATTACTTTTAAATGGTCTTA 

CTAATTCTGTAAAACTCACCCCGT 

Sequence 3157 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCTGATTGGAGCAATAGGAAGAGACCATT 

TGGCAGTGATCGTGTGCAGTGTGACTGTGTGATAGAAACTGTGCACTTGTGATGCATCCC 

AACTGCATAGTGGGCGGCACCCTGCAATCCTCGGACCCCGTCCTACTGCCCTTGGTAGGG 

TGTGGGAAGTTACCCAGACAGAAACAGGAAAAGTATAGGAAGTTCCTTCCCAGGAACATA 

GGCATTGGAGGACATAATTTCCCTCTTAGATCCCTGGATTGTGGTTCAGAAATGTCCACA 

AGCAAAGGCTTAGAAATAATTTGTGGAAAGTGTGTTTCAGAGCTGACCCAGAAATAATCT 

GGTTTGACAGANGCATGAGGGGCACACCTTTGAGAGTATACTTCTTACCTTATTTC 

Sequence 3158 

TCCGNTT MCTGGACGGTCCTGGGGCCATCANAGTAAGAGTGAAGGGMGAGCTTTTTTT 

1 1 1 1 1 1 INTNTNNCGGNTGCCACTCTGACTGAAGAAGCTGACAGCAGGGGCAGAGGGGCT 

CTGGGACACTGCTGTGTGGACTCTGGGTTAAGGGCGTGAAGAGGCTGGTGCTGTGGGATT 

CGGCTCGATGAATGAAGCACTTTATGGACTGCGGGAATCAGTTACTGCCACACCCAATAA 

ACTGGAAGTGTTTACAAAAAAAANANNCNNAAAAANNAA 

Sequence 3159 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAANATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAGGTTAAAATACCAAAAACTATTACAGGGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGNATTACTA7T 

Sequence 3160 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGGTGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 
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TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGTAGCCTCTG 

CGTTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTATTTR 

CACATGCACGCTTTTTAATTACATAATGTATATGTACATAATGTAATTGNTACATATAAT 

TGNCGTATACCATAACTTACTATTTTTTCTTTTTTAT^ 

TTGGGTTGGTTGTT 

Sequence 3161 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTCCCTCTCTCTCCCACCAGTTGCTAGTT 

TGTTGATATGAGAGGAGCCTTTTGTGAGAAGGGAAGGTTGATAAACTAAATGAAGAGTTT 

ACTCACACTAGAAATTGTTATTTGGAGGAGTTTTTGTAATCATATTTAMTACCATTCAA 

AACCTAACAGTTTGGTTGAGTAGTTATAMATGTATACTGTGGGAGTATCTGAAAGGGAT 

ATCTMCACACAGTTGTTTATCTTTCTTCATTTCTGAGAGGTGTAAGGGTGTGATAAAAG 

GAAGATCACTGTAGGTATGAATAAATNCCANNAAAAAAA 

Sequence 3162 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACGTAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCT T GATGCTGCATCCACAACATTATTGGCCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCT^ 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGTATATATTGTATTTGTTTATATACCATTATTTT 
Sequence 3163 

CCCTTAGCGTGGTCGNGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 
TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 
CAACAACTTAGTGGTGTGGCAGGNNTTTCCGGTGTCTGGCTCTGAACTTG 
Sequence 3164 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATGTT 

TMGATATAGATTTAAAMGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTiT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

GTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

Q^^AGGTGT TTTATT GNATATATTGGATTTGGTTATATACCATTATTTTTMTACATAC 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCC 

Sequence 3165 

NGTACCTTCATGGTTMGMCATGCATTTTTTGTCATTGCMTT^ 
TCATGTATTCAGCAGTGAACCGAATACCCGTTATATGCCAGATACCTTGCTAGGCTGGGC 
TGTGGGTGATACCTGTTCCACAAGACAAATGTGGGCTCAAAGAGACATGCTCTCTGCCCT 
TGTAAAGCTTGCAGGGAAGATAGGCAATTGAGTATTTGGTAGATAGGAAGTGTTCTGGGA 

GGCCTCTCATATAAGTATGTGAGAGCTCTCATATAGGGGATAAAGGAAGTCACACCTCAC 

ACCAAGACCTGA 

Sequence 3166 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAAAATTACTGAGATATTTTCA 

ATGMCCTTCAAAAMGACCAACAMTCTATTTTTCTGTCCMTGTMTTTTGATACTTA 

AGTTTATAACTGTGTTAAGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGAAGTTTAAGMAAATGTTTAAACTMTTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGA 

Sequence 3167 
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CCCTTAGCGTGGTCG CGGCC GAGGTACCGTGCTATTAAATTATCAGTCCTGTTGAATGAT 

AGAGATTAMGATTTATTTTTCCMGTGTCATATTATAMTGTTGCTTAAAACTAAGCAT 

MTTCTTGGGAAAAAAGTGAGCAAATGTGTCTGTGTMTCACATTTAACAATTAAGTTAT 

GTAAAATCTCATTACTAMGCCATTAGCTAMTAAGCAAATTTGATTAGGAAATTTGGAT 

TMTGCAMGTTCAMTATGACTGCMCCAATGTTGGTTCATTACAGTTTGCAAATTTCA 

AATGCATAAATAAACCCTTAGGAAAAAATG 

Sequence 3168 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGACTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATTATGG 

Sequence 3169 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAATATTTGGCAAAGGAATGAAAAANGTTAGA 

AAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCATGATACTTACAATCTAGGTCAGAGGT 

TCCTAAATCCTTCTCAATGCCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 

TATTGTMGAGGTCTTACATGAAGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTA 

TGACATTATGTCCTCTGCAGNTNNTTGGTATTAAAATGTCTTTTATGNAAAGGATANTAA 

NMGTAGATAGTACTCTTTTTTGTGGAAAAAAAAAAAAAAAAAGTGCT 

Sequence 3170 

ACGCGGGCATTTGCCAGTCCCTGTGGACTTAGGCCAGATAGTATAAATAATAGTCACAAA 

AGGAGTATGAATGGGATAAGAAGCCACTTCTAGTCTGAGACAATTAAGAGTAGTAGTGCC 

TTCTCTGCACTCTCACCCCTCATTCTGACAGCTGAAGTGAAGGACTCCCAACTTCTGGAA 

CTGCCCAATGAAAGTAGCCTTGTGTGAGTGTTAGCTGGCCTGCTTTGGTCTGGGATGCAA 

GTAGAAATAAACTCCTGTCATATTAAGCCACTAAGACTTTAGGGATATGTTGCTGTAGCA 

TAGCCTA ATGTA GCCTGATTACTGAACGAGCCACCCCATCAACTGAATCTATGTGTATAC 

TAAAAACATTTTAAGATACACAAGGTCTCAMGAGTTCACTCGATGCACACTTTTTCTCA 

AGAAGCTCTAGANGATGTGCTCCACAAAAAATAAAGGTATAAATTGTGAAAGAAGAAAAC 

ATAGGATTTAGGAATCAAGGGG 

Sequence 3171 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATGCGTGGAACAGAGAAACAAAGCAAGCCA 

CATCTTTCTATCGGCAAGGCATTGGGTGGATGCAAAGTTAAAGAGCTAAACATGAAGGCC 

GGGCGCAGTGGCTCATGTCACGTCTGTAATCCCACCACTTTGGGAGGCTGAGGCGGGTGG 

ATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGATGAAACCCCATCTCTAC 

TTAAAATACAAAAATTAGCTGGGCATGGCGTTGAGCATCTGTAGTGACAGCTACTCG 

Sequence 3172 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCAGCCTGGGCGGCAGAACAAGACCCTGTCTC 

AGAMTAATAATMTMTAMTTTTGTTATAACAAGAAAGAGCAATCAATACAGAAAAAG 

CAGGACAATTTAAATGTGGAAAAAACCAGAAAGATGAAAATATTAATGGGCCAAACTTGC 

CAGTTAGAGGAGTGTGAGATTTGAGTTTAAAAGGAAAACAACTTCTAGGCCAGGCACAGT 

GGTTCATGCCTATAATCCCAGTGCTTTGGGAGGTCAAAGCAGGAGGACCAGTTGAGGCTG 

GGAATTCAAGAGCTACACAGGCAACATAGCAAGACCTTGTCCCAAAAAAAAAA 

Sequence 3173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTT 

Sequence 3174 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTCTACACTGAATCTGCATTTCACTCCCA 

TATCTATACCAGAAGGTTATCAGTGGAAGAGAAATTCAGTTATCTGAATGGACATGATCT 

TCTCAGGAGCAGTCAGTGGTTAATTGGGACAAGAAAACACAAGTCATTATCATTGAGAAA 

TCTGMGCAMTTGAGGCAGGTTGTCACCTTTCACCAGGMACAAATTAGCCCTGTCTTT 

AAAAAGACTTCTTTCTCTCTCTGCTGACTGGGGATTCCTGTCAACTGCCAATGAAATAGG 

G AGAGTG TAGATT AATGG CACTGTAACAGTGGCCATGAAACAACCATAAAGCCGTTTTCT 

AATTTTTATGMTAT7TTTMTTGATTCGACCAGTGTGTTTGMTGACAAM 

AAGCTTCAGCTCCGGAAAATCAGGGTGCCATCTTCCAGCTGAAATCAGTAGGTGCACCAG 

TCTGTTTGGGGAAAGTTCTGTGTATAAAGAAAAAGCCATAAAATACCGACAAAGTANCTC 

TTCCTNTTGGCTAATTTACCTT 

Sequence 3175 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACT7TAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGT 1 

Sequence 3176 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 

ATTCATCTACCCATACACACAGTGAMCACATGTGTNGCTTAAATAAAACAGACATTCTC 

CMGGATTTCTCCMTTATAATMTTGATTGGGCTTCAAAMCTCAAGGTTGAATTTCAG 

CTTCTAACTTG ATGAG AATGGCTGTCTTAATTCTGTC A I I I I I I GTTAATTTTACTTCCA 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTAAGCTTCTGTGATGGAGATGMTTT 

ATTAMGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

AAGTATCMGAAGTCMGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCT 

GTGTTAACATTAAGAGATTTAGAA 

Sequence 3177 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TCAMCCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCAAMCAAAGGATAGCAAGCACCAAATGGACAGTATTTTAAACAG 

AAAAAAAATTGAAAACAGCTCACAAGTGTGTATAATAGGTATTCATAGCCATAATGTTTT 

MTCAAACAAAAATMGTTTATTTTCTTTGACTCAMTTATMTTATGTATTATGCGATT 

AAGTATGTCAATATTTTACAGAGTTGTAGAAAGAAT 

Sequence 3178 

NCCCTTACCGTGGTCGCGGCCGAGGTACGCGGGGGTGGCTACAAGTAACTGTGGTGTGGA 

AGCAGAGTANAGAGAAAACTTGTTCCTCATTAGAGAGAGAGCCACACTTCTCACTGCACA 

CAATGAG AGGC CAMGATTACCCTTGGACATCCAGATTTTNTATTGTGCCAGGCCTGACN 

MGAGCCTTTTGTGAAGATCATCACTGTTGAAGAGGCAAAGCGCAGGAAGAGCACATGCA 

GCTACTATGAAGACGAGGACGAANAGGTGCTGCCTGTCCTACGGCCCCACAGCGCGCTCC 

TGGAGAATATGCACATCGAGCAGCTGGCCCGACGCC 

Sequence 3179 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAAAGCAAGTATCAATCAGTCTGCTATCAC 

MGATMGTTCTGTCCTTGATTAGTCMGATGMCTCTTTATTTTCAAATCCTATTATTA 

ACGTATATAAGGATGGAAGCCTCAAATTTAAAGCCAAAGGATGCTGGCAAACTGACACCC 

TGAGAGAGTAAAAAACAAACTAGAAATAGATAAAAGATTCTTTCACACACAGACTGGGAA 

CAGAATAGGGAACCCAGAAATAAGACCGCACACCTACAATCATCATCTTTGACAAACCTG 

ACAAAAAAACAAGCAATGGGGAATAGATTCCCTGTTTAACAATGGTGCTGGGAGAACTGG 

CTAGCCATATGTAGAAAACTGAAACTAGACCCCTTCCTTACATCTTATACAAAAATTAAC 

TCAAGATGGATTAAAGACTTAAATGTAAAACCCCAAACTACGAAAAACTTAGAAGAAAAC 

CTAGACAATACCATTCAGGACAGAGGCATGGGCAAAGATTTCATGACTAAAAACACCAAA 
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GCAATGGCACAA 
Sequence 3180 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTA TGTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

mGCmGCTTTTGTGTGCTmGTGTGTCTGCCTATTMTACGTCCGCTGCTmGTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTMT^ 

TACACATGCNCGCTTTTTAATT 

Sequence 3181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCGCGCGGAAGAAAAACCAGCAAG 

MGGCGGCGGGGGMGATGGCGGTCCTGGGGTAGAGTTTGCAAGGTTTCTGACTAGGCTA 

GTCGAGCAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCG 

GCTATGGCGAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAA 

GATCTGGCAMCTTGGTGMCAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTTTCAGA 

AGTATCCATTCCCTATT 

Sequence 31 82 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTMCAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAATAAGT 

ACCTGCCCGGGCCGGCCCGCTCNAAAGGGCGAATTCCAGCACACTGN 

Sequence 31 83 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTAAGGTCATGCACCCGTGTGAGGTCTGTTC 

ACAACATCACACGGCAGGACGATCACCTCTCTTGTTCTGGACAATCTGCTCCTTTGGCTA 

TMCCTTAMTTTCACTTGGCTTACACGAATACAGTGGAAAGATTAAGAACTCTGGAGTG 

CAATGAMGTGGATTCAGGCCGGGCGCGGTGGTTCTTGCCTGTAATCCCAGTGCTTTGGG 

AGGCCGAGGAGGGAGATCACTTGAGGACAGGAATTTCAGACCAGTCTGGGCAACGTAGTG 

AGACCC 

Sequence 31 84 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGGAGTCATATTGGGGAGATAGTGTTAATT 

CTATCGATGTCAGAACTTTAGGCAAGCAAATCTCAACTTACCTATACATAATGTGCTGAT 

ATMTGGCTGTTGAAGTAMTAMTATAMGAAMGTTCTGCACTTCTTTTGTCCTGATC 

AGTGCTTCTCTGGTAAATGTGCTAACCGCAATGATAGTTGAGATTTTAAGGGCTGGGTAA 

AATAGCAAAAAACAATGAAAAGGAAACTTGTTTAACAAGTGTGATGACAGCTATGGATCT 

GTGATTTAAAGGAAGAAATGTAAATCCCCTTTGAGTTGGATAT 

Sequence 3185 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACAGTAATTAGTGTCTTATGATCCTGCCTATAA 
TATTTTTGACCGTCATMGTTACTTTTAAAMTmCMGATC^ 
TGTTCTACTGATTGCATTGTCGAATGTCAGCATATATTTGG I I I I I I IGTTGT 
Sequence 3186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAACG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTATTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 3187 
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CCCtTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAGGAGTGTGTGAAGAAAACATTG 

ATA AGCCA TGCCTATGTGAAAGGAAAACTATATTATATTTCAAGTCATTCCATCCCTAGT 

CACTTTTTGATTAGCAGCCTTGGTCTTCTTCAGGACTAACCATTATAGGCAGAGTGTGCA 

CAGGTTC CAGAT AAAACTGCTCAAAGCAAATGGATTAAAAAAACTGTCCAAGAGAGTCTA 

AGMCTTGTTTTATGAAGAGTCTTGGCTCTCCAATGGTGAGTCCCAGTCTGAATTTATTC 

AAGACTGAAAGAAGTTGGAGCATGTCTGTGCAAGGGTATTTTTCA 

Sequence 3188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTATAGATCTCCAGCTTACATAACTCAA 

ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGAATGGCTTATAGTAAAGATG 

MGGTTATTATAATGTAGAAAGCAAATTAAACTGGATT7TAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTAATTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGAAAAGAGTATTTCAATAGCAGATAAACAATAGGCATCATACTTTTCATTCT 

GAAGCCATTGAAGGTTTACTGCAGAAAAATTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTMCMAAAAGGAGGAGATCATTTTCTGGGTTATTTTTTCCTCAGACTTAGTATGC 

CAGTGAGGTATCATACTAAATTGTCAATGACACTTTTAAA 

Sequence 3189 

CCCTTAGCGTGGTCGCGGCCGAGGTATGCGGGCCCTTAAAGACCTAGAGAAAAATATAGT 

AAACACATTAGATCTCGCAGGGGAAATGGTAGAAAGTAAATATCTAGGAGAACAATAAAA 

TGAMTGTAAATAATTACAGTGCCAAATTATACTTTCTACAAAATAATTATATTTCAAAA 

ATATTTCCTACATTATTTGGCCATTGTCTCTGCACTTACAGTTTGATTGGTTTCTTTTGC 

TTATGTGCAGTATTGAGATAAAGTCAAAGAAAAGTTGGAGGCCGGTCATGGTGGTTCGCA 

TCTGTGGTCCCAGCTACTGTGGAGGCTGAGGCAGGAGGATTGCTCAAGCATAGGAGTTTG 

AGGCTGCAGTGAGCCATGATTGTGCCAATGCACTCCAGCCTGGGCAACAGAGCAAGACCC 

AGTCTCAAAAA 

Sequence 3190 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGAATG 

GCAACGTG ACCAA I I 1 1 IGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGT CTATAT TGACAAATCTTGATACTGCATCCACAACATTTATTGGCCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTA 

Sequence 3191 

ACTCCCATTCATACCTACCCATCCACTCCCAATTTCAATACAAATTTATATCTCTATAAA 

TGACTAAAATACTATTGTGTTGGTTTTTCTTTC I I I I 1 1 1 1 1 CTTGCTGCCACAACAAAT 

TACCACTTACTTAAAGAACATAAGATTAAAGTGATAGATTTTAAAGCATAAAATAAAAAA 

AMMTTATTATCTTACCATTCTGGGGGTCAAACATTCACATGACTTTGGCCAAAATTTA 

MTGGGGGTANACNGTGTTCTTTTlvrTGGAGGATCNGGGGATTTATTTCCTTGCCTTTACA 

GCCTCCAAAATTNTGGACTTGAATGGGAGNGACAGGGTTTTTCTTCTGGTAATGAGCATA 

GGNGTAGGCTGGTNCAATTAATAGTCACTACATGCAANAAAGCANAATCAAGGGAAATGA 

AAANAANCTAGTCCTGTTAACTTCAATTGACACTGAAATATCAAGNCATCTCTGAAGTTG 

AATATCCATGAACTTGTCAGGTATATGTCAGGTNTATTGTTGACATTTGTAAAAAAAAAA 

ATT 

Sequence 3192 

CCCTTAGCGGCCGCCCGGGCAGGTACACACGTGCACGCATCTCCCACTCCTGCCTGTCAT 

CCTCGTGTGTGTCATTTTCCTGTCTGAGAACCAATGGCAGGGTAGAGTCAGCAGAGGTTC 

CTACAGGATTTCMTCCTGACCCTGCTTTTTACCAACCGCGTGACCCTGGGAGGTGTGTT 

CAGCTTTGAGCTTCAGTTCCCTCCCCTGTGAAACAGGAGTAATAATTTCTACCTCATGGT 

GTTGACATAGGGATTTAAAAAAATGAGATATGCAAGGTGCTTGCGCATAGGGGGGTGTGG 

AGGGAAGGGCTCACTAAATGTTACTTCTTCCCCAGAGGCCACTCCAGTCTCACACTANAA 

TTGGGGCCAGGAGGTAGGGAAACCAGGAGCAGAGCTTGTGGTTTGTCCCCAGAGTTTCAG 

AGGGTCCTTGGGTAAGGGAGGAATCTCCTCCCT 
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Sequence 3193 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AMCATTTTAAAGtATTAGCATCACCTTTTAAAT 

Sequence 3194 

CCCTTACCGTGGTCGNGGCCGAGGTACCTTACATAAAGTATGCACTAAATAAACTGAATA 

AAATTGACAATATGCAATGTCAAAGACAAAACATAATGGCAGTATTATACTATATAGAAA 

TCTACTTAGAGAGTTAMTMTGTAGTATTGTAMTATGTATCTTTTAATACACAATGTC 

ATAAAATGCACGMTACCCATATATTAACCAGACTTTTTCTTAAATGGNCTCACTCTGTT 

GCGTAAGCTGGAGTGCAGCAGTGTCATCATAGCTCACTGCAGCCTTGACCTTGCACCTCC 

CCAACCC CAAGTT CA AAAGA TCCTCTTGACTCAAACCTCCCAAGCAGCTGCCCAGCAAGA 

CCAGCTMTTTTTAACTTTTTGTAGANACGGGCCCTTACACCGCTGTCCAGGCTAGTCTT 

GAACTCCTGGGCTCAAGAGATCCTCCTGCCTTGGCCTNCTGAAGTGCTGGGATTTCCGGG 

ATGAGCCACCACACCCAGCCAATATATGTATTTCAAAAANATTTGTGTTGCACATGACAA 

AAACCTAATG NTGG ATGGTC ACTTTTTTAAAATTAAAAAG AAAAAAAAAA 

Sequence 31 95 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAAtGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CMCAATTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATT 

Sequence 3196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATGGAGTTAATGAGCCTGAAACAGGGCCA 

GCTGAGCTCAAGTTTTGGAGTGCGCCGAGGCAACATGCCTAAGCAGAGGCCAGAATCCAA 

ACCAAT CACT GATACAAGTTTCTAGCAGGAGTCTGCTCACCAGTTAGACTCAAAGCAAGA 

CTAGAGTTTTCTGAGCAATTAGGCTAAGGAGGAGGCAGGCCAGGGTGCTGGGGTGAGGGT 

GGAGAGTMGGAGAGTGCAGGGCATGTTCTGAGTCTCAATTATTGATTGCAAATCACTTA 

GAGATCTTGTAATCAAAGATTGTTTTCTATATCATCAATACAGGCACATATCTAACAGTC 

TGGTATTATTGCTGATGGTTTGTCTGGATTATTATAAGACTAGTCAAAATCTAACTCCAA 

ACCCTTMGATATACMTCTATTTCAGTTANGACTGCTGGTTAATGTTGTCTGGCATT 

Sequence 3197 

ATCTGCAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAA 

AMTGAMTGCTGATTCTGAATTCCCAGTATGAAATCCCTTATTGAAACAGTTCCATCTC 

AGCATGAGCTTTATGGGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAG 

CATCTGGGGATGATTCTCCTCAMTTCTCCTCAAATGCAATGTTAACCTTTAAGAAAAAC 

CANAAGAAACAAATTTAAAATACCAACA 

Sequence 3198 

CCCTTCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAA 

GATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTGCATGGCATTGGA 

CAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGC 

AACGTGACCAA I I 1 1 rGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGGAT 

TTAT GTCT ATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTTGCT 

TTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTC 

TACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGCGTT 
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TGCACGCTTTTT 

Sequence 3199 

CATGGNCGGAGCAAAACATCGTCCAGCCGCTAAAAACACTGATGGCCGATGATCCGGATT 

ACAGTTTCGATATTCTGGAAGCCCGCTACGCCATTGAAGCCAGCACCGCATGGCATGCGG 

CAATGCGCGCCACACCTGGCGACAMGAAAAGATTCAGCTTTGCTTTGAAGCAACGCTAA 

GTGMGACCCGGATATCGCCTCACMGCGGACGTTCGTTTTCATCTGGCGATTGCCGAAG 

CCTCACATAACATCGTGCTGCTGCAAACCATGCGCGGTTTCTTCGATGTCCTGCAATCCT 

CAGTGMGCATAGCCGTCAGCGGATGTATCTGGTGCCACCGGTTTTTTCACAACTGACCG 

MCMCATCAGGCTGTCATTGACGCCATTTTTGCCGGTGATGCTGACGGGGCGCGTAAAG 

CMTGATGGCGCACCTTAGTTTTGTTCACACCACCATGAAACGATTCGATGAAGATCAGG 

CTCGCCACGCACGGATTACCCGCCTGCCCGGTGAGCATAATGAGCATTCGAGGGAGAAAA 

AACGCAT 

Sequence 3200 

GGTACMCCTTGAGATTACAGATGGTTAGCATAGTTATGTGC 

TAATCTT MTCAAAAT AAAAGCAACTAAGGAATCAGATTACTGACTCTAAGCTTTTAAAA 

AGGAGTGATTTTTTTAATCAGTGTCCCTCAGTCAGCTAGTGCTATGCCAGCCTGACTTCT 

CAGCTGCA CCTGT TACATTCTCCAACCCTATGTGACTTGCTTTTCAMTTGTTGAGTTGC 

TAATGGGMTTTTGGATTGTTTGGGGGCATGCAGATCCATAGGAAATGGTAATGAAGAAT 

MGCAGCTCATGAGAGTGATGGCTCMGCTGCCATCATTTAACTTGAACTTCTTACTGTC 

TTGACTTTATGTTTCCGAMTGATGAGCCAGATACATTTTAMTAAAATTTTTAGAAT^ 

GAGTTMTTCCAAAAGGATAMGACACAGTTTTCTGTTAAMCTTGAAGTTACAGAGAAN 

GGAAAGTACCT 

Sequence 3201 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATA CACA CCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTT^GGATATATTGGATTTGNTTATATACCA 

ACATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGCCGNTCGAAAGG 

GCNAATTCCAGCACACTGGC 

Sequence 3202 

GGTACAAGAGTATGAAGGAGGCTTAGTGTCTGCGGATATGATACAAATCACACCTTCATT 

AAGACTAGAGAATGGAAGTCATACTGGGTGATAGTGTATGAGGGTGGAGAAGACATAGAA 

ATGAGAAGAGGAAGTAAAGAACTTCAACAATTTCCTGGGAAAACCAAAGATCTCAGTTGG 

TCAAGAGCATGCTCTACAATCAGCMCATTTTAGTATCTAGTATCATGTTATCTTTAAGC 

CATMTTTGTCCTTGGTCTTTCTAGGTTTTGTTTTTATTATTTTC 

GGGMTGGGTAAMCATTCTGGTCTTCCTTTTGCAAATCTAGAACCACAAAACCAATTAC 

AMTTTGCGACTCTTGCTATAMCAAAAAATACTCCAATTTATCAGTGACCTAATTNGAA 

GAG CTNAMCC C'AAAMCTCTTAGMGAAAATATAGGGGGGGAMGCCNATGNATTTCTT 

TGGNrTTTTTTTGGGGTGGGGGGAANCCGGGGG 

Sequence 3203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 
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GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGG 

ACACATGCACGCTTTTTAATTA 

Sequence 3204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCMTGGTTMTGCATTATTTGAGGTTC 

MTTTMTGATGTTTAGTGTATATGATTACAGACTGATACATGCATGCCATGCTGGGTTT 

CTGAAMCAAGTGCTTTAGTGGCAGTAGAMGMATTTTAACAAGTAACAGATTAAATGT 

ATAAGGCTTACAGCACAATGATTAAAAACAAAGGAATACAAACTAAATAGTCGTGAACAC 

MTTA GTTTCTCTTCCTGCAGCCACAGTGTGTGTGCTGAAGATATACATAAACTGTTGGA 

TTTTTCAGTGTAGTCATAMACAAAGCTAAGATACAAAMTAGTTGAAAGTCTTTGCAAC 

AAAATCTCAATTACAGTATMCCAAATATTAAGCAGAMTTCTTGTACAATATTTCTGAA 

ACACTTATGTCTGAAAT 

Sequence 3205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCATATTCTCCACCTTTGTTCCTTGCC 

CTTTGCCTTCAAAGATATGTAGATGTTCCTTAACTCCAAAAATTATAAAAACAAACAAAA 

AMCTTTACCACTGTTCATTATCAAAGTTACTATTCATTTATCCATTCAATATTTAGAGT 

AGCTAACAAGACAAAACAAAATAATTGCTGCTTTCGTGGCTTATAGTGGGGAAGGGTGAT 

AAA CAGCATGA TGAAGGAGAGAAGAGTGCTATTGTGGGGGCACAAATTATGGGGATCTGA 

TCCI I I I I I I I AAGGGAGGCATCAGGGAAAGTCTCTCTGAGGAAGTAAGGTTGATTCTCA 

AAGGACAGATGGCAGAGACCCGGGTTAAGGGGTGGATTGGCACCAGGCTGAAGTCTGGTG 

CTCACMGAA ACTMGT GACAGCATAGGTTGGTATAGTGTGTMGATCACCTTATTTTCT 

TCTTCANGGMTTTTTTGAGAACCTGGNTTATATTTGCATCTTACTCTC A1 11 11 ICTTG 

GGTCCCAGNAACATANTTATTTTCCC 

Sequence 3206 

CGCCCGGGCAGGTACATAAGTGATTTGGATTACCTATATTATCTCTCT C I I I 1 1 1 1 1 1 1 1 

TMCCATGTGCATGTTTTTCTTTAAAATAGAAATAGTGAAGTTCTGCTTCAGTCAGAACC 

TGCATAGGTTAATTAAATGCACGCTTTACTCCAACTCTACAACACTAAAGGACATGAAGG 

CTGCAAAACGACTGGGAAGGGCTGCCCCCATACACTCAACTCCTCCAGTTTCTCATGCAT 

CCGTCCACCAAGTTTTACCAGACATTTACTATGTGCCAGGTTCTGCACTGGGCACAGGAG 

CAGAGGGCCGGTGGAGACACAGTCCCTGCCCCCACAGAGCTCACAGATGGGGCAGGCAGA 

AGCCACAGAGGCCGTGGTGGTCACGCTTCGGGAGAAAAGAACCACAAGTCAAAGGGGCAC 

AAAAGGGGGCAACCAACTCTATCTGGGATGCTGGAAAGGATTCCTGGGGGATGGAGATGA 

CTNAGTGGGAATAGCCCTGATTGGAAAGAAGAAAG 

Sequence 3207 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATAACAGACTTGCCTGAGCCATTACTTACCACAATGAATTGGTATGACACTTC 

TMCMGGTCAGAAMATCAGATTCTGTTTTCTTMTATTGAGGATCT1TCCCACTTTCC 

CTGAGCTMTGAGACACAGGTCTGTGGCAMTACATTTAGTATTTTCCTACACATGAATT 

CCTAACAA AACCA AGCAAGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTTATGTTATTTTGCTTATTGAAA 

Sequence 3208 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATTTTCATCCTCTCCATTTTTCAGATAAG 

AGAACTGAGTTGCAGAAGCATTAATAGCTTCACCAAGGACACACAGTAATAAGCGGCCCA 

ACAAAGATTCTAACCCAGGCCGACTGGATCCAGAGCTTGGACTCCTAACAACTAGAGATT 

AT TGTTC CTTTCGCMTCCAGCCACATGMCCTCCTTTATATTTAATGCAAAATATGCAT 

TGTTTTTCACCTCCAGCCTTCTCAAATGACAATGTCTCTTCCTATGCATTCGCCTACTCC 

ACCTAACCTCACTTTCCCTTGGGCTCCCTCCTATCCATCCTCCAGGATTCTTGGTCAGGG 

TCAGCTGCCCCTTCTGTGTGTGCTACCCCATCACCCTGTGCTTCCCCTTCCAGCACTCAG 

CACATAAACTGGGTATTTCAACTACAGGTTCTCTGTCACCTCCCACCCTTGACTTGAAAG 

CTGCACAAGGACAGGGGCCAAGCTACCCAAGCATTTCTATATCTACAATGNCTGGCAGGC 

TTGGCGGGGGGCTCTATCATTACTGNGAAAAGACCAGGATACCTTTATTAAATAAGTGGA 
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ATAAAATTTGAATAGTT 
Sequence 3209 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTCGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGC 

Sequence 3210 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCATATGAAAATAGTTGCTACCTTGTTGGA 

CAGGACAGATATACAMGCATTTCCATTTTTACAGAAAATGTGTATGGATACCATGGAGG 

TTTGAMTAMTGCTGNNTTCATTCAAACTATAGTGAAATACAGCATGTGAAAAAGTAAT 

TACTTATTGACTATAATAAATGCTTCATAAAATATAATAGATGCTGATTCTGGCCAAGAT 

TGACAAAATCTAATGCAGCCTACATGTCTCAGTGGTTAATACTAAGACTCTGAATAAAAT 

ACMGCMATAAACACCTTTGAGGACTTTGAACAGTAAATAACAGAGGGCGGGTTTAAGG 

GTMTCAAAACTTGMGMACATCTATATGGTAGTGGTGMTTTATTATATTTTTCTTGC 

TTATCTCCTANGCTGTGACCTAAAGACTATCfNAATGGGAAAATGTGTAACAGGCAAATT 

TAGCAAAACCTATGGGGAACCACATATTTCTTGGCTATAGGGCAAAGAGAAAGGCCCTAT 

ACTAGCAGGAGAAAATAGGAAGAAACCTTTT 

Sequence 3211 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGGCCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTC^ 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATTTTTM 
ACACATGCACGCTTTTTAAT 
Sequence 3212 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTAATTGATTGGGCTTCAAAAACTCAAG 

GTTGMTTTCAGCTTCTAACTTGATGAGMTGGCTGTCTTMTTCTGCTTTTTTGT^ 

TTTACTTCCAGGAAGTCAGGGCTGTGATTTGAGG I 1 1 II 1 1 CTCTAAGCTTCTGTGATGG 

AGATGAATTTATTAMGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCAT 

CAGMTTAGGAAGTATCAGMGTCMGATCMTTTTCAAGAACAGGAGCATAAAATTCGA 

ACTCMTCTGGTGGTTACCATTAAGAAGATTTAGAAGCTCATTCAGACTGATAACTAACG 

MTAMTATAGCTTTCATTTGTTGGAGACTTTATGTGAGCCAGCCAGTTATACATGTTAT 

TTATMTCCCCACAGNMCACTGCMGGTAGGTTATCMCTCTATTTTTGCAGTTGAGGA 

MTTGAGGCTAAGAAMTATGCCATTTMCTTTTGCTGCATAACAAAACTACCCCAAAAA 

GCTAATGGGTTTA 

Sequence 321 3 

TAAMTGTTTAANANATAGATTTAAAAAGCATNGTACATNGNTACTGAATGNCGTCTACA 

TGGCATTGNACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGAT 

AGTGMTGGCAACGTGACCMTTTTCNTCTCAAGTTAAAATACCAAAAACTATTACAGTG 

TCTACTGGATTTATGTCTATATGACAAATCTTGATACTGNATCCACAACATTACTGGCGT 

GCTTATTGCTTTGCNTrTGTGTGCTTGTGTGTGTCTGCCTATTMTACNTTNCGCTGCTT 

TTGTCTGTGTTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGC 

AGCCTCTGCGTTTAGGTGTTTTATTGTATATATTGGATTTNTTTATATACCATTATT^ 

AATACATACACATGCA 

Sequence 3214 

CCCTTAGCGNGCGCCCGGNCANGNACNNATTCTAGGTGGCCTTATTTACATAATAGATTG 



# 
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GTGCaTGTTTACATTTAACTAATGAGTTTNCATTTNACNAAAACNNAAATCCAGTGTNTGA 
NCTNAATGATMNMCTGGAMTGCTTTTTCTCAAGGACGTGGTCNATNATNTAAGTTTG 
CACNANGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCA 

GGACAAAATACTAACACATTATGAAAATGATAGTACCTNGGNCGNGACCACGCTAAGGG 
Sequence 3215 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTC^ 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTTGGTTATATACCATT 

Sequence 3216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

CAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 

TATTGTAGAGTCTTACATGAAGCTMATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTAAGAG 

TTTAGATAAGT 

Sequence 3217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATATTGCAAAAGCTATCTTCCTTCTAT 
ACATGAGGCTGTCAGCTGAATAGTCTTGGAAGAGTGAGGAGTGAATTTTTCTGCTGGCAA 
CTCGGTTAGTTTTAGCAGTTGGTGCTAAMCTTGGCAAAGTTTTCACCAAATACATGGAA 
GATATACAAAAATAGAGGGGGCATGTAAAAGAAAAACNTTGACATANTCTGAGC 
Sequence 3218 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAMCAGGCCAAATGTTGCCTTTGGGGTTC 

CTGTTTCAACAGCATGGTGTGAAGCGCTGCATCAACCTTCTCTGCCTCATCCTGCAAGGT 

GGCAAATTCCTCAAGAATATGACCAAGCTTATCTCTCTGTCGAGCCCTGTTATGTCCATG 

GATCTGAATAAGACTACAGAATGGCCGAACACAGTGAGTAACAAAGGAGTCGATACAGTC 

CTTAGCCTGGTGATTATTATATAGGTAGCACTTGGGGGAAAGCACCGGAGGACTGACAAA 

AGACCGMGTGCATCTTTCACCATGTCTTGTATGAGATGAGTTCCAMGACCTTTTTGTT 

ATCCACCAGGMAGTGGTTTGTAACAGAGATCTTGAAAGAACACGTGGTGACTGTTCACT 

AMT TCACA GAAAAAAATCCAGGATACAATGTAMTTTGTTAAATTCACAACCTCACAGA 

C AG GTT TTATTCT ATCTATT AATCTTG C AAAAT AGTTC ACC ATTTCTTCCCTTTTAATT A 

I I J 1 1 IGCATATCGAGGGAANGTAGGTGGAAGTAGCCTCTGGTTCACAANGGGTTCAAAA 

CC 

Sequence 3219 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTACTACTATTGCTACTATTACTTATAATAG 

MCACTTGATACTGAACAGTATCTTTGGATACTGACATAGGGTGATCATTATTGAATTAT 

TTAMCATTCATCTGCTTAAAGATTAGATGCTTTCTTACGCMTTTTTCAACATACCTTC 

CAGTTCATTTTATCACTCTGTTACTTTAGAGGMGCACTGTGGTCATTAGTTCTTACTCT 

ATCAAAATGATATTTAACTCTCAGATACCTCAGTCAGAGCCTGATCCTTACTATAATTGA 

AATAAAMTTATTGAGCCTCTTCTGTATTTTATACTAGAGACCTTGCCCTGCATTGCCAG 

GG AAAATC ATT AACC ACTG C AAAATTTAA 

Sequence 3220 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTA 

TMGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGT 

TTTCmCCAGTTCTTCTGAAAAACTCACTAAAGAAAAAGAAAGCAAGAAATACAGAAAA 

GTATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAAC 

TTCATACTGAAAAACCACCCTTTCTAGAGGCGATTTACCACTTATTCCTTGCCTTTCAAA 
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tagagattgttaacttggggtctggctaggctgtgaatcctctgatattaaacaaaagat 
tttggtt gmgg ngcttatmggctttatttttcttcctttctgctctagccccatatgt 
gcagg gattt tcattagatcctcaaagagttctgtnacccccaccctctcc^ttctacct 
tgntracttttgaaacattctcctacagatttagtgggggaaat 

Sequence 3221 

AGAATTC GCCCT TAGCGTGGTCGCGGCCGAGGTACCTAACGGAMTTTTATCATTGCTTT 

MMTGTATTTTAATGAAGATATTAAAAAATACCTTTGATGGATTCTTCAATATTGTCGA 

AC TGCTCA AMTGATTATACTGTTATATGAAGTCTAAAATCTTTCATGCAACTTACAAGA 

ATATTTTTGTTGNATGCACCACAGTTGGAAAATTCTAGTGGGACCATGTCCATGCAATTA 

CTGATTATGTMTGCTGTAMTTTTTGATMGCATGTTCCMGTTTTCCTGTTCTAAAAA 

CAMMCATTAAAATCACCCACTGNTGAAGACAAAAGATCATTACTTTATTAGGAGANAT 

TATTAGATATGTTTTAGAAACTAGTTT 

Sequence 3222 

GAGGTACCAATAAATGAGTATTACATGTTAATATAANATGATGTAGCTCTTCAGCCACAG 

GGGT ATAAACC TGGCTAGCATGACACACCAGANCTCTGCTCATTGNTGTTNGNTCATTNG 

TTTGNTTTTTTGAAATAGTNTCGCTNTGTCACCCANGTTGAAGTGCANTGGCACAATCTT 

GGCTCACTACAACACCTGCCTCCCCAGTTCCAGCAATTCTCATGCCTCAGCCTCCCGAGT 

AGCTATGANTACGGGCACATGCCACCANCCCTGGCTNATNNTTNTNTTTTTAISITAGGGAC 

GANTTTCNTCATGTTNCCCANGCTGGTCTTGAANTCCTGGCCTNAAGTGATNCACCCACC 

TTGGCC TCCCAA AATGCTGGGATTGCAAGTGTGAGTCANTGGCCCCCNGTAACATTGTTA 

ATGTTCATTTrrCAGGCTCCNTrTNAAATGATTCATTAGA^GCTAAAA 

CATTTGATTTCCATAGTTTAAAATAA 

Sequence 3223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCANAAGGAGAAATAGAAAATTTAAGGACAG 

GCAAAGATACTGGATC TGGA TAAMTATTTAAGTTTGAACTTTATATATTGMTTCTTCG 

TTCTATAGAGACTATGCTTTTCTATGCAACAAGCCAAGGAACATTAAAAAAATTGGTCAT 

GTMTTTACATTGCACAATATGGAGATTGTGCGTTGCTTTAAAACTATTGTTAGCGTCTG 

GGAACAGATAACCTGAGGTCAGGAGTTCGAGAGCAGCCTGGACAAAATAGCGAAACCATG 

TCTCTACTAGAAATACAAAATCAGCTGGGTGTGGTGGCATGGACCTGTAGTCCCANATAC 

TCAGGAGGCTGAGGCAGGANAAGCACTTGAACCTGGGAGGCGGA 

Sequence 3224 

ACTCCTATAGG GAGTC GACCCCGCGTCCGCTGTGCCCTCTGTTGTTGGATCCCAGGCATG 

MMCTTTGTGCTTTTTAGCCCCAAGTTAAGTCTGAATGGTCATCTTATTCTGTGATAGG 

TAAGTATGACTGAGTCGGGGTGATTTGGCGTGGGCCTTGGGTGGTAGAAGAAACATCTTT 

AGGGCTTATAAAATGTTCTACAATATTTGTCAGCACCCATGAATTTGAGTACTGCATCGA 

ATAGAGTAGAGCTCTCAACAGTATGTTTGAAATGATCCAGAAGGATATTATAAACTATTC 

AGATATTCACMTGGCMTCTATCTCAGAGAGGCGATCATTTGCATATGTTGATCAAATT 

AGCATCTGATGCTCATAMTAATGGAATGACATTAGGTTTMTMGTMTTTTTAAAGAG 

AAGTGCTGACAGGTCATTGGGGTTATAAAGAAAACCAAAATAGGTACCAGGCCCTGTGCA 

Q TTTA TCAGACATTCGACCTCGTTCATCMGTTTTTCAGAAGACAGTACCACCATTGTGA 

GTTTTCTTACCMTTTGCTTAGCTTCCACMTTTCCTCGTTTGNATTCCTCCATAATACA 

ATTATCAGCTTGGGGAGGAGGATGTACATTAAGATCNTCTTAGATCCATGGAGAATTAAA 

Sequence 3225 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTMTGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGAACTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTMGTTTGCAC 

CGAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGG 

ACAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACCGCTAAGGG 

Sequence 3226 

AGGTGTCGACCCACGCGTCCGCACAGTTGGAAGGGAAAAACTGACATCATTGCTCTGATG 
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GTAAAAAGTATCCTGTGGCTCTCAAGGCCTGCAGCATCAGGGGCAAGCGAGGAGGGCGGG 

CCTCGCATTTCTCMGCTTTTCACTGCAGGCTAACACTGGGAAATCGCCCTTGATCGGTT 

TGCTTTGTTACCTGCCCGG 

Sequence3227 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTGAGCCACGATTTGTTCTCTCAACACTCTCCA 

GGCTGTCAGAAAAGAGATAGAAACTCACCAAGGCCAAGAAATGCTTGTGCGTGGCACAGA 

AGGAATCAAAGAGTAC 1 1 I II 1 1 1 II 1 I I I I I I I I I 1 11 1 I A I M U 1 1 I 1 1 I I I 1 1 I II 

IIIIMMIll Mill 1 MM I I I I I I MII I III M 1IAAAAAAAAAAAAI I I I 1 1 1 IN 

TTNMNCCNNANCNTTTNTTTANNTTTNGTTTAAAMAANTTNAACCAAMAAAAATTNA 

AANCAAMCCGGGGAACCCAAAACCNTTTTNCAANGNNGGGGCCNTTNCNCCNTTNAAAA 

MMAANGGTTTTAAAAGTTNTnTTCCC^ 

GNCCMTNN 1 II I I I 11 I AAA 

Sequence 3228 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAATTGCATCCTTCCATAGTGTAAATAATAA 

TCA MCATA AACATGTTCMTTACTGATATTTTAGTCCAATGTTTTT^ 

TATCTTTTTGCATCCTACCTATTATACATAAACTAACATCAAAATGAAAACTCCATTTAA 

GAAAGAGCATAAGGAAATGACCCCCAAATTGTAC I M M M I 1 1 M M I < M 1 1 I GGTTT 

TTTTAMTGAGAACTCMTTTTATTTACATCTATTTATTTCCATTCAGTGTATCACATCT 

TCAGGATAGGTAATAACAGTGTGAAGGGTGTGCTCATTTTCTTCAGCTGTGAGTAGAGGA 

GTCTTCCCGAGAGTAGCAGTTGTTGATCCAAATGATTGAAGCCTTCAGGTAAGGGAATAA 

CTGCTGCAGGAATTCTTTCTTGMGMTTTAAGCTGTTTGGTAGGAATTCTGTAACTACA 

TACCTTTGAAACACTATTCACATTCAAATAAMCGCTTGTTTTCTAGCCAGGCACAGGCT 

CMTTAGTTTTTCAAACTCTAGCCMNGCAGTATTTCATTTGGGAAATCATGCAACAGAA 

CTGCTCMTT CTTAA CTTCTTCTGCTGTTMCATTTACACTTAGACTGGNCAGCAACCAG 

TTAACTTAAAATTTTGGCCTCAAGGGGACAAAAAAAA 

Sequence 3229 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I M I M M M I I M II II I I CTGANACA 

GGGTCTCACTCTGTGTCCAGGCTGGAGTGCAACTGCACGATCATAGCCCACTGCGGCCCC 

AACCTCCCAGGCTCAAGCCATCATCCCACCTCAGCCTCCCAAGTCACTGANACTACAGGT 

ATGTGCCACCACACCTGGCTACTTmAMTTTTTTGTAMNAACCCGCG 

TACAMGAGGCTTTTTACCCANAATGCTCCTGCACACACTTTGCTGCTTCTTAAGGTGCA 

TTTTACCTGAANACTCCANAGTGGAGTGGATTAATAT 

Sequence 3230 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTCCTCTTCTCAGAACTNGATCAAG 

ATGTTATTCACAGGTAACANTlSfNCCTGTTTTGGGTTNCTCTTTCCTCCCTGGCTCTACAT 

GTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAAAG 

GAACCTGCATAACCCCCAATA 

Sequence 3231 

CCC7TTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAAT 

GTTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCMCGTGACCAATTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCT 

ACTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCT 

TTTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTT^ 

CTGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCT 

CTGCGTTTAGGTGTTTTATTGNATATATTGNATTTGTTTATATACCATTATTTT^ 

ATACACATGCACGCTTTTTAATTACATAA 

Sequence 3232 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 
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MTGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 
CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 
TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTC^ 

TGTGTCTACATACACATCATTAATACTATPGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGNTATATACCATTATTTTTAATACA 
TACACATGCACGCTTTTT 
Sequence 3233 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAA 

TCAMGMCTTAATTTCAGTATTGCATTCMTGGCTCCACACACAGAAAGCTCTTTTGGT 

TTGTAAMGGGATAMGTAGACTTCTAAGATTATTTTMGTMTATATTCTATGTGCTTT 

TATGGCACGGCCCAMCMMGMCTCCTAGATGGTTTCTGGGMCTGTTTGTTAATTTA 

CCATTCCAGGATGAAACAATCAGATTGCTCCACCTCAATAAAATGGCCTTTCACACACAT 

CATCCTTGCAGGACACTCTGCCCAAATTATTTAACCTTTGAACACAAGAACCTACCCTGA 

GGTTGCTTGAGATTAAATGGAATAAATATGGA 

Sequence 3234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCATACATAGCTCACTGAAGCCTTGAACTCC 

TGAGGTCMGTTATCTTCCTGCCTCAGCAATTCTTGTTATACGTAATATAGACTAAAGCG 

CCTGCCCTAGMATTTATCTTCAAAMTGMACAAMTAGAACAAAGGTTGTGATTTTAG 

TTTATCTAAAATGTGGAGTTTCCTTCCTCTTGCCACCAGATCAGAGAAAAAATTTTGTAA 

TGATATMGTTGATTGAGATTTTTTATGGCATTTTGCGTAGGAATATATATTGCACAACT 

AGGCMGTTATCCACATTTATT ATCCCT GMCTTTGMTTATAATTTTACATATGATGAG 

GCTGGCTAAACTTTAATGGGTATTTTTTATTTTAGAMCCTAGTAAATACATATT^ 

TTGTAATTACTTGCTGTAATCTTACATTGMTCMGTTGTATTCTGTTTCGTGTATTGTG 

TCCCCCCCCCCCCTTTTTTTAATAMGGMGCACTGTGACTGTTTTTATTTTAAM 

I 1 1 I I I I I I 

Sequence 3235 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAAATGTGATMTTGTMTAMCTTTTATTATATCTTATGT 

MAATAATTGTGTGTCTGAGAGAGACTMAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATATTTT 

TGAMGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTT TCAMTCTCCTTTTCTCATCATTGACTGGAACACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGAATTCCAGTTAGCTMGGATTAGAAAMCTGATTTTCG 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGGATTAT 

Sequence 3236 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACAGCCAGCTGGGTACTAAACCAGAATTTCCCA 
CCAGCAGCTCAAATCTATCGTTATGTCTTTTTCCTTCTCTGTTACCATATCGCACATTTC 
ACTTAMGCTCMTTGGTTTGGCCAAGCTAGAAACCTGAAGTCCTCTTANACTCACTCTT 
CCCTTTMTGTTGAACAGAGTTAGACCTCAAGGCTTGTTC 

CTGAMTCMGTATCACTTATCCTCACAGTCAGCCTTCGTTTGGAAACTTAATAGCTCTT 

ACCTGGATTACAACAGCTTTGTMCTTATTTTTGTCCCMGGTTCTCACCTGTTGATTCT 

GATTTNCATTGTTATAGGAGGGCCATAGGTGGCAGAGATGTTNTTTTCCACAAAGTCNTT 

AAATTTATAAGTGATTCTCCCCT 

Sequence 3237 

CCCTT AGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 

TTTI iCTCATAGGAMGCTACAGGMTTTTMGATATCACATGGTTACATTTGCTTTTCT 

TCCAGATGGAGCTAMTTGCTATATGATACAGGGTTTATTTTATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TMCAGTTGAATACAMCAAGATTACMGCAGTGAMCATTCAAATAGTTTTGGCAACTC 

CAAA TATTT TGTGTTTCACAAMGGAGTTAGGTTAACTTTTCTAAATATAACTC 

TACTATTTTAATAAGGAGAAACTTAAGGATGAGAAGGCATGAGGAAAAGTTACATTAGTG 
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AAAGCTATATACTAAAGCAGACCTTCAACAACAGCTCATAACTAATAAATGCTTTGTATT 

TTGNrTTTCMGCAGTTATGTMATCAATTTGGTGATTTCTTACACTGTACCTGCCCGGGC 
GGCCGN 

Sequence 3238 

ACTGCTGATCTATTCCCTTAGTCMCAAGTAMTTATTTTTATTGTCAGTTTGGCTTGGT 

TGATCTGTCCTTGCAGCCTAAGTGATGCATGAGCGAATGGAGAAATGAACTAGTTGCTAC 

ATAGAAGCTTGAGGTCAGGTTGAAATTAGGGGCTCAAACTAGATATGAAACCCAGGGCAT 

GGAAATGGTCACAGTGCCTCTTGAATAAGAAGCGCTACTTCAAATTGGAATGTTGATGTA 

ACAGAATCAAGAGATAGTATTCTCAGGGCTTGGTCAGCAAGGTCTGAAGGTTCAAAATGT 

GGCTGTGTTGTAAACTACTGAGAAAGCCAGTGGGGAGAAGAGATTTCCCTAAGACAGTCT 

GACAACTATGTTCCGTCTCATGCTAGAGATACCTGGCTGCTAGTCAAAGGCCTTCC 

Sequence 3239 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGTGGTAAAACTCATTGCAGCGTTGAAGAACT 

TAACTGACGTTTCACCAGATTTGGACATCAGGCTGAAGATGGAAGAATCCCAGAAGGAAC 

TTGAATCATATATGATGAGGGCTCAGCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAAC 

TCATTTCAAMCACMGGMGCACTMTMTTTNTAATACAAAAAGTCTGGCCAAGTATT 

TGAAAGCTGTTGAAGAACTAAAAAATAATGTAACTGAGGACATAAAGATGTCTTTAGAAG 

AAAAGAGTAGAGATGTCTGTGCCAAATGGGAGTCTCTTCATCATGAACTGTCTTTATATG 

TTCAACAACTAAAAATAGATATTGAAAAAGGAAAGCTTAGTGACAATATTTTAAAACT 

Sequence 3240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCAATTTTTGTCTCMGTTAAAATACCAAAMCTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCGTTTAGGTGT 

TTTAT TGTATATATTGGATTTGNTTATATACCATTATTTTTAATACATACACATACACGC 

TTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGCGAA 

Sequence 3241 

CCCTTAGCGTGGTCGCGGCCGAGGTACAT7TAAMGGTGATGCTMTACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTT 

Sequence 3242 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAG7TAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCNGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTNCCGCTGC 

CTGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGGGGATAACAGCAGCCT 

CTGCGTTTAGGTGTTTTATTGMTATATTGAAT^ 

Sequence 3243 

CCCTTAGCGTGGTCNCGGCCGAGGACCCCATGGCTGTTGTGGCTTCTGACANAGGAGGCA 
GGAATGTGGTGGCTGGCTTGGGAGTTGTAGGAGGCTCATCTGGACCAGGTTCATTGTAAC 
CGTTAAGGTANAGGCTGTCTTTGTCCANANAGTAGGGGCCCACCCGGGTGATGCCTNNCT 
CTGCTGGCTCAGCTCATGGAACACCTGCTTGATAGGCAGACCTGGGCCGCTGAGGGGCTG 
Sequence 3244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATTAATCCTCTAGAACATGCATTTACTCT 
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AT ATTACAGCTT TGCATGCAATAACTAGTTGTGTTTCCTCAATGATGTCACCTTGAAGTG 

GCTTTTATTTTTCTTATTTCACTGATGAGAGATGTGAGGGTTACCTGAGGGACATATCAA 

GTGGTCAAACCACTATTCAGTAGCTATCCTTCTTACTTTAAAACTCCGTGGTCTGCTCAA 

AACCGTCTTGCTAAGTAAATATGCTAAAAATGAGTTCTCTTTCTGTTACTGGACCTCTTA 

TCTTGGTCCTTGGTTAATTTTCCCTCAT 

Sequence 3245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTTCAGTCCATACCAGGGCTGAATGGGG 
AATGATCTGCATGTATAACAGGGAAATTTTGAGGTATTTAAGTGACATACACTTTGTGAA 
TGTGCT TTGAAAT ATCCAAAGTGTCACATAATTATAATATAAGCTGCTATCATGAGCTAA 
TTTCTTGTTTTTTCTTTTCTTTTCTTTTCTTTTTT C 1 1 I I I CI I I I I I 1 1 I 1 1 1 I 
Sequence 3246 

CGTGGTCGCGGCCGAGGTACNCGGGGTAGGTTAAGAATGTGGATGGGTTTCCATTGCATA 

GATT CAAGGT TTGCTATCACAGAAAAAAGAAGCTAGTGCTTCTATCTTACTAAATTGGAA 

MTTATTTTTCTCATTGTTCATTCTATCAGNGCCCCCTTTCCCCTCTGTATTTATATAGC 

ACGGGAATGTATAGTTTCTATCAAATAAATCATTAGAAAGGCAATGTTCAGGCCGGACAT 

GGTGGCTCACGCCTGTAATCCCACACTTGGGGAGGCCGAGGCGGGCAGATCGTGAGGTCA 

GGAGATCACCGACCATCCTGGCTAACACGGNGAAACCCCGTCTCTACTAAAAATACAAAA 

AATTAG 

Sequence 3247 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAAATCAATGGTAAGAAAAAAAATGGACA 

GGTCATCTMTATGTAAACMTTTMCTTTGATGTAATCTCTTGTTTGCTGGATTTGGTC 

CTGGGGAMGTCAAANGACTNTCTTATTTACTTAGTTGAATCTCTCACCTTTTCTCTGTC 

TTCTCATTTAACTTCTCTTCTCTTACCTTGCANAGCATTTTGATGATGAGTCCAGCTNAA 

MTAGTGTTGTGTCANGMTTCAGACTTACGGCCTMCCCTTTTTCTTGTGGGGAAATCT 

TTANGTGTATAGGACTGTGCTAATGGTGA 

Sequence 3248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTAAGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTG CCAT GTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGNATTAGCATCACCTTTT 

Sequence 3249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGTATATATTGGATTTGGTTATATACCATTATT 

Sequence 3250 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTGATAGGTTTACGTTTCAGTGAAACCAGT 

GCCACTAAGTATGGACATGGATGAAGCATTCAAAATCAGCCAATCTGAATGATGGGGGAA 

AAGGGCTAGAAATACAACTGACTTAAGAGAAAACATCACAGTCAAAACAATTGAGTTTTT 

CCTCCCCACAATATGAAATTCTATTTTGTCTTCTCTGAAATAAAACATAATTGTTTCAGT 

GTTAAAAAAAAA AAAAAAAG CT AAAATGCTT AAG ATAATTTCATCTGTGG CTTCATCCTT 

ACTCCTTCAACAAAATTCCTGAAGATACAGTGGGAAGATGTTGATAGAAAAGTAACGGTT 
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AAGGGAACTGCAGCTAGGAAAAGATCCCTGCACAGACTGCAGAGGCCCAGGTGTCCTGAA 

GTTGGACATCGMGGTCATTATCATGTCCTATCAGGAGAGGAGTTCTTTTCAATGTTTCA 

CTAATATCAATGTCTACTTGCTTTCCTCATGGGCCAGATTCCCCCAAAAACCACACATCC 

TTAAGGATGTCATTTGGTTTATGTTGACAMCCAMTTGNTTTAACATTTCAAAGGATGC 
TTTA 

Sequence 3251 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTAGTTGTTTCAAGATATACCAAGAAACCTC 

AGGTTCTACATAGCTAAA AMG TTTCTTATATTTTGTTMTGTCMTCAMCCCATTTTT 

CACAGGCAAAAATGTGTATTTTCATGCCTTATTTGATMTTCCATGAAAAAATTAAAATA 

TTTTANTCAGCATATTAGAMTTTATTCTTGGAGATGCAMTACGTATTTTCAAATTGTA 

AGTGTTAMTTGTGGATATMNAATCTTCCCACCTATTTTTTATT^ 

CAAACTTTATAMTATAGATAGGATAATTTGCTTATCTTTTTTTGACAAAGCCATCAAAT 

MTCAGTGTTGTGAATMGGGTATTTCTTTGGAAAACATAAAAGGGGCACAATTAATCAG 

CTGTCAACAAGGAAAGGAAACAAAATTGGGTATTTAAATAATTG 

Sequence 3252 

AMTATTTGGCAAAGGAATGAAAAAAGTTAGAAAGTTGTCTGTCTGTGGGCTAGGCTCTG 
CCTGCAAGATACTTACMTCTAGGTCAGAGGTTCCTAAATCCTTCTCAATGCCGTTTGCA 
CTGGCCCTGAGGAAAGTGTGAAAATGAAGACTATTGTAGAGTCTTACATGAAGCTAAATT 
TGTTCATTT ATATC ACTTCTCTITTTATTATGAGAT^ 

TAAMTGTCTTTTAT GAAAGG ATAGTMGAGTTAGATAGTAGTCTTTTTTGTGCAAAANA 

AAMNA NNNNNN NAATTTTTNGGGNCGNANNCCCCTTTGGGGGNAANTTCCCCCCCNNGG 

GGGGGN I I I I 1 1 NGGGGACCCNANCCGGGANCNAAANNNNGGGGGAAAANNGGGGNNNAN 

NTGGNTCCCNGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGGA 

NAGNGMNMNAAATTTNNNNACTCCCCNTTGNAANGAAANNAATNCNNNNGGCTTTTNN 

NNGNANNNANNNCNNNCCCCNNAAGGANCCNTTTTTTNNNNAATNNNNNNGGCNNNNNNN 

ANNNANNNCNNNANGNGNNNNTNNNNNNNNGGNNNAAAAANNTGGGGNCCCAAANCAACT 

TNAAAATNCCTACTTTTTTNAAA 

Sequence 3253 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTAAAAAGTAATTCACAGGCAAAAATTGTAAAGGATTGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGA TGGAG GTGATTGGMGCAMTTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCATTTTTMCTGCATTAAAAAGATTTTTGCMGGCATACCTAAAAAAATTGC 

ATATTACTATATGGTGCAGCTAACACAGGTMATCATTATTTGGTATGAGTTTAATGAAA 

TTTCTGCMGGGTCTGTMTATGTTTTGTAMTTCTAAAAGCCATTTTTGGTTACAACCA 

TCAGCAGATGCCAAMTAGGTATGTTAGATGATGCTCCAGTGCCCTGNTGGMCTTTTTG 

ATGACAATTTAAGAAATGCNT 

Sequence 3254 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 

CNAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGNCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCNCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTNAGTGGG 

ACAGTGCTCCAATCCTCACTGCATTTAACAGCTCACACAAAGGACGGATTAACTGTAATA 

GTAACACTACACCCATAGTACCTGCCCGGGCGGNCGTTCTAAAG 

Sequence 3255 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATTTAAAAAACCAGAGAGTTATTTGGTA 
TTAAGAAGAAAGATGATTAGATTGAAAGATTGAAAGTGGACACTATGGATAGGAAGTAAA 
TGAAACCACTTCTTTAACTGGAGTAGTTTTTAATTTTTGAG I I NN I CTATAGGTAACA 
TAAAATAGGGATGGGTTTTGTAGTTGGCTTTTCATTCTTGGCACTAATGCCACTGTTGGG 
ACCTTGAGACAGCAMTTGAACTTTCTGATAGTTGNCCTAATAGCTCTTTCAGGCTGTAT 
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TTGGTGTCCTTAGTGAATTAAAGTTTG 



Sequence 3256 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGAGAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGNGTTrTATTGGATATATTGGATTrGGTTATATACCATTATTTT^ 

Sequence 3257 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGGAAAGGCTTTCTCCAGCTGATGGATGGC 

TGTTCTCTTTATTTGGAGTATCTTACTGGTTATGTAAGCGACCTCGAGAGAAATTATCCT 

GACCCAGATCGGAGGATGCAGTAGTGCTTCAGCTGCAGGATTTCTTAGTCGTTAACACCA 

CAGTGCTGATNACAAAGAGCGAGTTGTAATCCTCATCACTGCCAGGGCTGAGCCAGANCA 

GACAGAAMTC GTCA TTTGCTCGTTGGAGACTTGTTAGGTTATAGCTCCTGCTTCGTTCT 

GTGGTCTTGGCTTTTCTTCCTATNCAATGACGCCGCTGCAAGTGAGCTCACAAATGCTTG 

GTTTGAGAGCCATTTGCCTGTGATTTTTGMGACTMAGMGTATTTACACTAGATACTC 

TTCCAGAACMMTAGAMTTTCAGCAAATACTTACTGACCTTTAAAGCCTTGTTGTGGA 

TTTCTTGAGATTTAAAGATACTTTAAAATTCTCAAAGAACAAAACTTT 

Sequence 3258 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCCTGACCTCAGGCTGCAGATATTGAGCTG 

AGGGGAGMCAATAGG GTCT CAAAAGATCTTTTTGGAGACCAGAAAAACACAACATATAC 

CATTGGAACATTGAAGCTTTTGGGCATGGGGCAGAAATTAATCACATTTAMTTTGAATT 

MTTTMTCAGGTTATTTTCCTMTMTTMCACAACTCGAGAATGGAAATTTTTGGCCA 

GGTGTGGTGGCTCATGACTGTAATCTCGGCACTTTGGGAGGCTGAGGCAGGTGGATAACC 

TGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTAAAACCCTGTCTCTACAAAAAT 

ACAAAATTAGCTGGGCGTGGTGGCACATGTCTGTAATCTTAGCTACTTGG 

Sequence 3259 

GCGTGGCNNGGCCGAGGTCATTTAAAAGGTGATGCTAATACTTAAAATGTTTAAGATATA 

GATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACTGGACAGGAC 

ATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTG 

ACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGT 

CTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTT 

TTGTGT 

Sequence 3260 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTGCCCCTACCTAACTTTGTTGATAGGGC 

CCTACCTAACCAGTAAAGTAATTGGTGTGCATCCCCCATTTGCCCTGAATCTCCCAGGGA 

AAGGGCTAATAAACAGTGACTTTATAAGCAAGCAAGAGAAGAGGGGCCAAAGGCTGAACA 

GCTTTTCACCCGGATACCTACTTTGGAMGAMCCCGAGTTTGCCATGAAGAATGATAAT 

AGATAGTAGGGAAGCCTCCCAGGCTTGTATGCTGCTGGTAGCAGGCAGTGTATTAACAAC 

CAAGC CAGMAATTTTCACAGAGATATCTCCTAAGGCACTGAAAATAAACTGCTGTiTAT 

TTmCAGGGACAGTCAMGCAGTCAMTACTTTTTACAMCATTTTCTTGG 

CTrCCCCTCTCTTACATTCTTTTCTATAAAMTATTTGNATTTCTCTGTTGATGA 

A AG AGGATATGTT AATATACTAGCAATTTTA I I I 1 I CTATTTAGAATATCCTCCATTTTT 

TA 1 1 M I A I 1 1 I I I AANGG 

Sequence 3261 

GAGCGGCCGCCCGGGCAGGTNCACAGATATTAGCAAACTGCCTAGCCAAAAGAATTCATA 

TAAAAGAAMTTAGCATTACAGCCCATAGGACTTTTGGAGACAAAGACACACAGCCCGTT 

TTGTAACCAGTGTTAACTGAAAGTCCGATTGTGCTGGACTGAAGAGAACACTCACCAAGC 

ATGATGTCG GTGCT MCTGGMTTrCTITrATMTTTGGACMTTr^ 

TAAACTTCAGTTTTCTGATCTGAAAAACGGGCCCAAGAACAGTAAGTATCTTCCTGACAA 
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GGTTGCTATGA 
Sequence 3262 

CCCTTTCGANCGGCCGCCCGGGCAGGTACTTTTCTTC I 1 1 1 I I I 1 I I I I M CI 1 I 1 1 1 GA 

GACGGGCTTTCACTCCAGCCTGGGTGGCAGAGTGAGACCCTGTCTCTAAACAAAAACGAA 

GCAT GTCTATAGAAAGAAACTGAAAAATGTTAGCATTAAGAACCCAGATGGAGACCTTTC 

TTTTGGTCAAGATTATMTTTANAAATTTTGAGATGGGGTGTGGTGAGGAAAGTGAGGAA 

GCTTMCTGCTTGGTTCTTTCATCTCTGAMTTTAGGCAGTGACATTATTTATTTAGAGT 

GAGATAAATTGTGATGGCTCAAAGAGA 

Sequence 3263 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TCAAACCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCAAAACAAAGGATATGNAAGCACCAAATGAACAAGTATTTTAAAC 

ATGAAAAAAAATTGAAAACAGCTCACAAGTGTGTATAATAGGTATTCATAGCCATAATGT 

TTTAATCAAACAAAMTNAGTTTATTTTCTTTGACTCAMTTATMTTATGTATTATGCG 

ATTAAGTATGTCAAATATTTTACAGGAGTTGTAGAMGAATGTTTTATTCAAAAAGCTAG 

CACCAAGACTTAAGTAGAAAAGCTTTTGCAACTCACTGGTGTAGGGACAGTGAANAA 

Sequence 3264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 II 1 1 I 1 1 1 1 1 1 1 I I I I J GAGACAGGGTC 

TCACTCTGCCACCCAGGTTGGAGTGCAATGGAGCAATCATAGCTCACTGTAACCTCGAAC 

TC CTGGGCT CMGTGATCCTTCCACCTCAGCCTCCCAAGATGCAACACGGGTTTTTTCCA 

CGTTTTTTTCTTACTCAGAAAATGAGGAAACAGAAAGTAGAGCAAATACAATATCTGAAG 

AGATTATTGTTGAGMTTTCCAAGAAACAATAGTAACAGACAGTAATTTACAGATTGAAG 

AAGCTATT 

Sequence 3265 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTACTAATAGTTCAGCCACACTCG 

AAGACCTGAATATAGTAGAAACTTGAATAATTTGGACCTGCTAAAGGAGAGGTCACATAG 

CTTGGAAGCGGTCAGAATCAGCAGACATTTGGCCTGGCGCAGAGGCTCACACCAGTCTGG 

CCAATATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATATTTAGCCGGGCATGGTA 

GTGCATGCCTGTAGTCCCAGATACTCAGGAGGCTGAGGCTGGAGAATCACTTGAGCCCAG 

GAAGCGGAGGTTGCAGTAAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGC 

AAGACTCTGTCCCAAANAAAAAAA 

Sequence 3266 

ACM I n I I I I I I I I I I I I I I I I NTNATGAGACAGGGTCTTGCNATGTTGCCTAGGCTGG 

TCTCGAACTCCTGGAGTCAAGTGAATATCTGACCTAGGACI I I I I I GTTGCTACACCATG 

GGGGTCCCAGNAAAAACCCATTTACCACTCATGCTTGCACAACCCAAAAATGCCAGGGAG 

TTCTTGCTGATGGGGCCAACTNTTGACCAATAGGAAACTGGAGCCTATANANAAATTCCA 

CCCCCTTNGAAATAANACACTGNAAAAATTTTGCAAGGGAAGATCCTGANAAAAAGAAGT 

TTCCCCCACTTCCCTTTTAGGGATGATTTATTTTCTTAMATMCTTTT^ 

AAGT 

Sequence 3267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAAAAATTTTTAATGTAAMTACCCCTTTAA 

GGATAG MTTTA GGGCCTTGAMTTCTACTCAGTTGCTATGAACTGTGGGGAATTTGAGA 

CAMTAGCTTTTGTAATTGGAATGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAA 

MCTTTCCTTMTGTMTGAGTTTCCATTATCTGCCTMTCTAAGGTTTGTAAGTCTACA 

TTGTCAGGATtTATATTGAGGAGATAGGGGGTGTCATTTTCTGTACMGATAGTTTTAAG 

TATGTTCTAAATA7TTGTCTGCTGTANTCTATTTGCTGTATATGCTGAAATTT7TGTATG 

CCATTTACTATTTTTATNGTTTANGAAAATAT 

Sequence 3268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 
TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCA 
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ACTTGACNATGGACTCCGTTGTTGGTCACTGTCMGGCATTGTTCTCCTCCAATTTGGGA 

CCCCAGCCTGGTGGAGCANGTCTTTCTAGATAAGACCCTGAATGCCTCATTNCNTTGGCT 

GGG 

Sequence 3269 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTACTTTTAAAAAAATAATAAAAAAAATAAT 

AAAMTCCTTTTCCCAAGCACCCCCGTCTAAAGTTACAGCTGTATTTGGTTACTCGTTGG 

ANAGGAAGGCCGGTTGCCTTTCTTCTTGGCTTCCMGCCTTGTTTCTGAATCCTTTCCAC 

ACACACAACTCTTATTTCAAAGAGAAACCCCACTGGGAGACTGGAAGACAGGACTGTGAG 

AGMGGAAGTTATGTTAATTCCCCAACCCCAANGACACCAGTGGGCACTTCAAATACTTA 

GGGA GAAAAAAAAAAGCTTCCTTCTAAATTGATTAAAAGTTTGGTGATCACATTNGCAAG 

TTTTNANAGCTCCACCATTACNTCCNTCCTCCCCCATNGCACCAGTNACTNGCTTAATCA 

CAAATAGTGTCNCTGCTTAAGGACCAAGTAAGGCTGAATGTGACCCCTGTTTCCCCCGNG 

GCAGCCTGGGCTCCAAGGTAATTGMNACATGACGGCTGTTGATTTTGGCTGANGCTCAN 

CAGGACTTAATGTTTGGGGAAATCAATGGCNCCACAGTAGGCCACAACCCCACCAAAGTG 

CTTTTNCACCTTGAGGGAATACCTGCCCGG 

Sequence 3270 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAA 
TGATTTCTTCCAGCTTGGGGACATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTA 
. ATCAGTATATTCTGGGAAAACATAGTAGAGAATGAATAAATAAATTCCATTGAATTTGGA 
ATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATAAAGTAGAAATACCACATTT 
CAGAAACAGCTGGAGTAGACAGGTCTTCATAGGCTAGCTTGGAAACCTAATAGCTATTAA 
TAATGAMTTTTAATTATACTCTGGATTCTAAACMTGMCACACAGTGATCTTTTTGAC 
TTGCTGCTTGTTTATAANTTGGGGATGGTCTGMTTCATTGTTGATTCAAA 
Sequence 3271 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAAT 

CAMGMCTTAATTTCAGTATTGCATTCMTGGCTCCACACACAGAAAGCTCTTTTGGTT 

TGTAAMGGGATAAAGTAGACTTCTMGATTATTTTMGTAATATATTCTATGTGCTTTT 

ATGGCACGGCCCAAACAAAAGMCTCCTAGATGGTTTCTGGGMCTGTTTGTTAATTTAC 

CATTCCAGGATGAAACAATCAGGTTGCTCCACCTCAATAAAATGGCCTTTCACACACATC 

ATCCTTGCAGGACACTCTGCCCAMTTATTTAACCTTGAACACAAAGAACCTACCCTGAG 

GTTGCTGAGATTAAATGGAATAATATGG 

Sequence 3272 

NGCTTGCACCNTTCCGAANAAAANCGCTGTACTAAAGCCGCGAGTCTGGTGNACCTTGGC 

ACCCCACNCGTTGCAAGCNTGNATTGGTANCCCANAGACGCCCAACCNTACCTGGGAAAT 

GAATGTTCTTTGGGAAAAAAAAATGGACCCGGTGGGAAGCCCTTGGGGCTTGGGAAGCCC 

CCGAAGGGTTCCCGCCGTTGGCGGGCCCAAATTCCAAGCCNGGGTTGGGCAANCCCGGGG 

ACCTTGGGGCCGTTGCCMTMCCCGTTGGGGACGGTTTNCAAGAATTACCCCCACCCCA 

CCCCAGGTTAGCCACCTTNAGTTATTTTGGCCCCACCTTGNCCCACCAANAAGAGGGCCA 

ATTGGGAAGGMCACCAAAAACCGTTTCCCCCCGGGTTTGGCCCTTCCTGGCCGGGTTGG 

GNCMNMTTNNCCCNCCGGGTNGCCANGGCCGGGCCCCGCCTTTNGGAACTTTANTTNC 

TTAGAAAGAAAAAAAAAACCCTTNCCCANCACCCTTTCCCCC 

Sequence 3273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTCCTAAAATCTGAAAAATTGATGC 

TTTGCCCTAAAAAACAATCTCTCAAATGATTGAGGAAACAATGGAATAATTGAATACCCT 

CMCTTMTTCTAMTTAAGGGAGAATTTGTTGGTCAAGTGAAGACTGTGTATAGCTAGA 

ACTGTMCTGAGMTTTAGGCAGCAGATTTTTAMCMTCCAMTAAAAAAMTTTTTGC 

CCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACTTGGCCCATGGTAGATAATCTAAAAA 

TGTGATATGTGAAATTCCATGACTTAAGACTGTAAAAGACTGCGTGGTATTTAGTGGACA 

TAGCAATATTCATGGAATGAATGAATGAATGAATGAAA 

Sequence 3274 t 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTACTCCCAAAAACCTTGAAATCCAAACAA 
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CTAACAAAGTGAAACATGTTTGTCCTCTCTCTCCCCCTCTATCTCTCGCTTTCCCTCCCT 

CTCTCTTTCTCTTCCTGTAGAACTGCCCATCACATTCCAAATCCCCACTTAAATGCTTGG 

ATTAGTGCATGCCAACCCAAACTCCTATATTTACTACTTCTAAAAAAGCACAAACTAAGG 

ATTMTGTTCATMTCATGACTTGATMTMGTTGMGANTGGNMTTTTTTGTTTGGTT 
G 

Sequence 3275 

AGGTACTGTATTTAAATATGACTTATAACTTGTCTG I 1 1 1 1 1 1 I 1 1 CTTTGTCTATTTAT 

ATATCTGGGTTCTTTGTTAAGTCATGAAGACCMGCTTAGAAACACAGCATTTAACTTTC 

AMT GAMG CAATGGAGG TTTTA TGCCCCTATATACATTTGAGGCCACTGGTATTTTAAA 

TTGGTTTTTCTTTATTCTGCTTTTAGGGTTACTTTGTGTTCACAAGACATGCCACTGTNA 

CCATTATACATTATTGNNM1TAAACCCAMACTTATTTTTTAATTTTCTCAGCAAGCAC 

ATTCTCAAAGAGTTTTAATCCTTTCCAAAAC 

Sequence 3276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATmTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTG 

Sequence 3277 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTC ACTTG GAGGGGCCAGTTCTCTATATTCCAATCTATTTTCTATATCAG 

AMTGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAAAGGCCATTTCCCAAATCTAGAATTTATTACTAAAAATCA 

AGTTTGCATTGAGGGGAGGAGTATGATTTGCTCMGCTTACTTTTTTTATAGGTGGGGTT 

TTTATATTTTCAATGTGATTAC I 

Sequence 3278 

CCCTTTCCAGCGGCCGCCCNGGCNGGTACTCATTGCTNTTGAATGTTGCTGNTTCTACTA 

TTNCTTGGAGACAGANCTAGGGCATATCATTGTNTAAATACCTACACATAGGTGATAATA 

TGGACAAATCTACAGATAGCTTCTGATTATCAATTCAGAACCATAGATTTAGTTTGGTNN 

TTTATATTTNTAACATCCTTCTCCAACAATAANAAACTANCTCTCATTATTCTTAATATT 

TATTTGATTAATCTCCTTGGCCATAACCAATCTCCCTCTCCTGCACTGATGCCTCTTTAA 

TCCCAGTNGGCCCAGACACCTCACATNAGGCTGCATGGNACACATCCANGTCTTGTTGCA 

AGCTAAAATCCTACCAAGAAAAAGGACAACACTTACCCTATATTGAGTCTTCTTCCGAGT 

ATCAACTNCACTGTGGCATCTGCCTATG7TCATTCACCCCGGNNCCTTCAGGGTTATATT 

TTTGTGTTTTGTCCANGGTTTTTAGCTGGTCTCTGGGGAGGGTTGGTCCAACAGGAGCTA 

ACGCTCCNTANCGGGMGCTGCCATANGATTTTGGNNATTNTGTTTTCCCTCNGGNGGGA 

TTTGGGAAGGTTCTTTNTAAGATCAAGGAAGGATTTCTGGCGGGNCCCGGNGCTTACCCC 

TGTATCCACACT7TNGAGGCCCNNNAGCNATNNCNNNNNGNGAATTNANACCGNCTGGTT 

AACACGGGGAAACCCNTTTTTNTAAAAATACAAAAAATTNNCCCCGGCGTGGGGGNGGGG 

CCCCTNTNTNCCCTNTTCTNGGGAGGCTGAGGCAAAAAAATGGCCCNAACCCTGGAGGNN 

GN ANTTGC NNNGGACCCCAAANANNNCCTTTGNNCTNCNGCCNGGGCNNAAAACGAAAAT 

TCNTTTTTAAAAAAAAAAAAAAA 

Sequence 3279 

ggtacttctctttctatgcaggatctgaatgtgaccatatgagtaaaacagccatgatca 
tcttcccagtggaaaggccaccagtagttaacagttttgaatcaacaatacacctgcaaa 
tgaggactgagctttgcatgcItcctatttcaggagattttccatccttttaaaaattcc 
acacacaaatcaccagggctcctcaggaaaggttgctgagaacttgaaatttca 

Sequence 3280 

ACCMCACTCTTCTGTTTTCCTTTCTCCTTGCTTCCGGATCTGAGGATGAGCAAGAATAT 
CAACACCAATTGTTGACTTAACCTCTCTAACTGTNATAATAAGTTCCTTGAATTTCCCAC 
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TGTTTCTTTCTTTTTTTCTATGT 

CTGATATGTTGNrTNAAMGTTISICANGAATATANTTNCTTTGATAMTTAATATCAGTGCC 
ATTTATTG GMTT CTGTGGTGAAACATTCTTTAAAAACAGGCAATATTAGGGAAAAAAGC 
TCTAAC I I I 1 1 I I GGGGGGGATAAATCTG AATTTTCA 
Sequence 3281 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCA 

TCTGTTCCAMGAGGCCAACACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAG 

AAGCATAAAACCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGT 

TCCGMGATTTCCACACTGATTCTGAGCAATTTATGTAAGCCCAGGTGTTCAAAGTTCCA 

GGTTGAAACATTNGGTTAATTAACATCATGCTGCAAACACTCAAAATCACTTCAAGCTGC 

CACTATAACAAAACAAAACTCCCAAAAACAAAAACTGTAGGGAAATATAAACAAATGGCA 

GTATTCTTTGGAAMCAGTATATGATTTTMGTGACMTAAMGCAGCMGGGCTnCTT 

GATTTAATACTGTGTTTCTCAAAAACATTTTTCTAAAGG 

Sequence 3282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3283 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAAT 

Sequence 3284 

NCCCTTAGCGTGGTCGCGGCCGAGGTACCTGANATCACAMCMCTTTTGTGAAAAACAA 

ACAGCATTCCTGTCATGGGCCCTTATTTAACCCACTCTNCAAANAAANGAGAGCAAAAAA 

GTTTACTCCAGATCAAATATGCCATTTTMTTTTATTTCCTMGCTTGGAATAAAATACT 

GTAATTAAATACAATTGNATTATATTTCACMTTTTGAATTTAAGGGATCTGTTCTAAAT 

ATCANTAGCTCAAAAATCCAGAGTTNGTTCTGTTTTTGGCTAAGATGTTTATAGGTAAAT 

TTCATGGNAAAATGTTTCTATTTCATGCACMTTTCCTAGAGTTTCAAAAAAAAATA 

Sequence 3285 

CCCTTAGCGTGGTCGCNNNCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CMCAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCNGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCMGTGCTGCCTMTAGTTTCAGGAGAGGAATACTTCGTTGCTTGCTGCAAGGA 

TCAGCCATGGTAGATTATGGTTTTTTGAGAACAGATGGGGCACCACAATTCCTAGTGTGC 

CCATTAACAAAGTCTTTTCAAAATAC 

Sequence 3286 

CTTAGCGTGGTCNCGGCCGAGGTCAGCAGAATGCGTCTCCGAGAGCTCCCTTGGTCCAAA 

GACAAAGCGTTCCTGCCCAGAGNCCACAGAGAGGTGTCTAACATGCCTTCTATACTCACA 

AATTGGTTCTGATCCAGTGGAGTCCCATCAGTAGGCTCATGCACTTCCCCAAGAACTCCA 

CAAMTGATTAAGAACTAATCAGCTTTTGGGCTGGGCGCGGTGGCTCATGCCTGTAATCC 

CAGCATTCTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCT 

GGCCAACATAGTGAAACCCCATCTCTACTAAAAAACAAAAAATAAGCTGGGCGTGGTGGC 

GG 

Sequence 3287 . 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTT 

Sequence 3288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGC 

Sequence 3289 

TTCCCCCTTTTTCCGAAGCCCGGCCCGCCCCGGGGCCAGGGGTACCACCAGGGCCCCAAA 
GAAAAAAAAAAACCCCGTATTCAAAAAATGGTAAAATTATTCAAATTTCCCCCATTTTAC 
CAAGCCCANGTTTAAAAAGAAACCAATTGGGGGGAAAAGACCCAAAGAAAGGGAAGAATG 
GGCCAGGTTGGACCCAGGAAAAGGAAAGGGGGGAAGGAAAANGGGGGGGAAAAATAAATT 
TGGGGCCACCTTAMGAAAAAAAGGCCNGGAAAAGGAAGAACCATTATTTTTTGGGGAAG 
GGGGMGNMTTGGGGCCTTACCCCCCGCCCGTTACCCATTTTTCTTTAAAAGTTCAAAA 
AC CCAC CTTTGGTTGGAACC I Mill IGGCC1 1 1 1 I 1 AAAATTTTCCCATTTGNAAAATT 
G GTTTTC C CCTTGGGCCCCTTTCC CCTTTTGGGAATTAA 1 I 1 I I 1GGGNNAAI I I I 1 1 I A 
AAl i I I ICCI I I M I 1 II M I I II 1 1 CCTTTCCTTTAAANAAAAGTTTAANNAAAAGGGG 
TTAAATTTAAAAATTTTTGGGTGGGGTTGGGAAATTAAN I I I I I I I I CCCAANGG AAAAA 
MANTTTACCCCNCGGGGMTTTTAAAAAAATTTGGGAAATTTTTCCCCAAAAAAAA 
Sequence 3290 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCTTCCCATCAACCAGTAATGAGCCTCCTG 

CTGCCCCCACCACATCCCCACTTGTGATGTCAGCGGGGATCTTGGAC7TGTGGCCTAATT 

GACAATAATGCACCTCTCCCTTGCCCTGCTGGCATGATGTCAGAGGAGATCTAGTGGACT 

TTTACCGTTTCCCAGAAGTATTGAGGCCATCTTACCACAGTGTCAGTGGATACCACATGG 

AGGATCTACAACTCTCACTTTCACTCAGAATGTATGAGGAGACCCTGCCCCTCCTTGAGT 

GTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCCGCTCCGAAAGGGCNAATTCCAA 

G 

Sequence 3291 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGTATCTGATTGTTCTTACAGAAACTCAGGA 
TGAAAACCGAAGAAGAGGCCCGGACTCATACAGAGATTGAAATGTTCCTTAGAAAGGAGC 
AGCANAAACTTGAGGAGAGGCTGGAGTTCTGGATGGAGAAATACGATAAGGACACAGAAA 
TGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTAGC 
Sequence 3292 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAAT 

Sequence 3293 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCC 

GTCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGT 

GCAACMCTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGA 

TAGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGT 

GGTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATC 
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AGTCATGGTAGATTATGGTTTC 
Sequence 3294 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 3295 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGT TTTATT GGATATATTGGATTTGGNTATATACCATTAI 1 1 I I AATACATAC 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCN 

Sequence 3296 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCAGCCTTGACACAGAGCCCAGGGGCAA 

TTGTGCTTCAGTCAACCTGTGAATTCTTGATATTTATTTCTACTTGGGAGCATAAAAAAC 

CCAMGGTMGTGGAGAAMCGCTCTTTACCTNCCCACTTCTTTCTNTGGGGATTCTCCT 

TTCTCITGCATTAGGCCAAGAGCAGAAAATCCTGGAGTCCCCAGAAGGTAAGGTTTAGAG 

CTGACTGGAAGCCAGAACAACTGCCTTAGAACGCCAACGAGGACTGCTACTTCTGGCCCC 

CTTAAGACCTCGGAGGACGGGCTTTGGCCAAAACACATGGGACCAGGTGCTTCGCCCATT 

TTAI I I I I IAAI 1 1 I I I I 

Sequence 3297 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTGTATTAAGGAATAAAATGCAACTACGGAAA 

ATGATAAACTAGATGGAGGGGTGCCTATGACACTGTAAAGTTTAACAAGGATGTTGTAGA 

ATMTGTGTATTGNAtGATGCTATTTCTATGTCTTTGCATTAATCTGGAAAGAATGTTCC 

I I I I I I I I 1 1 IGGAGACAGAGTTTCACTCTGTCACCCGGGCTGGAATGCAGTGGTGCAGT 

CTCAAGCTNACCCGCAACCTCCGCCTCCCGGGTTTGAGCGATTNTTCTTGCCTCAGCCGT 

CCGAGTAGTTGGGACTACAGGCATGAGCCACCACGCCCTGCTMTTTTTGTATTTTTAGT 

AGAG ACAG TTTCACCATGTTGGCCAAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCA 

TCCGTTTTACCTCCAMTGCANGATTMGCATGAGCCACTGCTNCCACTTGAGAATGTTT 

TTTTGMTMCCTGCTTTNTCANTTTTAAGGGANAATGGGGGTTGGGAATAAAAGGCAGA 

TCATTTTTTTTTAAGA 

Sequence 3298 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTATTAACAGCTTTCCTTGGAAACTCTGAT 

ATAGA GATACCTTTATATTTGTCTTCTAGGGAGTATATTAAGTAAACCAAAACATTTACT 

TTTTrGGATGCAAGATAGAMATGTTMCGTTTCTTTGCTMTGACATTCTTTTCCA 

MGTAGCTTGGGTAGGTAGAGGACTMTATCACACTTMTAGTATTGCTTTCTGGTTTCT 

AGGAAGATTGCTACATGTGTATATGAAGTCCTGTAGTTCTCCTTTTAAACTGACTAGTTC 

CTACTCTGCTTATGAMTTTATAGAACATATTTTAGATTTATGGCAATTAAAGCAATCTA 

AGAGCACCTAMTTTTAAACTATTTTAACTACTCAATTCAGGGAGAAATATAATAAGAAA 

ATTCCCCC CATAT TATTTGGTATATAGTCTATTTAAMTAGCATAGCMCTTATATTTTA 

TAGTAAGMTTTTGGCTGGATGAAAATTMTTTAAATACTAGAAACATTCATGTAG 

Sequence 3299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGGGTGTCTTACCTTACATTAGAATATC 

CTAGGCCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCATCTCTT 

GGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAAATGCCATAGTAAGTC 
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CAACTATATGGTTTCATGTAGGGTAAAGTAACCATTGTGGAAGGATTACGATAAAACTGT 

GTGACAATAAATAGAATAAAAGATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAA 

ATGCATTGMTTTCTAGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGAC 

CTTGCCTTCCTAAAGTGGGAGGAAGAAAAAGGCTGCACCTGTCTGGGCTGAGGGTCTGGG 

CAGAACACTAGCAAAACTTTTAATAAATCTTCATGTCACCACCCCAAACTCATTANGGCC 

CAMCTTATTTCATTATCTTCACTATCCCCATGGTTTTCCTC 

Sequence 3300 

T TNAT NCGCCCTTAGCGTGGTCGCGGGCGAGGANCAAGAGCAAGTCTAGTGTGAGAAGCA 
CTTTTCAGGCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTCACTAAGCCT 
AGACTCAAAATATGAGGGCACTGCAAAGATTCACAGCAAAGATTCATGGCACAGGGCCTA 
GACACAGGGAGGAGTCTCTGTATTTGTTTTTTCTTTGT^^ 

CAAATMGGATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGAT 
TTTAA GTTGGCCAAGATGTAACTGGCATAATGAATACAACCAAATGAGAAATATTACCTT 
TTTTTGTTGATGATGTGATTGTATACCTGTAAGAGTGGAAGGGACTCCAGTAAAAAACTG 
GAGTGCAACAATCAGTAAG AATAT TTGACAAGGCTGTTGGACTAAAAAAATAAATGTTAG 
AAAAAATCAGTAAGTTCTTCTTTTATTAGCCATTNGTTCAMCAMTATTTTATTTAA 

CACCTNACTTGGGNTTAATNAAGCATTNAATCTGGGNCCCCTAAGTACCCTGGCCCCNGG 
G 

Sequence 3301 

CCCTTAGCGTGG TCGCG GCCGAGGTACTTTCMGTTTTTACTCAAACTCAATATMTTTC 
CTTTAGAAAMTGTTTTTGAGAMCACAGTATTAAATCMGAMGCCCTTGCTGCTTT^ 
TTG TCACT A AAATC ATATA TTGTT TTCCAMGAATACTGCCATTTGTTTATATTTCCCTA 
CAGI I I I iGTTTTTGGGAGTTTTGTTTTGTTATAGTGGCAGCTGAAGTGATTTTGAGT 
TTGCAGCATGATGTTMTTMCCAAATGTTTCAACCTGGAACTTTGAACACCTGGGCTT 
Sequence 3302 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCACACAGGTGGAGAGAGCAGAACAATGAAT 

TCTTCCTGAGAATTGTAGGGATTTGCAGAGTGGAGGTGACATTTGAGTAGGCCTTTATGA 

GAAGGATTAGAAAGAGTTTGCTAGTAGAAAACCGGAGTGGACGTCCTAGGGACTAGCTTG 

AGCAGAGGCCTGGAAG CATG ACAGGTTACACAGACTGCTAAGTCTAATAAACCAATCCAG 

CTNTACAGCATMTG^GTTTTGAGAATTACAGTCAAGTATGATTAACTCATACTTCACCA 

CTTNCAAATGTGTTGATTATCATCCTCTTATGCTAAGCTGAATT 

Sequence 3303 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGACCTACGTGACCATATAGACTATTGGAAACA 

CATGCGCCTAGAATGTGCTATTTATTACAAGGCCAGAGAAATGGGATTTAAACATATTAA 

CCACCAGGTGGTGCCAACGCTGGCTGTATCAAAGAATAAAGCATTACAAGCAATTGAACT 

GCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTACA 

AGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGATA 

TACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGAC 

ACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATTA 

TGGGTTATATTATGTT 

Sequence 3304 

CCCTTTAGCGGCCGCCCGGGCAGGTACGTTTAAMGGTGATGCTAATACCTTTAAAATGT 

TTAAGATACCGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGT 

Sequence 3305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAGTGAAATTTTGATGTATAAGTGCTGG 

CAGCCGAMTTGCCCTGAGCACAAAATGAGCTTTCCTGTTTGATAATTTGCTTGATTCAC 

TATGTTGCTACATGCAGGGCACTTTATGCCTGACTTATATTAAATCCAGTCACCTGCTTA 
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ATGTTAGMGGGTCATMTTATATACAAGGGTTTTGAACATACAGCATGTCAATATTTCA 

GATCTGGCATATAAAATATGTATACCCATTTTCMTTTMCAATTTTAAMTATGTT^ 

TAATMCTTTAGGGTTATMTACAACACAMATCATTCTATTTTCACCAAGAATAAAGTA 

AGCAAATGTATJGGGGTTATGAGACAACCATAGCCCCATATATTGGGACGAGCAGAGGCA 

TGGAGTTATGA 

Sequence 3306 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CTACTTGTTTCTGCTGCTATMTAGAGAGGAGAAMTGATGAAATGCTCTTTTTACCTTC 

CTGTTTGAAGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTAGGGGACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAG 

Sequence 3307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGA CAAA TCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTmGNGTGCTmGTGTGTCTGCCTATTMTACCGTNCGCTGCTmGTC 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGNGiGATAACAGCAGCCTC 

TGCGTTTANGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATT 

Sequence 3308 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTAAGAGCTTTCCTC 

AMTTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGMGATTCTCACAAGTMTTGATAGAATGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATGATTAAATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GMGAGGGMGAGMTACAGTCCTTGCTATTTTCCTCAGCTGATTCATAATACATTAACA 

CCCTCATTTACATGGCCTATTAGAAGTTATTTATATTCCMTTACAGGCTATTTGAATAT 

TTGCATTTGTANTCNAATTACAGGGTTTAGGGAAAGCTCGT 

Sequence 3309 

CCCTTCGAGCGGCCGCCCGGGCAGGTCATGAACTGCTGGGCTCAAGCTATCCTCCCACCT 

CTGCCTCCTGAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCTGTCCTGACAGTCAT 

TTTCTAAGATAAGCTTCACAAAGATGAAAATAACATTCTAAGATCCATTATGTATATATC 

ATTTCACTNGGAAGGTGMTTCCTCCAGTMTCATCTATTCACCTTTACTTTGGATCCTG 

ATTTC AT AC ATTG G G G 

Sequence 3310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTA TGTC TATATGACAMTCTTGATCTGCATCCACMCATTACTGGCGTGCTTTT 

TGCCTTGCTTTTGTGTGCTTTTGGGGGGTCTGCCTATTAAMCNTCCGCTGCTTTT 

GNGGNCTACATACACATCATTAATACTATTGGGATTACTATTGGGGGATAACAGCAGCCT 

CTGCGTTTAAGGGGTTTAATGGATATATTGGATTT 

Sequence 331 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 
GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCCGAAATCCATGGTGGTTG 
MG AACATC AAAGAGGAGCMTTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTAATTG 
AACAi i i i l AGGATGf AGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACA 
TCTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGG 
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TAAACCAAACCTAATATTA 
Sequence 3312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCCCCAAGGACAAGCAGTGATGGAGAACT 

AGTCTAAGAAGATGCCAGTCAGGCTCTGAATGGCCTAGGTAATAGTGGAGAACCAGCCTG 

GACTGGGGGATATCCAAGACATAGCATGAATGGGGCTAGCAGAGTCCTGACTCATATTTT 

GACCATTAAAAAAAAAAAAAATCCTGGCTGAGTGTAGCGGCTCATGCCTGTAATCTTAGC 

ACTTTGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCTGCCTGACT 

AACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTANCCGGGCGTGGTGGTGGG 

TGCCTGTAATCCCAGCAACTCAGGAGGCTGAGGCACGAGAATGGCTTGAACCTGGGATGC 

GGAGGTTAC 

Sequence 3313 

GGTACTCTTCTTAGAATATATAATATCAATTAAATATAGTAATTCTGTATAGTTGTAAAT 

GCTTMCATTATTMTCTGTTGATTCTTTGGAGACTTAAAATMTTCTGCAAGGTATGTT 

ACGCAGACATTGATCCTTATTTTTAGAATGAAGAAACTGAACTGACATTCACAGCAGTTA 

AAAGCTTGCCAGATGGCCAGGCACGGTGGCTCATGCCTGTAATCACAGCACTTTGGGAGG 

CCCAGGTGAGTGGGTCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAA 

ACCCCGTCTTTACTAAAAATACAAAATTANCCTGGAGTAGCGGNGCATGCCTGTAATCCC 

ACTTCTTGGGAAGCTAANANAAAATTGCTGGAACCTGGGGGGGNAAAAAATTGNAAGGGA 

NCCAANTCCCCCCATTCACTTNGGGNGGGGNAANAAANCCNCCCCCNNNNAAAAAAANNG 

GGNTTNNGANCCCCNACNGNNANNNNNAMNNNNTNTTNNCCCNNGGNNNhnTrTTTGGG 

NAAAAAAANTTANNNNCCCNNGNNNNNNNCCCCNNNGGGGNNANNNNNNNNNNNNGGGGG 

GGGGGGGGNAAAAMAANTTTTTTNAANAAAAAAAAAAAAAAAAANCCCCCCCNNNNTTT 

TNNAAAAAAA 

Sequence 3314 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCTATCTTCAGTTGGGCTTGGCTGAAGGA 

GTCATMCTTCTTTGCCtATTGTCATTGGGCATTTGCTTCCATTTTTCTTT^ 

TTMTAGTTGGGGTCCATATATGCACTTTACTCATCCCTTCTCCAATAATGGGTCCGGTT 

TTCAAGGGCATGGTCTTAAATTGTAAAATGGAGTTACAGCATATCCAAGCGAATAGGAAA 

ATGMGMMTCTCACCCTACAATTTGTTATTTATCTAGTTCTTTCTCTTTCTCCCA 

Sequence 3315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGCGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTCT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACCGTCCGCTC 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGGATATATTGNATTTGNTTATATACCATTAT 

Sequence 3316 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGC7TTTG 

Sequence 3317 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTA 

GCAAMTTTAMGAGTTATACGGGGTGAGTTTTACAGMTTAGTAAGACCATTTAAAAGT 

MTAAATCMCGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATAAAAACACTATTACAACMTATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 



# 
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ACAATTGAAAAATTGCTGTCTAAACTATTATGTGTGTCTCCAATGTGTATGATGATAGAG 

CCTCCAAAATTGCGTAGTACCTGCCC 

Sequence 3318 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3319 

CCCTTAGCGTGGTCGCGGCCGAGGTCATGCTATTTTGTCTTATGAAAAGAGATAAATTAG 

GTAGGAMGGTMGCATGACCATCTTATAGMGAAGAMCCTAGACAMGTGMTTTTCC 

MTTGCCCAAGATTGTGTCTCTTATTTTTGGAGTTGGAAATAGAACCCAAGTCTCCTAAT 

GCTCAGTCCGGAMGCATTATTACTGTATTGTTTTTAATTCTCCCATATNTCAATCACTT 

ATGAT AMTGAM GTTATMGGAGAAACACTTTAAMTATTTAAATGCTTCAGATGTTTA 

AAAATATTTTTTAAGGTAGTGATGAGTTTTCAACMTATCTGATAAATTGAAAGCCTTAA 

GAGCCAGATTCTATTTTCCACAGAAAGAAAAAAACCTACATAGCCCCAGACCGTTATCTT 

CATGTCAGTTTAGATGATCTCTTAAATGTAACATAAACCCTTAAAATCT 

Sequence 3320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATTAT 

Sequence 3321 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCMTTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATMTGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGAMTTTAAMTMTTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGMTTTGAGGGCTTeGGACAGAMTAGA 

TTCCTMCTTGCTGCTTCCTTCTATCAACCTTATCTGGTCTGTAAGAACCTGGGAAAATA 

TAAGAAACTGATGGTTGTGGGGAGGGAATAGAAGAAGACTGTTCTAGGTCTTAGAAGATG 

CATTMTTAAAAGTTGCTAAGGCTTGTAATTAAGAATCAAGACCCTTGTAGGTGTAGGTG 

ATAGACCTTTGTGTGATTTTCTCAGTTGCCCCAMTTATACCAAATTTCAACCTCANTAA 

AGAATTCTGAAGTTTTACAAAGTTNGAAGAAGAGAGAAAAGGGAAAAG 

Sequence 3322 

ACGCGGGGAGAGGACACAACTCAAGGAGAGAAAAGGACAGTTTGGGACAACAGGTGGGTG 

GGCAGTCTTGAAAATTGGTAGCCACAGACGCCCAGCGAGAGTGAAGAAGGACAGGTGGCT 

TCATTCTGTGGTTGATGATTCCCTCATGGAAGTTCTTGTTCAGGGAAGAAGAAAAAAGGA 

CATCTCATTAAAGTGCCAAGATACAATGCCGGCTCCTACGTGCACCTTGTTTTGGACCCT 

GMTGTAAATGATCACTTTCAGCGTGTTTTAAAMGCATTCGTGATTTCAGCGATCCTTT 

CTGAAATGTGTAAAAATACCATCGTCTCCAACGATAAAAACAACAACAACATCTGCCGAT 

GGCAAMTATAGTCMCTTTCAGGGCCAAGTTTTTGGAAGCAGCCAATGCGTTT 

Sequence 3323 

AGTCGTCGACCCACGCGTCCGCATTTATTCATTTAAAATACATTTCTAGAACACCTGTAA 

GGTGTCAGTCAGCCTCTCTGCTGGAGGCACGTGGTCTGGCAGGGAGAAATATGAAGGTGC 

ACAGAAGTACCTGACGGATACAGCCCTGCTAGAGTGTGGGCAACAGACAGATCAGGGTGG 

ATTGCCTTCTACACGACTGCGTCTGACCCAGCTTCACACAGCTCTGGGGGCTTGGGGAAT 

ATTCCAGAGAGAAAGGGTGCAGGAACTATAAAGACAGGAAGGTATAAGAGACAAGGTATG 

GGATGAAAACTGCACATGCTTCAGTTTTGTGACCTGAAATTTTAAATAGGAAGAGGATGG 
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CAGTAAAACAAGACGATCAACCTACTGGCTAAAATTCTGGCTGGGTGTCGCATCCTAACA 

CTTGTAAGGCAGGGGCAGGTGGATCTCTGTGAGTTCAAGGCCAGCCTGGTCTACAAAGTG 

AGTTCANAACAGCTAGGGCTTTTACACAGAGAAACCCTGTCTGAAAAAAAAAGCCTAATA 

TAAATTGCAATTCTT 

Sequence 3324 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAA TGTTG TGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTnTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AAACATTT 

Sequence 3325 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCCAGTTTCTGGCATATTAACAGCTGAGA 

TCAGATAAGTGAACANCGATAGAGGTAGTGAGGTTTAGGATTCANGTCTGCCACCGGGAG 

CGCACCTCTGGGCTCAGGTCTCTCATTTGTAAAATGGGACATTTAGGNCANATCAGCATT 

TTNAAAAGTGTGACATGTTAAGTAAATAAGATGATTTTATGTGGTTGACAGATGAATGTA 

TTACCTTTAGTGGTTATATGTTTATTTTCATGGTTCTTTTTATTTA 

Sequence 3326 

ACTGMTTAATACTTACTTACAMATTGGTGTTTGTATTTTTAACAAGAAGATACATTTT 

TTTGAGTTTTMTTTTTATCTCCTTAGAAGGCAGTCCAAAAACATATTAGAATTATGATG 

CATMGGAATTTAATTACAGTTTCTAAGTCTTACAAAGTAAAAAGTATTAATTGGTGTTA 

TTTGTTGAAATATGTCATAAAGAACAATATCCTAACTGGGGGTATGGCTTAAGAGCAATC 

CGATTTAAGAMAAGACGAAAAGCAGGATCTTAGGGTATCGTAATTTTGTAAATTT1TGT 

TTCTTGGMTATTTAGAAAAATTGATTTTAAAATGTCTCTTGGAATAGCTGGGCTAGAAA 

TGGTGGTTCAAGGGTGCAAGGAGATTGTAGAATCCTCTAAAGGGAGCCG I I I I I IACTAC 

AATGGCAGGGAATAGATGCCTTATTAGATGGGAGCTATTGACTCCGTGTTAAAAACCTT 

Sequence 3327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCAT 

Sequence 3328 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTGTCAGGTATCCCACTAAAATCCCAAATG 

TTTCTCAAAAGTCACATCTAAGTGCAATATAAATCAAAACGAAAGGTTTGTCTCAATTAT 

TTCCACATTTATTTATCTTACAAACCTCAGTTATTAACAGAAGTTAACAGAAATCTTAAC 

AGAMTATTATTTGCTATGATTTATATTAGATTGAGATTCAGAAAATTTTAATTCTGGCA 

TTGTTTTCCAMTMGCAGCTGTATrrTTCTATATGAACACTAACCGTCTCAGTTTTCTC 

ACCGGTAAATAATAAAATTGGACTCAATGTAATCCCTTAAGTTATTCTTAGTTTTAGATA 

GTGCTCAGTATTCCATTTTCAGCTCAGTCATGTAGAAAGGTGAAAAGAGGTTAACTCCTG 

CAACCACAACAAGAAATTGGAGACCAGGCATGGTGGCTCACGCCTGTAATCCCAGCACTT 

TGGGAGGCCGAGGCGGGCAGATCACGAGGTCAAGCAAGATCCGAGACCATCCTGGCTAAC 

ACNGNGAAATCCCNGCTCTACCCAAAAATACAAAAAATTAGCCCGACCTGGTGGCNGGCC 

CCTGTGGTCCCAGCTACTCGGGANGCTGAGACAGGAGAATGGCATGAACCCCAGGAGGCN 

GAGCTTGCANTGAGCCCAAAATCGCCCCCTGGACTTCAGCCTNGGCAACAAAACCAGACT 

TGTCTCAAAAAAA 

Sequence 3329 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGA CAAA TCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCT1TGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3330 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTAATACTCCACTTGCATGCAGCAGCT 

TACGTGGAGA GAAT GGCTGATGTATTGGGCATTGTGAGAAAAAAAAAACTGACGTTTATA 

CTTTCCTCAMTTTTGGCAGATTTCCCCAAATATAAACAATGGAGACAATTTATTCACAC 

AATCATTTCCTAGAACTTCATAAAATAATGAAGTAACACCGTAATGGTGAAGGTTGTGGT 

GAGGMAAGMGGTTGGGGMGAMGGMTGCTTCTTTTTATmCTACCCACTCGACCT 

CACCAMTTACTAGGGCTCMTTGAGCCCTTAGCAAACAAAACAATCAAMATGTATTTT 

ATGCAAATGAAGCTCTTTTTAGACCAAAGTACCTGCCCG 

Sequence 3331 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I I I I I I I I I I I I I I 1 1 1 I ICTTTTTTT 

n I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I NTNNNNNNNNTTTNTNTTNNN 

TTNNTNNNNNKlNNNNMNNANNNAAAAMNTNNNTTNTNNTNCTGNGNTTTGNAAAAAAA 

MAAMTTNCACCNTTTNAGGGGGGGATTNGACANGNGCCANNGGCAATGATGAAATGAG 

AATCTACCCC 

Sequence 3332 

NCCTTTCGAGCGGCCGCCGGGCAGGNCNCTGGGGATACCAAGAAANAGTGCTGGNAAAG" 

CCTTTATCAGGCCAGCCGGCMTTTTGGTTAGTTCTTACTCCTTTTATGGCTTGAGCTAT 

CTCCATAAATGCCATCCTTCCTGGTAACCATAGGAACAGTGCCACTGTGATTTCTTGAAG 

TGGAAGACAGCCTAGTGCTAAAGACATCTACCAAGGAAANTATGAACATAATTCACCCTA 

ATTATTATATATGATATCTCACATTGTGTATTAGCTGTTAATGCCTCTGTGCCTGAATGA 

AGAATTAGATCTGTGACCTTTCCTCCCAGATGATTCTGATGGATGATATTGAAAGATATT 

CTTGAGATTTGGGGGAMGAMNTMTGMGGCMTAAAGTATTTTAATTTTATTCATGA 

TGGACCTTATGAGTGAAAGCTTTTTA 

Sequence 3333 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACAGGGCTAGATTAAAAAAAAAAACAAAAC 

TATTAGGGTCTCATCAAAATGACAAGATGACAGGGCTCCAACCAGCTCAAGTCTTCACTC 

CCCATTGGGAGGAAGACTTTCCATCACAAGCCTAAATNACCCAGCAGGAAACCAGCCCAG 

CCCTGTCTTCTCAGTGAGGCCTTTTCTAACACGGGTGCTTATCTCCATCTCAGGATCAAA 

GGATCTATTGCTTCTGGCAMAGGGCAAAAGCACCGCTTTTACTGGGAGGTACCTCGGCC 

GCGACCACGCTTAAGG 

Sequence 3334 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAAATGTGATMTTGTAATAMCTTTTATTATATCTTATGT 

AAMTMTTGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATATTTT 

TGAAAGAGTGAAGTGGGGACTGAGMGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTTTCAAATCTCCTTTTC 

Sequence 3335 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGTTACGTGGTAGGCCTTGGAGGTTAATAT 

ATT TMC ATTACAGTGMTATCATCAGTGATCCATGGAGMTCCATTGTTCAACAGTTTG 

TGATTTTGGGGAAGCATACATGTGAATA GAATA TGCTGTAGGATGGAGCAGGGAGCAAGT 

CACTTAGGTGGCMGTGTCTTCCATCACTTTTTGGAATAACTTAGCTACTTGCCCACTAT 

CMTGAATATCAGATGMTTACAGAGCTACACTGCTAGATTTTATAACCTTATAGAAATT 

ATAACAGGAAGGCTTGCATGMTATGGGGTTTGTAAAGCTCTTCAGATGTATCTTTCATA 
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CATGTCAMTATGMCAGTTATGGGMCTGTTATATTTAAGAGACATGCAAGAGAAATAA 

AGTAGAAAATAAAAATAAAAATTGTGCCTTCAGAAGGAAAGTAACAATATGATAACTGGA 
Sequence 3336 

CCCTTNCCAGCGGCCGCCCNGGCNGGCNCGCGGGGACAGTCCTTCATTCTCAGTAAACAC 

TGTGTGATACAATCAGCCTGCCGCAGATGCTCCTTATTCTATTACTGCGGCATAATCATT 

TGGGTAAATCTGTGAAACTAATGCAAAATCTCACAAGGCTATTCAGAAATATGGATTGAA 

AATGGA AGACTG GAAAAATAGCTTGTCATAGCCCATTAGCGACTACNCGCTGCGATTTAA 

GAMCTATTTTTCAMCGTTTCCATTTTGCA 

Sequence 3337 

GGTACAATAGGGGATGACATTTTTGATGGGATGCCAAATGTTTAGCTTCTCTGAGAGGCA 

ACATTTAAGCAGGAACCTCAATGAAGTGATGGAGCAAGTGATACAGATCCCTGAGAAGAG 

GCCACTGAGGGGGCAACATGCAGAGCCCTCATGGGAGTAGGCTTGATGGAATCTGGGAAA 

GGCAAGGAGGTTGGAATTGCTG GAGC AGAATGAGAAAGGGGTGAGTTTGGAGTAGTAGCC 

AGGACCAGACAGAGGCTTTGGATTTTCTAAGAGGGAAGGGAGGATGTTGGGAGGGTTCAN 

GATGGGTATAGACCTGATCTGAGTGATAAAAAGATTACACTAGTTGNTGTGTANACAGTA 

TACTAGGAAAGGTTAAAGTGGAAGCAAAANACTANTTCAAAGACCGTTGCAAAGGNTCNG 

GTTGCAAAGNTCNGGTGAAA 

Sequence 3338 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCAGTTTCTTAGCTAATGTGTTGTAACACT 

ATTCTTATCCCTTACMCTGTCTAAMGGATTCTTTTTTTAGACTTTCTCTGCTAGTTAC 

CCCAAAATATTCTGTGGTAGTGAGTTCCAAAAACTAATTACATGTCACATAAAAACACCG 

NCCTTGTATCTATTTCAAGTTGGCCATACCTCACTCTTTCTTCTAGCATAGATAGTTTAC 

GGA TGTTC CTAGGATTTCCGATTCACTAGTTCCTGCTATTGNGGGTNGCTAANTTNTATT 

TTGATTTTNGTTTNCTTTTCTAAACATGGCTGCTACT^ 

TACCAGACTATCGATATCAGAATTGTGCTCTGGGGGCGGCT 

Sequence 3339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTCAAATTAAAGGGCTAAAATACT 

ATACATGCCACCTTTGCATTCCTTTGAGTTTTGTTTGTmGTTCTG 

AAMCTTATGTTGCCCTTATATAGCACATTTTTCCTTATTGTGTCCTTTTGATTAAT^ 

AATGACCATTTGTTCTCTTTTAAATCA 

Sequence 3340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCAAGGCTATAAGAGCCAGCAACAGG 

TCATGTGGCCTCAAGGGGCTCGTGGCCCTACGAGGCCACAGAAGCCAGTGAACAGAGACA 

AAGATTGCTTCATGGACACCTGTAAACATCCACAGGGAAGCTTGGAACCACCTGGGGAAA 

TGAACCCTGAGCACCACAAAGTGGAGGTGACACCTGTGGAAAATGAGTATATAAATTTAA 

AGATCTCTAAGCTGTGCTCGCAAATCAAGGCAGAACTCAGCACACAGTAACACGGACAAC 

ACTAGCGTTCMTGACAGGTATTTTTGAGAGGATTGGTGCTGGATATGTATCTCTAACAC 

TTTGAGGATG TTCTT TTGTGGGTAACATGATCCTTCTGTCTGCCTATGGAGGCTGTGTCA 

GAGGTGGACATmCCMGATTTGGGCTTATTTTACCTAGMTTTCTTTM 

TTTCGTTTGTAAAATGGGAACTATACTCCATAACTCACAGGGCTGTCATGTGATCAAAGT 

GAAATCATGGAT 

Sequence 3341 

ACGC GGGA TGATACATTATTAGCAMGGTCTGMTATAATGCTTTAATGATTATTACCTT 
TATACTTTTTG CCTTT AG AACATTC AGTTG AATGTTCTGC ATATTTCTAAGTATGTAG AAA 
ATATTT TACAMTTAMGATTTCATAGCMGACMCTTTCMCAAAAMGAAAGGTTTAT 
Mill I CCTTTCTTTATTMTTTTTGGMTMTGMTTGGTATTACTGTTTTTCA 

ATCCACATTTCAAMGTAGMGTTAMTATCACT1TAATCCCMTAGMTTTTGGGG 
Sequence 3342 

ACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCAGCTCCTCAGCTCTATACATTC 

TTCCAGGGAACCGTAGATCTTGGTGCCTATTTGAGCCCCAMGGATCAGTTAGTTTTACA 

AAGGACAATCGTATTCTCTGTCACATCCTTTTTGGCCATGCCTCAAAAGCAGTCCCACAA 
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TGTAAGCTACTGCTCATAGGCTCMTGCAGTCCACCTTCAAAGCAAGAGAAATAATTTCA 

TGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCATCATGTTGGAGCCTCCCAGCTC 

AMTTCTCACAGTGMCMTTTMGTCTAMGTTCAAMGTTTCAATGGCATTTGGTGGA 

AAAAATATC 

Sequence 3343 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTMTTTTTTAMGTTTTACCATTACTATA^ 

TCCAAAGAAAATTCTAACGTAGAAATAAGGGTCTGAATATGAGGACATGTTCTTCACGTT 

GGCCTCATCATAATTTTCCTCTAGGTAGGCAGGAATGTTGATGGCCTCTACTAANTCTCC 

TANCTTCCAGGAGGGTGAGTTTTAAAACATGGTTTTGTAAGAGGANAACTGAACAAATGA 

CCAAGTCATGAGTTTCTTCTGCAGAGATTCTCCATCCCACTCAGAAATGACACTGAAAAT 

ACTTCTTGGGGCANGAGGAGAGMGAMGCTATCTMGAAAGAGGAAGATTTACATTTAG 

ATATTGGCAGAGACAGGCCGAAACAGTTTCTTNCCATTTTTGGGNTTGCCCTATGTGTAG 

MTAGMTCTACCCMCTATGTTTTACCTTTCAGATACACATACAACGGGGGCCCCATTC 

TTGTCATTGTCTTCTTCGGGACAAAAGTATCAATGGNTGGGAGAAAGAA 

Sequence 3344 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCAAAAATGCTTCAAAAATATTTACTGAGT 

GAG TCAGG TMCAAMCGATTAAAATGCTTAGCCATCANCGTATGCCTCTATTTTTTAAG 

GGCTTTTTATMGCAMTACGGGTAGAAAAACATTGGCAGTTTGAGAGTAAAATAAACAT 

ATATAACTCACCAACTGACTGATCAGGATAATTATCTGGGAGTCTCTGGGGGTAAAAAGC 

CCCCAGTTTGTTCCATTTTACAACTCCCACCATGGCCTNAGTCAGGCCACCAACATGATN 

CANCTAAATGTGGANTTTGAAAGGGTGTCCNCTGGAACCCATCNTATAGTANTCCNGCCA 

ACGGGATCCANTAGTGNMNCANCCCCMAACNCAGATATTGNTAAAAGGTCCAACNTTT 

TNAACAANGGNGGGGTTGGGGATTTAAAAACCTTGGGTTAAAAA 

Sequence 3345 

TTAATGTTACTAACAACAGATCAGCGACAACAAAAACCTCCCAACATTCCAATATTTAGG 

TATTTATTGGTGTCCGAGTTTCCTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGC 

C TCATAT TATTTCAGGGTAGCATGGCTATGATTATTAAACACCACAGACACCCATTTGCT 

TAI I I I I GATTTTTGACATTCTAAGACATAGACTTTTTAAAAAATCTTCTTAAGGGGACA 

MTCTCCTMTTTAAGACCTAGATAAACCCAAGATTTACCANTTTTTTGAAAACAGTGAT 

GTTACTTAMTTCACMGNAMCACCNATTCTNTTTCAGATATAATTNCTTCAATGGGAN 

TNCGAGGAGGGGGTTTAAAGTTTTACAAAAATTGGAAAAAAATAACCTGGNCAATTAANA 

TANCTGGGCTTACCTTNTTTCAANAAN AAACCAA I I I M I 1 1 1 I 

Sequence 3346 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAATTATGAAGAGGTGGCGTTCCACACTGT 
GAMTCTGAGGGCTTTTAMTTAGTATTT^ 

MCAGTGMCACAGGAAATATATTTTCACTCGTTCAGTCCCTTAATACTGAGCATCTCTT 

CTGTGCCAAGCATTGTCAACATCTAGAGACACAATGCCAAATTCGAACATGGTCCTTGCC 

CTTAAGGAACTTGGTCTAGGCCAGGCGCGGTGCTTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAGGCGGGCGGATCATGAGTTCAAGAGATTGAGACCATCCTGGCCAACACGGTG 

AAACACCATCTCCACTGAAAATACAAAAATTAGATGGGTGGTGGCACATGCCTATAATCC 

CAGCTACTTGGGTGGCTGAGGCATGAGAATTGCTTGAACCTGGGA 

Sequence 3347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCAGGTGTTTTACCTGTATTTACATATGT 

GCCTATGTTTGCTMTTTMTGTTTAGATAMCCTATMGGCAAATATTATTCTTTCTCT 

TTTACAGGTGMCATGCTGMGCTCTAGGAGCTAMGTMTTTATTGAAGGTTGGAAAGT 

TAGAATGGACCAGAGTCCAT1TTGTTTTAATTACACCAGGGGTTCTCTCTGAGGCATCAA 

AATCTTGATGGATATAGGGCATGGGGGAAGTGATATTAAAACAGCANCAGTAGTANGCAA 

CAACAACAACMCAGCATACATTGTATGATCCTGCCTAATTTCTTCCAACAACAACAACA 

ACMCATACATTGTGTGATCCTGGCTAATTTCTTCCAACAACAACAACAACAACATACAG 

TGTATGATCCTGCCTAATTTATTCCCC 

Sequence 3348 
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GGTACTTCTGTAGAAAGACCAGGTTTCTGGAGTGGTGGAGTGGTGGAGGGCAAGTTACTG 

TGAATTGAAAGGGAAGTGAGAAAGTGTAGATAGTTGGCTAGACTGGCTTCTTTCAAGGAA 

GGGGAGGMGAAGAAACCACACTGAGGTMTAGGAGTTTTCACGGAGTCAGATTTCTTAA 

GCAATGAGCACTTTGGAGAGGTAGCAGACTTGTGCTGTAGGATGTAGAAAATGGGAAAAG 

AAAGAGAAATGCAGAGGTCAAAGAAAAACATCACCAGTTTAAAAATGTTGGTCTCTGTGG 

TGGTTTAAAAATATTTTAAMTTA7TTMCATATGAAGMTTATTTAACATTTCTCT 

CAAGAAATATGGCCAGGCCTGGTGGCTCACACCTGTNATCCCACACTTTGGGAGGCTGAN 

GCAGGANGATCACTTGAGTTCAGGAGTTNCAGACCACCTGGCCAACATGGTGAAACCCCT 

CTTTTCTTAAAATAAAAAA 

Sequence 3349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCATTGATATGTTMTGAAAAMCTTTTG 

GAGCTCCT TTACTT CATAGAAACAGCTAMCAAAGAATATTnTAAAATATATAACTCTG 

AMG CTGT A TTTTT GCTTCTCTTTTGTCCT 

TGAGTTTTAATTTTMGTCTTGTCATTACTCTTAAAAAATGTAMTGGTATATTCCAGCA 

mAGMCATCTCTCAMGTTCTATTTTCTGTTTAAAGACTAmCTCCAGTTGCm 

MTTCCGTCATACAGGCTCAATCTTCTATGACATTTMCACGTCACTTGCAACAGACTTT 

CACACTTATTAATAGAATCTTCCCAGACAAACCAATGTGTAGTCCATATTCTAGTTATCC 

ACGTGTCCMTACTGTTAMGGTGACATANGGAGTCAGCTGTTTTCTTTGAGGAAAATAA 

AAAACTTCCCCAAAACTAAACTTAAT 

Sequence 3350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 

ACTCCAGACACCCTCCCCMAGCAACCTATTMCAATGACTATTTGTCCAGTTTCTTTGC 

ATAA 

Sequence 3351 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGCGTCTACTG 

GATTTATGTCTATATGACMATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTCCATCTTTGGCCATAAGGAGACAATGATG 

TCAA GAGGC TAAGGCCATATGATCTGTAGGTGAAAAACCTGGGATGAGAATCAAGGCCTC 

MACTTTTTCCACTACATCACAGATTTAGGAGCAGTTAGAGGGAAGGCTTCAATCTGGAG 

AACACTAACAGGCTCTAGAGATTATTGGGTCATGGTGGCTGGGACAGAAATAAGGATTCA 

CAGAAAGATGTTTGTTGTCMTGTTCTTTTACAGTAMTGTTCTTTTGAGATTTTG^ 

ATAAA AAGGTTGAGCAGAAGTGAAAAAAA I I I I I I I CI I I I 1 1 I CTTTCTTTTTCTTTTC 

TTTTTGCI I I I I I 1 1 II I IAAMCANTTTCCTTTTTNTTCCCCAGGCTGGAGNGCAAGGG 

NGCANTTTNGGTTNACNAAAACNTTCCCCCCCAGGGTTNAAGCAATTTTGCCTAACCTCC 

CCAAGTANNTTGGATTACAGGNGGCCCCCCCCCCCCCCCGGGAAANNN I I I I M I I I NGG 

NNTTTNAAAAAAAAAGGGGGGNCCCNCTTTTGGGGNAGGGNNNrnTNAAANCCCCACCCC 

NGGGGGANCCCCCCCAANGGNGGGGGAAAAAANGGGNTAAANCCCNNAAACCGGGGNNAA 

AAAAAAA 

Sequence 3353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATTACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 
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CAGTAGACACTGTAATAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGCC 

ATTCACTATCATATGTMGTGTAACAATTGCACTTTTATGTTTTACATTATGTCCTGTCC 

MTGCCATGTAGACGACACTGCAGTATACMTTTACAATGCTNTTTAAATCTATATCTTA 

MCATTTTAAAGTATTAGCATCACCTTTTA 

Sequence 3354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CMGG CCTTTTGGGAGCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTT 

TCTTTTTCTTCTMCAMTTAATCAGCTGAGAGMGCTGTCTTTCAGTGCATCCATGTCA 

T CCAGTG AGCAGGGCTGTAGMTCCAGCGTTTTCCACGTGCAAGTGGTTCAAGTTCAAAA 

TAI I 1 1 I I GATCTCTTTGACCTGCCC 

Sequence 3355 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTMAAGGTGGTGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3356 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGT 

Sequence 3357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATACTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGNGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGNATTTGNTTATATACCATTAI 1 I I 1 AA 

Sequence 3358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCGTG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAAC"rTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTAAGTGTAACAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACMTTTACMTGCTTTTTAAATCTATATCTT 

AMCATTTTAMGTATTAGCATCACCTTTTAAATGT 

Sequence 3359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTCCAGCCAAGGAAGTCCTAGTGTTGCG 

CTTTCTACGACGACAGTCAGTTCAGTTGCTGTGCAGGCTGGGGACTCCAAAATCGTTATA 

GCTGTCATAMGGTAAGCTAACAACTTCCTTTTTTCTGTGCGGCTGTGGGCTTCTAGCTG 

TGTGTTGAAAACCCTAAAGAACATTCCATGCAATCGGCAGGACACAGCATAGAGAAGACA 

ACGCAGCAAGCACTCTTACTGCTTTCTAAAATGGGCTACTAAGAGAAACCTCTACAAGTT 
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TCAGCAGTT 
Sequence 3360 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATTCAGATAAGGAGGAGTTG6CTGG 

AGTGCTGCCCTGCCTTGGTATTTGGTGCACAGTCCTGGGAGGATCCTGGTGCTGGGACAG 

TCCTGGTTTTGTAGATTCCTAGTGCCTAGAGGACACAACTCAAGGAGAGAAAAGGACAGT 

TTGGGACAACAGGTGGGTGGGCAGTCTTGAAAATTGGTAGCCACAGACGCCCAGCAAGAG 

TGAAGAAGGACAGGTGGCTTCATTCTGTGGTTGATGATTCCCTCATGGAAGTTCTTGTTC 

MGTTTGTCTG7TGCTACTTTGAAATTTATTGATNATTTGTATTCTTGTTCTTTTGACAT 

TATTCTTTTNMTTTCMTGCCACTGCTTTTGTATGTAMTTMTTCATTTTTTA 

Sequence 3361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 
TTGCTTTGCT 

Sequence 3362 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAACTCATGGGATTGAATAAGTTAATGTATGT 

GAAGCACTTAGGACACAGTGTTTACCATCATCACTATTATTCCTATTGTAATCTTGTTCA 

GAGGTGAGGGTGCCTGAATTAAGGCAGTAGCAGTGAGGATGATAGAAAGAAGTGGCCAGA 

TGGAGGCTCTACACAGGTGATAGAATTGACAGGAATTTATGATTAATTGGATGTCAGAAG 

GGTAGATAAMGAGMTAAAAAGTTGAGGGTGATTGCAGGTTTTGGATTTCATCAGCTTG 

AGTGAATGGTGGTTTCAGTCCCTG 

Sequence 3363 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAGAA 

AGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGGTT 

CCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGACTA 

TTGTAGAGTCTTACATGMGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTATGAG 

ATCATGTCCTCTGCAGGNTTTTTGGTATTAAAATGTCTTTTATGAA 

Sequence 3364 

CCCTTAGCGTGGCGCGGCCGAGGTACCCTAAAACTTAAAGTATAATAATAATAATAATTT 
CCTCATTCATACATCCTGTATATTMGTTGCCATATTMTTTATTGAMGATTTTTTAGT 
ATACTTTCCCACAGTTTAG CATTCT TCTAAGGCTCCTTACTTCTAACACAAAGTCCAAGC 
TCTTTM TCTGACATTTAAGTTTTTCCACCAACAGGACCCAATTGATCTCGTAATCTTGT 

C I AATTCTTGATAATCAGCTTTTTCCACTAAAAAGCTGAAATGATTAAGGA 

Sequence 3365 

CCCTTAGCGNGGNCGCGGCCGAGGTACTNTTTAGGTTTTCTTTAGAAGAAGGAGATATGA 

AGAAGCAAMGAAGMTAMGAACAACCCATTTTCATTTGCTTTTAGGAAACTCTGGTAA 

GCTCATGGCTCACATAGGATTTMGTGTTTGATCCACATGTTCAAGCTTCTCACTTTTCT 

NACCTCACTTGGNATAGGAANGTATAGCCTGCCGTCTCCTTNAGACCTGCACATAGACTA 

ACCCANGNCCACTAGATACTAGCCTTTGTGGAAAGACCNCCTGGAAAGTGATTCTATGCT 

TGNNTGACTGTTCATGNGTTTAANCAAGGACTTCACATTGCCACATTACTTNCCTATTTC 

ATTGGCNCAAMGCCCTMTTCCCTTTTTTTCNTGTCCACNCAGGGGCAANTGCCAGAAA 

TAAGCTTGATGAATTTATGGCCTTTTGGGG 

Sequence 3366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAACCCCTAACTCAGGAATAAGGACCATC 

CTCCTCATGGTTTCCACTGTGCTCTGGCAGCAGAGAAATGGCCTGACCCTGTTTGCCCCC 

ACTCATGTGATGCCACCTGAGATCTACCCCATTTCTATGAATGTCTGGCAGATTCCCACT 

TAAAACAGCTGCTGGAATAAAGATCACATTGATCCATTCTGATGGCAGGTGGGGAAGCAG 

AGACCCATAACAAGCACCACTCCAGCAGACCAGTCAGGGGGATGAAGATTTCTGCTTACC 
TCCTTAGTGT 
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Sequence 3367 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAAAATTACTGAGATATTTTCA 

ATGMCCTTCAAMMGACCMCMATCTATTTTTCTGTCCAATGTAATTTTGATACTTA 

AGTTTATMCTGTGTTAAGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGMGTTTAAGAAAMTGTTTAMCTMTTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGAGCAATCATCTTAACTGTATCACCAAGGGGCTATAAGA 

TATTTCTCAGA TTTM TAAAATTTCMTACCTGATTTMCCAATTMTGCCAAAATCCCA 

TTCCTTTCCTGTTTTCATTACACTTATATCTACTTTATCAGGACTGGCAAAAAC 

Sequence 3368 

TCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTGCACTCCAGC 

CTGGGTGACGGAGCAAGACCCTGTCTCAAAAAAAAAAAAAAGAATGAATGAAATAATGCA 

AACAAAACTAAAAGCATTTGTGCTTCAAGGACACTCAAAAAAGTTAAGAGAATCAACTGA 

ATGGMGGAAATATTTCCACATCATATATTTGACCTTATATCTAGAATACATAAAGAATA 

CTTAACATCTCAATAATAAAAACACAACCCAACTTAAAAATGGGCAAAGAGGGCTGGGCG 

CAGTGGCTCACGCCTCTAATTCCAGGACTTT 

Sequence 3369 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3370 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 
ATTCATCTACCCATACACACAGTGAAACACATGTGTAGCTTAAATAAAACAGACATTCTC 
CMGGATTTCTCCAATTATAATAATTGATTGGGCTTCAAAAACTCAAGGTTGMTTTCAG 
CTTCTMCTTGATGAG.MTGGCTC^ 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTMGCTTCTGTGATGGAGATGAATTT 

ATTAAAGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

AAGTATCAGAAGTCMGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCTG 

TGTTAACATTAAGAGATTTAGAAGCTCATTCAGACTGATAACTAATGAATAATATAGCTT 

TCATTTGTTGGAGACTTTATGTGAGCCAGCCAGNTATACATGTTATTTTATAATCCCCAC 

AGTAACCCCTGGCAAGGGTAGTTATCAACCTCTATTTTTGCAGGTTTGANGGAAAATTGG 

AGGCTTMNAAMTATGCCCATTTAMCTTTTTGGCTTGCATTAACCAAAACTACC 

Sequence 3371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAATGGTGTGAACCCGGGAGGCAGAGC 

TTGCAGTGAGTCTAGATCGCGCCACTGCACTCCAGCCTAGGCGATGGAGCGGGACTCCAT 

CTCAAAAAAAATAAATAAATAAAAATAACAAAAATAAAGAAAAGTATTTGATACATCAAA 

AGACATGACATCTTGGAAGTGGATTCCAGATGATTCAGCGAAGCTTCTCTAGGTGCTGTA 

AAAAATMTGACCTTACTCCTTMTTAAATAAGCACTCAAAATTTTATTCCAGTAGAGAG 

AMGCAGGGGCTGGMCTTGTTTGCTTGGTCCCTTTCTGGCCGTGTAAAAATGGGCAAAA 

CTTGGCATGACCACATCTGTTTTTTMTTTCNAMTCTCTTMTm 

AACAAAI 1 1 I I 

Sequence 3372 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAMTACAGATGGMTTTTAAGCAAATTCA 

T TATT TACAAAGCAAATAAGTGAGTCCTGGTATCTGACAATGGGATTCACCATAAAATTA 

ATTTTAAMTTACTAGGTTTTAMTTTTTACCCGAAMTGATT^ 

AAAAACTGTATTTATTACATGAAGTATAAATACCCCAGGAGATTAAATCCATCCTGCCAT 

ATTCATGGGAGCCTGATCTAGCCCGAGGTATGATGCCCAGCAGGACACAGTGGCCATAGG 

AGAAAGGTTAGCAGCCATTCAGAGCAGTCGGTGTTGTGCTGGAGGCGTTATAGGTATTGT 
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GAGTATCTCTCTTCATGGTAAGTAGCCATAATATAATGACTCATAGGATTCTTCTCTCCA 
MGMCACTGTGCTGAGAGTCMGTTATCGGCTCTGGTTTTMGTCATCTAATTTACTCT 
ATAAATTTCCTACAAAATTAGAATGTACCTGCC 
Sequence 3373 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCAGATCTGGCTTCACGTAAAAATAAGA 

GMATTMGACCAATAGGTAGGCCACAGGATCTAGTTTTTAGCCCAGAGAAGAAAGCTTT 

AGTTMTTTCAAAGTCACATAGACAGAACAGACTTCAGAGCTCCAATTTTTAGGAMCAA 

GTAGGCAAAAAAAAGAGGTTCTGGGACTCAGGTATATAAGAAGGGTGAGTCAAGTCACAG 

CTTTGAAATTCTTCCATTGTCTCTAGCTTTCTCTTGACTCTCACCCACTAATGAAGATCT 

CTAACCTCCCTAATTTCTAGCCCAAAATATAGATACACATTTTCAGACTCCATGTGCTCT 

CTTGTTCTCTTCAACCACACCTNTAAATGAGAACCAGGGCAGATATAATCACTTCTATTC 

AT 

Sequence 3374 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTTTTAGGAGTTTAGTTTCTA 

TTTCTCTGTTTAGCTMTTCTCTATCTTTTGGCCACTCCTTTTTTATTCCCCT 

TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATAATTATGGCAC 

ATGCMCMTGCAACAATTTMTATATAAGTGCATTACATTTCTTATTTTTAT7TTT 

AAAAAA 

Sequence 3375 

CGGNCTCATGTTNNATNATTNTAATGATNCATTTNATAANAAAGTGGCTNATCTGGANAG 

ATTCACTTGTGA ACCTT GATGATGTTTTATTTATCTTTGAGCGTGCTTTACTTCCCCTTG 

CCAGTGCTGTTGTTTTGATAGACAGGGGAGTATTGTTGTCAGGTTGTGTAGCANTCATAG 

ACCANAAGTCAGCAAACCGGCTTGCAGGCCACATTCAGTGGANACCATTTGTGGTCTGGA 

GAACCTGAAAT1TTTATTATTTTGCCCTTTTCAN 

CTGNAMCATGGTCTGAGACTCAGTTTTGCGCACAAATTTTGTTMGCTTTAAAATGGTT 

TTAACCTCTTGTTGTCAGTTGGCACCCTTCTTTTAAGATACCAGTATAGGAATTTATTTA 

AATAT AAAC AGATTATGAAAAAAGTGTATACTCATTTCAAAACACCCAGGATGCCCAACA 

CT TGAT TTTAAAACCTGAGTCTCCCTCCATTTGAGTCTGCTCCTATAGGGTAACTGNTAA 

CATTTTAAGTGNGTAAACTCTTGAAAC 

Sequence 3376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAMGCATTGTAAAtTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3377 

C CCTTAG CGTGGTCGCGGCCGAGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCTAG 
AATTTTTCAGTGTTCTAGTTTTTMACAGTGATGTT^ 

CAAAGACAGGCCTTTCTCCACACCACATTTTCCTCTAAAATCATGATAACACTTTTAAAT 

TGATGGTGTCTTCCAGTGTGTATCANCCAGATGGCAGTGTGTTACAGTTCCAGGAAAACT 

CGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGTCT 

TTCTGTTTTAMTATGTGCCGCAMGAGATTTGCTTACAATCTATTGAGAAAGCTAAAAC 

AGAGCAGACATTGTCCTGTTGCGGGGTAGATGAATAGCCTAAGAATAGTTTAGACAAATT 

CTGA AAACGMTTTACCTTANMGATGTTCATGTTAGATCTGGTAAAAGTAACATGTTAT 

TTTTCTGTCAAGCCCTTTTTGTA 

Sequence 3378 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAATTCCGAAGGCCAAATATGTCAAAATGAA 
CACAGGAAAATCAAACAGACTTCTATGACAACTCACAGCAGCCCAACATTCCTGTTAGTA 
GCAA GGAG CTGACCAACAAGCAATGCAGGTAAGTAAATCATACAGATTGCAAGAGATGAA 
CACCTTTTGGCATAGCTCTCTCTGCTGCCTCCTAAGGTTAGTCCTAAAGACTGAAGAAGA 
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CAGTGCTGGGAAAAGCACTGAAGGTCCCATCCCAAACACTAGGAATAAGGGAAACAAAAA 

GAGGAGCATCATTATCGTGGNTAAGGTNAAAGGAAACAAGCAGTAACGAGCCATANNTCA 

CCAGCAATAAAACAGAAACGCATTGATAAGAAATCTTCGGAATAAGATTGCCCAGTGGAG 

AGCTCCAACAACTTCAAAGGGCCTGTGAGATGCACAGCTGACTGGAAGTCAGCTCTTCGT 

CTCTACTTGCCCGCCAGCTAAGCCCANAGCTCCAGCCTCCCTGANGCTCTTCCCTTCNTT 

GTAAAMGCAGGMTGAGTATGTTTTTCTTCAAAACCTCTTCTACTTTANGATTCTGGCT 

TNCAGTGAGATCAATCCTATTCCTA 

Sequence 3379 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGACTGTGACCCACCATCAGACAGGGACA 

GCTATGTTCGCGAGCTGATGACTTACATCGAGGTCGATTCCTATGGTGAATGTTTACGAA 

ACAAAGACCTCCCTCAGCAGCTGAAGAATCCAGCCTCTATGGATGCCGATGGCTTTTATA 

GGATCATTGCACAGTATAAGTTTATCCTAGCTTTTGAGAATGCAGTTTGTGATGACTACA 

TCACTGAGAAGTTCTGGAGGCCACTGAAACTGGGGGTAAGTCCCTGTATATTACGGATCC 

CCCAGCATCACAGACTGGCTTCCMGTMCAAAAGTGCTATTCTTGTATCAGAATTTTCT 

CACCCCANGGAACTGGCAAGTTACATCAGACGACTGGATTCTGATGACAGATTGTATGAA 

GCCTATGTACAATGGAAGCTGAANGGTGAGATCTCTAACCAGCGACTTCTGACAGCTCTC 

AAGGAACCGAAATGG 

Sequence 3380 

CCCTTCGAGCGGC CGCCCG GGCAGGTACTATCACTGMTTGMTGAGATTTTAGTCCAAA 

CCAAAAAGTAAATATTTTTTAMGTAAAATATATTMTGGMGGAGAGTTTGCTATAAAT 

GATTGMTTAATGTGACAGTTTMTTTATGAATTTTTATAGACATAGTAAATGCCTTCTC 

MATTATATAAATGATTTCATAAGTGGTCCTTATGTGCAAGGTAAAATGACTGCTTTATC 

TCTCTGATATAAATAMTGTGAAAAATAACTTTGATACACTTTTTATTTGTTTGGATGAT 

TATTTCTMTCCTGGNGAGTGAAAATGCCATCTGGTGTGTCCTTTTAACTNTTCTATTAT 

CTCTTAMTNTAAAMCTTTTTCATTTAAATGACTATTTCCAGGCAATCTGAG 

Sequence 3381 

CCCTTAGCGTGGTCCGGCCGAGGTACMGGCATTTTTGCTAACTGTAACTTCCCACTTAA 

TCMCAAAMCAAAAACACTCATTTCTGMCATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCMTGGTGATTTTGCGGGAGTGGGGTMCAGTTTCGAAAGC 

AACATTGTCAGAAACATAGTTGATTTTAMGGTTCTTTCTGGTGACCTTGACTTCTGCTT 

TTTAGMGACCTTACACAGAGTTGTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGA 

G TGAM GGGTATACATTCCMTTTGCGTATGAGATAAAMTTTAGGTTACATTGAGAAGC 

TATTTTCTTTAGTTACAGGGAAAAAAATTGTAGGGCTTT 

Sequence 3382 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTTTTGCCCTTGTGTGCTCAAACATTTCTA 
AGGTGTCCCAAGCCCTGGAAATAGGGAAGGGAAGGGTGGAGGCTTGGATCTGAGGTCTTG 
CTGTCCACTCCCTGCCTGCCTGCCCGCATCTCAGGCATGGCCAACAGCAGCCCGTTGAGG 
GGGGCTTGTCTGGACAGTTGCGTGTGATGGTGTTGAGCCATCACAGGGCANAGGTCACTT 

GTGTCACCCCCATAGTCATTGGGTTGCANGCCATGGAGGAGGGACCTCCACTCCATGGGG 
C 

Sequence 3383 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGGGTTACATGATAAGTAGTAACAAAAGC 

MTCTAAGAAAAGGGGATAGGMGTATATATMTGTGGGGATGGTTTGTGCTTTTAGATA 

GGATMTGMCGATGGTCTCATTGAGGTTACATTTGCACAAAGATTGGAAAGGGATGAAG 

AAGCCACCTAAGAGAAGGAATTCCAAGCACAGTGAACAGAAACCTCAAAGATACTGAGGG 

TTGGAGCATATCTGGTATAGCGGAGAAATAGTAATATAAAGTCTAGTGTGGCAGGAGAAA 

TGTGAACAAAGAGAAAAGT 

Sequence 3384 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGTGATTTCGGCTTACTGCAACCTCTGC 
CTCCCAGGATCAAGCGATTATCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGCATG 
TGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTTGCCGCGTTGGC 



• 
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CAGGCTGGTCTTGAACTCCTGACCTCAGGTGATTCACCTGCTTTGGCCTCCCAAAGTGCT 

GGGATTACAGGTGTGAGCCAACGCGCCTGACCTACAATATGTATTTCTGAGAGGACATAG 

CMGTCAATTGTATGATCTCTAATATAATTTCTAATCAGAGACAGAAAACTTATTTAACA 

ATTTTCCTTTMGTGTGGTTAAAAMCTGAGTGGTTTTTGGGAAAGATATTATACTTGAG 

AMGGACTTGMTTAGTTGGGTTGCCTTTGTTGTCTTCATGTCTGATAAGTTATCTTACT 

GTGCCTACCTMTGMGATTMCATTACTTATGAMTGTTTGATTTTAACAGAAACATTT 

GACCATTTACTGGTTATTTTATTT 

Sequence 3385 

GGTACGCGGGTTAACCCAGACATCTCCATGCCTCCTCTGTATTGGAGGTGGAATTAGGCC 

AGATCCAACATGGCATGTGAGATTGAAGCTTGGAGGACATGTCGCTTTGCAGGAAACAAT 

CTGGTTAAGCAGAGGACCCGGCCATTTATTGGTGGGTTCTGGCGCTTTCAAGAATGTGAA 

GAATGAGTGGCCAAAGTTAACAAAGGAGCATGCACAGGGATGGGGGTCACACCCACTTTG 

TAGAGTTTAAGAATAGTAAGGGACCTACGGGAACTTCTCAAGGTAATAGGTGGCATGTCT 

TCTTTCCTTGGCATGACACAGAATGTAAAGATAATGGGAGGATGAACCTCCAAGCCTGGA 

ACTTTGGGAGAAGCTTCTCCTCTTGGAAGTGCCAGTACAGAAAAGTTCCCAAATAGAACA 

GATTCCTTCATTCCACCTGAATTCAGAGAGAGATCCTGTGGACACAJGTGCCTCTCCATC 

AGAGACTGCTATCCAGACATTCATCTTCCCCTAAAAATGCACTTCTGCTGTGACTGCGGG 

CCAATGTTNCCAGGATAAAACAGGGTGACATCCAACTGTACTTGCCTCAACTTGCCTTT 

Sequence 3386 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGMTACATTACAGTTTCCTTTGGTTGTTCCT 

GCTTTAGTAGGAAGTTATGAAGATAT7TAATATTCAAAATCATTTATCCACAGTCCTGGC 

CTTGGGGAMTATTGCATTTTATCAMTCAGCTAGCTGCCCTGCTCAGAATCAGACATCA 

GATGGGAGCMGTAGAAGCTTATTTTTATATTTGAAATATTTCTTAAGTAAAGCTAAAAA 

AATAAAGGCTTCACTGCTACATAAAGTGATATAGGTTTTATCATTCAAAAGCACAGAAGT 

MGMGATATTGGAMGCAGGCTTMTACTTGCTTCCTGAGTTCTTTCTATATATTTCTA 

MTTATGTMTGGATGGTTTATCCTAAACTATTTTTCTAAATCATAATGGCCGGCATATT 

TTTATTTATATTNTATTTAANCGAATAGAGTCATAACAAATGAACACATTAATAAAAATA 

TTCAATGA 

Sequence 3387 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGA 

Sequence 3388 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCTATTTCCCAGTCACGAGAGTGTAAAGG 

CAGGGTCCTAGGAGGTTTTTTGTCAGGCTGGTCTCCTCCTCtGCCCCTGCAGTGAGAGCC 

TACATTGGTCTGAGAAGCCAGGGATGGTCTGTTATGGATCATATTGCTGACTGTCTCTTT 

AAAATCTCTCAGCCTGTTGGTGCTGCTGGATGGTTTGGAGGCATTTCTAGGAGCCTGCTT 

CTCTTTCAGTGTTTCTCCTTCACTGTGGTATCCCGAGGCCTGGGGCTCATCGCCTTTCCT 

CCTAACCCGACCAGAGCTCCTCTTGCGCTCTATCAGTGACCCTTTCTTGGATGTGTGTTT 

CTGATTACATTCACTATCAGTCAGGTGTCCTGAATCTTCACT 

Sequence 3389 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAA 

TGGTGTGATTTCGGCTTACTGCAACCTCTGCCTCCCAGGATCAAGCGATTATCCTGCCTC 

AGCCTCCTGAGTAGCTGGGACTACAGGCATGTGCCACCATGCCTGGCTAATTTTTGTATT 

TTTAGTAGAGATGGGGTTTTGCCGCGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGG 

TGATTCACCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCAACGCGCCTG 

ACCTACAATATGTATTTCTGAGAGGACATAGCAGTCAATTGNATGATCTCTAATATAATT 

TTCTAATCAGAGACAGAAAACTTATTTAACAATTTTCCTTTAAGTGGNGGTTAAAAAACT 
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GAAGTGGGTTTTTGGGAMGATATTATACTTGGAGAMGGACTTGAATTAAGTTGGGTTG 
NCCTTTG NTGTCTTC ATGTCTG ATAAGTTATCTT ACTG NGCCTACCTAATG AAG ATTTAC ' 
ATTACTTATGAAATGTTTGATTTMCAGAAMCATTTNACCATT^ 
TTTAATATTTCAAGCTTTGGGGT A I I I I I 
Sequence 3390 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCAAGGCTGGAGAAGCTACTTGGTTGGGTT 

GTGGCCTACTGTGGTGCCATTGATTTCCCCAAACATTAAGTCCTTGCTGAGCCTCAGCCA 

AAATCAACAGCCGTCATGTCTNCAATTACCTTGGAGCCCAAGCTGCCACGGGGGAAACAG 

GGGGGTCACATTCAGCCTTACTTGGCTCCTTAAGCAGCGACACTATCTGTGACTAAGCAA 

GTGACTGGTGCG ATGGG GGAGGAGGGATGTAATGGTGGAGCTGNGAAAACTTGCAAATTG 

TG GATCA CCAAACTTTTTAATCAATCTTAGAAGGAAGCC I M I NIM) I I CTCCCTAAG 

TTATTTTNNAMGTGCCCACTGGGTTGTCNTTTGGGGGTTT 

Sequence 3391 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATMTTGTGGGTTCTAAAATATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAAAMTAAGATTTTGGATAMTTAACTTTGACGACATTTGACTAACATTATCTCAA 

AMT AATTC TACAGGMTCATTTTATGAAAAAMTATACMTCCATATTGGTTTAATTAT 

GAMT1TTGACTCMCGAMCTTMGAAACGAGCCAACATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACT 

Sequence 3392 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCMTTAAAGGTTATTTTATTTCTCCAAACTT 

AAGAGAAATAGTATATTCTATAGGTTAAAAATGTAAGGTCTGCCGTCTTATGATAGTCTC 

AMTTAAAAAAAAAACAGGCCAMACTATCACATATTTAATATATTTCACTCCTAGTTGT 

GCMATCTGAGGCTTATCCAGGTCCACTACCCTTTGCTCATTGTCTCTCAAAAAGCATTT 

AGGTCAGACAGAGAATATGAACCTTTTTACTCTGCCTTCTAATAAAAAGTTACACAGGGA 

AAGAAAACGTTATGTACCTGCC 

Sequence 3393 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGMCACAGGAA 

AGATTATATTAATGCtTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATNGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACCGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAAC 

AGAAAAGCCATCCCAGTTAAAAGAATGGTGGATAAGA 

Sequence 3394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGATTTATATTTAATATGTTATATTG 

GGMAMTTMTATATTTTTCAATGCTCTTTGAGCCACACATACTCAAMTTGGGTTTTA 

TCAGCCGTTTATTACACTGTGCCTAAGTCCATAGTAATCTGCAGTGAATCATTTAGACTG 

GAAMMTAGCTTAAGAMCATGACTMATCTTTTGAAGAAATACATGAAAGCAAAAAGT 

ATTCTMTAGGATTTCTTATAGAGTCAACATAAAAGATGCATTAAAAATCGAATAGTCTT 

GGTTTCAAATACTGTGTGATGGCAGAAAACTC 

Sequence 3395 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTGCTGCCACATTGCTAGATGTGATCAGG 

TCAGGGGAGGAAGAGAGGTGTCCTTCCTTGTATGTCTATGTCTCCCTGTGAAGAAAGTTT 

TCTGAGAAGCCTGCAGAGAGTTACTCCTCATATTCCCGCAGCCAGAATCTTGTCAAATGT 

CCCTGCCTAACCCAATCTTTGGCAAGGAGAAATGCAACACCATGATCAGCTTAGATGAAC 

CAGGATGAACTCACAGAAATGTGGACCAGATTTGCTTT 

Sequence 3396 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGTGAGAAGTGTGTGCTTCCCTTCC 

TGGGAGGTGGGCACCTGGGGCACTTGGAGTATCTGAGGAGCTCTCCAAACATGAGATTTT 

TGAGCTCCAATTGCAGCAGATGMTGTTTCATTTCATTCAACACATTCTAAAACATCAGG 
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AGATCTCAAATGTGCGTAGAAGAGACACTTACCTACCGGGCTTGCACAGCCCTGCCCTTC 

ACCCGTTCTCACACATGGCTCCTTCCTACCCGTCCCTCCATTTTTCCCACCCCAAGTGAT 

TTTGAAGCAAGTCCCAGATATGATAAAAGATAAAATTAGGCTGGGCACAGTGGCTCACAG 

CACTTTGGGAG 

Sequence 3397 

CCCTTAGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCTG 

TTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAAA 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGMGATTACTTGAMAGAGTATGTAMCTTTACTCANAACAG 

ANAGCCATCCCGAGTTAAAAGAGTNGTGGGATAAGGAAAAAGATTATCTAAGCTGGAACC 

NGMCCAMTNCCAAGACCAGGAGAATTCACATCTTNTGGGAAANGTTTCACAGATNCTT 

TCAAAAGACTTCTGAANAAAACNTTCNCCTGAAAAACGTTCAGAAAAAAAT 

Sequence 3398 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATTTTTTCTGCT 

TATT GCAC CCTC ATTTCT MTTTGTTTATAATTTCATGAGATGTTATCTTCTTCACATTA 

TACATTTTATTNGTTTTTACTTTNACCTTTACTCAGGATGTATMTCATGATMTTCAGT 

TTTTATAGTTCCAA TAATG TCAATTACTCAGCTTAATGCTTGTCCATGCTGGACTACCCA 

TGGCTAAAGCAATATTTTCGATGTCTCTTCCTAAATGTGAATGGGAGCTCATGCCAGGAT 

GTCTTAAATTGGTTCTTAATGGTTTAMTGGGMGCTCATTTAAGATGCTAAGAAAGTAT 

CTTGCCCTAGGACAAGACTGAGTCCATAACAGTAAAACAAATCTGCTATAGAAGTTGTTG 

TATTTCCCCAATGGATGG 

Sequence 3399 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGAAAAGTGACTTAACATCCAAATAAAGAAAA 

ATAGTTAGCCAATCCATTCATTATGTTGATATGATCAGGTCTCCAAGATGCATTTAATCA 

ATATATTCTGCCTTGATTAGCCATATTGAAATACTTGAAAACATAACCTACAATATGAAA 

ATCAGACATACTTATAAATGCCMTAGCTTTTATTTAGAGTCAACAAGTGATGAAAAAGC 

TCTTACTTAA ATAM TTGACTTTGAGAACAAGAATGCGAACAGAAACATAATTCGTTCAT 

TGTATAATTGTTTTTCCCTGCTGTGGACATTAGCCTTTGGCATATGGTCTTTGACCATAA 

TCTATGGGTAGATATAGCCAGGGCACTGGAGGAACACGAAGGTGAATTCCAGTTGGGTAA 

CACTGGAGAATTCCAGTTAAAACAAGGGTGACTAAAATCTAAAATACACTGTNACATAGA 

CCAAAAGMTTCTTATTGTAGATTAAATGTATGTAGAAGATATAGAAGGATTATTGNGTC 

TGGTTCANMTGTMTTTCATGCCCTGAGMTTTCCTTTGAAGGAAAAAATGGGTCTGGG 

ATCCCCATTAGCCNAMGCCCCTGGTTTTGCTGGCCAGTTTAATTA 

Sequence 3400 

CCCTTGAGCGGCCGCCCG GGCA GGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTMGTGTTTTGAAAMTTTTGACTTTCCAMCTTTTGCCACTTGCT^ 

TCTGAAACTCAGGMTCAAAMATACCGACAGGCACTGTTACTTTCAAAATTCTTTCTAT 

MGTTGAGMTGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGT 

AGGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAMTCTGCTTTANAGTGAGAGTAGAGGGCAGGCTGTTG 

TATTACAGTGCTCTTGTTTTTGTAAMTTTMTTCACT 

GGTAMGGGGTATTTMTTTTTCTTCATTTTTTMTAATAT^^ 

MmGGhTTTTCAAAMTGTCATCCAMGCAMTTn'ACAGGTTGGTTCCCTGGGTATNA 
MTGNCTCMCAAATTCTCTTTTANNCATTTAAAATGGGTTAAAATNGGNAAAACCGGGG 
TGTANAACATGGTGGAAAAATAAAATTTATT 
Sequence 3401 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGACCACTATTTAAGAGACATGAAAAGA 

AATCCAGAATCCCCAAGTGTCTGTATTGCTGGGGGTGATCATGGACTGTTATTGACCTCT 

TGGTGTTTGGAAGGCTGCTTTTAGATACTCCTGAATCTGTTTACCACATAACTACATGTA 
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TTA CATAT TTCATTTGATTACTTTCTTAGTTATGGTTTTCTTTTCTTCTTTTTGGAGATG 

GAGTTTTGCTC7TGTTGCCCAGGCTGGAG7TGCAA7TGCGCGATCACTGCAACCTTCACC 

TCCCAGGTTCAAACAATTGTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAAGATGCC 

TGCCGNCACG(XCAGCTMTTTTTGTATTTTTAGAAGMGACGGGGTTTTCACCATGTTG 

ACCAGGCTGGTCTCGAACTCCTGACCTCATGATCTGCTCACCTTGGCCTCCCAMGTNCT 

GGGATTACANGCATGAAGCCACTGCACCTTGGCCAT A I 1 1 1 I I I I 

Sequence 3402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCTCCATTCAGCACCAAAGTCTCAGGGGC 

CTACCTGTCACTCCTACGGGCACTCGACAATGGCATGGGTGACCTCAACAATCCGGGGGG 

GCTACGGGCATTTCAGAATACCACNCGTGGAGGGAGGTATACCTCAATATTTCTTTTTTT 

T CTTCM GCTGATATMCTTGCTGTTCCCmGMGMATATGTGCCATTTTTCTAAAAA 

AATTTTTAAAATAGTTCACAAAATTAG AAAAG CTTAACATTTTTTCAG CACTATTCTTAT 

GTAAGACTGAGAATAA 

Sequence 3403 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAAGTCAGT7TGCCTCTCGCAGACATTCAAG 

mATTTAGGTCACAGCCTTATATGTAGTGAAAAGCCCTTATATCTGTTTTTTCATGCAA 

AAACCTCTCTCAAAGGCCTTGTTTTCCAGCTAATCACTCTCACTGTCATCTTCTGACCAT 

TAGAACTCTTGCCTCTCCTGGGGCCAGTAGCCATCTTATATCCTAACCCCCGACTTCTCC 

ATCTTCCTACTTTCCAGTGGATTCTGTTTAAGATTTCATCCTTTTTAGGTCAGCAGCCCG 

CTCTCTGGGTCTGTCATGATCTTTGCTCTCTGCACAATTTTCAGGTAGAAAACTCTAGGG 

CAGAGTTTCTCTGCAATTTGGTGTATTAGATCTCAGAAGGCTTTAGGGGTAACACAGGAA 

ATGTTGGTGACCAGATTTGCG CATM GCATTAmGCACATAAGCATTATTTGGTTTGGG 

C CAGATT TGCACATAAGCATTATTTTGTTTGGCCCACAATTGTATTTTCAAAAATCTAGA 

AATTTTTCATAATACAGATTCTTGGGCTT 

Sequence 3404 

CCCTTAGCGTGGTCGCGGCCGAGGTCCAAGTGGGAGCTGAAATAGAGCCAGTGTTCTATT 

CTCTAAGCCTTAGCCCCTGGGTCTGGGGCTGCATCACCCAGAGGAAGAAGTTCTCTTTCT 

CTGATTAGACCATCCAGAGGAAGTTGCCTTAATTAAGGTATTACAAATGTGCCAGACCGC 

GCTACTAGTGGCCATCCCGTGAGATTTATTGAATGACCATACTGTCTTCTACATTAAGGG 

TTACTTTCAGGTATTGGAACAGCCATTGCCAACATCAAGATATGGACTGTTTTATAAGGT 

AATATGGCATCACTATGGTAGGAAGGCTGAAAAAAAGGAGGATGGGCTCTTTCAACACAC 

TCCTGGTGGCCTC CTGGTTTC CGTCAGCAGGGTATATTTGGCCACAAGGATTCTTTCATT 

TCAGTAAGMTGGATTT TTm CCCTGCATTTTTCCTTAATACCCTTGGAACCACCAGAA 

GAGMMTCTTCCAAAATTTTTGAAAACTMTTTATTTCCTGACCAAAAAATTAATTCT 

Sequence 3405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTTCCACTTTGTGAGAAGGACAATCT 

GCCTTTGCATGTTTATTTCTTCCTCGTTTTAGGGTCAGAGTAGGCAGATATTGGTATCAT 

GTATCAATTATTGTTAACTGGTC7TCTGCAGCTAGAACAGAAAGAAATACATTGACTTAT 

CTCTATTTGCTAGGTCTTGTGCTGAGTCATGTTGCATTATACCATTTAGTTCTTTTGTTG 

AGCTCCTTTATTTCCATTTTGTAGATGAGGAGACTGAGGCTTANAGGTAGTATGGTGCAC 

CTAAGGTCAAGCAGCATCAGGATTTGTACCTNGGGCCCGCGACCACNCTAAGGGCGAAAT 



Sequence 3406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAAGCCCANCCAGGCACCACCAATTTACCAGAGGAACAAA 

Sequence 3407 



TCCA 



# 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

89/599 



CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTTATTAGTGAATAATGATTCTCTAGTCA 

TMTMCTTAGACATTACATATAAATTTTAAGTTAAAACTACTATAACAATATTGGGAAA 

AATGAAAAAAGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAG 

TGAACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCC 

CCGCCCATATAGATACCTATTACAGAAGGAGGGAAATAGCT7TTAAAAAAGGAGAGTTAA 

ATGAAATTGCCT 

Sequence 3408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCAACTGCCCTGCGTGCAGAAACATCCT 

GATTGTCTTCAAACTGCAGATCTGCAATGCTGTCGAAAAGTTTGGCAAGGTGACATGTTA 

CCTGTTTAGGCTGAGCTCCTTTTGAGAGAATGTCAAGTAAATCAGCAGAAGAGACGAAAT 

AGMGCGAGGAMGGCTATGCGCTTGGTTTCCAGGTATTCAGCGAGAGCTTTTTCACAAA 

GAGAMGCCTGGACTGTAMTCTTTAAGCTTTTCATAGAGATTAGGTCTTGCACG 

Sequence 3409 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCGAAACTGAACCAGGGATACACCAAGA 

GGTAMGTCGGAMCATCCAGAGAGATGGGAGAGTTTTTCAAAGATTTGGAGGCCCCTAT 

GGATGAAACGCATAAAGAGTCAGACCTAGAGCCACCAGAGGAGGCTAAACCAAATGTTAC 

AGAGGATGTGTTCCTAGAGTCAGCTATGGAAACANGATCCAGATCCAGTGCCACCAACGG 

AMCCATGTCTGAGGTTTCGGGGGCCACAGTCAGAGAGAGAAATTTAGAATTACTAGAGG 

AGGAGACTGAACCGGGGGTTCCAGAGNGAATCACTTATAGTGCAACATGAATGAGACAGG 

GTCTAGAGCCTCCAGAGCAGACCAAACCAA 

Sequence 3410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTGTGGCTGAGATTCGACGCCCACT 

CTGCCATCCTCTGCTCTCCTCTAGAGGAAGTTGCTCTTGGGGAGCTGAGTTCCTGAAACT 

AAGCAAATGACAAGTGCTCCTCCAGCCGTGAGATGAGCCAGAGGATGGAATGCCACAGGC 

CCCACTTCGTCTCCCAGCCCTTCATCTTTCTTCCATGTCCAAAGGCGGCTCCCCAGAGGC 

CAAGGG CTCAG CTCTTGTGTTCTCTGAGACTGTGGCACAGCTCACCCTGGCTTCCTTAGT 

AGGAAGCTTTTAAGAACTGCTCTTGTAGAAAGAACAAACCCTAATCTAGCCTCCAGCAAA 

GAGCCAGGATCATGCTGAACTTCCTGTGAAGCCTTCGTGGGGGGATCNAGGCTGGAGAAA 

GTGCTGCTTCATTCTGAGGTCTGAATTTCCTGCTGCTTGTTCACAAANAATGC l ITTTTA 

ATCTTTTAMCTTTTTGGTTTTCCCCCACTTTCCGA 

Sequence 341 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCACATTGTGCAGGTTAGTTACATATG 

TATACATGTGCCATGCTGGTGCGCTGCACTTTAATCTGCCACCAGGCAGATGTCTGGTTC 

TGAAACAGGTGTGCCCACAAGTTCCCTCGGTGGCCTCCTGACCCATAAAACATCCTATAC 

TTCTACTGCCCATTACATTCCCCTGTTGAGAMAAGCACAGMGGGGAGCCATCATTTTC 

TGTTTGCACATTTCANTGACTTTGCGGACACATATGGGAAAAGGGCATGAAACTGTAAGT 

GATAGAACTTACACTCATGGGTCTTGAAAATACTGCACTGCATGAAGCCTCACTTTGAGA 

GAGAGTTCTTTAACTCTGAGGTTGTTITCAAGTMCCAMCTTTAATTANAAAGTT 

Sequence 3412 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGATGTTGCCCCTGTAAGGGGATGTTCAG 

GAGMTATTGGAGMGTCCTGTCTGCTTCTTTGAAGCTCCTTTTTCCATATTTTMTTCT 

TGTTACTGCTGGAAGTTGCACTAATACCGATGTGATGAGAGTTTCAGTCCTTGGAGCCTT 

TTATGAGGACTGTCTTTTTATTGCTGGTTTTAGAAGCTGCTAGAATACCATAGGATATTA 

CTTCMCTAGGATTATCTAAACCAAAGCCACCTGATTAAATTTGCTCCAAGAAGCACTCT 

TGTTATATATCCCCATCTCAGACCGTGTTCTACTAGTCTAGCAGGACTTACTAGAAAAGA 

TTAGACAGTGTATTATGTTGGGTAAATAATGACATTATTCCAATGTCCAAATATAGTTCA 

GTGTCCM TATAAGTTTAMTGTAGTTCAGTGCTGACAGTAGAAAMTCCCCCTTTTCAA 

ATTTTTTACTCTNCTCAATGGTCCCTCCCTATGGTTTCCTCTCCTATTTTAAAGAAAAAC 

ATTTTATTCCCTCAAA 

Sequence 3413 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCAAGCCTGGGCAATGGCGGGCGCC 
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CTCTGCTAACCTTGCTGCCGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGC 

GA GATTCC GTGGGCGTAGGACCCTTCCGAGCCAGGTGTGGGATATAGTCTCGTGGTGCAC 

CGI 1 1 II I AAGCTGGTCTGAAAAGCGCAATATTCGGGTGGGAGTGACCCGATTTTCCAGG 

AAGGCACTGGAGGAGTTTGCAGAAATGAAAGAAAGAGAAGAGAAGAAGGCTAACCTCGAA 

AGGGAAGAGAAGAAAAGAGATTACCAAGCCCGAAAGATGCATTACCTCCTCAGCACAAAG 

CAGATTCCAGGAATATACAATTCACCCTTCAGAAAAGAGCCTGATCCAT 

Sequence 3414 

GGCCGCCCGGGCAGGTACATAGGTTGTGTATCCCCAGCATATATTCCTATATTGATAGGA 
AAAMCTGAGGCTCANAGTCTATATATTACTTACCTATGGTCACACATTTCAATTTATTA 
TCAGTAGTGCCTATTCTTTGGACCCCATTATATTTGTAATATGGAAATATAACAAATTAT 
TCMTMTTAMATAATTATGAGGTTTCTTAGTTGTCAAGGTGAAGTTAAGTTACAATTC 
. TGT7TTTATTTCAAAAGAGAAAGGCTTAGTATGTTTTACM 
GTATATATTACACTGCTAAGAATACTTTGGGGCCAGGCACTGTGGCTCCTGCCCATAATC 
CCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACTTGAGGTCAGGAGTTCGAGACCAGCC 
TGGCCAACATGTCGAAACCCCGTCTCTACTTAAAAATACA 
Sequence 3415 

GGTACGCGGGCATCAACCTAT ATTTT TTGACAAACCCTCTTAATMGTTACATTTCTTTT 

TTAAMGAGCATGATAAAGATATTTTCAGTCAGTAMMCAAATTTTTCTAACTGCAGAC 

CCMTTTAGAGATATAATTCAGGCAGAAACAGTTATCAGATGAAAGAATTGAGCTGTAAA 

AAGAAAATAATTGAAAAAAAACCCAGAAAATATGTCAGTAAAACCAAATAATTATTGAAT 

ATACAAAGCAATMTAAAAATTTACGAGGCTTAAAATTGAGAAAAATCTAAAATATAAAA 

ATMTGTATMGTCAGAAATAGGTTGATCAGGGTTMCGTGTTACAAAATTCTTGTATTG 

TTCAAGAGGAGGGTAAAGATAAGAATTGCTTTAAACTTTG 

Sequence 3416 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGCTGMGGAGATCTATAAATTTTTGTGGGAA 

AGCTMGMGTCTACCAGMGACCTTGCTGGAATTTTAAACTTTGAAAATCTTCCTCAGA 

TATAACAAGGTTATATAAAAAAAATGGATCCGTGTCATCAGTCAGACGAATAACTAAGTC 

CTTTCTGTGMCTGGATTANAAACTGATTGTAGTTCMTGCTCATTCTTATACTTACTCT 

CCTGTAGTCCCAGCTATTTGGGAGGCTGAGGTTGGAGAAATGCNGAACCTGGTAAGCAGA 

GGCTGCAGTGAGCCAATACTGCACCACTGCNCACCANCCTGGGCAACAGANACCCTCTCC 

TCACAGTCTTTGCATTTCACCTGCAACGGGACTAGTTGGTGGA 

Sequence 3417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTCTATACAGTCTCTATGAAAAACAAAAGC 

AAAACTCAATCTATTATTAAATGTTACCAAGTATTAGGAAAACTGAGGACACTCATCCTC 

CTGGTTCCTGGACAGAGACTACGTTACATAGTGGAATACACCAAATTCTTCTTTAAAAAG 

CGCTAGAGTCCTGCTGAAGCCCTTTTTAATTCAAGTTGTGACTCAAGAGAAAAAAGGAAA 

AGCCACTTCTACATTAGMTAGAAMGGACACAAMGTAATTTTATCCATTATGGAGAAA 

AACTGGGATGCAACAATTCCAAATGAAGAGATACAGTTACTTANCATCTATAAGATNAAA 

ATCATGTTTT 

Sequence 3418 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCATAAGGTTAACCCAGGTTCAAGGGAG 

TGGAGAAGAGGATGTCTTANGATGAGAAGAGCAGTGATAACCCGTTGCAGAGAATATGGC 

ATGATTCTTTGGGGAGTCATTATCTGCCACAATCAAAATMCTTTAGGATAAAMTGTTT 

CCTAAAAAGTCTGAATTANAAGCATCATTGGGTGGGAAGATAGCCGAGAACACTCTGGGC 

AACATAGTGAGACCCCTGTCTCTACAAAAAGTAAAATAAAAATTAGCCTGTAGCCAGGCC 

TGGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCTGCANTGAGC 

Sequence 3419 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGAAGGCTACGTGATGCCACCTAGAGATA 
AATGTGTAGAGAAGGATGAGTTCTGGGAAAGGATCTCTAGACCTGCCAATATTTATAGAT 
CAGAAAATGATGAGGACTTTGGGAAGATCCAGCCAATGACTTGATAGGACAATAGGAAGA 
TTTCAGAGTCCTAGAAGCCAAGTAAAAAAAAAAAAANTTTNTNAAAANCNATANGGGGAA 
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AAAAAAAMTTGTTTTNAAMATCCNCCAANTTTT^ 
CCCC 

Sequence 3420 

CCCTTTAGCGGCCGCCCGGGCAGGTACGCTGGGGGAGCCGGATATATAGAGTGTCACGTT 

TGGGAGCCGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGG 

AAGGAGCAGGATTTAGAGGACCACTAGTTGGACCCCATCCTCGTGCTGGAGGAACAGGAA 

CCTCTTTCAGGAGCTATAAAAGAAAGGGAGGAATCATGTCCACAATTGCAGCTTTCTATG 

GCGGCAAGTCCATTCTCATCACGGGGGCCACAGGCTTTCTGGGCAAAGTGCTAATGGAGG 

AGCTGTTTCGCACCAGCCCAGACCT 

Sequence 3421 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCCGGGGTTCTACAGTTCCTCCTGCCCACTG 

GCCAGGGGGAATCTGGCGGGAGCCTCTCGGTGGATGCTGTCACATGACTGTGCCTTCTGA 

MGMCATCTGTGMGAGCAGTTTCTGGTGTCCCTGAGTMCCCTTTTCTAACAATTCAG 

CCAGTGTATTTCCTCCMGAGTAGAAAACACTGGCTTGGAAAATCTAGTGMTTTTCAGC 

TTCTTGTGAATGTGTATGAACAAACCAACCTACTCGGTCTGTGAAATTCTCGCTAATTCA 

NATGGGACA TGGGC AAGGCTTCTMTACTTTCATCCCATGMCATAAATTTTGATATTTC 

AGCTGCAGATTTTTTCAMTATACAATGACCTGAGGCCAGGAMGTTACCTTGTCMTTT 

ATTTTCTTATMTNTGCATGTCTTATAAAAGTAGACTACAGCAGGCGTGGGACCAAAAAC 

CNGAACAAAAGTCTMCTGGATTGAAANCTTATTCCTTAAAANAANACATTGGGTTCTTA 

NANACCTTACAGCTTTGCTTGNAGTTCTCATATT^ 

ANAAMAAAAMTGGAGGANGGTGAAMGGNGMGGTTNTTTGTGGGGAAAAATGGTTAG 

GNNCAATTTGGTTTACCTCTTCCCAATCCCNACCCTGCCCGGGGGG 

Sequence 3422 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I 1 1 I I I GGAGACGGAN 
TCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCCATCTCGGCTCACTGCAAGCTCCA 
CCTCCCAGGTTCACGCCATTCTCCTGCCTCANCCTCCCNAGTAGCTGGGACTACACGCAC 
CCGCCACCACACCCGGTTMTTTTTTTGTATT^ 

AACCANNATGGTCTCTATATCCTNACCCCATAATCTGCCCCCTTAACCTCCCAAAATGGT 

GGGATTACMGCCTNANCCACTTGCTCCCANCCAACACTNTTTTTATTATTAACAAATAT 

A CTTTC TACCTNANCCACATTCTTNCAMTNCTCAACAATTCCAACTTTTTAAAAAATTC 

ATTTTTNCCAAAAAACTCCTTCTTTATTTTATTCCAAAMCCTATTATTNCTTAAA 

AATTTTAI I i 1 rACCATTTTAAAATAAAAAACCCAATTNNAAACCCAACAAACNTTTCCC 

AACTTNCAAAATTTCCCTTTAAAA 

Sequence 3423 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTAGAAAGGAAAAAGGAGGCGGGCCCCCTTCATT 

CAGTAACCAGTGCTAGGGGGTAGTCCCCAAGAGGTGGGATAGCCTGCGCTGGATTGTAAC 

TMTGATCGNTTCAGGCCTAGAGTATTTTCTCTAGTTTCTGGAAAGTACCTGCCCGGGCG 

GCCGCTAAGGG 

Sequence 3424 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGTGCAGGTTCAGACAGGCCCTGAGCA 

CAGCCTGTCACCATCCTCCATCTTCCCTGCTGTCTTCTGTGTCCCCTGAGCTTCCGTGAG 

GGTTTGTCTTTCCTCTGTGGCTCTTTAAACCACTTCCTGTCCCTAGGAGAATCTCCCCCG 

TGGGTGGGGAAGCCCTAAATCAGGGCAGGACTTTGGGCTCTGATCAGCAGACTACACTTC 

TTAGCACCACCCAGCCTCCAGCAAGAACCTGAGGCAGGAGAATCGCTTGAACCTGGGAGG 

CGGAGGTTGCAAGTGAGCTGAGATCGTGCCACTGCACTCTAGCCTGGGCAACAGAGCAAC 

ACTTCATCTTAAAAAAATGAAAATAAATTTNA 

Sequence 3425 

CCTTATCGTGGTCGCGGCCCGAGGTACTACTCTTTTCCACTGATCCATATGGAATCTGTC 
ACATTGAGACTTCTGGTCTTGATGGATAGAGCNTTTTAANNCANAGGCAGGTGGTTCGGG 
GATATGCAGAACAGGACTCTGAAGTTGATCCTGAGAAGTATTCCAGTAGGATANAATGTG 
AAAGCCCAAACAATGACCTCAGCANATTCCTAAGGCTTCCTAGAACATTCCAACAAAGAN 
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CGCGTGGGTCTCANTAAAGAAAATTTGTTGCTTATAGGNTGCACCA 
Sequence 3426 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTACTACAGTCTTTGTTTCTGTTGTAGGGT 
TCCTTCTCMGGACTTATCCTAGTTTAAAAATACGACTTlTrGCCCAMTTTCATTTGGG 
TCCTACTGCCCGGTTGGAGMCCCTTTGGCTTTCTTCGATCCTTCA 
Sequence 3427 

CCCTTAGCG TGGTC GCGGCCG^GGTACGCGGGGTATTATAATAAGATCGTAGAGCTATTT 
CTTGAGTCMTTTTGCTATGGMTATTr^ 

CTATCAGCCCATANTAMTACATATGCCTGGTTMTATTTTTAMNCTTTATMGGGTTT 

TTACACATANATGGAAATCMCMGNTNTTTACNTCGTTTTCNCAGGGNCNAAATTANAN 

ANATMNATCTTATTGCTCACATGGATTGNAGGGCTTTCTTAAANAAACAAATNTTAGCC 

T GNGNG TTGGGACCANTCCTCTTTTAGNGGGATTGTTAMNTCTTTTCCCCTTNCAAGGA 

ATTTTTAAMAATTCCMTTNANGTTNGCTGGMCCTTTTGGATTTGCCMTTG 

CCAMTTAAAAGGGTCMNGGTTTATTCCTTAAATGNNAAAAAAACTNTTTAAANAANAA 

GGGMTTGTNANTGTNTNTTTCMTTTNNGAMTTTTTTCCCCTTGGCCM 

TAATTTTAAAAl I I I I IN 

Sequence 3428 

CCCTTTCGAGCGGCCGCCCGGGCAGGAAGTGTGATGATAGCAGCACCTGGAAGCGGCTTT 

GGATGCCATGCTGAGTTCTTCAGACGGCAGGCGAAAGGTAGAGGGGAGCCAGAGAAGATT 

TTTMCAAAAAAGTGACATGCTCATTTATGTTTTATTTCTAAAGACGAGAAGACCTGGTC 

CCTCTTGTTAGGTTTGCAGAGTATAAATGACAAGCTACAGGCTTTTAGAAGGATGCTAGG 

GCAGTGGTGCAGAGATCAGAGTGGAATTCGAGGGACTACAACAAGGAGGTAAGTTAGGAG 

GCTGCCAGCCATGAAGCCTTAAACTAGGAGGGTGTGGATGGAAACAGAACATGGTTAGGT 

GGGAGATACTGAGTTAGCTGAATCAATGCAACTCAGTGACCCA 

Sequence 3429 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTGGGTGTGTATATATCCAAATATAAACAG 

TTMGMGMGTGGMGAGGGATTTTACTCCCAAGTATTCCGACTTCAGGGCTTGGGCTC 

TTCTATACTAAACTTTCTGAAAGAAATGCTAAGTAAAATTACAAACTTCGAGAACATAAT 

TTAGAGAATATTAATGATATATATAATTGAGTAATAATGGTAATATAACTAATAAGAATC 

AGGAAGTAAAGAAAGAAGTGGCGGAAGAATTGGAAGAGGATCACTTCCCTAACCTTCATA 

ACAGTGATCA 

Sequence 3430 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTTATACAGGCAAAMTATTTTTGCAAAA 

ATGA AAAMTATTTTGAGGATTGTTATATTCCAGATATATTTTTATATTTTTA 

TTTTGATACTGAMTCTGGATAAAMATTAGGCTTCATGTTTTCCATTTAAGTCTCCATA 

CCTGTCCTCAAAAATCACATTAATCCAGGTGTAATTGAATATGAATTTATAGAAGCACAT 

GGGAMTGAAATTTTATGTCTMTTAGATATTTTTCACAGT 

Sequence 3431 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAATGTAAGCAAGGTGGGAAATTTAGATG 
TANGATTTA I INN I MGTGTTCTTGCAACTTTTCCTTTAG I I I I I AACTTTTGCTGGG 
AAAAATACATCTGAGAMNTACTGAGAGMTTCCTGTNATGAGTTTTCCTTATGTTTTAT 
TCCTCTATCTGNGGATAACTGAGAATTAAAACTTGGAGTAAATATGAAATAGCTGGATAT 
ACAANGACTTATC I I I I I ICACCAMTATGTMTTAGAMTTTTGGTTGTTATGCCNAAT 
TAGAMTTCTTTTACTTAAAATTTCCGGNTTAAGTNAAANCCTTGTCAAI Mill ICTGC 
CTTAAAAAATNNTACTTAGATTAANGTATACTTTCCT 
Sequence 3432 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTAAAGAAAAATAGTGAGAACACTAAAGAA 

AATTCAAGTGTAGCACAACTAAAACTTCTGGAACTGGGGAAACAGCTATAAAAATAATAG 

CAAGCAAGATTTGGGAACCAAAACAAAAAAGAAACCAATAGTTGAAGGAAAGGCTAGTCA 

CCTTTATTAGTGGCTTGGAATAACAAGTAGAAGAAATAACTCAAAACAGACCACACTATA 

AGGAAATTGACATTGAGATTAAAAAAAAAAAGACTTAAAANGATTAGAGATGCGTANCTC 
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CCAAAAAAAAAAA 
Sequence 3433 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATACTCACTTTTGAGATGAAGGGAACAATAC 

AATCCTTGCTGGCAAACCCTCCCCTCACTGGGACAGAGCACCCTGTCATTCCTGACCTGG 

CTCCTTCATGCGCCCCTATTCCCATGTGTCACCATAACTGCAGTTCTCTTGTTACTCTAT 

TA CAAGT AGATATGCTGCCAACATAAATGGGATTTTGAGTCTGGTGGGAGAATGCAGGAG 

TCATTTTGAAAGACACACAAAATAGAACAGAAATGCTCACTTGGAAGGCTGATCTTCTGG 

GATAGTTACCTTTC 

Sequence 3434 

CCCTTANCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTAATATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAAAGAAGTTCCAATCCAGTGGTTTCGAGATTCCAMGGCACCTTTC 

TCTCATGACCCAAAGGAGTMTTTTGGCATCTTAAATGGATTAATTTGTCTTCCTGATGG 

GAGCACATCANAAGAATGGTGATGTGGATGTTAGATAGAGCTGAGGGGGCCATACTCGAA 

CTCCCAGAG GTATC TGCAGGGGCTGGGGCAGGGAAAGTCTTAACCCAGCTCTAAACACTT 

TCCANAGGTATTT TGTTGGGGG GTAGGGGGAAGATACTGCTCTAATTAGGAAATAAGATT 

TTGTCTTANATGAC I I 1 1 I I I I I ATTCCTCTNGGACCAATTTTNAAACATAGCTGGAACT 

CCAACTGGGC 

Sequence 3435 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCGGGGGGACTGGGGGTTCGTCTGCTGGGTTT 

GTGGAGCAGCTAGCTACTCGGCGGGATCTCCCGGCAGGATGGGTAAAAAGATAAAGAAGG 

AAGTAGAGCCTCCTCCTAAGGATGTGTTTGACCCATTAATGATTGAAAGCAAAAAAGCAG 

CMCTGTGGTGTTAATGCTTMTTCTCCAGMGAGGAMTTTTGGCTAAAGCATGTGAAG 

CCATTTATAMTTTGCTTTAAAAGGTGAGGAAAATAAAACAACCCTCCTTGAACTTGGAG 

CTGTGGAAC 

Sequence 3436 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTAACACTAAAGGCATCATAGGTTTAA 

CTGAMTACGTTATATGAAGTTTTACAAAAAGGTCAACAGAAAGCTCATTTGTGAAAACA 

TACTCTCATGGGAGCTTCTTTMCATTAGTTCAGAGGTTMTATATTTCCTGGAGGTGTT 

TTCCTGG AATTG ATTG CACT ATTG CATGGT AATAAC ATTT AATTGTTAAG G AAAC ATT AT 

ATATAGGTTCAMTTATCCCTTAATGTTGATTTCTCCCCTTTTCCATGGATTTTGATACT 

MGAMCAAMTGCTTTGAGATTTTGGTMCTATTTTGATNTTGATAAAACATGGTTAAA 

AATAGAAGGACATGATATTTTTCT 

Sequence 3437 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTATCCTGTGGTTTCTAMTTCTGCTTCTTT 

ATTAAGAAACGATTAACTGTAAGGTAGAGGAACTACCATGTTATACTTCTCTGCAAATCT 

CAGAAACAAGCACCCAAATGTAGATCACCCTGCTGAAGCTCAAATCACAGGACTCCTTGG 

GTATAGATGCCTTAGAATGCTACAGGGCCGCTACCGTCTTCTTCGACTACGTAATTCAAA 

AGACAGCTGTGGCTTGGTCTCATTCCTACAGAGGGGCTGAAGCATGAAACTCAAACCCTA 

GTGCTGC TTCTG GAGATACTGCAGGATGTGATGAAGGAGGTCACTTAAACATCMTGTCA 

CTCAMTATTTTAGAAATATTGCCCAGAAGACAGGCCTATCACTAATCAGGATTTCTGTG 

TCTCAATCAATAAA 

Sequence 3438 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAAACACCAGCGAGATGCACAGGAGAGAAA 

TGACTTCATTACATACATACAGTGGATGTCACATGAGGCTATGGGTTACAGACAAGGCAC 

AACAATGCATTACATACAGTGGATGCCTACAGCATCAGGGCTAATTCTCTCCTCAAGAGT 

TCTTAGGAATTCCAGAGGAAAGGCAGGAAAATACACAGAGGATTAAAGAGTANCATACNG 

AGATTCTCTAATAACCATNCNGNTNAGNTATTANAGACACAGGGGCAACATGGCAAGACC 

CTGTCTTTTACAAAAAAAA 

Sequence 3439 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTGGATAGCATAGACATAGAGGACCACTCAAGA 



r 
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GTTATCAGGAAGTCAGAGTCCCTACGCTTTGAAGACTCCAGGTATAACATACATGTGTTA 

CCTAGAAGCCTTCTCTCCTCCCACAGGAGTCCATTATCAAGGTCACCTTCACGGATGAGG 

CCCTTAATGCTAGGCAGTAACAGGCTTGGGGTAGGAAAATGGGACAGAAAAACACAGAAG 

TAGTGAGGTGTGGCTAGGCAGGAAGAGTGCTAGCGGATGGGGCCCCTGACACTAAGGAAG 

CGGTGGGAAAGGCGTGAGGCTTTGAAGACCCTCTCCAAGGGGCCCAAGGCTTCAGAAAAA 

AAAAAAA AAAAA GGCAGG GANG GGAGGTAAGGAGGCANAGAAGTAANAAAGATTANTATN 

TTTCAGGTTTTTCTAGCCATTTTAGTCTTCMGGGGATGGTNT^ 

GAATTCTGATTAGATTGGGGGTNGAATTCCTTTA 

Sequence 3440 

CCCTTAGCGTGTCGCGGCCGAGGTACTCCAAGGCCTAATGTAGTAAAAGCCTGTGGACTT 

GGTCTAAGAGAGACAGGGGACCCCTGAGAAGAAAACTTCTGTTCCTGTTCCTGGGCACAG 

AAGCAAGCTAGGGCCAATGCTGAAAAAGGTAGCTGCTGAGTAGCGCAGGGAGACAACTGA 

ACACACTAGATACCTGGGAATGTGCGAAACTTGGGAGGGGCACATGGTCAGGCCAGAAGA 

GGATTAGTMGAAAACTCMAGGGCCGACAAATAAATTAATGTTCTGCTTGTTTAG 

Sequence 3441 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

G 1 1 1 I I CTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGAGCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

C 

Sequence 3442 

CGCCCAGTGGTGGATGGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGGCCGCCCGGGC 

AGGTACCTGTGGTTTGGGGAAAGATTTTAAAATGAGTGGACAGTTATTTGGGAACAAAAG 

AAGCTAATAAATCAATCCCCCTGGCAAMTTTAAAAGAAACATGCAGAATGAAAAAGTTT 

TGGACA CATTA NAAAATACTTCTACANGTGGACCANAAAGGAANAANATCCAAGGAAACA 

AMGCCTTTTTGGATATGTGCCAACCAAAAATTTTAGTAAGGGAAAGGTAAAAAAAAGGA 

ATTAAAMTTGGTGGAATGGAATTGGGTTCAMGGAAAAATTTATCGCAGGTTTATTTTT 

ACCAAAGGGGCCCACTTGGAGTTATTTTTTAAMCCGTCCCAAAMAGNT^ 

AAAMTTGGGGGCCTtGGTTTACCCCGCTTGGAAGAAAATGGAATGNAAGGGGATTGAAG 

AAMTTGGATGGGGTTTGGAAMGGGGTTTACCATTTTTTAAGGGGAAAAAATTGGAAAA 

GGAAAAACCTTTAGGAAAAAATTTTAATTATTAAAAAGGGACAAGGNNGGANTGGAAATT 

ACCAANCGGAAAGAATTT1TTTATTAAACCAAATTGTTGGTTAAAAAAA I I I I I I I I GGG 

CC CANGG GGAAMAGGGGAAATANTTTGAAMGNTTTMGGAATACCMTTTACCTTTAC 

CCCTTTTGGAGGGGGGAAAATAAMTTTGGTTNGGTTAATGGAAGAATGGTGGAATGGTT 

TTCTCCCTGCCCCCCTGGGGA 

Sequence 3443 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAGAAATGTGAAGACATTCTATCAACCATGC 

TTGAGAGTGTTCGATGCTCCACACTTTGGCCMTCTGMGCATTTTCTGTATTCTTCACA 

ATTCCCCTGGGTMCCAATMGATGATTTTAAACTAAAAGATAGCTTGTTGTTAGGTCAT 

CACMCCATCCCACMGTGTTTGCCTTGGTGTTTTCAAAGGATCTCTGMGATGCTTTAT 

GMTCATTTCTTGTTGTTAGATGCCTAAGTGCAGTTGTCAAGGCTGTAGAACTGCCAAGG 

AGGAAGGGAAGGCAGTGCCAGCTGAAACAGCAGAGAGATTCAGGAGAGTGATGCAGAAAT 

ACTCGTGGAGACTCTCATTTCTGACCTGGATCTCAAATAATAAATGATGATTTATTCCTT 

TATCATTCAGACAGTCTTGTGTACCTACTGCAACCAGACCCCTGCTGGATCCTGAAGCT 

Sequence 3444 

CAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATGAGAAACCNTCACAGNAATTCC 

CACGGTTATGAGGAAGGATGTNAGGACAGAATAGGGATTTTCCT 

Sequence 3445 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGGAGAATTTCTTCAATGTTCCTGCTTTCT 
TAACTGTCTCAGGACMCTTCATCTAGMGTGATGTCAGGAGCTTTTACTCAAGTGTTTA 
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CCTTTGGTCCGACCTTCCGAGCTGAAAATTCTCAGAGCCGGAGGCACCTGGCAGAGTTTT 

ATATGATAGMGCAGAGATTTCTTTTGTTGACAGCCTTCAAGATCTTATGCAGGTTATAG 

AGGAACTGTTCAAGGCTACAACAATGATGGTTCTCTCAAAATGTCCTGAAGATGTTGAAC 

TC TGTCA CAAATTCATAGCACCTGGCCAAAAGGACAGATTAGAACATATGCTAAAAAACA 

ACTTTTTAATCATTTC7TATACTTGAAGCAGTGGAGATCTTAAAGCAAGCATCCCAGAAC 

TTCACCTTTACCCCANAGTGGGGTGCTGACCTACGGACTGAACATGAAAAGTACCTGC 

Sequence 3446 

CCCTTTAGC GGCCG CCCGGGCAGGTACTCTGTTGCCAGTTATTAAAAATAATTTTGGTGA 

TGTCAGTTCCTTTTACAACAAACCATACAAATTCTGCATTGCCTGTAGGATAAGGTTCAA 

ACTTCTTGGAAAGCCATACAAATCTCAACAATATAATTTTGGCACATATATCTCCTACAA 

TGTGTGTGTATATACGAGTTATGAAGAGTTATGGGCCAGGCACGGTGGCTCATACCTGTA 

ATCCCAGAACTTTGGGA 

Sequence 3447 

CCCTTTCGAG CGGCCG CCCGGGTAGGTACGCGGGGTCTCCTTTGTAGGTAACCTGTCATT 

GGTCTTTGGATTTTTTTATAGTCTCCCTTTGTATCTGGTGTAATTTAGTTTCAATCNTGG 

TNGTGGCCTACGNTGTAGACTTCTTGCTTGAAMGTTGTTGGATTTCTTGAGTTTGAATT 

TTGGAGTGT TTAAT CAGTTCTGAAAMTTTTCAGTGTTAGATCTTTGGATATTGTTTCTC 

CATTACTTGATTTTCTCCTTCTTCTTGAGAAATAATCAAACTCAAGNGAGGTCATAGGAA 

CCCTCAGGTTTATAATTAGTCCCTCAGGAAAAAATTA 

Sequence 3448 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTAGCTTTGTGCTTTGCCCATAGTAGTTATTCA 

ATAAATATATTGATGGACTATTAAAGGTGAATTTTCAAATGTATCAGAGAAAGAGCAGAG 

AGAACAAGGGAAGAATTTAACNAATCAGAGACTGTCAGGTATTTGACTTAAACTGGGTAT 

TAGTCAATCTCCAGATTATACTGATCTACTGNCTTAAAATTAATAAAATCT7TATTCTAT 

TGTGAAATT ACTG CTCACAGCACATAGCTAAGAGTTTGATGGGACCTTAGTAAGTGCTTC 

CTCCAAATATTTTACCTATAGCCACAATCACCCAGCAAAGCTCTCCAAAACTTTGAAGAG 

AGTAGTTGCTTTAATAGTAATTAAACTACTCAACAAAGGTAGCACAGAGCTGCAATTCTG 

TGCATGA 

Sequence 3449 

ACTTTTCCAGTGGACATTTTTCACTGGTTTAAAGGAAATGTGACATTCTCTGCTCAGATA 

CTCACATGCATATATAAAAAGAAGTTGTGTAACTTACATTATTTTATGACTTCAACAACC 

TTGAGCAAGTGTGAAAAGAGATTCTGTGGGTAGCCCCAAAATGGCTCTGTCCACCTTCCC 

AATTTCTGGTTAAGTAATCCCTACCACGAACTTCTAACATGTAACTGTTGCTCANTAAGA 

TCTGGAGGAGCTGGGGCATTGAATGGMGCAGTAAGTTCTCTGTGAGTAAATTCTTTTTT 

AGGCATCACATGTGATTTTCAAGTGGGATGAACATGCAAAATACACATGTCTTCCCCATG 

CATCCTGAGAAGCCATCCTACTATGGTTCTTCCAAACACAGTCAAATTTCTCATGCTTAC 

TCAATGATGTATTTGCACATTCAGCCCTTACCATTTTGGANGNCATTTCTCATCTATTTA 

AACC 

Sequence 3450 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCATGTTGTCAGCGAGGAGAATCTGAAAT 

TGTCTGAGGATAGGAGAACACAAAGAAAATCTTTAAAAGAACATGAGGTCAAAAATCAGA 

GCTCGAAMTCTACTGCTTCATAGCTGTGTGACCACAGGCAAATTCTTTTGCCTCAGTTT 

TTTCATCCTAATAATGAAGAATATCTTATTTGCTTTGGAGGGCTATAAGACATGAfGAGA 

TATAATAAACATAAG GCAC TGAGATACATCATAGACACTTAATTGTTGTTAGCTATTATA 

TTACTTATCTTAGGGTTTTCCTTCATGGTATTTTGTTGGAAATGATAAAAAAATAAAACA 

AATATGTAAGGGCTTGTAAAACCCAAGATTCAGTATACCTACTGCTTCTAGCTTTAATTC 

TAGGCTCTGCCATAGTTAGGATGTTTACTCATCTGTAGTTCAAAA 

Sequence 3451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTCACACTGATTTACGATCACTCTCCTAACCCG 

ACATTAG ATATA TTCAATAGATCTGGCAGTAAGTGTAGTGCATACTAACGGGTCTTGATT 

TTCMTAATTTTATGCATAAGAAAGATTTTTATTGTGTTTTATTGCGTTGGCTGAATATA 
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AT TCGA TAMCTTCTCTTAGGCCACTAGGGCTTAATGAACAAAATACCTCTTTGGCAAAG 

MTmGCAGGCACAAMTGTTACTATAAMTTMTTTTTGTTGAAGAAACTAAAAATGG 

AMGGACTTMTTTGGATATTGCAGTTATTTTAAAAAA 

Sequence 3452 

CCCTTAGCGTGGTCNCGGCCGAGGTCAGGAGGGTGGGGTTGGGAGGAGGATAAGCATCCA 

TCCCACTCAAACAGAAAACTGCTACTTAATAGAGGAATGGTGGAATGGTTTCTGGGGAGG 

CMGMCAMGTCTGTTTTAGTAGCACCATCATACCAACCACTTTCTTGCATCTGCAGGC 

TCTTTGCAAGAGAAGATAGCAAGCACATGGTGCAGATAGTGGGACTGCAAGAGCTTNAGG 

TGGACAGTGTGGAGCTCCTCTTAGAGGTAATTMTTCTTCCTTCTTTATTACCCCACCAC 

AACAGTGTAAGTACTAAAGTGAA 

Sequence 3453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACACAATTGATAGTCACATCATCTACTTCTTA 

AGATAGATTTCATGAAMTCAACTTAGCACTGGATCTCATTCACATTTGAAAGCTAAAGA 

AACATGTTTATACACATGCTAAATTTCTGAGGAGGACCAATCCATATGAAAATAAGTTCA 

GTTCTAGGTGGAGCAGACTATATTTACCACGGCAGTCTTGGACAATAACTCAATGTGAGA 

TGMCTTGCTGTMCAGMACACAAACTTATTTTCMGTAAAMTGCTTTTTCTGAAGAT 

AATACATTTAAAAAAGTGTGAGGCAAAGAAAACAAAAGTCTGATGAATCTAAGTAGGACT 

CACACACAGGTAATGCTTGTTCTTTTCCATAGACNGCTTTTTTCTCCMCCATMCTT 

Sequence 3454 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGGAGACTGAGGCAGGAGAATGGCGTGAACC 

CAGGAGGCGGAGCTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCCGCCTGGGTGACAG 

AGCAAGACTCTGTCTTAAAAAAAGAAAAAAAATAAAGTGAATATCAGTATTGCTGAAAAT 

TCCTAGMTA TTGGATAAAA CTTTAAATGAAAACATGAATAACTGACTTTGGGAACTGTA 

ATTGTAGAMTTTTGTTTTTCCAAAAACAAGAAAGTAACCTTGGTTCCCAATACAACCAG 
A 

Sequence 3455 

ACTCGAAGTCGACAAGGAGAAGAAAGAGATCCAGAAGTTGAACTAGAACACCAACAATGT 

TTAGCAGTATTCAGCAGAGTGAMTTTACTCGTGTGTTACTGACAGTGCTTATAGCCTTT 

ACTAAGAAAGAGACCAGTGCTGTTGCAGAAGCTCAAAAATTGATGGTTCAAGCAGCAGAT 

CTTCTTTCTGCCATTCATAATTCATTGCATCATGGCATCCAGGCCCAGAATGATACTACA 

MAGGAGATCATCCMTTATGATGGGTTTTGAACCCCTTGTGAACCAGAGGCTACTTCCA 

CCTACCTTCCCTCGATATGCAAAAATMTTAAAAGGGMGAMTGGTGMCTATTTTGCA 

AGATTAATAGATAGMTAAAMCTGTCTGTGAGGTTGTGAATTTAACAMTTTACATTGT 

ATCCTGGATTTTTT 

Sequence 3456 

ANCGGCCGCCCGGGCAGGTACNCGGGGGAGCCGGATATATAGAGTGTCACGTTTGGGAGC 

CGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGGAAGGAGC 

ANGATTTAGAGGACCACTANTTGGACCCCATCCTCGTGCTGGAGGAACAGGAACCTCTTT 

CAGGAGCTATAAAAGAAAGGGAGGAATCATGTCCACAATTGCAGCTTTCTATGGCGGCAA 

GTCCATTCTCATCACNGGGGCCACAGGCTTT 

Sequence 3457 

GTGTGATGGATATCT GCANMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTTTT 

i n 1 1 I lAI I I I I I 1 1 NNGAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAGATG 

GNGCGATCTTGGCTCANNTGGAMCTTCCGGCTCTCGGGTTTTACGCCATTTCTTTNTGC 

TTCANACTTNCCCGAGTGGCNTGGGACTACAGGCNNCCCGCCTGGCTAATTTTTTGTATT 

TTTAGTANANACAGGGTTTTGCCATGTTAGCCAGGATGGTCTCGATTTATTGACCTCGTG 

ANCTGCTTTGCCTNGGCCTCCCAAAG 

Sequence 3458 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTTGCAGACACTGTTTTGTTGGAAAGAAGAGT 
TGGAAGGACTTTMTATGTTAATGCTTTTCTTMGGATTATGCTGACMTTTGTCATTTG 
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ACTGAAGCCTGTATAAGGAMGAGACTATATGAGCAAGTTMGTTGAAAAATGTTTAGTT 

TTAGAGTAGGTGGGGAGAGTATTTACTTTGAGCAGATAGAGAMTTGGGGTTTCTTGCGC 

TTTGGGGAATACTGGGATGAANAAAATATGTTATGGGCTGATAATAGGGATATTGCCATA 

CAGATAGTATTTCCAGAG ACATT TTAAAGCAAACACATTTCTTCGTGTTTTGGCTCTTTC 

MGAGAGATATTCMGCATTTTTGTGTTTCTTTTTATTGAGTTGCCCTCTCT^ 

GTGGGATGACTGTANTTGGAATTGAAAGTGCAGAGGGATCTCCTTCCTTAA 

Sequence 3459 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGACAGTGTTTTCGCTTGGCTGAC 

ATTMTGACMCCCAATGCTATGTGCTCACTGAGTGTTTTCATTTCAGAAGAGCATCAAA 

ACCACTGAGTCCTTTCMGTCGTCTTCTTTTACTGTGAAACCAGAAACCATGCCGACGAC 

TACTTTCAGTAATAACCTGTGTCCCAACTGCAGGCTGAAGTAAACTTCTTCTCATATAAT 

TTCTAATTTCTG TGTAG GGGTAGTTGTAGCAAACAACTTAGTTTCTTTCAGAGCGTGACT 

TCAGAMGCGTATTTTCATGCANCAGTGATGGGTAATGAAATCAGAATTTCCACAAAGTC 

TGCCCTAATTGAACAGCATTATCAGGAAA 

Sequence 3460 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATMTT GTGG GTTCTAAMTATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAMMTMGATTTTGG ATAM TTAACTTTGACGACATTTGACTAACATTATCTCAA 

MAT MTT CTACAGGAATCATTTTATGAAAMAATATACMTCCATATTGGTTTAATTAT 

GAMTTTTGACTCAACGAMCTTMGAAACGAGCCAACATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACTCACCTTGATCT 

Sequence 3461 

ATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAG 

TCATTTNTGN GAAT ATCTATTAAGNGAATNMTNMTTATTTNTCATNCTTTCCCCNATG 

AMNCATTGCTTTTATMNATTATTATTTCATATTTANTrATCTTACTMTANNTATAACT 

AAACCTCCCTAATCCCAAACCCTCTATCTACTTNCACACCACTNCTAAAATTATAATTCC 

TAAATNCTTTTNTT 

Sequence 3462 

CCCTTTCG AGCGG CCG CCCG GGC AG GT ACAACGTG G GC AAGC ATCTGTG C ATATG AAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATNTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGCCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATt 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTTCATT 

Sequence 3463 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTGTTTGMTGGTATTTTGAAAG 

CM TTGC ATAGTTACTATTGATTCCTCAAAATGCATAATGGGGATGCTTCTGACCAACTT 

GCCTTTTAACAAGTTANAAAGTAAGTATNCACNACAAGNCTCTTACTTCACCAAAACTAA 

TAAATTANATTNCAATANTANGAAACACATATAAATAATGAACGAANCTANAATTATNAC 

CG CTTTCTAAAAA AATATTAAAATTN AAAN AA AATATN N AA AAAA AATTN N AN N N G AATA 

MNACTAATACMTANAAMTATTMTTTTATAAAAAATATGAATAAAATCTAATATTCC 

ATAAAATNMTCTTAAMCTACTAATACTACATTTTTTCMCTTACATTTTTTAAAT^ 

TTMTTAGTAAMTCACTCTTATAAAAACTTTTAAAMTTTTCACCTCTCAATCACATAT 

mATATTTNTATACCTA^ 

TATGNACCCT ACTTTTTT AAAAACCATAMCCTMCATTTTAAAAATTAATCCAATTAAA 
TTNCNTANTNAT MINI I NTTTAAMCCATTTTTCCNAATAGATANATTACCTTTNAAA 
ATTTTAAAMATNNCGCTTMNCCATAANMCCTTACNCCCTNTAAATCCTTACCCTTTA 
AAAAACCCCAAATTA 
Sequence 3464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAATGGAGAAGATGACTGATGAATATAA 
TAGAATGAAAGCTATTGTGCATCAGACAGATAATGTAATAGATCAGTTAAAAAAAGAAAA 
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CGATCATTATCAACTTCAAGTGCAGGAGCTTACAGATCTTCTGAAATCAAAAAATGAAGA 

AGATGATCCAATTATGGTAGCTGTCAATGCAAAAGTAGMGAATGGMGCTAATTTTGTC 

TTCTAAAGATGATGAAATTATTGAGTATCAGCAAATGTTACATAACCTAAGGGAGAAACT 

TAAGAATGCTCAGCTTGATGCTGATAAAAGTAATGTTATGGCTCTACAGCAGGGTATACA 

GGAACCGAGACAGTCAAATTAAGATGCTCACCGAACAAGTA 

Sequence 3465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGTAACTCTTAGAATTTCATAGCATAGC 

TTGGMTTMGACCTCAGTGCAGATCMCTGGATTTTTATTTACATTAATATCCTGTGGC 

ATCAGTMTATCTAGCTGATTCATTTTAGTAGCTrrCTATTTCTTCTTAANTCTCCTTAG 

TTGTGCTTTNAGCAGTTTTCTCCAAATTTTAMGTTTCTTGCATAATAAAGTAAMA 

CAAAATAATTAGGGATAAGTGTCCTAATAATAATTAGGGTAAGTATCCTAATAAAACATT 

ATCCCTTCCAATTACACTATCTTTTTGTGTAAGGGMTMCTGNGTTGATTTTGGATAAT 

CAAACAGACATAAACTACATTGGGNTAAAAATACTTTTGAANAGCTGGGTGGTGGGGGGC 

CCACTTCAAGCCTNGTGATTTCCAGCACTTTTGGGGAG 

Sequence 3466 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTGGGGACAGTGGGAGAGCTCAGCCTCACT 

GATAGCCGGGGATCTCTCCTGTTCGAGGGCTGAGATCTCCGGTCCCACAACCGCCCACAA 

CCAGGGGCACTTCTGGAAGTCCCCTTTCTAGGGACATTTTTCTTCTAAGCTCTGTAACGC 

GGGCCGAGGCAGACCGAGGCTTCTTTCCCGGATCCAATCCCCTGCCCCCATGCCTAAGAA 

AGAAAAAATGACCAAGACGCCCCTGCCCGATGAGAAGCAGCTGCTTCTGTTTCAGCAGAA 

GTTGCTGGCAGAGGGGGAGATGGCCAAAAAGAAGGAGA 

Sequence 3467 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTMAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAACAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGG 

Sequence 3468 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACCT 

AACCACTTGCAACCCTGCTAATGCAAACGCTGCTGCTGAAGCTGATGGTATTGATCCATT 

AATAAACCTCCTGTCTAGTAAACGAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACATGGCCATGCAGGAGCCCCTGCGCCTGAACATACAGAATCACGACATCATGCATGC 

CATCATCAGCCCACTGCGTTCTGCAAACACAGTCGTGCAGAGCAAAGCTGCTCTCGCTGT 

CACCGCAACTGCATGTGACGTTGAAGCCCGGACTGAGTTAAGAAATTCTGGTGGATTGGA 

GCCCCTGGTAGAGCTGCTACGCTCCAAGAATGATGAAGTGAGGAAGCACGCCAGTTGGGC 

AGTGATGGTCTGTGCTGGTGACGAGCTGACGGCCAATGAATTATGCAGGCTCGGGGCTTT 

AGATATCCTTGAAGAAGTTAACGTATCAGGAACTCGGAA 

Sequence 3469 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGAATTAAAAAGTTGGTGCAAATCAAGACAAAGC 

AGTTTGATTGTTAACACATGGCCCAGTTTCCGAAGGCAAACTCAGCTCATCAGCCTACTG 

TGGGATTTTCCCCTAGGCTGAAAAGCCAGGTTTGATTCTAATAAACGTATACATTGCAGT 

GTMTTAGGCAAGGGAACAGGGTTCTTGGAGCCACAAAGCCCCATGGTCAGTATTTGGGT 

GACATCTACTTNCTGACTGTAAACAGATTTAMTATACCATCTGTTTTGCAGATATTTCT 

CAGM CCTGT7TTTAATCAGTTT7TCTCTCTM 

TTTTTCTTTATGNGGTTTAMAAATGACATAMCCCAGTATTGCTTTT A I I 1 1 i I I CATG 
TGCTTGGCTTGATTATTrTMGCTMTTTATATACCTTCATTCGTTCCCGNACAGCCAAA 
AAGNGAAAC I I I 1 1 1 I I ICCCGG 
Sequence 3470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTAATATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAAAGMGTTCCMTCCAGTGGTTTCGAGATTCCAMGGCACCTTTC 
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TCTCATGACCCAMGGAGTMTTTTGGCATCTTAMTGGATTAATTTGTCTTCCTGATGG 

GAGCACATCAGAAGAATGGTGATGTGGATGTTAGATAGAGCTGNAGGGGGCCATACTCGA 

ACTCCCAAAGGTATCTGCAGGGGCTGGGGCAGGGGAAAGTCTTAACCCACTCTAAACACT 

TTCCAGAGGTATTTTGTGGGGGGTAGGGG 

Sequence 3471 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTGTTTTGTTTTCTGCCTATAATGTAAAAAAT 

GCTTTCTAAAGACAAACTTAAATCTGCTGAATTGATGCTGCAAGAGCAGTGAGCCTTGGG 

TGGAGGAGGATGCAGGTATAGGAGGTAGAAAGGGCAACGGCCCTGTGATCAGTGAAAGGA 

TGCCCTGTGMTTCAATCCTTGAAAATGACCTTTGATTCCCCCCCAAAAGCACTCAAGGA 

TGTCCTGAGGTTGTTACTAGTTGCTCATACCACCTGGGGGCACATAGCCGGAGCCTCAGA 

GCT 

Sequence 3472 

CC CTTTCG AGCGGCCGTCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 
CTGTTTTTCTAAMGATTTC^ 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAMGAGTATGTAMCTTTACTCAGAA 

CAGAGAGCCATCCGAGTTAAAAAGAGTGGTGGATAAGAAAAGATTAT 

Sequence 3473 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTCAGATGGGATGTATAATTCAGC 

TTGCTGTGGGAGATGATGGAAACTTTTTCACTCTGAGGCAGTAGGGAAGATCACTGTGGC 

TGCAGGACCTTG TAGGAGAG GGAAAGAAGATAGTGTGGGTAATGCCAAAAGAAAAACCAN 

A CCTTTC A AG AGA I M INI ICCACTGAATTGCTTTTTATTATTTTATCATMGATTTGG 

G i i i i i i CC I I I I I I I ICCACCCAAGCTAGAAGTGGATGCGTGCAAGAGGTGTGAAGANA 

AGAGTCMGCANMTTCTGTAAAGTGGGCTGTTGACTTGGTTTTATCCTTTTTGGGGCAN 

AGGTTTGMCTCATCAGCCACAGTCAGGATTTTAACTTGTTTAGGCATCNGAATNACANN 

TNTTATCAGGAGGTTCCTCCCCCCTTC 

Sequence 3474 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTGTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GTAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGMGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAAGATTATCTTAAGCTGGAACCA 

GAACCAA 

Sequence 3475 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTACACACATAAATCCAGGAAATGACTAG 

ATGAGCCTGAGTGGCTTTATCATTATTGTGCAAATACAGTTTCTATACCAACAAACCCAA 

ATTAAATTATTATAGGACTAATGGCTGTAAGGTGGGTGAGGGAGGAAAAAATTCAGAAGC 

TGTTGCACGAATCACCTATACAATGAATTTCATCCGCGTACCTACTATTGAGCACTGAGG 

ATAACAGCAGTTAAAAAAAAAATCCAAAAACATCTTCCTCCATGGAGATGTCATTGTAAT 

GCATGANCAAAGTAGAGAAAATAAGTAAAATATTTGGTATATCAGATGATAAAATGCACC 

ATGGAGAAAATCAGAACATGGAGGAATTGAAAAGGCCAGGGATGGA 

Sequence 3476 

CCCTTTCGCGCGGCCGCCCGGGCAGGTACAGATTATCTGGCAGGCTTTAAAAAATTTAAG 

TGATTCTTACCAAAAAGCAAATACTATACTAAGTCATATGTTATATTAATTTCAAAGTAT 

AGATTTAAAAATAACTATAAACATTATATCTCAACATATTAAATGCATATCCTCCTTGTC 

CCAACAATTCTACCTCTAGCAATATCTCCCACAGAAATAAGTCAAAGGATGCAACTCAAT 

ATGAACAMGTTGTTCACTGCACCATTATTTAAGAGTGAAAGGCCAGAAATAATTTAACT 
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CTCCATCAGGAGAAAGGTTAAATAAATAA 



Sequence 3477 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGCATATGAMTGCTG7TTTTCTAAA 

AGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGGAACACAGGAAAGATTATATT 

AATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAANGAGACCAG 

ATAGACCAGGATGCCCAGATATTCATTGAGGACCTGTTCAGAAGCAATTCAGCAACTACG 

AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACCGCTGTTTT 

GGATTTCATT 

Sequence 3478 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATCTGGTTTAGCATTTTAGCACTCTCAAA 

AGTGTCCTGGTTTAGACAATAAACTCTATAGTCCCCCAATTATGAGGCAGGTGCCTGGCT 

GCAGAGGCTGAGGAGCACTGGGGTGGTCCTAAGCTAAGTGTGGGTCTGTTTGAGAAATTG 

GTGATGCTGGTGACCCAGAGATGTCTGCTTGTTTTGCGTGCAGAGAAGGGCATAGAGGAG 

AAACTTAGACACCCGAGGGCCAAGGGCAGAATCAAGTGGAGGAGAGTAAGGAGGGTCTCC 

AAGACTACACCTAAACTCTAGAAGAAGANGGCTCCTCTTCTCATTTCTTGCTAAGAAACA 

CACCCATTCTMGGCAGTGAGGATGGMGAAAACAGCTTTCNTTTGGTTCTTTTGAGGCT 

TGGANNTGTATTATTAAGACACAANGGAATNAANGGCNATGAAACCAAAACTTAAAAAAA 

TGNCTTGCAATTCTAAACCTNNAGNGNANGGNGNAAACNACNTAAACCTGGGT 

Sequence 3479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGCATAATATTCTGTCAATTTAAAAAGAAA 

TGCAAACCACAAGTTTTGCAGGTCCTGGGAGGGCATTGCCCTCAGGATGCTCACTCCTGT 

CCCAGTCCAAACTAACTCCMTTCAAGGAAGGAAAAAATTCATACTGGTTTCATAGAAGT 

CGGGMTCGATAGTTCTTGACAATCACTTCTTCCCTATAAACCTTAAGCCCAGGAGGTCC 

TCAAGAGAAGACTCAGTGCTCACAGAAGGAGGGGCAATTTGAGGGCAGACATATTGTCTT 

TCCATGCACAACCTCTGANGTATCCTAGCAACTCCTGAGAGCAAACCCTTTATGATCTGA 

GTTCAGGGCCATCCAGTTCTGTCTCCTTAACGCTGTCAGTCAGAGCTACCCAGGAAACAT 

CATTACTCAGAATTTCACCTTGCA 

Sequence 3480 

CCCTTAGCGGCCGCCCGGGCAGGTACTGAGATCCAATGAGACATAAAACAGCTAACATCT 

TGATTTCTCTATATCMGTGTGTTTTAAATACAGTCATTTGAATGCAAAAACAAAAACAG 

ACACATACACCTTCATGCCTGMTATTMGAGACAAMCTCACACTAGAGAMTTTATTT 

TATGGTCCATTTGCTGCTTCACTTCTATTTTACAGAACAMGGCTCTTTAGGAAGATGCT 

TAGAAGTTTCTTTAATATTAGGTTTCTTGAAGGGGGGATTACCAMTTGCTTTTCTAG^ 

TATGAATGACTATGTAACTTGCCAGATAGGCACATTTATGCAGGTATCTTGTCACAGGAC 

TGTAAGNTTACCTTAAATCCCACACATTCAGGCGG 

Sequence 3481 

TCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACATCATAAAGGAAACTTAGACAAAT 

GCCMGCTTAAATATTTTCCTTTTGCAMCAATGCTGGCTCCAGAMCACATTACAAACA 

GCTGGGATTGTGMTTTTCTCTCCTTTAGAAACAAGAATGTTCTCATGTCAAAGGTAACC 

CATTGTAAAAAAAAAAAAAT 

Sequence 3482 

CCCTTAGCGTGGCGCGGCCGAGGTACCCCATTGCTGTAGAAGTTGAGTTCGAAGACTGAT 

GGGACAGTTGTGCTGGGGGTGATAAAAAACTCATCATTCCTGCTAGTGTGGGTGATTGTG 

ACACMTTTCCCAGCAGCTGTATGGCATGCATTACTACATCTTNTGAATTTCCTGAGAAC 

CCCAGGTCAAMTTACNAGCCAGGACTTCTCTTTCATCACAAAGAAGTCTTCGACCAATG 

TGGA 

Sequence 3483 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAACTCCATGTGCAAGGCAGGGATTGT 
CACCAAGACCCAACTCCATCTACAGACACCCACGTAAGATACAAAGACAGGTTGGGTGTC 
TAAAGGATAGAAAAAGATCCACAGTGGTCCAGGAGTGGTCCCAGCATTGTGGTAGGCACA 
AG AGTG AG G ATCACTTG AGTCTTAG A 
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Sequence 3484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGACACAA6CAGGGGCTTCAAACGTGCTTA 

TGCTGTTGAGTGTGGCCTTTCGTGCCACTGCCATTGCCTTGCTGGCGGTCCCAGGAGAAG 

GGTAAGAGACACATGGAACTGACTGAAGATCAGCAGACCTGCCTAGCCTGCATCAACCAA 

CCACCAAMTGTATGCTTATTGTTGAACATTATTGAGATTTTGTGGTTGTATACAGTAAG 

CGCATAGCTTCCATGAAAACAGTAACCGGGAGCTACAAGAACAGAGTGAGGAGAGATGCT 

AACAGAGCTAACTAAAACATGAATAAAATGTAAGGAAACCAAAATGAAGTAGAGAAATTT 

AAGTCTTTAAAGCTTCAGAGAGAAGATCTGAATCACTGATGTGGAGGGAAAAACTTTTCT 

TGATGAAGAGGA 

Sequence 3485 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGACAGGTTTTCTACTGAATGCAAAGTATTCTT 

TTATGGTCTTCTGTTTTCATTTATTTTCCTCCTCCGATCCCCCATAATTCTTATAAATTA 

NGGGCTCTTTTGCGGGGTTTCAACAATTCATTACTTACCCCAGTCATGTGCTGGGAAATT 

TTATTAT TGCTT ACTMGGCAATTTTACCAGGGATTTAAATCCAGACTCTTGCTTTCTTG 

AGTCAACTTTTGTTCTCACTGAATGATTCTACAATGTTATCTTGTGAAAGCCCCTCTCAC 

AACGATCTGGAAAGTCATATCCTTTCTAAAATATGTAACACCTTATGGATTCATAATAGG 
Sequence 3486 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTATATTATGAATGTATATTGCTGTGCTTCT 

CCTTCCTGCCTGACTCCGGAAGACTCCTGTCTCAGTCTCTCTCAACATGTCTGAAGGACT 

TAGGGGCAAGTGT CAGTG GTGAAGGCCCTAGTCTGAGTTTAATGTCTGGGGCCAGCTTGA 

MCAGCAGCTAGTATTTTGAGCTCTAAGCTAACACTCTGGACTTTCAGTCATGTTTTCTT 

TCCCCAGTGAAATAGAAAAGTTTGATTTCAAAGAGGAAAAGTGTGCAATACCTGCAACAT 

ACATAAAACCTATrTAATTTTA 

Sequence 3487 

GGTGGAGAAGGCACTGGTATTGACCAGGAAAGTTGTATGTAATAGAAATTGTAGAGCACA 

GTAGGAGAAGAAAAGTGAAATGAAGTAGACATGGGAGGCAGAAAGACAAAGAGAGAGGAG 

AGAA CAACC TATGTTGTAATTGAAGCTTAAGAAAATACCATCCTTGGACACTTTCTTGTT 

TCTGATTTTATCTAAGTATCTTCTGGTTGATTCTTAAACTGCATGTATTTATGGCACATG 

TATTTGCCAGTTTAATGGACACTTTTCCATCTAGGACTGTTTATATTCTGGCACCCATAC 

GTACCTGCCCGGGCGGCCGCTC 

Sequence 3488 

CCCTTAGCGTGGTCGCGGCCGAGCAGAGAGAGAGAGATCACAGCCTGGGAAACACTGTGT 

GTGTAGAGGTGGAAAAACACATGGGAGTGTTCTCATGGCTTGTGCATAAAACTCCCACGA 

GGTAGGATATA NTTG GGGAAGGAAGATTTGGTATIMTNGGGAGTCAAGATTGGCCCAGTCA 

CNCAGATTGCCTTTTGGTGGGTCAMGCTGANGGGACTTTTGGGTTTTGGTGCTAGAACT 

TTTGA 

Sequence 3489 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCCGCTGTTTTGGATTTCATTGAAGATTAC 

Sequence 3490 

CTNTNATNGGNTATCTGCAGCAATTCGCCCTTANCGGCCNNCCGGGCAGGTACCCCGGGT 

GA ATTTGA AAGGTATGCTCCAAATGCTCACCCATCCAGTANGGTTTATAATTCTAGATTT 

TMTTTTTATTCTATAATATTAATCTGGGAAGTCAATATTTAAGTATTGAAATAGAACCT 

TTAGTTTATCATAGTTCTTTCCAGTCTCAAAAGCTTCCCCCGCCACTATTAAATAATTCA 

AAAGGAGGCCCGGCCGTGGTGGCTCATGCCTGTAAGTCCCAGCACTTTTGGGANGGCCGA 

ANCGGTGGATCACAAGGTCANGGAGATCAAAGACCATCCTCACTAACACAGGTGAAACCG 

CTCTAAGTAAAAATCCAAAAAT 
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Sequence 3491 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCCTGTTTAACAAGGGGTAGGGGCCTTCTGAG 

ACTGTTTCCTCTACAGAGTAAGGGTTCGTTCAGCCTTTTCCGTGGCCTGCCAAGAACTCA 

ACTCCATGTTCCCTCACTTCCTGTAATTGACCTTGTCCAGGACTTTCTGACCTTGGAGAA 

TTCACCTTTGCTCTTTCTGCTGCTTCGTGCATTCTTCCACCAAATGTGTAACTGACTGGC 

TCCTCTCCAAACTCAAGGCTTTGCCAAATGCCACCAGCTCAGGGAGGCCTTTCCTGGCCA 

TGACACTTGAAGTTGCAACACTCCCCCGCAGTCTCCCGTGCCCCAGATGTAAGTTCCATG 

AGGGC AAGC CCTGTGCTTTTACCACCATATCCCCAGCATCTTGAGCTGTGCCTGGCCCAA 

GAAATATTTTGTTGAATGAATGAATT 

Sequence 3492 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 
C 

Sequence 3493 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGACTTGTAGCTAGTAAGGAGGAAAATGGA 

AAGATGAAGATTGCTTTGAACAATGAAAAGAGACAGGGTCTGATTTATAATCAGCTCTCA 

TTGCTATGTTAATAATAGGTGGAATAGGGACAAGGGGAGAATTAGAGACACCATTTTTGT 

CTGATTGTGTGATTGATGTGATTGTGTGATTGATGTGATTGAGATACTCCAACTGACAGA 

TGATGGTGGACTGGAGGGGTGGTAAAAATGGAAGTGGTGAGAATGAGCACATTTGAGATA 

TATTTTGAAAGTAGAGGCAACAGA 

Sequence 3494 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGATTAATAGGATAGATGAACCTTGACT 

ATTCTGCTCCTTTAGTTTGATTAGTCTTCTACCAGCAGAAACACTGGAGCACTCCTCCTA 

TATGTAAMTAGAGCATTTGGAGAGAATAACTTTTGGAAATTGCTGTTAGTAATCTCAAA 

ACAGAGCAGTCC AAAC TTAGTGTTCTGGATTAATTTTCCAAAACTGAGTTGAGAACGGGA 

TATGCATTCATTCTTTTAGCAA I 1 1 1 I I I 1 1 1 CCCGAGACAGTCTTGCTCTGTTGCCCAG 

GCTGGAGTGCAGTGGCATGATCGGCTCACTGCAACCTCCTCCTCCTGGATTCAAGCGATT 

CTTGTGCCTCAGCCTNTTGAGTAGAGACTACAGGTGTGTGCCCACCATGCCCAGCTAATT 

TTTCCTGGGTATTTTNATTANAGACAGGGTTTTNGNCATTGTTGACCAGGCCGGTCTTCG 

AGCCTCCTGGTCTCAAGTGATCACNNTGCCCGGGGCGGGGCCGTTTCGAAAAGG 

Sequence 3495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCTGACCTTGGCCTACAAGAGGCCCAGA 

TATGAGTCTTCCTAGACTGGCATCCAATTCAAAGCAAGTCAGGGCACTTTTCAGAAGTAG 

AAATCAGCACTGGGCTGCTCCAAAGCAACAGACACCCACAGCAAGTTAAAGGTCATGAGT 

CAAAGACCATNACTCGTGCACCTGTAATAACCCGAAGTTAGAATTAGGAGGCACTGCAGA 

GGAACCATGGGGTTGTTGCATAAAGGAGGGAAGTTGAGATGGGCTTATAGGACTTGGGGT 

TTTGCTTTGGGTGATTCNTAAAAGAGGGATTTGAGGGAAAGAAGAGGGGTCANTNCTGGG 

AATTGGGAT ATTGGNC CTGGGGAAAGTGGGGGTGCCAATTTAAATGACCTAAGGTTAACC 

CTTTAAATNATTTTTTTATCTTAAGGGAGGGCAAAAAGAAGAATTTGAAAAGNTCCACCT 

TGGNTTTTAAGAAAGNCAGGTTNGTCCACCTTCNATTGTTTAAGGCCANGGGAA 

Sequence 3496 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGGTTAGCTATCTTTATAGAACTAAGAAC 

TGTGAAT TTCA GT GACTC AGCAATCAATAAAAAGTCAATAACACACACATCTTGTAGATG 

ATGGTCATTTTAMTTTTCTCMTGAATAGTAAAGAGAGATTAACTTAGTTATATTTAAA 

GCAAATAGAATCAATTAAGTATAAAGAATGAATATTATAAATTGATATATAGAACGACTA 

TTAGAAAATAAAAATGTTGGGCTGGGTGAGGTGGCTCTTGCTTATAATCCCAGCACTTTG 

GGAGGCTGAGGTGGGCAGTTCACTTGC 

Sequence 3497 
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CCCTTTCGAGCGG CCCG CCCGGGCAGGTACAATGCCAGAAGT AI I 1 1 1 I I I CTTTCAGCT 

GTGAACCAGCCTGTTTTGTTTGACAAGCCTTTCCAGATTCATGCAGCTCAATCACGTGCT 

TGTTGCCAGTTTGAGAGTGMCCTATTATTTCAMCTTGTTGCCGTGACCMTTTTTACA 

AAACTGAAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACAC7TGCAT 

CCTTTTCTTCCAAGAGAATATTCTGACACTCCAACTCTAGAAGTCATGTCATTAGTAAAA 

TGAAAATAATAATTGCTTAATCACTGTTTAGAATTAGTTCATACTTCTTCAGAGCTTGAA 

GCCTTCACGACTCAACATCAGATCCATGGATAGTATTACTATACCTTTACCCAAAGACTG 

GGATTTATTTTGTAAAAATATCAANAATGGGTCTNGGTCCC7TTAAAGCAACTGACAAGG 

TATTTAACAACATTTTAAAACAATG 

Sequence 3498 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACGCGGGCAGTTGAA7TTGAGGCAC7TGAGGTG 

TCCAAGAGACAACTGAATGATCTAGAACTCAAAATAGAGATCTAGGCCAGAGATAGAAAG 

AGAGCATACGGGGATAACTGAATCCATGGGGTTGGATGAAGGTAGCCATGAAGACTGCAT 

AGGAAGGGCAGAGCCCTAAACAATCATATTTAGGCAATAGAGTATGAGCTGCTCACAGAG 

GAGATTAAGANGGAACAGCTAGAGAGATGAAAGGAAAACAAGGAGAATGTGCTGTATCGG 

CACCCNGGGGAAATGAGT 

Sequence 3499 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTAGTCTATAAA7TAAACAGCAATTGATTC 

TGAAAAAAACATGATTGTGGC7TAGTCCAAATATTAATATATGTA7TGAGAACCTGCTAT 

TGTGGACAGTGGAATTATGGCAATAAATAAGATAGACAATGTCCCTACCCTCAAGAAATA 

TAGTCTATGGCATAGAGAGAGACTATCAATAATAACCTTCACAAATAAAGATAGTGATAT 

GTGTAATAAAGACAGTATATTAAAGAGATGTGCTAGAAAGTGATGATAGAAGAGGAAGCT 

ACTTTAGATATTCTGAATAACAAGAAGTCAAGTGAACATTTGGGGATCAGAGCAATCTAC 

ACAGAGAGCCTAAAGTAACTTTAATGCTATACACTGCAGATTTTTAAATCCTGACCTCAC 

CCTAAAAACATAACAAGTAAAT 

Sequence 3500 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTT7TTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCCCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CCGCTGTTTTGGGATTTCATTGAAG 

Sequence 3501 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTTTCTTTAGATGTGATAATGATGT 

TTGGCAGTGGAATAGTATAATGTCTGGGATTTGCCTTAAAATAGTTCAGAGGAGAGAGCT 

TGGTGATAGCTGCATATACATATGGGAACATAATATTCTTTCTCTGTTTTTATGTGTTTG 

ATAA7TCTAATAAAAATG7TAAGAAAAGATAAAAATGACAAAGCCAAAGATAGTAAC7TA 

TTTAGMTTGAGGTTGTGTGATGGAGTTTTTACTTTAATGGGAAGAACTTAAATAAACTG 

AAGGTCTGTCCTAAATTCTTTGGGTGAAGCTTTAAGTCTATA 

Sequence 3502 

CCC7TAGCGTGGTCGCGGCCGAGGTACAGGACAGCTAGCACCGTAAAGACAGTTTTTAAA 

AAATGTATAACTACAGTAAATCTACCATCAAAGAAAGTCAAATACAACGT7TTCGAAGAC 

MCTCAGCTATTTATTGTAAAGTCCTAGATATTTACACAAAAATGTAAAATGTTGTATTA 

CTGTTTATATACATCCAAAC 1 1 1 1 I I I I AATGATTAAAAAGTCTCTCGTAAACATTTTAT 

AAACATGTTTAAAAAGTGGTATATTTTCTATGCAGCTTMTTTCAGATTTAATTCTAATT 

TTTCAAAACTATATGCATACTGAATAAT 

Sequence 3503 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGCCATAATTCCTACAGAAGGTCACTTAA 
CAAAATGTGCAGTGTGTGTGTTTTCTTAGAGGTTTTGGCTACCATGTCTTTTACTAGAAA 
TCTATTATGTCATGGTTTTTCAAGTTGTATGCAGCTGATAAAGGATCTTACATGTCTAAT 
AGTTAAAGATAAAATACTGAGTCACTAAGTCAACTATATATACTGCTGTTTTCTCAGAGA 
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CTGTCAGATTTGGTGAGTTTATGAGCTCACTTCATAMTAGCATTTCCATTTATGGTAAG 

CCTGATGCATATTCAGTGACCTATTGGATTCTAATTCTTTGGTTGAATTGCTCCGTAACT 

GGAATTGCAGTAGAGTTGAACTTCAAGCACCTTATAATGGGGGACTATGTGAGCTGCCCC 

AGATTTTAAAGATCAAGATGAGGGAGTTTTGACATCAGCATAAAAGGAAGGGTGTCCTCT 

TATATTTCCTMCCGACCNMCCAGGMTTAGAAGAAAAAATCTTTTGTCCATAGCTTAA 

AAAAAAAAAAAC 

Sequence 3504 

CCCTTA GCGTGGTCGCGGCCGAGGTACGCGGGTCCATGTGTTTGI Mill 1CTTTTTCAA 

ATTTTTATCCTTTCTTCACTCTGCATATACATCCCAAGATGCCTGTCCCCTCAGTGCTAT 

GTTTATGTCATCAGTGTTTGACAGAAGAGAGTGTCTTGGGTAAGGGTGTCCAATCGTCAT 

TCTTATCANGCTAACTGTCCTGMNMCTGTTGTTCTATTGTTTGGGTNTTCTTGCTATG 

MTTTATACTCATCATTTTATTTGCATTTGACTTTGTTGGTAGATAACATACGAGAATGA 

ACTCTTGATCTGCTTGACAGTTNTATATTTTGCTATAM 

Sequence 3505 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCAAAATCAAAAGTAAAAGTTGAGATTT 

TGTTGTGCTAACATTTGTCGTTAGAATGTATCCACCAAGTGTGTAGAATCAGAGTATGTG 

TTTTTATrrTAGTTAAGTMTGTGGGTTCATCCACATCTTC 

TTTG N GTTT AATTTMTTTTTTG AGT ATTT AAAGT ATTT AC AT GTTC AAAACTC AAAATT 
MGTGAAAAGTAGTAGTNTTGCTTNMTTTTACTNCATCACTCTTTACCTATCCACCAAA 
TATATAATAAATATTTTCATTAGCATCTTGTTTTCTCACI I I I 1 1 AGCATTTACATTATA 
TCCTATAATTCACTCCATATCAGCTAAAAMTAATATCTTTCATTCCTTTT 
Sequence 3506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTGATATTGTAGCTCTGCAGGCTGTTGGG 

GTAGCTACACATGGTGATGTTCTCATTTTCTAGTAAATCAGAAAGAATAAGATTTAGTAT 

AGAGAAAAATAATAGTTAACAACAT7TTATMTTGTTTTATCTAG 

TGTCATTCTTAAAGGCATTATMGAMTTCCTGTTGTATTTGTCTAGCAACATAATGAAA 

GMTGATGCACATTTCTGTTTATTATTTTATAMTATGGCCTAAATGCAGTATCTTTGTT 

ATTTAGTTTATCTGTATTAGTGTAGATTTTATTATTAATATTGNGG^ACCATGGTTA 

ATCTGGATCTCAGGCACAGTATGGTTTGCAGNTAAAATACCTCACTTGGTTTCACTTAGT 

CTAGGAAGCACTTTTAAAA 

Sequence 3507 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCTGATTCAGTCACAGAGAGGTAGGCCA 

TGAGGGAAATAAGGAAAAAAGTAGAAACAAGAAATAAAGAAAAATCAGAAACAATTTAAG 

ACCCTNTTGNGGNGCAAAAGGGAAGGTGGGAAAGAAGAGACAAGGAAAATACATAAAGGG 

GTTAAMGAGAGGAAAATAATTAGATAGTATTGCTGTTGTGTTTTGGAAAAACTCTTAAT 

TAGAAGGAAAGGAACTAACTTTATTAAGCTACCTCTATGTAGGAAAACTAAATTACCAGG 

TTGATGTGGGGGG 1 1 I J II 1 1 GAMGATTTTATTTCAACTTACAGGCATCACCAAAATTA 

TTTTCCTCAT 

Sequence 3508 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGC 

TGTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGA 

AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 

AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 

ANCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAMCTTTACTCANAAC 

AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCT 

Sequence 3509 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTAGTATCCATTTGGCCCATAGTGA 
CTACAGCAGTATTGACAGATACTTCTMGGATTTTGATCATCAGTAGTCTTCTTACTATT 
TTGGTAGCAGGATTTTATCCAAATGTTGACCTGGAAGTTCTTAATTGTGTTTTCAAATAT 
TTGATTATTTTAAGGTAGTGGTGTTTGTTTAAATATATGTTATCMGTATTTTTGTTGGT 
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GGTTTCAGCAAGAGTGTTGACCTGAATAACCTAGCCTGCTATTGCCAGAAACCAGAACCT 

CTGAGGGAGTTTATMTTGAGTCTTAATAAMGCATTTTAAAGATGAAAGACAATAATAG 

CGGTMGTTATTCTGATTTAGAAGTAGATGAAAGAGGTCAAGGCTTAATTGGCAAGGAAC 

TGCATAATGGAATAGTAGCTACAT 

Sequence 3510 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAMTAMCAGAATTTTATGGAGGCTACACA 

GTTCTATTTGTTCAMTCAAGTATTATCCTTTTTAAAAMATGCCACTAMGCTAGTTTC 

CTCTATNTNGAACCNTTCTGCTTGTGCAGTAACAATACAANGGCCCACAAAAGAGGGCTT 

GAGTTCCTTCCCACATGCACTGCTTTTTCTCCAGTMTAGACTGCATTTTGGATGACTGC 

CAGGCAACAATAGTTGACTCGTGCTGGCCAGCTCTCAACATAGGTCTCTGAAGAAGCTGG 

GGMCAGGGCAAATTGACGCTTCTAGTTTTCTCTCAATAATCCCTCCCCAGGGTTCAGGT 

TCACAT 

Sequence 3511 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACAATCTTGGATTTCCAATGACAATAGTAACCA 
AGGCTGAGAGGAAATCCTTCAGGAGACAAMTCTTTACACTTGGCCTGAGACATTCCATT 
CAAGTGTGGTAAAGAGGTGGTGACAACAGCTAGTGGTTGTGACAAGACATC 
Sequence 3512 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTT 

Sequence 3513 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGGGTTTGTTTCAATGTTGCTTGCTCGGAATGGCCCTCCTGAGCAAACAACAGACG 

GTGCTCAAAGTAACAACTGGCTTAATAAAAGGAGCTTACACGAAGGAGGAGCTGAAGGCT 

ACTGTGGTCGTGTGCTGGGGGCTGCCCCAGCTCCAGCTGCAGGACCCCGGCCGTCTGCCT 

TCCGACTCCGGTGATGATTCTTCCTGCGGTCTGATCMGATTCTATGCAGTTAACTTTGT 

ATC CMGG ATCT ATAGC CMGAMTTTGGAGCTCAGTTTCAAACGTAAGTATTCTGGGTC 

CAAATTTTCTGCCTmCCCTTAAMCAACTGAATTTTATTT^ 

CAGMTTCAAGAGTTATTAGATATTATAAAATCTAACACTCTAAGTTAACATACAAGGAG 

ACATAGCCGTTTCAATGACAAATGTCATACATAAAACTGCTTCATATCAGAAGCANAAAG 

AGAGCTTGCTTTTCCTGTAGTTTCTGTAACACAGAAGCTGTNCAGCTCATTCTATGTATG 

MATTGATATATAAATCAAGACAGMTTTCCCATCCCATAAATTTTATGCCACTTTGATT 

GGGNCTTTGTTANTTGGTMGCANNCAGTTTATGTGAGAAGMTATTTTGGAGCCMTTT 

CMATCTGCCATTAATTAATTTANTGAATTTTAAG 

Sequence 3514 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGCTCTGGGAAGTGCMCCTTTATTTCTCCT 

TCATGTTTTTAAAGTCACCTTCTTAATTCTGGTAGAACATAACTCAAACAACTGAAAATG 

TTAGGAATGGAT TTACA GTCCCTCTGGCTACTCTCTATCTGGGATGGAAAAGAAAGTGAT 

GCTGGAGATMC TTTTC CTGCCATCAAGGGACATCTATAGAGGAGAGGCAATTAATTGTA 

ATGTGCC MCT AG TTTTG A7TATTCAGGGACTTGTGATGGAATTTGTGGATTATTCAAGG 

TCCCTGGTTTTCTGTTTTGGCTMTTTCACTGCTCANTGGCGCCTCCAGAGGTCAGGGAC 

AGCTATTCTCCTATGGAGTGTCCCCAGAGAGACAGTGGCAAAAGGAACCACCCCCTTTTG 

AGCAACTACTCTGTGTCAGACACAGGG AGGA I I I I I I I I I A 

Sequence 3515 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTAGCCCATCTCCTGTTCCACTGTTT 

AGTGAAMGAATCCTCCATTGTCTTTTGTTCATTCTCTCCCCATCAGTGGACATGAGAGA 

AAGATCCCATAGCCCTCTTGGTCTTGGTTGGAACAGGAGGAAAATGAAAACTGGACATCC 

ATCTTAGGACTTAATCCTACGGAGACCACAAGCTGGAAGAGGCACTCAATACTAGCATGG 

CTTCTGTGGCATTTTGATGAGTAGTATGGGCTCCACACTGAAATATTAATATCTTATTGT 
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CTGATCTATTCAATATCTGTGGATGTTAACTCCACCCCATCCCCTTATTGAACAATTACG 
ATGCCTATAAATAT 
Sequence 3516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATACTTTTMGTGATTAAAMGATTTGATG 

AAAMGTGCAGTTCTGTGTTGACTTTAGGAMCATTTTCTCCCAGCTAATGTCCTAATAC 

TCAGCMG CAAM TTGGAAAACAGTTTATATTGCTGTCAATATGTATAAGCCATGTCTCC 

CACCATTACTTTTCCATATTAAATATAGAAAAAAGCAGAATCCCATGTGTCCCAGTGACT 

GTCAGAAATCTTCCCTCTTCATTAAATAAAAATTTAAATACCACAT 

Sequence 3517 

CCCTTAG CGTGG TCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCT CATTTTA CTTMTMTGCCTGATATTTGCATGTTCTTCCTCAAATGTGTCCAAC 

TGCTTAA I MM T CTTCMGTTCCTTTTCTTTTTCAMTACTTGGGTTTGTAATTGGTCA 

AGTTGTGAAAAATCCCAGTTTAAGTCCMTATAGTCAAACACTTTTTTAAGTTTCAATAC 

CTGTAAGATGCAACACTTMTAGCGGTGAGTCTGTCTTTMGATTATAGATCTCCTCTTT 

AACACCTTTATTTACTTCTTGATTAAAGTAATAGTTCATTGCGCTGTATACTGTCAGCCT 

CCTCCTGMGCGCTGATGTTTTTTCATGGAATTGTCTGCAAA 

Sequence 3518 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAATGCTCTCCCATAGGCTCTTTTATTGAATC 

TATGAMTGATTCMTCTTTCCCAAAAGGTATTTGCCAATTATACAAAGTATTTTTAAAA 

TTCTTATGTTATTTAACTAGTAACTCMTTTCTAGGMTCTTTCCAAGGAAAATAAAATC 

AGAACTGTMATAAAGTTTTATGGATTGGGAAGTTGGAMCMCTTCACATTCAAATTAA 

TACCMTCTTTTTTCTTCATGAACATTTATCAAACATTATCATTATCAAACATTATT^ 

CAAGTCATTATCAATGACTTGTTCACTGTTCTACCTGTATGTTATATGCTATAAAGTGCA 

MAGTAAAAAGAMATGTTTAAATACATATAMTCATATTTTTATTAAAAAGTCAATGAA 

GTGAAMTGTTCATAATTGAAAAAGCAGCCATATGTATGATATTACCCAATTTGTAAAAA 

GTMT TGTATAAMGTAAAAAAAAGTTATAGMTCTTGTGTTATAGCAATGCATTACATT 

ATTTTATCATGGTATCTAAMTMTTATATTGGAMGATGATATTTGTGTAACAAGGTTG 

ACCAAAMTGGTTCTATCMNGCATATCTTATTTGGGTCATTGGGGAANCCCNTTCCTAN 

CTGGTTATTTCTGGA 

Sequence 3519 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATACATATATATTTATTTATACACACACA 

CACACACAATTTTTTTCTTGGTAGCACTTAGCTATCCTCATATCCTTACAGATGAGGAAG 

TATTTGGTTATCCTTCCCTAAGTCACTTAGCTAGTAGGTGGCAGAGCTAGGGGAGAGGAA 

TATCAMTTAAGTGCTTTAGGCAACTTGTTTCTCCTACACTGCAGTGCACCTTTCCCCCT 

CMACACTTMCGATCMGAGACTGTTTTAAGATGGGTCTTATCACGCTAAAGCTNAGTC 

AMTGGGAAMAAAAMTTGTTCCCTTTAAANATTTCTTCAAAA 

Sequence 3520 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CCMCTACTAGCAAACATMTTAAGGGATCATTGTATTGTCTAGGTGCGGCTTAGTAGAA 

TATGTAMGTTT7TTAGCTGTCCATTACCCTGGTATAATCTTGGAGCCATAACCCAAAAC 

TATATTCCTGGCMGCATGTTMGMGTGGMMTATGGGTTTTCAAATCTTGTGGAAAT 

ACTNGCCTTTCAMTCATGGGTGAGAAAAAMTGCTAMTTATTTTCTTACTATGAGGAA 

GATTTCTTGCCATTTATCTATGTATACMTATTGNATCACAACAGTTAAGGTATAATATT 

TCTACTCAGMCMCAGATTACAAMMATCATATGCCCCTTTCAGTGTTCATATTGCTT 

TGTTAGGCCATCTCTCAGMTATATTGTGTAAAACCAGMGTTTTMGTTTTGTGTTTAA 

AMTGMTGCACTATGATTATACCGTAATATTTTCTTTTAAT 

Sequence 3521 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAATAAAGAAATAAACACTGTAAA 
ACCCAACCCCCMATGCTTGAAGATCACTCCTGGGCTGAGTTGTTGGTGTTTCAGGGTTG 
GACATTTAAAGGGGAT fTCATGAAAATTAAATTTCTTGGGTTTG I MM I CAAAGTTTTA 
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AAATATATGTTTATAGATGACATGGATAAAATGAACTAAGGTAATATAAATAGTGCCT7T 
CAAAGAGCAATAAAAGAATGCCTTTGGTCCATAAAAGGAGAGATTATCAAAAAGAATAAA 
CTTGATTAGAAGAAATAAAAGTAGATT 
Sequence 3522 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTC 

TGCTTT CATTG CACATGCTGTTMCTTCTTATGMCTCTTTGTTCTAATAAATAAGCATA 

TCCAGGTTTTTCATAAATAMTGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAACA 

TTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCCTT 

TATGTTTGMTGTTCCTTCCAGGTCTTTGAAMTATACATTCTGAGTTGAAMGCTTTAT 

AATAGGTAAAACTCATTAACCCATATACTT 

Sequence 3523 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAA 

Sequence 3524 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGCACACTTCTAGGAGTCTCTCTCACCTC 

TACCCTGTTCCTGGTGGAGGACTATGAMTCCTCAAAAGCAAAAGTGACAGTTTATTTTC 

TCTGMCMCTTCTGCATATACTTAGTTGGCTACACAGAAATCAACTGATCCTGMTTTG 

MTTACCCAGCCTTTAGAATGTGGGAGAGGCCTTCCTTCACAGTGCTGTTAAGCAGACTG 

GAGACT ATCT ACGTAAAACGCTAGCACAGTTGCTGACATGTAGCAGTCGCTCAGCCAAAT 

GGAAGCTTTTATTATTACC TGTTT TTTTCAAACATTCAAMACCGTAMTAACTATGAAA 

TGAGAMTTGGCTATACAGTTTTATCTCAAGAAAATCTGTATATTGNTCTTAACTTCCTA 

ATATGTATA AAATCATC ATTTCGTGACATTTACTAGTATTTCTGGAGGGTAAAATGCCTA 

ATGNCTTGGTTTTnTMCCATTCTACTTAAGTGGGGACCCAACATTCAGAATGGGAATG 

GMTNMGCAAGACTCTATTTNGGATCTTTGAMGGNATTTMTGAMTGTTTCTATTGG 

G N AAAC AATT AAGTTTC AAAA A 

Sequence 3525 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTAGAGGAGTATTTCCTGTGTAACTGAG 

CACTGTGATAMTCCACCTMTACTTTAGCTCACTTGTTCCTCATMCMTCCTATTTTA 

CAGATGAGGAAATGCACTTAGACTAGGAAACTTGCCCAAGGCTTAGGATAAATATATTTC 

ATCTTAAMGATAGGTGTGATTCGAGCTGTCACTGGCATTATCAGACTTTTTATATCAGA 

TTTTATTGATGATAGATGACATMATTGGGTTCTTAATATGTTAAGCATTGTTCTGTTAA 

TTMCTTATCTTCACAAGCAACATAAAGAGGGAGGTAGGATTATTACTTGTATTTTGGAG 

ATGAAAAATGCCCACATTGAGGGGTTTAGTAGCCAGGCCTCANAGGTCCTGTAGCTAGCT 

GCTAAAATACCTTGCCAGGATTTAAATCATGGAAGTCTCTTCAATGGTATGGCTCTCTGC 

TGMTTTGGTAATACAGCCCGTTATTTMAATTAGGTTTTAACCCNNCNCATGATATGGA 

AGATTATTTMGATTTCATTTTNCCCATT 

Sequence 3526 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCATTTTAGACATATTCTCTATGCAGTG 

GAGATAAATCTATTAAAAGGTGCTAACAGACTCTCTTACAAGTGTAAGAGGAATCTACTG 

TTGCTATGTTAGTGTGMTGTTGAAGGTGCMTTATCACATTGTTTATTAATTGTATAAC 

AGATTATTACTAGAAA 

Sequence 3527 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAATCATATGTAGTGTCAAAACTGGAAGA 

TTCCAATGGCCTATTCCMCATTTCCCAAAATGTGTTCCACACAATACTAGTTCCAAGAG 

A TAGAC AGTGTTAGCTCCCATTGAAGAGGGGCAGGGGGAGGGATTTATTCATTCAACAAG 

TATTTTGGTTAAAMTTTGGGAAACAGTTCATACTGTATTCCATCCTGGAAAATCATAAT 

GTATATCMTATTTTAAAGGCTTAGAGMGTCTTATAGTAMCTGTCTTAGTTTACTTTA 
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GTCMCTGMCATTTCCCACACTTTTTGATATAGGAACTGTGTGTGTGGGACACATGTAT 
GTCAMTGTTAACCCACAGGGCAMTTTTGGAAAACAGTCATCTGTTCTATGGTATTTAT 
ATACATTAACACTAAAAAAAGTGAATTAGCTCTTACATTTGTGTCACCCAATATGAGTAT 
GTTGAAACCCTAATCCAGTGTGATGATATTTTGAAAGTGGGGGNCTTGGGGAAGGT 
Sequence 3528 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTATAMTTTAATCTATAATGATGTATTAGC 

AATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAG 

AGGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTAATTTCTATTTACCAATAA 

ATATGCCTGGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGA 

MGTAGAGGGTGGTTTCCAATGAGAGAATTCATCTGCTTCTAATCTAAAAAAAAAAAGAC 

ATTGACATATTCAATTTGTAGTGTCTTATATAACAAGTTCTTNAGTAATGTAAAAG 

Sequence 3529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I 1 1 I I 1 1 1 1 I » I I I 1 1 I I 11 i I I GAGACG 

GAGTCTCACTGTCGCCCAGGCTGGAGTGCANTGGCGCCATCTNGGCTNACTGCAAGCTCC 

GGGTTCACGCCATTN TCCTG CCTTAACCTCCGGAGTANCTGGGACTACAAGGCGCCGGCC 

ACCATGCCCGGCTAATTTTTCGTATTTTTTMTAGAGACGAGGGTm 

AGCCAM6MTGGTNTCGATTCTCCCTGGACCTNGGTGGATCCCGCCCCACCNTTTGGTT 

CTGCCAAAAMNTTGCTTTGGGGNTTTNCCAAAAANATTAANGNNCCACTCGGGGGCCCC 

AATACCCTAAAAA I I I 1 1 I I I 

Sequence 3530 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTAAGGMGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCAGT 

AAMCTGGC7TCCTNGGAMGAGAGCAAGCTATGGGATTMGATACTTAATAAAATTTTA 

GGCMGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTT 

ATTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAAC 

TATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 

TGTCC 

Sequence 3531 

CC CTTCGA GCGGCCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGACCATAGACCTTAGACGGAGGCACCTGTGAATACATTCTCTCTGG 

ACAGAG GCATA TTACCTCCTTACATTCTTGTGTCTTGGAAGATTTCTCACATTGGCAAAC ■ 

TGAGAGATTTTCTTCTGGAACACAGGAAAGATTATATTAATGCTTATAGCCATACCATGT 

CTGAATATGGGAGGATGACAGACACAGAACGAGACCAGATAGACCAGGATGCCCAGATAT 

TCATGAGGACCTGTTCAGAAGCAATTCAGCAACTACGAACAGAAGCTCACAAGGAGATAC 

ATTCCCAGCMGTGMGGAGCACAGGACCGCTGTTTTGGATTTCATTGAAGATTACTTGA 

AAAGAGTATGTAAACTTTACTCAGAACAAGAAGAGCCATTCGAGTTAAAAGAAGTGGTGG 

ATNAGAAAAGAATTATTTTAACTGGACCNGGAACCC 

Sequence 3532 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTITGTGTTCCCAGATGCTATTTATCCAAGG 

TGGCTAGTAAATTGCCTTAGTGATCCAATGGGTTCCCCCCACCCCACCTTGGCCACAGTC 

TCTGCATTGCACAGCCAGCTCCCCAAGACATGTGGCCTGAGGGGTGCTATCTGCTATAGG 

GCTGAATCATGCAGCTTCACTTTATGGGGAAGAAACAGGAAGGAGACTGAATGCAGATAA 

AGAGAGCTTTGGGTTTGGGGTCAAAATGCCTGACTCCAGTCCTGCTACAGCACTTGCCTC 

ANGCAAAGTGCCTTCC 

Sequence 3533 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAATAGTCCCCTAACTCCCTGAGCTCGG 

TGAGGGCAGGCAGGGATCACTGCTAATAAGAAGTAACACAGAAGCCAAATCTTTAAGGAT 

AAACAANNAAAGGGAAAAAAAGCCGAAAAATGCATTATTGTCAAAAAGCAGTCCTACATT 

CMGGAGTCATGAGATAAAATGMGTGCCTGGGGGAMCTTTGAGAAGCTTAGTTTGAAT 

GAACAGAGGAGAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAAGAGTC 

CAMCCACATACTATCCMGGACMTCCACTGTCTGACATACTCAACTTTTTAACTGTGT 
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TT 

Sequence 3534 

CCCTTAGCGTGGTCCGCGGCCGAGGTACGCGGGTATTTGGTATTTAAACAGAATTTCAGT 

GGAMTCTTTCAAAMCTTAAACCTTTTTATACAGAAATCCATATTGAATATATAAGGCA 

ACACTTTGTTAGTTTGCTTTTTGAGTTATTATT 

AGCT CTTCCTGTTTTCAMCAGATGMGTTTTTAMCAGATMCCCAGCATGTTTCMTT 

TTTTGTGGMTAATAGATGACTCACAGTAMGTTACAACATATTTTCTTTTAAAGTAAAA 

MCTTMGGMTMTGATACTTGCTTTGCCATTCMGGGCCTTTTTTTATCTGTTTAC^ 

TGNGGGATCTTACACATACACCAGATACCNAGTTTTGGGTGAAATAAGGGTGGTTATAAT 

TATTTACTTATTGTCAGCAATTGCTTTGTGGCCTAT 

Sequence 3535 

CCCTTAG CGTGG TCGCGGCCGAGGTACTTGGACTTAAGAAGACCAAGACACACCAATCAT 

TATGCTAGTTTTAMCGTT ATCC CCTTTCTCtACTGTATATTCTGCCTCGAACCTATTCT 

TACAGCACCTTCAAACTTATTTTGGGTTCCCTGTGATTTGCACATTGGAAGTGGAAATAA 

TTGTGAGAGTGCTTGTMGTGTTTCGCACTGTATGAGATAGTTTTTATGCCATATGGGAA 

AAA CACA ATAAAAATTCA CTATT ATGAAATAAAATAGCATCATTGGTCATATAATTCACT 

TCCTTTTCCTACAAATAAATTTTATTTTCTTGTMGGAGAGAAACTAACAATAATTTGAG 

TAGTTAGAGMTMAGGAMTATTTGTGAGCCTTACTGGMTTTATTCAATATACCTGAA 

MAMTTGGTCTGCCTGTCCTGGTTGCTCTCTTTTClsnTTMTATTCCAAGGAATGTGM 

MCTTGTGGGGAAACCTNAGTGCATTAANCANCANCCAATNCTTGCTTAATGAAATGGGG 

AACAAAAGCCANACCCATTTAAAAGCTTTNAGGAANAANAAGGATTGAGGCCAATTCCAA 

TTCTNCAAACTTCACTTNCATAAATCTATCATTTTTTAAAATATTTAACAACTTCAAAAT 

CCAAACTTANAAAAAAATA 

Sequence 3536 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGGAGCAAAGGAGAGTCACAGAAAATAAAGT 

TTTAG AGGM GTCAGGAGCCAAAACATGTMTGTCTTTTAGCCCATGAAAAGAAACTTGA 

AATTTATTTTAAATGTTATGTGMGTTATTTGAAACTTTTGGA 

TTTTAAGCAAATCACCGGCTATTGTGTGGAAAATAGGGAACAGAGACTAGCAATGAAAAT 
GGAAGGCGGGGGGCTGATAGATGGAGGCATTAGAAGTAATGAGAATTGATAGMGTTGAT 
GAGGTTGAGCCAGCAAGACTTGCTGATGAAAGAATCAG 
Sequence 3537 

CCCTTAGCGTGGTCGCGGCTCGAGGTACATAGAACTCAGTCTACTTATTTTTGTTCTATT 

TAAGTGTTCTAACCTGTCATCACTATTAAATAGTGGAATTTGAAI M I M i I G l 1 I I 1 1 A 

MCAMTTTGTAGGGGGGCAGATCTCTTTCTTGGGTTTTTCTTTCMCTTAGTAAGGCCT 

GGCATAATGAATCGCACATTATAGATGTAAAAATTACTTAACTATGAAAGCATGCAGTGG 

GGTCAMGTTCTNCAGCCATAGCGGACTTTGGAMTTTMGCCMAMGACAGTTTTNGG 

TMTTTGGCTCTCCAGTTACATGTTTTAACTCCTTGAGGGTGTATGGGTTATTTCACATT 

G 

Sequence 3538 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTMGATATATTMTTTGATCACTTGCACGTGTAGTTGAATTATTGCAAAGA 

ATTGTCCAAGTATAAGAAAATGGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTC 

ACACT GCATCATATGATATAGAGGTTGTATCTTAATTTAGCATGGTCCTACTGGATTTGC 

TTTTTATTACTAAATTACTAAATAACCTTAGAGACTAAAAACAACACAGCATTGTGAGAT 

MTTAGGGGGTATTGTCTTTAGCCTCTAGGGGTTGTGGTAAATCTGAGCATCGTCTCACT 

GGATTCTCGACTC 

Sequence 3539 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTTAT 
TGCTTT GATTG CACATGCTGCTMCTTCTTATGAACTCTTTGTTCTAATAAATAAGCATA 
TCCAGGTTTTTCATTAAAANTAAATGGMGGAGTCTATAAMTTCTTACTAGTTTTA^ 
GAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCAT 
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TTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAG 
CTTTATAATAGGTAAMCTCATTMCCCATATACTTTCCATGCTGGGCACAGCANGTGTG 
GGTAGGGTAAGAAATATAAAGATGACTCCCAANGATTTTTTG 
Sequence 3540 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCACCACTCCAGGATTTAAGGCGTAAAT 

CCTCTTACCAATTAGTCATTCGTTCAACAGAACTTCATGGCTAGGAAGTCACACTTCAAG 

TTGCACTAGCACACTATTACTTTGGGGATGAAMGTTTACATTTCCTAAAATGTGCTACA 

CAAA MCATTTCCATMGTGTTTTTCAGAGAGTCAGTTGCACTACAAGCCTGATGAAACT 

TTTTCAACCATAAAAAGACTCGAGTTCCATAAACCGTCACAAAGATGTGAACAGGAGAAA 

CTGCAGACTCTCCATCAGATATATTTATTGAATAAGCTGAATGGAA 

Sequence 3541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGGTTTCACATGAACCTTAGAAAACTTGG 

AAGCCACTGTGTCCCCAGATCTCACTCCCTCCTGGTAGAGCCCTGCCACAAGACAGAACA 

GATCAAGAGGCACGTGGAAGAAAATATGAGCCCTCCAGGAATTTCAGTGAAAACCAGCTG 

AGATTCGAGAGTGAGACATGGCTTTTCCAAATACAGCTGGTGTGTGTGAATTCTTACAAA 

AT TACA GGAGCAGCATTGTCACTGTGAGTGAGAGATGATGTGGTCCATTTGAGAAAAGTC 

TGTTTTCTTCCTTAAATCACATTCCAATTT 

Sequence 3542 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGAGATGGTAATTTAMCTTTTAAAMm 

GGAACTTGTTGAAAATAACCGTNGTCTCANAAAAAAAATTGGTGGAGGGAGGAATACATG 

TCCACTGMTGTCMTGCTATTAAATGAAATACCA7TMTCAGTGTTTATCCATCATTTT 

ACAGTCAGGACTTAGAACATGCTTAGCAAAGAAGTCTTCCAAAATTTGCTGATATGCCCA 

AAAGAAAGAAAGTC AGTA TATTGAAGCGATATCTGCACTCTATGTTTGATGCACACTGTT 

CACMTAGCCMGATTTTGAACCAACTTACGTGTTAACTGATAAATGGATAAAGGAAATG 

TGGTCTNNNNNTNNNNNTNNNNNNNNNTCCTTTTTGAAAAAGTCATGGAGGCCATGGGGT 

TGGCTTGAMCCACTTTNGGGGGGTCCGATTCCTTCCTTTTTTGNCTAAMTTTATGTAT 

ACGGTTCTTCNMTGTGTGGTAGGGGGGGGGGCATCCATATAGTCACTCCAGGTTATNGA 

NGGGTCTWACTTNTA^ 

TNTTAATTTTACCGNTGGTAAAAAAATGAATGGNCCTCCCNATGAATNGGAGGTTCATGN 
GGGGGCCCNNN^INNNNNNNNNNNNNNNNNNNNNNNNNCCNTTNNCCTT^^CTTTCN^T^^T 
NCCT7TNTNTTTCCTTNCCCN 
Sequence 3543 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGACTTCTTAAAAACAATCATCCCTGTGT 

TCCATTTACTAAGGAAAATTCCCTCGTCGCGCATCAGAAAGACTCAGGACGCTAAAGAGT 

ATAGCTAGCTGCTCATGTCAGAAAGGGGGGAACCAGGAAGGCTATGGTATCCCACTTAAC 

CATTAGCCAGCACATATTGTGGACAGATTTAMTTAGAAGACACTTGGTGATATCACTTA 

AGCCTATTTCTGGACTCCTGCAGGAAMCAAATGCTGGCACAAAAGAAAACTGCCAAACA 

CCAGCTGGTCTGGTAGTCMCATTTATGAGCTCTTGGCATTTCATAATGTGTCTTACATG 

TGAGAAAATCCATTGCCATTAMCTCTTTTATCCATTCGTGATCTCACTTTATAGATTAT 

GTAAGAAAACATCCCAACAAGTGGACACATGCTTAAAGTATCTAATGAGCGAATAAAATG 

AAAATT 

Sequence 3544 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGCATGTGAAGAAGCATCTGCCCAAAGCAC 

ATGTGAAGGAGCTTATCAGTTGGCTCGTGGGTCAGGAATTCGAATTAGAAAAAATGGAGT 

CCATATGCCAGGCTCGAGCAAAGGAGCTTGAAGACTCCTTGCAGCAGCTACTGAGACTCC 

AGGATGACCATAGAAACCTGAGGAAGTGGTTGACTAATCAAGAAGAGAAATGGAAAGGAA 

CGGAAGAACCAGGGGAGAAAACTGAGCTGTTCTGCCAAGCTTTAGCTAGAAAGAGGGAAC 

AGTTTGAATCTGTGGCCCAA7TGAACAACTCTTT 

Sequence 3545 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAAGTGTCTTCTTATGAGTTCCATTTTCCC 
ATGCCTGGTCCCCATTAAATATAGTCCTAATCTATCTGTCTTGATTAATTTCTATTGCTC 
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AGTTACATGAACCCTTTTCTCTAGCCAGACTACATAACTCACTCTGTCTGCCACATATCC 

C CTGT ATTCCCATAACCAGACTTGACATGGGGGACTCAATTTGGCTGGATTGACCAGCCC 

CTTTTCTCTGAGATCTGCACTCTGTGTTCCTCATTAAACTATCAGCAGTTATGTTTCTGC 

CATATGACCCTCCTCTCGATCCATAAA 

Sequence 3546 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 I I I I I 1 1 1 II I I I A TTTGGGNGNTTT 

TGAGACAGAGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTAATGCAATCTCATCTCATT 

TCAACCACTGCTTCCCGAGTTCAAGCAATCCTCCCACCTCAGTCTCCTGAGTAGCTGGGA 

ATACCGGCAMTACCACCACACTTGGCTCATTTTTGTCTTTTTGTAGAGACAGATTTTAC 

CACATTGCTCAGGTTGGCCTTGAACTCCTGAGATCAAATAATCCAGCCTTTTGGGCCTCC 

CAMGTGCTGAGATTACAGTCATGAGCCACTGTCCCTGGCCTGTGTGCTCAATTTTTAAT 

GAAGAGTAAATGAATGAATAATTTGCTCTTCTTTCATCAAGACTGGAAATATAAGCATTG 

TGTCAGCCAGGAAGCTAAAGAGAAACCATTCAGCTCCAAATCTTAACTACTTTGCCTATT 

CTAGCTGGCCTGTTTATGATGCCGCAGACAGTTAGCTGAAAATATCAGCTTTGTTTAANG 

GGAACACATCCCAATAAGGCAGAATGAAAAGAG 1 1 1 1 II I I NTTAAAAAAAA 

Sequence 3547 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTCAGGAGCACACAAGGGCCTAACTTATG 

CCAAGAATAGAGAAGAGTTAGAAATGACTCTCAATAGTGTGATTTGTAGAGTCCCCCGGA 

TCCCAAGGCAAGGGTCTATGGAACCTGTTCAGGTCAGGTGTTTCTGTGGTGTTCGCTGCC 

GGTGTGCGTCAGCAGATGTGGCAGGAGGAGGTAAATAGCCACGTGCCCTTGGGGTGAGTT 

TCGGTTTCTCCAGCTTTCAAGGACTTCTAAAAAGTGAGCCTGGTTGCAGCTTCTACAATG 

CAGTAATCCTGGCCCTTCTCTGAANGTCTTTGAATCATTGCTCTTGGAATCACTTCTGGG 

TTGCTCATCACCTCAACTTTTTCACCCTTCCTTTCTTA 

Sequence 3548 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTTTACAAAAATCTTCTACGTGCCTAGTATT 

CTTGCTATCCTGTGGCCTAGAAACAAGCATAAGTGGCTAGAGAATAAGGCACAAAATGTG 

CAACGGAGAGAATCTTTGTCTTATACTAGTGTTCTTATAAATATGACCAAGAGAATCATC 

AAAACAAAATGAAACAGCCTGGGGATAACAGCAAGATGGAGGGTTCCCAGGAGCAGCACA 

GGATGGGAGATGGAAAAGGACATCAGTCAGTGCCTGTGGTCTGTCAGCTGCTTGACATGG 

GCCATCTTCATTCAACTTCCTTAACACTTGANAATTANGTATTGGCATCCCTGCTTTAGA 

TGAANAAAACCAAGGCACAACATGATTAAATTGTGCAACTGNTATNCTGCANAACCAAGA 



Sequence 3549 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAAGCAGTGGTAACAACGCAGAGTAAGG 

TAGAGGGTGCTTGAAGATCAATTTCATCTrCATAAGGGATTCTCCTTGCCTTGGGCTCTG 

AGGAATGTTGGGATGCCTTAATCCCTTCAGCACAGGTCACTGTTGATTTAGAGAGTTGGG 

TGCAGCTACCATGGCCTGAGTTGTTTTCTCAGCTGAATCAGATTCAGACAGGGCTTCTTC 

TGAGACGGTGGGATGTTCTTCTAACAGGTGTGAGGAATAATTATCTCACTGTGTCTCTCT 

GA GTTTC ACTTACCTTTCCTTAACTCTGTTATTGCCACAGGCTGTAATGCCAGAAATGAG 

GGTTTTTGGAAAGTCGCTGCATGTCTGCTTGGTTGTGAGTCTGGGCAGCTGATGAATGGG 

TTGCTGTTATGGTGTTTACTTTTCTGAATCAAGTGTTCCTTTGCAGAAGCAGGGGGCTTC 

AGCCATTATGTAAGCTTTCAAA 

Sequence 3550 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCAGAAAGTAGGGTCAGTTTTTTGTT 

CCTATGTGCTACTTCCAGACTATGATTTTTCCTAACTGTTCTCTGAGACTCCTAACATCA 

GGTCTGTTAAAAAACGATGACTTTAGCCGGGCATGGTGGCTCACACCTATAATCCCAACA 

CTTTGGGAGGCAGAGGCAGGCTGATCAACTGAGGTCAGGAGTTCAGGACCAGCCTGGCCA 

ACACAGTGAAACCCCATGTCTACTAAAAATACAAAAATTAGCCGGGTGTGGTGGCATGCA 

CCTGTAGTACTTTNTATTNTTTTNNCI 1 1 1 1 1 1 1 ACACAATATATG ATTTT ATTAATAAA 

TAGTGCAAAAGCATCANTGATAACTGTTTGAACATTAA 

Sequence 3551 



T7TTCA 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAAMCTGCCTCNTGGAMGAGAGCAAGCTATGGGGATTAGATACTTAATAAAATTTTT 

AGGCAAGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCT 

TA7TCTCTACACACTCAGGCTAGAGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAA 

CTATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAA 

CTGTC 

Sequence 3552 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGACAGGTCAGGCCTGAGTGATTGTTTTATG 

TGCCAAAGGAAGATATAGCAAACTGACCTTTTTGCTACATTGAGATGGGGGAATACTCTG 

GCTTCCTGTCATTTCTAGGTGACTAAAACTATCTTGACACCTATGCAGACTTTCTGACTT 

AGATTTA TAGAA TGAAAGACATGAAAGATGAAAGATACCTTAGAAATTAACTGGCTTTAG 

CACTGCATTTTATAATGAAAATAATAAGACTATGTGAGAAGAAAAGAGGCATGTTGGCAA 

ATGGGAAGATTTATGGATATGACATCAGAACCATGGGGAAGGGTGGAGGAGGGCATAGAG 

TGATTTGGCTNCGTCCTCTAGGTGGAAGGCTCTCAAAGCACAACTTGATTGATGAGCCGG 

ACAAAAGCTTGGGAGACTATGNCACCCCGCGTACCTGNCCGGGCGGGGCGCTCGAAANGG 

CCAAATTCCAGCACACTGGGCNGGCCGTTCTAGTGGATNCGAGCTCGNACCCAACTTTGG 

GGGTAATCATGGNCATAACTTGTTTCCTNGGGGAAA 

Sequence 3553 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGACTCCCTMTTTGTTCCTACAGATTTTAA 

TTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAGAA 

AGGMGAAAGGAAGGAGGGGAGCCCTGGTAGAAATTTCATTTTGTCCAGGGCAACTTGGG 

GACTTACAAAGGAAAGACCAGAGAGpANAGGCNGAGAGAGGAAATGGAGCNAGAAGTGTG 

AAMTTAAAGGGGAACCCCAGAAMGAGGAAAMGTTTGAAMTTAAGTTGTACCTTTCT 

hfTTGAGCTTTTTTGTTCAGAAAGTGCCCCNAAANGGGGGTTGGNGATACTTANAAAAAAG 

TTTACAAGGAGAAACNCTTAATTGMGMGGAAMTTCTTTGATGANGGTTGTTNTGTTT 

TTGAAAATNTCTTAAAAAGACAAAAATCNTTTATTACCAAATATTNTTGCCCCAAGGGGN 

GAATTTAAAACTCCTTAATTTTG AAAGGGCC I I 1 1 I II 1 1 1 1 II 1 1 1 1 1 I 

Sequence 3554 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGTGATATTAGGATGTAGGACACCTACACA 

ACTTGGNAAATGNTTGTATATMGGAATTTAGGATGAGTTTGTTTATTGAGTAATAAGAT 

NACTGNGAGTACCCAGGCTACCTGTCAAAGGGTAAGGGNAAGAATTTTGGCCCCATGTGA 

AAAGTTTNGGGNGGGTGMCAAGGGGNNAAAGGGGCCTTGMn'AMTGGAMTTTNNGTT 

rmTTGGGNMTTGmGGTTNTNGAAGNTTTCCACCAAMAMAATTTTNCTTTCTAGG 

NGG^^TTCTCMTTTAAATNCTCAAMACTmCCAAGATTTTTTTAMA/W^AAAGGTT 

CCAAAANTTN GNAAA GGTTTTAAAAN I I I 1 1 1 1 1 AACCNTTAAAATTC 1 1 I 1 1 1 1 I GNGG 

NGNGG GGTCCTm NGNTAA ATTTT CCCCCMTTTGNNCNCCTrMNTTTTTATNCCCCC 

CTTTCNI 1 1 I 1 1 1 1 I NCCCCCNTTTTAAGGTAATTNCTCCTTTANNNTNNTTATNAANAA 

ATANTTAAGNGNNCCCCNNCNNAAATTTTN I 1 1 1 1 I 1 1 1 I 

Sequence 3555 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGAGGGGAAAAAAATTTATCTTACCTCCA 

GCMGAAGAGATTTCTAAAATATTGTGCTGAAACACAATATCCTAGGATTAGACACTTTT 

AGA TAGTT AAATATAAGAAATGCTAGGCAAGCATAATTTGTATATGTATAATACACCCTG 

AAAATTTTATTCTCMCTTCACTTCTGTTTAGATCTGAGACACTAAAAATATTTCCTTTA 

GCAGAAAATTCTTCAATGATTATNAGAAAAGAAAATTTGCTGGTATAGTCACAAATTTTA 

ATATTCCAAAATTAAAGAAGTGCCCTTAAAA 

Sequence 3556 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATGCCCGAGTGGACATCTCTCATTA 
CACACCCAAGGCGAAACTTAGAAATAGCAGTGGAGGTAGGGATGGATGTATTGCCAGTCT 
TCATATTCCGAGCTATTTATTCTCTATGAGTGCTTAAAAAGGACAGTAGGAATGTGTTTT 
TAAGTGGGGCATGTGTGCTCCTGTGAGTCCAGAGAAGTTGGCAATTCTGTGTCAAAAACT 
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TGTATTTTTGCATATGTATGGCAAAAGTAMGACTTGATTTCTGATTTTGAAGACACATA 

ATCTAATTGGCAACA CAAAA TTTACATTCACTATACAAGAATCANTANAAGCAATATGTA 

ATCANGTATTCTATMTTTTATTTGGATAATAAATGCCATGGAAACTTTACAATGGGGCA 

AACAMTTTGGATGGAAATAANGGTMNTGACCTGTTGCTTTATTTATTTAAAAACCTNA 

MGCTTGTNCTTTTTANAATGGAMCMTTTGNAAAAAAAATNAANAATfvlNNNAAACAAA 

AMGG TrnTT AMGCNNGGNCCTNNTGGGCCANNACAATNTNTTCTAATNAAAACNNNNC 

TTAIsrTATTTTCCTTAAAMTATTATCCTTTNAAMGCNANNMTMTTCAN 

AAAAATNTNTTCAAAAAAATTTNTT 

Sequence 3557 

CCCTTTCG AGCG GCCCGCCCGGGCAGGTACTAAAGGTAAGTCTATGAGAATGCAAGCGGG 

TTTAT TTGGT TTTAAACAACACTTTACTCGTTACTCTGCGTGAACTCTGTGAGATGGCAC 

GATGATTTTAGGAGAGCTGATGTAAGTGAAAAGTTACACTCTCAGCATTGATTGCTTAAT 

MTMGGGAATACTATGGAMGAGGMCATGGGTTTCCCTCAGATTTTTCAGAATTGCCT 

AAMGAGCAGCAA7TGTTTTAGCGGCGTCTGTCAATTCCAAACTATTCTGAAAGAAAT7T 

CTGCCCATCTTAAAAGAAAGCATCAAAATGTCATAAAAAGTTGGAAGCCCATAAGCTTGC 

ATAGCCGCTGCTGAAATTCTCTGGGGTGAGGAGCGGGAAAGGGGTTAAGATCTAATCTTG 

MCCTCTTCTAGAGTTACCTGGGGGATCTGAATCTGCACTTTCTGGGTAAATCATAGCTT 

ATTAGTGCCAGAAGTGAGGTTAGMTTCATCTGGTGAAACCACTGCTATTTTACACATTG 

GAGAACTGAATNCCANTNAAA 

Sequence 3558 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCTTTCTTCCGAGGTTTTATAAAAG 

TCAGAGMCCCAGMGGCCCATMTTAGGTTTTTTGCACTCTGCCTTTCAGGCACGGTGT 

GTAGGMTTCCAGTTTGGATGATATTTGCACATTTTGATGTGTCTCCTGAGTTGAGTATA 

TGATACTCTTGTGGGAACTACAGGTGTGTTTTCCTCTAAGAAGGAACAGTGCTTCTGTGT 

TTGGGMGGCCTTTCCAAGACACCATGTGCCATCATTATTACATCTTTTTTTATGTGTGT 

CTTGGGATCTTTCC ATCAC TMTTTAATMGCATAGCTTATTATAGTGAGCAGCCATTTT 

TGGACCTGCCCTCCTTTTCAAGTTTCATTTTTTTCTTGCCTTTTGTTGCC^ 

TCTACTTGMGTTCTCAGATCCAGAAATTGGGCTTTMTTTCTTTGATTAGGNCNTAAAA 

AATGCCAACACATATACACTCNAGATGACACTTAATGGGGGACTGATAATTGCCTAAAAA 

ACMTCCNGCTTTANTTGGATNGGGGGGAANAANAAAACTTNGGGAATAATTATGGTNAA 

TAMTTMCCCAATGGGGTNTATCAAAMTTTNGGAAANGAATTNCNGAATAACCTNCCT 

GTTAATTAAAAA 

Sequence 3559 

CCCTT AGCGT GGTCGCGGCCGAGGTACAGGCTCTCTCAGTGGCCAACTATTTGGTGATCT 

GCACA TTTTTAGCATAGAACCTTGAAATGATACAGCTGTGCTGGTCATTACGGAATTCTC 

TTTTTGTGTGACAAGAATTGTGACAGGCTCCCAGGACCTAAACCCAGAAGGAAGCAGGAC 

CATATTGCTGCCTAGAGAAGGGGATGGAGCATATTCCAGGACACCGATGAAACAGAAGCT 

TCCATCACAGTGCTTTCTGCTACCTTATGAGACAGTTTCGCATCTCAACAGCTNTAGGAT 

ACAMGGMGCACATACATTTATACTTTATAAGGTGGCCAAGGAATCCTACTGTGAACAA 

AGAATTTCTAAGATAATAAAATCCCAC 

Sequence 3560 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATCAGATACAGAAACTGCAAAATGCTACAAA 

AAATTCATCTAATGTATAATATGGAGTGTAACATTGGAAGAGCAGAGGGGCTGTGAAGTG 

AGAGTCTCTGTTGACTTTGTCTTTCACAGACTCAMCAAAATACCTTCGATGTGACTTTA 

CTG GCCC CTATTTTAGTCCCCTGAGCCTCMCTTTCTGTATTTCATTGGGCTTTTGATCA 

CTMTTTTACGTAMTTTCACTAATACTTACTGGAGTTTTCTTACATTTGGTTTGCT^ 

ATGTCAGCAA 

Sequence 3561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTCATTTATTAAAATAATACATATTGA 
TCTCTTCTGGGTTCCAGACCTTATACTNGGCTTTGGGTAAATGTTGGAGAGTAAAAGAGA 
CATTGNCACCACCGTCATGACTGACCCTTTGATTGTGTGATTAGAAGTCTCTGTGGCAGC 




WO 01/070979 



PCTYUS01/09126 



TABLE 1A 
114/599 



ATGGCCCACAATGAGCAACATACGCGATGTGTTTCANTATCCAATGCCAATGGAGTGGTT 

MG TCATT TGGGGACATMTATGATGGAATGTTATTAATCATTCAAAGTAGTGTTCATTG 

ACAATTTTGATGTMTATGTTCMGATTTAAGTGAAAAAGCTGGTTACACGTGAACTGGA 

MAMATTCTACTGGATATTATATTACTGATTTCATGGGATGNGGMTTATGMGATTTT 

CATTGNCTTCTGTGTCTG^ITTCTGNATTTTCTATTAGAGAMTATTTTTCTACMTGAG^ 

NTATGCTTTAATACTAAAAAAA 

Sequence 3562 

CCCTTC GAGCG GCCGCCCGGGCAGGTACGCGGGGGTTMCMGATTTCTATGCCAAATTT 

TCAMGTTTTTATCATCCCTACCTCATTAGGCTTAGAGCAAGACTTTGGTAACAACGGAA 

ATMTTTGGAGTCATGCTCTCAGCTGAAACACAGAGTTTCCTTCCATAAGGTCTAGAAAC 

CTGTGCAGAACATGAAATGTAAACCCTTGAGCAGCCATMTTTTTCTCAAGTATCACACT 

TCTCAGTTTCCAGTGGGATCTTTTCAGCTTTCACGGTCTCAGCATCCTATTTATCAGTGG 

AAAGTAATCAGGGAAA 

Sequence 3563 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAGACCCTCAAAATATGTAAAATCTTTGAC 

ACTTAGGTGTGTCAAAGATGTTGAGCTCAGCACAGAATATGCTTCCCATTCTGCTGGGCA 

CAGTTGTTGCTTCTMGAGGCTGCTCAGCAGAAMTAMTTTCCCAGTATCCATTGCAGT 

TAGGTGAAGCCAAAAAATGGAGTTTTCGCCAAAAACATGTGAATGGAAGTGATGGGTCCA 

TAGAAACTACCCATGTAAGCCTCCTCCATGTGCTCTTTCCTTTCTGGCTGGGTTGAATGG 

AAAGAAGCACAAAGCCATCATCATTTTGGGACCTCATATGATTGCATGAAGATGGACTAT 

CATACCCACCAGCTCATTCAAAGAGGATTGTTCTGTCTGCAAGATTGTGATTAAGACACA 

TGTTTGTAGATCCAATTATTACMAGTTAGCCTCACTMCTCAGTAAATTTAGATTTTAA 

AAGATAAGTTGATCTTTANCTTTA 

Sequence 3564 

CCCTTAAGCGTGGTCGCGGCCGAGGTACCATGAAACACGTCTATACAATATGGCATTGTA 

MTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAAAATTTAAAGTGTTCAT 

ATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGTC 

MGTTATGMTMGMGGCTTGTCATAACACTACTTGTTTAGCATCAAATTTCCAGTTTA 

CAACAAATTGGAAACAACCAGGACGTCTCTAGCTAGTAACCTAGAAAAATATGTAACAAG 

ATTAMMTTTAGTTAAAACTATATATTTTGTGTGTATTGGGGATATATGAATAATAGTC 

ACACTTCTGMGAAATGGGATCCAGATGTCATAMTATGAACAACTTTCTTATTGACAAA 

GATGACTCTAACAATGTGGCATAATCACTAGCCAAGTTAACTACTTTATTCCCAGAATTA 

MCATATNCATGTATCATTMNGGATCTCCCCAGGGTMTAGTGGACCCTGCTTTTTAGT 

AMCCTCATTTAAAATTGGGAACCAGAATTTAAAATAACCTGGAGAACAANAGTGGCTNC 

CAAMANANGNGACCTTGAGMCCATGTTCANMCCTTTANTTTCCTTTNTTNTCCCCAA 

TCTGNAMTTCTTTGCTTNCNNGNGGGGGMGGGCCGGAGTTTATTAAAAAAAGGT 

Sequence 3565 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTGAAAACAATATCTTTAAGAATAA 

AGGANATGAAANTGGGCATGGTGGCTTGCATCTATAGCCTCAATGACTTGGGANACTGAN 

GGAGGGAAAANTTGNTTGAAACCNAAGGAACTTGAGGCTACAGTGTGCTATTGAAGCATG 

TGTGTGAAACAGNCACTGCATTCCCTCCAGCCCAGACAACACATCAAACTGCTGTCTCAA 

AAMAATMTMTAATAMTMGMTMNGGAGAMTTMCACATTTCCAAATATTATAA 

AACCCTAAGGTAGTTCATTACTTGATAGACAAAAAATGCTNCAGGCAAGTCCTTCAANGC 

TGAMGGGAAAGNAMTTTACTTTAMCMGCMTTTTTGAAAGCCCNNAAAAGGAAAAA 

AA 

Sequence 3566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAA 

MGGA ATCATAGAAAATTAGTGCTGAGATGAACTCTGAGATAATAGAATCTAACATCCTC 

ATTTTAGAGAAMGAMCCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACAC 

AGCTAGAGCCCTTTAAGCCAAATTGTTGCTCTATTATCCTACACATTTCCTCATAAATAA 

GTTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGA 
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AAAGCTCTAAGAGCCAGGAAGAGAATAAACAAAAATGAGG6GAATAAAAGAATCAAGAAA 
GMGTAMTCTTTCTTTGTTCAMGACMGTTCCAGACAGAACTGGGAACATTTAAAGCA 
G AG AAGG N AG AAAAAAAAAAA 
Sequence 3567 

CCCTTAGCGTGG TCGC GGCCGAGGTACCACACATATACACTTCTGGTAGTTTTCTTTC7T 
CATTTTCTMCTATTTTGTGAGTATGTTAMTATTTATO 

TT ATCT CCCAGTGCGTAGCTATAGCMTGCTTTTAGATMGTAACCTTGCACATTTTCAT 

TATTTTCMTATTTCACTGTTACATAAAATMGGGTGACCATCAAGGTTGATTTTGACT^ 

GAGAACCAAAAGTTCTCACTGGAGGCACCANGAAAAAAAAATGTANTATNGNCCATANNN 

NNTNATNTNATATACAATNNNATNTNCAATANATNATA 

Sequence 3568 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAAACTGAAATTGCCCTATTGGGTTAG 

AAACCTATAACTGCCCAGAAGTAGCAACGGAGCTGAAGTCAGAAAGACAATGGAAGAAAA 

TGATGGAAGTCTTAGGATGGCAACGAGGACACATTAATCATGGTAGCGCTCCAAATATAA 

AGCCTGTGGTCATAAGATGTGACCATTTGGMTCCCTTGACTTGAGTTTGTTCCCGTCAT 

CCTTCCMCCTTTCAGTTTGGAGGCAAAGGAGGTTGTATCCAGAAATAAGTATAATCTTC 

AAATGTGCCTGTGGTCAAAGCCTTAGCACCAACCACATGAGTTTAATCCAACGGCAAAAT 

TATACAGTGGAAGAGGAAGTAACGTGCGTGCCAACGTGGAGGTGAGTTTAGTTCAACATG 

AGGTCCCAGTCTCAAAAATGCTCTCATCTGAAAAGAGTTCAAACCTCTGCTTCTGGCCTG 

AGATAGCCTTGAATAACAGGTGGGAGAAGACAAATAACCAGAACTAAAAGGGTGGAAAAA 

CTA 

Sequence 3569 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTATGGGAATTTTCGCTTTCTGCTCC 

AAGGCTGAATCTGTCAGATGACTGACTACTCAGCAAACATTTGCTGGTACTCTCTGTGTT 

CTAGGAACTGTTCTGAGTGGTCGTGACAAAAAGATGAAAGTCAGTGATCCAGAAGAATTG 

AGCTTAGTGGCAGATCATTGTTTAGTGTTCTTAGACTCAAAGAATTGAGGATTAGAAGAA 

CCCTTTGAGGATATTCMTTTGTCTCCTTCCTGCATAGMGGCTTTACCCAAACAATTAG 

CAG ATTGAT GGA I I 1 1 1 1 1 1 1 1 CTTAAACAGCTCTAGAGAACTGTGTCCTATACAGAGTG 

CATGTTTTTAG GGGTA GACAGGAATGCCAACTTGGGAATCATTCTAAATACATAACATGT 

TTATGTTMCTCTTTTCAGATCCAAANGTTGTGGACACATATATAMATTTMTTTGCTT 

CTGTTMTTCAGAGATGGAGTATAAAACTTCAGGGGAAAAATATTGTATTCACAATTTAT 

TAAGGGAGAGGAATTCCTCCCTNAAAAAGGTAACCTTGGAAT 

Sequence 3570 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCATCCCCCATTTCACCAGTCTTTTCCTGGC 

ACTTTCTCCCTCTATTCCTCACTCTAAGACTGAGTGGGGAATCAATATTTGGCTGTAAAG 

GAG TATATGG TGTCTTACCTTGTGTGCTGAAACAATGTATTTACTCAAAGTGTTATGGAT 

Tn*CTTTTTTCTCTACATTATGCCMGACATAMTTCTGAGAGTGTTTATGAGGGTGCCT 

C"nTT CCCC TCTGCTTTCTrrCCMGTTAGAGACATCAMATMTAAGCCTTMCCATTT 

TCCTGTTTTTAAAAGAAAT 

Sequence 3571 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTMGGAAGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGTA 

AMCTGCCTCCTGGAMGAGAGCAAGCTATGGGATTAGATACTTAATAAMTTTTAGGCA 

AGAGAAAGAGTCCAGGTCTTTTACCTAMTTGCACACCAATTGAGCTCATCTGCTTATTC 

TCTACACACTCAGGCTAGGGMAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTATA 

GCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATGAAAGTGTAAAGAACTGT 

CCATCTTMGCTGGGAMCCTGAAAATCATGGCMGTATMAATCACTTTTTAGTAATAA 

GACAAGGA AATAAA ATAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCACCCTAC 

GAAATGCMTTTTTAAAAATGACCACAAATATCCCAGGAATAATTATTCNGAAAGGATGC 

AATGGAAAACAAAAATTCAAAGAATCCATCAAGGGCNTTCCCCCCNAAATTAAAATGAAA 

TGAGAMTCCAGAGCCGAAAGAAATACCTTNTGTTGGCTAAMTMCACTGTTTTCCAAA 
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ATTAGGAGMTTTGAAATTAGCCAAAGCMAGTNTTCTGTNMTATAAMTAATTTT 
Sequence 3572 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGTTTGAAATCTTCTTCCCCCAAATGTCA 

CGTTTGGAMTAGGAGCATTTTATTTGACAAAGGTAAGAGTTGGAGATCATTAACTGCTA 

TCTTTAMTMGTTAAATTTATGGTATAGCAGAGTMCTGGACTTTTMTAAGGTTTTAG 

MGTCAAMTAMGACACTAGTGTGMTGATGGTGGGTTTCAATTGTCTCCTGGGCATTT 

TGGTCTATTGGGTTAGGAGAGTAGGGGTCCCAGAATGTTCTGTTTCTTTTCCTCCTTTAA 

CAAATTTTATTGAACACTTACTAGT 

Sequence 3573 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGAAACACGTCTATACAATATGGCATTGT 

AMTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAAAATTTAAAGTGTTCA 

TATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGT 

CMGTTATGAATAAGAAGGCTTGTCATMCACTACTTGTTTAGCATCAMTTTCCAGTTT 

ACAACAAATTGGAAACAACCAGGATGTCTCTAGCTAGTAACCTAGAAAAATATGTAACAG 

ATTAAAAATTTAGTTAAAACTATATATTTTGTGTG 

Sequence 3574 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTACAGCATTTTTTCCTTCTCTGTG 

CACCACTCACACAGACCCCACGAAATGCATACAATGCACACAATTTTAtGGTCATAGGAG 

MTGATTCATTCTTAGAAAAAAGATTCCACTGATATCCACTCAATACTTGTGTCTCACTT 

GGCMTTGGCATACGTGACTGTTCCTCTATTT7TCCATCTACCTAATTTCAAAGGATTTC 

CAGMGGAAAAGAAGATTTAAATGCTTCATTTCAAAATATTTCTGAGNTTTTGACAAAAG 

GTGCCAMGACCACACATTTGGGAGAAAAATACAGTCCTTTTTAAAT 

Sequence 3575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATCTCTGATTTGCAAGAATGAGACATCA 

TACTCATTCTTAGAAAGTTAAAAAGCTTAGCTATCCGTCCTCAACAAGCAATAAAAGGAA 

ATTAGACTGAGMGATGGMAAGTGAGACAGTTAAAACTTCCAGGATCATTTATCAACTC 

CMTMCCAAGCATCATMCTTTATCTAACTTTAGCTCCACAACCTTGACGAAAAATCAC 

AGTMCACCGTAAAAGGCTAMMAMCTACTTAMCTTAGTGTTATTTCTCTCCCTTGT 

TMCCTGAAACTAAACATTTTATCCCACCTCAAAGATAATGTTTAAATAACAAATATGTA 

TCTAMTTAAAATTNCAGT^ATTTTTTT AAATTTAAAAACCATAGGGGTGCTTTTTATAC 

TCATTATMGGMAACATTTTTTAGCCTCTGCAGGMGMTGATMTACTATTTTTMTT 

ATATAGGACATTTTANNAAAAACTCAAMTATTTTTGAAATAGTNAAGTCTCTGGATATC 

CCTGGGAGGNAGGTTGAATATGATTATACCCAATTGTCTAATGGGGTAATCTGGAGGCAC 

GAAGGTTAAACAATT 

Sequence 3576 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGAAACCCATTGAAAGAACCGAGTC 

TGAMTAGAGTMGGTCTTTTTAACAACAAAATGACTTTGCATGGGTGTAAAGCCAACCA 

ACTAGGTCAGACTTTCTAGGMTGMCTTCAGTAGMTTTAAACTTTGTTAGAGACAATT 

CACACCTCAAGTCTCTATCCAGTGGATCAAGCTCTTTCTGGATGAAGCTNTATGTAACCT 

AGTAMTCAGAGCTTTCTTTGGGTGGGCCTGGAAGTTTGATATCAAGAATAACCAGCCTG 

TMTCCCAGCACTTTGGGAGCTGGAGGCAGGMAATTGCTTGAGGCCAGGAGTTTGAGAC 

CAACTTAGATAACATAGCGAGACCTTGTCTCTACAAAAAATAAAACA7T 

Sequence 3577 

CTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCACCTAACAAATTGGAGG 

AMTGAAMGACGAATCAACMCATTTTGGAGAAAAAATTTATTCTACTTCTAGAATTTC 

ATTCTACAAGTGCTTAGTTCTTGGTTTGGTAGATGAAGTGAMTCAAMTTGGATATTTG 

GAACATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCATAAATT 

TATTGMGAAAAAGAATTCCTAGCTCTACTTGATACTTCTTTTCAAAAATGTGGAGAAAT 

TTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATAAACAGTATATGATGGTGAAATC 

TGATGTTTGNATGTATAGAAAAAA 

Sequence 3578 
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CCCTTTCGAGCGGCCGTCCGGGCAGGTNCTAGAGACAATATCAGAATTCAAAAAAGGACT 

TNTTTATCATACATAAAAGATCCATAAAGAATAGTGAAATCTGAATAAAGTCTACAGTTT 

TAGTTTACAGTAACATATATATACCAATGCTGGTTTCTTAATTTTGATAAATGTAATATA 

AGGTAATTTAGGTCATATTGGTGAGTAAGACGGTATTGGGAAATACCTTAAAGTTCAGTT 

ACCtTMGTCAGAGAACTGGCCTGCTAGGAAGTGTTGGGMTTTGTCTTTGGGGCTTTGT 

CTTCCTATTATCTTTGCAACTTTGCTGTAAATCTAAAATTATCCTAAAAGAAAAAGTTAC 

TTTAACAAAACAAGATTCATAATG 

Sequence 3579 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAMCAAAAACTTTCTATTGTTTTGAAACCT 

TCMGTCCTTTACCTATTGCCCTTTTCCCACTTTGTTTTAATAATACAAAAATGTAAAAC 

ATCTCTTAGGAACGTAAATTATAGACCAGGCATGGTAACTCAGGCCTATAATCCCAGCAC 

TCTGAGAGGCCAAAGCAGGAGGATCACTTGACCTCAGGAATTTAAGACCAGGAGGAGACC 

TCTTCTCTACAAAAAGTAAAAAAGTAAAAAAAAAAAAAAAAAATTAGCCAGGCGTGGTGG 

TGCACACGTGTGGTCCCATCTACTCAGGAGGCTGAGGTGGGAGGATCACTTGGGCCCGAG 

AGGCTGCAAGGCTACAGTGAGCCATGATCATGCCACTGCACTCCAGCCTAGACAACAGAG 

CAAGACTGTGTATCTAAAAAAAGAAAAAAAATAGAAATTTATTGTTACAGTAAGGGGTGC 

TGATTATCTCACGTATGTTAATGTTCCAAAATTGATAAAAGCTGGCTTAAACCACAATCT 

TCCCTTAGGGAAAAACCACTACATTATATTAATNCAAAAATTTAA 

Sequence 3580 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGATTAGGATTTCATTATATTTTGTTGG 

GGGGCAGAGGA GGGT CACAGCTCAAACCACACCAATGGCTTTGTCAGATTTCCTGTTTTA 

CTTCTGTTGCAGTTTTGTCTGTTCTCTCTTTAGTAAACTATCCAAAAAAACCTCTTGATT 

TTATTGCMCTTANrrGTAATACTTANGTATTCATTCCATTATCAGMTATTTTNNNTATT 

TTTGNGACCANNGNNANGGTGCANTA 

Sequence 3581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTTAACACAGAAAAAATATACTAGATGG 

ATGTATACAAATATGCAATCTAGAATAGTTTATGGGAGTGCATTCCACTAAATGCATGTT 

TTMTTTATCATTTATATTACAGCTAGTAAGAATTTGCACATGCTGCATTCTTTTCAAAT 

CTGCCTCACTACCGTGTATCTTCTATTTTTACCAGGTCGGGTCCTAGTAGAAACAGCAAC 

TCTGGGACCAGGCCACCTAAGCCTGACCTTCAAGCAGAAAATGTCCAGTGTGAAAATTTA 

TCTTMGTCATCMTCATATCMGCCATATAACATTTTTATNCATTAAAATAAAAAAATA 

CATATGTTGAGATGAGCAGCTAATAGCTAGTGCTCCCTTCAA 

Sequence 3582 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCAGGCTATTAGTATTATCTAATGAGT 

GGCTTAAAGATACCAGAAACACTGACTGAGGTCTCCACCTGCTTCTGNTGAATGAATGGG 

AGCTTCTAGCCATTGAATAAGAGGCAGTAGCCAATGTTTCTTATTCTGAATGGTCCAGGT 

TGACTTTTATAAGAGAAACACTCAGCCTTTTAATTGCTGAAGGTCTGGCCCATAGACTAA 

GATTGCACATTCTTAGTCTAGGTTACACTTGAACTAGACTGCACCCACTGACGATATATT 

CAGGTTCAGGTGTTMCTCACTTGGATTAGCATCTGGCCTGCCTATCTGAATATAGGTTG 

AGACGT GTATTG GAATCTCTGACTAGGTCAGAATACGTTCTTAAGTTATATTCTCAATAC 

TGAGGAATTTTTACTTGTAGAAACTGAAGGCTCGGAAGAGGATGATAAAGAAAATGATAA 

GACTGAAGAAATGCCAAATGATTCAGTCC 

Sequence 3583 

CGGGGGCGGACCGTGTCAAATTCATGGAACGTGGCATCGTGCTCTGACAAGGANAGCAAG 
AGGTCAGGATCCACAAAACAGGCCGGATGAAATCACCATCTCCGTGCGGGGAGGTGGAGA 
GAGCATANCCCTCCCTGCCAGTCTGGCAACTCCAGCAAAGTCCTCATGCTCATCCCACAC 
ACTCGGTGCTAGTCACTGCTGNGTGTTTACATTGAGTAATGGAGCTGCCGGGGG 
Sequence 3584 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACAGCGCGCGGAAGAAAAACCAGCA 

AGAAGGCGGCGGGGGAAGATGGCGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGC 

TAGTCGAGTAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGC 
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CGGCTATGGCNAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCT 

MGATCTGGCAMCTTGGTGMCAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTNTCA 

GMGTATCCATTCCCTATTCTTATCMTTCTGCATTCCTAMGTTAGCTGATGTTTTCAG 

AGTTGGAAATMTTTNCTGAGGCTATGTGTTCTTAAAGTTACCCAACAAAGTGAGAAACA 

TTTNGAGAAGATTCTAAATGTGGATGAATTTGTGGAGAGAATTT 

Sequence 3585 

* CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTGCTCCCAGGGAGGCGTCAGCGGGC 
ACCGGGCACACGACAGAGTGCTCAGCACCATCAGCCATGAGGGAGCCACAGATCCAAACC 
ACAAGACGCCACTTCACTCCCGCGGGGACGGTGTCAGTAAAAACAGGTGAGAACCAGTTT 
GGGTGAGGATGTGAAGAAATGAAGCCTGAGACTGCGGGTGGCATGGAAGCTGCTGCCGCC 
ACTTCAGAAAACAGTCTGACGGTTTTTCAAACAGTTAAGCAGAGTGAACCCAGTGCCCAC 
TTGGGGCAGGGGAAGGATGAGCATGTTCCATATGCACACAATGGACTATTACCCTGCGAG 
AAGGAACGAGCTATTGATATTGATACTCANAACGTCAGCGATGAATACTATAAACATCCT 
GCTGTCTGAATACAGCCAGATCAGAAGAAGGCCTACTGTAGAGTCCA7TTGTAGAAAGTT 
CTGTAAAAACCAAATTCAGATGACAGAACTAAGAGCACTTGTATCCCCTGAATGGCGGCA 
CGGGCTGGAAA 
Sequence 3586 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGGTCACCMGTCCTATATTTTTCTCAAAT 

GTCTCTTACATTAGTTACTTTCCAAGTTTTACAATCAGAAAM^ 

ACCACCTAAATATTTTCTGGCTTCCCTTTATCCTTACTTTAATTTATCCACTAAAAAGAC 

ACCAGMTTACTCCCCAMTTGGCCATTTTTCTGATTTTTAAAAGGATGGATAGTGTATT 

TTGGTGGGMGGATGAGAAGGTTAAAAAATATTATCTAAAATTAAMTGCMTATTTTGG 

AAAGAGAGATCTTTGGTTTAGA 

Sequence 3587 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I U 1 I I II I I MM 11 1 I I I 11 1 1 AG AC A 

GAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGCTCAATCTCGGCTCACCGCAAACT 

CCACCTNCAGGTTCAAGCGACTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGT 

GCACATCACCATGCCTGGCTMTTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTG 

ATCAGCCTGGTCTCGAACTCCCAACCTCAGGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCATAAGCCACCGTGCCCAGCCCAGTAATGTTTTAATAAATACCCATT 

TMTMTTTTGTCTGACACCTAMCTCATAACAMGATATTTTAAAATGTTAGATTTTCA 

CTCACATTAGTATACATTTACAATTTAATGAAATGCAAAAACATAATGCACTACTGATCC 

TGTAAAAMTAMTTTAMGGGTTTATTTTT 

Sequence 3588 

CCCTTAGCGTGGTCGCGGCCGANGTACAAGATAAATAGGATATTACTAGAGTTATAGCCT 

ACAATGTMTTCATTATTTAGMCCACATAACATTTATTGTGAMTTTCCAAATTCTGTA 

ATGATCAATTTATMGGTATTGTCAGTATTATTGCATTATAGTAGTTTTCAAGGCTTAAC 

TTTTATATTCCTAGAGTGCTCACTGTGTTGAATTCATTATAAAGACAATGTTCCAACATA 

TATAMGAAMAGTAGMGAGACAAGTCAACATACTGCCCTCATATTTTGGMCATTTTC 

TTGCAGTCTTAGCCT ATTCC GTGCATTTACAGTTCTGTATCCTCCCTTAATACTAATTTA 

ATTAGCTACTTCCATA 1 1 1 1 I I MTTTAMTTTTATTTTATTTTGTAATTTTAAAAACAA 

AGTTGAAMATAGTCTTAGGAATACTTCAAACTGGTGGGTATTATATATTTCTGGGTATA 

AGGCTTTTTTTCATAAACAAAAAGTCTGAAAGAAGATTCACAAACATGGTNAAAAAAAAA 

AAAAA 

Sequence 3589 

CGCGGCCGAGGTACGCGGGTGAAAGGATCAGAACTTAAAAAAGCTGCAGAGGTCCCANAT 

GAGGAGCTCATCMTCTTCTACTCMGTTTGAMTTAMGAAGTGATmGGMTTTACT 

AAACAGCAGAAAGAAGMGATCAATTCTAGTATTTMTGTTACTCAGTTAGGAACAGAGG 

CCACAATGAGAACATTTGACTTMCTGTGGTATCTTATTTAAAGAAAATCAAGCTTGGAT 

TATCATGAAATTGMGGATCCAAAAGGGAAGCCCCTTCACTTTGATTAGCTCTTCTGACA 

MCCTGGATTAGATCTTTTGAAAGTGGAGTATATTAANGCTGATAAGAATGGACCTAGTT 
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TTCAAACTGCTTTTGGAAAAACTGACMACAGTTMNGNGGGCCTTTTCATC 
Sequence 3590 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTTTATTA 

Sequence 3591 

CCCTTTCGAGCGGCCiSCCCGGGCAGGTACTCAAATATAGTGAGCTCTTTCAGTTCTACAT 

TTGAGGAMCCTTACTCTCAMGTGCCTTTTACATMTACTTCAGATTTGTCAATGAATA 

TTTCTATGCATCTAGGCATCATGACAATGGAAGTTAAAAATAATGTCCTGGAGACATTTC 

AAAACCATTAGGTATCATCTGAATCATCAAGATACAATTATGCTTACTATAGTGTTATCA 

TTAMCATTMCATTTACTTTTTTCAMATCAGTGATCTGTATTGATACATATTTAGTAG 

CACTCTATTAATAAGAATATGTAATTAACCACAGCACTCCACTGCTTGACCATATCAAGA 

TGTTAGAGMTTTGCTTAMGAGTTCTGTTTAGCCCCCTACTTCTAACAGCTTCCCGTCT 

CTCTACTGAGAGATAAMGAGTNATAGAMATAGAGTMTAGMACTCTTTTATATTCAT 

CAAAGCCTTAGGATCATATAAACTCTCGAACTAAAATATCTTCTGAGGGTAAATNAAAA 

Sequence 3592 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGACCCCAAAAATATCAGAACCTATAACAGT 

TTTTGTT MCTA GACATCTGGAAAACACCTCACTGMTCTTTACGTGAATATTTTACTTT 

AMTTATATTTTAATACCTAAGAACCCAGAACTTCCTCTTGTGAAAAAAACAAGAGAGTT 

TGTCACTGMGATTCTTCAGTTTATATTCCTTGAGGTTTGGACTTAGTTCGTTTTAGTAA 

TCATTTCTCCATGCCCATTTCCTTGTTCTTMTCACAMTCTMTCATGTATTTTTATAA 

ATATTCAAMTTAAATATATTTATCTACTTATGTAAATACTTTTTAGTTACTGTCTACCA 

ATAGCATGTATAGGGATCTCATCAACAAACAGATTTAGMCTTTTTAGATTTGTTCCAGC 

AGCTTGTAMTTCATCTTAGACTTAATTGNTTAAATATATCAACATTCTMTCATTTTAA 

AMGTGGACAGMAAGATTMTTCCAAGTTTTCTTTTACTTACCAAGCTCTGCCATTCCA 

CCCCGCTGGCTTAACMTATTATCAGCTCTTTGGATCTCATTCTTGCTAAGTAAAAGCAT 

ATTTCTTCTCTAGCTGGGATMTAATCAACTTTCTAGAMGGTCATTTGGMTTCTCTTC 

TGGGTAACCCTTAGCATTAGAGCAGTCTGGCCAACTTATGCTAATCAANTTTATTGAAGG 

GAGAAAGGACCAG 

Sequence 3593 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATGTTTCTATATGCCAGTAACAAACTAG 

CTAAAATAGAAATCAAGGAAGAAATTCTATTTACAATGGCTACAAAAGTGAAATGCCTAG 

GAATAAACTTAACCAAGGATGAGGAAAAAAAAAACCCAAAAGGCCTCTACAATGAAAACC 

ACAAAACACTGATAAAATAAACTGAGAAGGACACAAACAAATGGAAAGGCATCTTATGCT 

CGTGGGTTGGAGTAACTAATACTGTTAAAATGACCATACTGCCCNAAGCAATCTAAANAT 

TCAATACCTGCCCGGGCGGCCGNTCNAAAGGGCAAATTCCAACACACTGGCnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnCTCACAATTCACACAACATACNAACCCNAAACnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCCTTTCCNCTCACTACCCNC 

TTTCCMTCCMNAMCCTNTCNTACCAACTTCATTAATAAATTCACCAACCCCCCAAAA 

AAAAG 

Sequence 3594 

CCCTTTCGA GCGGC CGCCCGGGCAGGTACCTAAAGTCAATGTAATTGAAGATATAAAATT 

GTTCTTTCCATTTTTGTCAGCMTTTTGACTGGAGTCAAATTAAAGTGTGATGGGCAAAC 

TTGGTCTGTTGCATTCTATAATTATTGCTGTCAGGATACTTTCAACTACAGATAGGATTG 

m CTGC ATTTATCATTCTCTGTTCCTGCTTATGTATTTGTCAGTGCAGCTGTGATTCAT 

TTATTTTACAATACTGCAGCTMTCGTGTATGGGCTATTTGATTAAAMCAACATTTTAA 

CAAGACCAAAATAGCCAAGGCAGGGGAAAATGTGGNTATA 

Sequence 3595 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATAAAGTCAATTAGCACTATATTTGCAAACGAT 

CAGTGTTMTAAATGTTAGCTTTC TCTC TTATCACATTCTACGAAAAAGAATTAGCAAAT 

GGAACTCTTGGGGAAGTGAGCTGTTTTCAGAAGGAAGAGATTTGAGGAGTTTATGATAGG 

AATAATA GAATG TAAG GTGA GAAAGGTGGTTCTATTTCATAAAGGGTATTCGTTACCACT 

CAGGGTATTTTTGTGCTTTTGTTTTCTGGGTTCTGTGTTTTTGTAATTGTCTTACGTTTG 

TA TTACATA CGCTTTTTCTGTTTTTCTTAAGTAGNAGTAGTATAAAAGCAATGTAATAAA 

GAI 1 1 1 1 I ICTTCAGAAAGGACAAATAGGACAGCCATATACATAAGGCATTGGAGTAANG 

ANGAAATAGAGGAACAGGAACCCAGTATANAGAATGCCCATAAGCCAAGCAGTGGTGATA 

TAGATGAATGGCCAATAAGAAGAATTGAATACATGNGGGCATTTAAGGATTTAANAAANC 

CCCTACCTTNGNNTAGCCTAATNGGATTNGCCTGATTTATTTCACCTGAAAAAATTTTAN 

TGGGGAAAAAGTTT 

Sequence 3596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAACTGAAACTGTTAGCTTCATTACAACCT 

ACATGAAGAAAATAGAGGAATGTGAAGAATTTATCAGATGAATAGCATTTCTACACAATG 

ATTTTCCmACTCCCCTAATGAATCTTTAACTTCAGGAAACTTCAGACTTGAGAGAGAT 

TTGCAGAGGTCCAACAAATAAGCCTGAAATAAATGAAGCTATGAGTAAGATTTTGGAAAC 

AAGTCCTAAGTAGAGACTTCCTAAACCAAAGAAAACAAAAACACCTCCTTAGTCAATTTT 

GTCTACTTTATTCTCCCAGGATATTTrrCTGCTTCTCATGTAAATTTAGTAACATTTAAG 

GAAT AAAAAGAGAGCTGCCTGGATATATTAGCAGTGTGATTGGTCATATTATTAGAGAGA 

TTTTACAATCAGTTCTACAAATGCCCCACTGAAATTGCACTGAACTCACTCTTACAACCT 

TGCTCTACTGGGCTCCAAACC 

Sequence 3597 

CCC TTTCGA GCGGCCGCCCGGGCAGGTACTCCTAAAATTCAGTTAGGGGAATTAAAATAA 
TATCi 1 1 1 lACTCAGACAGTATTCATGTGTGCACCATGTATAATTATTAAAGNGATAGTT 
CACAAATGGAAGTGATNAAATAAAACACATAGCCTTTTTTCTGGGI 1 1 1 1 1 I I CAATTTT 
CAGNANGGAAAAAATTGNTANCTTGNAAAAATATTTGGGTTTTGGATTAAAACAAAAATT 
GGGGGGTGGNAGNAAAANANACCTANGGGCCACCTGGGMNNANATTTTTGGTTNAANTT 
TTGAA 

Sequence 3598 

CC CTTTC GAGCGGCCGCCCGGGCAGGTACGANTAATTTAAATTTAAGGTATTTTNCATAG 

GAATTTTACCCCTACATAAGCAATTCTACTTCATAAGATATAGCCACTGGATATATACAG 

TATATCTTCATGGMTATTGA^mTCCCTGAMACTTTGGGGGAMTCCATTTTTACATT 

AAATAGATAAAAGGGGACCCAAAGGTGCCTCATTTAAGGAAGGCTACCTTGCCTTTACTC 

TCAAAACCTTCTGGGGCGAAAT 

Sequence 3599 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTATGTTTTAATACAGTGTGCTGAACTGAGT 

ATTTCTACCAAGTGTTGGGTTGTTCTAAATGCTACTGAAAAACACAACTACCTTATATCA 

GTTTTATGGCAAAGCTACTAACAGGTGTTTTTAGAAATATGTCAGAGATAAACTTTAACC 

AGTGTCTTCTTAGTGGMTTTTAAAAATTTGTTAAGTTCATTGTAGAGAACACCATTCAT 

AGAC CAAGATGGTCCC CTAT TAGCTGATATTTTCATTTATGTAAGATCCTGGACATTCTG 

TTTTGTGTTGGMCAAATTTTCAATGTTTTTMTTCTCCCTTTTCTGCCTGTTCCTAAAA 

ACTTTCAAMTAACCATTTCAATGTAATTTGTCTTGAAGAAGTTTACCCAATATCTTTGT 

CATTGCAATAATGTAAGTATGGTGATGGTCAATTTAATTATTGCTTATAAAATGAACTTG 

ATTGCAGTAACCATGGTATCGATGAGACTAATGCAGTGAAACTTTATTACTAATATATAT 

AGCCTTATCAAMCAAGCTMGAAACTTGCTTTAATAATTAAATAATTTAAAAAATATTT 

ATTTMGATGGGATCMGTTGTTTNAAGAAATGANGATAAATTTCAAANGGAAAATAGGG 

TTTCTTTGGCCAAMTTAMTCTTTTAMGAMTAGAGATTAGGTTTTTAATTGGGGGTT 

AATTTAA 

Sequence 3600 

CCCTTTCGAGCG GCCGC CCGGGCAGGTACTGCCTGCCTTTCCCTATCTCTTCTAGAATGT 
AGGCAGAATTGCATTTTCAAAGTGAAANATGAGCAAATGGAATGGTGCCAGAGGGATTGC 
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TGCTTAATCCACATACATTTTTATTTTGTAGGTCACTTGAAGCTTCTTAATTGGTMTCT 

CTGCTTTGTTTTGCTTTATTATTTMTTTTTAACTATAGGAGGA 

Sequence 3601 

CCGTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 GGGAT 

GGGGTTTTGCCATTTTGCCCCAGCTGGNCTCAAACNCCCANACTCAAGCAATCCACCCAC 

CTTNGCAAAATGCTAGGATTACA GGCATG AAATACTT7TTGAATTAATAAATATAGAGTG 

TnTATNACTCATTGANMGCTTGTTTTlTGTTNGTTTNTGGTCAAANCCCAAATTCTTN 

TTCATACAGTAAGACAAAAAATAAACCAAGCTTATTTAATATTGNTAGTNAAAGCCATGT 

GCTTATCTGCAAAACCAAAGCAGTTATCATGG 

Sequence 3602 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAACTGAAAAACAACAAAAAAATTCAA 

CTCTGCCAAAAGCGATTGTATCCTCCAGAGATAGTGACATTATTGTTTCAGGCTATTTGC 

CAAGTTGAATGCTTTCTGTGTCATTGTTTGCAACGAAAAGAACAATATCGCCGAAATCAA 

GATTCMGGACTGGATTCCTCCCTTTCTCTCCAGTCMGAMGCAGTCACTTTTTGCCCG 

ACTAGAAAATATTATTGTCACAGATGTTGATCCAAAGACAGTTCATAAGAAAGCTGTGTC 

MTMTGGGAMTGMGTTTTCCGTTTTAATTTGGATTTGTATCCAGATGCTACTGAGGG 

GGATTTGTATACTGACATGTCCAAAGTGGATGGTGTGCTGTCTCTGAATGTTGGCTGTAT 

TCAGATTGTCTATCTTCATAAATTCCTTATGTCACTTCTGAACTTCCTGAATAATTTCCA 

GACAGCCAAAGAGTCTCTTGAGTGCTGCCACTGCCCAGGCTGCAGAAAGGGCTGCCACAA 

GTGTGAMGATCTTTGCCCAGAGGAGTTTTCGGGTTCCATCAATATTNGATTTGAA 

Sequence 3603 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGTTACAAGCCAGATTAATATAAAATTT 

TTCCTGAGGGAAAAGTATCTATGAGAATTTAAAAATAAACTTAGCCCTCTTCCTCTGCAA 

AGTCCAGAGACAAATTAMCTCTTTAGTTGCCATATTATTATTGTTCTTTTTCTCTGAAA 

AAAACCTAGAATAAAACTTTACTACAAAGGATATATATACAAGATAGTAATAAAATATGT 

C MTTT CTAAATTTGCTGTAGAAATATATGCAAGATAGCAATAAAATATGGCAATTTCTA 

TATTTTCATATATTCTTGTTTCTGCTATATAGCCTATAAAGCAAGAGCAAAAAAACTCTC 

AGATTACTCATAAATATTTTMCTCTTCCAACTAGTAAGTGACATTTTGAACTCTATGAA 

AGTTATCTTGACCAGATGAGAGAATTATTAGAAAGACATTGCATTTGGGATGGNATCTGA 

TCATTTATCAAGAMCTGGATTTGGTATTTTTACCCTTTTT 

Sequence 3604 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATATAGAGACACCATTAAATTATTCAGTTT 

TCATGTCCTTTCCCCTTAACTTGGGAATTCTGGGTAAGCAGCAAAACCCTGCCTAGCCAT 

CCATGGGTAACAAGAAGTCATGCTTGGGCCAGACTATACAGCTGATGTCCAGTGTGTGAC 

TCCCTAAGTAAAACAGGTTAGGTCCCATCCATATGAGAGAAACAGTTTTTCAGAATATGG 

GGAAAGAAAAGTAATG7TA7TAGAAAAATCAAATAAGGAAATCGTGGGAAAATATAAAAT 

TACTGATTTGCAATCTTGTCTTCAAATACAAGATAATCTTGGGGACAAGACTAAATATTT 

TACTCAGCATCTGAACAATACCAAGAAAAAAAATACTGCCCTACTGAAGAACACCATTTA 

TAGCTTTAA 

Sequence 3605 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACATGATTTCAAGTATGGTTTGATGCCTGG 

TCCTTCAAATGATTTCAAGTATGGATTGATACCAGGTCCTTCAAATGATTTCAAGTATGG 

ATTGATACCANGTGCTTCAAATGATTTCAAGTATGGATTATTGCCANAATCTTGGCCAAA 

ACAAGAAACCTGGGAAAATGGTGAATCAT 

Sequence 3606 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTMGTGTTTTGAAAMTTTTGACTTTCCAACTTTTGCCACTTGCTAT 

CTGAAACTCAGGAATCAAAAAATACCGACAGGCACTGTTACTTTCAAAA7TCTTTCTATA 

AGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGCGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTG 
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TATTACAGTGCTCTTG TTTTTG TAAMTTTAATTCACTCTACTGTTATTTTGTC^ 
GGTAAAGTGTTATTTAATTTTTCTTCATTTTTTM 

^'HTGGTTTTCAGAGATG TCATCC AAAGCAGATTTTACAGTTGGTTTCCTGGGTATAAA 
ATTGTCTCMCCAATTTCTCTTTTTMGTCCATTTMNATTGNTTAAATATGGGGAAAAA 
CCCGGGGTGGTACMACATGTTGTAAAMTAAMTNTATTTTACTTTTTTTCTT 
Sequence 3607 

ccctttcgagcggccgcccgggcaggtacaaaatcatgtggatagatgtgcatttgtggg 

tatctgtgaata caaa tacacaattttcagatagaagtagtataagaaaaagaaatcaaa 

camgtcamcattttmgtgtttntcttggtgcactttaaaaaaa™ 

CTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGGATTTTCTTTAGCTTTTGAAAT 
AA 

Sequence 3608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGTCGTGTTTATTTATAATATGGGTGTG 
GGGTAAAATATCAAACCACAATGCATTATATACATCCATGTGAACCTTTCCTCTCTGCCC 
AGAGCTATTTCTGCCGTCCTTCTTAAGCCTAMTTTAAAAAGTGATCTTGTCAAACTGTG 
ATGMTTGTTACCTGMTGGCAAAGMCTTGCTMCTGGAGGTGGCTTCAGTCTTCTTTG 
AGTATTCTTTTATGTMCAAATTGAATATACTCTTTGGACTTTN I I I I I ) II 11 
Sequence 3609 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTTGTGCTAATCATTATTAAAAAGAGACTAA 

TCTATTATGGATTTGGCMTTGGGGGTAGGAMCATGATG7TTGGGAATGAAATGATTAG 

MTA TAAAT AAATTGTCCTATTATTGTAGGAATAGTGAAAGATGTGMTAAATTTTAGCT 

TGTCI I I I ICCCAAGGGGGTCTCACGTTTTMGGCTTCAGTGTTCTTTGGTGATGGATTT 

TMGAATAGGCATATTTCAAAAATTTCAATTGAAGTTAATAATGCTAGAATTATTGAAAA 

AMTTATGTGGATGTTrCTAGTTTTGGTATTTAAACATAGATGCTGGTCACTTTTCAAAG 

TGTTATAGTGGAACTAATTCAAGTGTAATAGGTGTCTTAGTTCATACTGNGTTACTATAA 

AGGATACCTGAGGCTGGGTAA 

Sequence 3610 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAATGAGAGATGGTTCCTTGGAACA 
GAGCTCCCAGTTCAGAGACAGAGACTAAAACATAAACCTATGTTTCTAAACATATGGTCA 
ATTTCAGGC GMAG AATTTCAGATGGCTTCTGGACTMCATTTGCTTTTTATTTTMCG^ 
TACMGTTTATTTTGATGATCAATTTC^ 

ATACATTTMGCAAATAAATAAAGAGTTMTTTAAAAAAAAAAAAAAAAAAAAAGTACCT 
CG 

Sequence 361 1 

CCCTT AGCG TGGTCGCGGCCGAGGTACATATACACAAAAAAGGAGCTAAAAACCCTTCGT 

GTGGCTTTTAGATAGAATGTCACATTCTAGCCTTCATAGGGTCTAGAA I I I I I I I I CAAA 

AATAAAATCTGAAGGACATAATCATTGTTCTCCATACTCTCAAGAAATCTGTTCAACCAC 

TCTGATTTCAGGGTTGCTTTTCATTAGCMMGTTAGGMGAGGAGGATTTGTGGAGTTT 

TCAGGGCTGACTTATGAGTTTCAAATAATTACCTTATAGACACTGGAGCAGGCAGTGCAN 

TGAGAGGGTATTAATAAGGCCTCGCACAAAAAGTGTGCANAAAGACAGAAAGGGAAAATA 

ACMGCANACCCCGGGCTTTCTTCCTAMTTO 

AMTGTTAAAATATTTATCTTTCCTMCCTCTACMCTMCTTTGTATTCTNAATAAAAA 
TMCTTTCMTTATAMCAAMCTATAAAAAMGTCMTTTTAAAACACCTTGGAATGAT 
TAAATTTANAAAANAAATTCCNTAACCAACAAAAAAATCTC 
Sequence 3612 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGGATTTTCTACCCCCAAATCAGCAGAATGCTC 

ATCC TTCTC AAGTGCGCATGAAACGTTCTTCAGAATAGATCATGTGTTAGGTCACAACAC 

AAGNl I l 1 1 ANAAAATTTTAANGAANNANTGGAANTCCATACCAATNTTCTTTTANACCC 

GNMGTGGGAATTGMTTCTAGGAAATCAATNANCAGNAAAMTTTGGGAAAATTTNTGC 

CAAAAAATGGTGGAAAMCTTAAAACATTACAAGTTTGGMCCAACCTTATTTTGGGTNA 

AAAAGGGAAAATANAAGGGGGGGAAATTTtAAAAATAAATTGGCCCTTGNAAAGCCAAAA 



# 
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TTNGAAAAMCNNAMTAISTrATACCTTCACCTTAAAAATTTTTTGTTGGAAGGANTGGTA 
NGCCAAAMANCMNNGACTTCTTTGANGGGGGAMGGTTTTATAAGGTNAATAAAAANT 
TGCCCTTANCACNTTAGTN 1 1 1 1 I CTTAA 
Sequence 3613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAAAAAGATCTGTGAATATTCTCTAACA 
CCTCTCAACACAAGGGCAAGTGTCACAGATGGAAGTGAAGACTAAAGAGAGACAATAGAA 
TTCACTGATTMGGTTTAMTATCTTACTTTAGCMCT^ 

CTGATCATGTGMCACATTTGCATTAAAAGATGTTTCTGCAAATTAGGGGCCCTGAAATT 
MGCTTCATCAGGTTCATGGTAAGTCTACCTCTCTCTTTATCTATAGCACTTGGCAAAG 
Sequence 3614 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 
TGAMGGTTCAGGTMGTGTTTTGAAAMTTTTGACTTTC^ 

CTGAAACTCAGGMTCAAAAAATATCGACAGGCACTGTTACTTTCAAAATTCTTTCTATA 

AGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTGC 

TTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTGT 

ATTACAGTGCTCTTGTTTTTGTAAAATTTMTTCACTCTACTGTTATm 

GTA MGTG TTATTTMTTTTTCTTCATTTTTTAGTMTATATMCAGTCAGGTGAGAGM 

TTGGTTTTCATAGATCTCATCCAMGCAGATTTTACAGTTGTTTCCT 

CTCAACAATTCTTCTTTTAGTCATTTAAAATTGGTTAATATGGGAAA 

Sequence 3615 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAMCATTGAGGGCAGATTTTGAAGTTACCCT 

TTATGCTTCTATATTTGGCATATGTGTCATATTACAAGTTTGGAAAATGAGCTTACTGAC 

AGAAGGGACCATGGAAAMMTCACTTTCCTTATTTCAAMGAMATAMTCTTTTTAAA 

MTTAGCCCTTAAAATTATCTCCAAACTTAGCCATTTGTCTTATGTTCACTGACAGTATG 

CTTGGGACTTGTAGGGAAGGGACACACACACAATGGTAAATAAAAACTGGCTCAAGTGCC 

TGACTTTGTAMGCACATGTTTTTAATAGATGCTAAATTTTATGCCTGGAAATGTAGGCT 

ACAATGGAAATGTGGGAAGGGCCAGGTAAACAANGATCAAATTACCGCCAAGTCCCCCAA 

AAAGACTAACACAAAGTGAACATCAGAAGGTCATCGGAAAAACCAGGAGAATGGGGTATT 

AAMCACMGMG ACAGGAAA AGCAGTGCTAATTTCTGTAAGTATGGGTATGGATATTTG 

GTGTGNCATGGTA 1 1 I I t 1 1 1 I I ) I CACAAGAAGCTTTCATATAGATTATCATGTCCTTT 

ACTGATTTAAAGGATCCTCTGGTTTTAGGATTAGAAAATMTTTCATTTTGTCCCTGTAA 

TNAATGTACCTGCCCNGGCCGGCCNGTTCNAAAGGGC 

Sequence 3616 

CCCTTAGCGTGGNCGCGGCCGAGGTACTGAGTCTTGGTTTTCTTAGGTCTGAAACAAGAA 

GATTGGATTTAGTTATCTCTAAGTTCTTTTCCAGCTATAAMTCTTTGTATTTATGTAAT 

MATAAAGGGCTGCTAGTTCTATGATCCTGATGTTTACTTTTTCMTGCATGTTTGATTC 

TGTTCAGAGAAAATACCTGGTAAGCCCTAATGGAAACCATCTGTTAGAAAAAGAAGGAGA 

CAGAATCGTGGAGCTCTGTTGACTTCCCTCGTCTTACCAGCAAAGAGAAGAGGTGTAGTA 

ATTCTTAAAAAGGAAGAAAGAAGAGAGATCAAAGTGGGAGAAGGAAAAATAAAAAGAAAA 

AGGACTMGCACCTTTCTTCTTTCCTCTTGAGAGACTGCNGGTGGCTCTTCCCACCTTTN 

CNGAGGACTCGTCAGCACCCTGCCTGGGGGGACCAGCACCCCCATCTTTAAATTCTTANG 

GTCTNACCCCCTTTATTTCCCAAMTCTGGAGTTCACTTACCAMGTGGGTTTTCATTCT 

TTAAAAAAATGAAATGAAANCCAAAGAAGGGGCCCCCCAGAGGGGCTTTCCAAAATAAAA 

MGGCTTAGMCCTTAAATTGGGGNGCCTTGGGTTTATGNAMTMTTTTTGGGATT 

Sequence 3617 9 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGGAGGAGTCTTCAGTAATGGCTGGGTTTG 

CGACTGATTTGGTAGTGTTTGMTTCTCTGTGCATTCCATTAAMGGCATATTAGGATTA 

TAAGTAGCTTCAACCAATACTCTGTCACCTACTTGGGGGGTTTTCCCTTTGACAGCACTA 

AGCTGAAAGAATACATCTTCATCCACAAATCCAAATGTATCATGTAGTTTTGTAACCACC 

CCTGTGAAAACACGCTGCTTCTGAGGCTGGGTTTGCTGTTGACTGGACCTTGGTGTTGGA 
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TATGATACAAGTTATTTGTGCTGTTGGCTGAGGAGTAAACAGGCTAANGCTTGTAGCAGT 

GCAACAGCTGGCTGTGTTAAGAGGGTTTGCTGGGGTTGCTGTAACTGTTGTAATGCANCT 

ACTGCAGCTGCGGCTTTGNTGCTGCAATGCANCAAGTTGTGTTAACTGATAGTTTGCTGG 

AATTTGTGTGGTAAAGGCCTGCTGCTGNCAATGCAATTTGGTGTGTATTAATGGTANGAA 

GATCTCCAAGGANTGATGGGTTGTTGAACANCCANTGCAACTGGCTTGTGAATCCTGCAN 

NGGCTGGAAACCTGAATAANCCCATGGGNGGATTCTTNTTGTCCTCCAAATTGAGNCNTT 

GATGCCAAAAGGNAA 

Sequence 3618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGGTAGGCAAATCCATAGAGACAGAAGACAG 

ACTAGAGATTGCCAGAGGGTGGGAGGAGGAATGAGTAACTGCTTAATGGGGATGGAGTTT 

CCTCTGGGATGATAAAAATGTCCTGGGACTAGATAGTGGTAATGGCTGCACAAAGTTATG 

AAGACACTTAACATCACTAATGATAAATCTGACGTTATGCATACGTCACCACAGTAAACA 

TACCCCTGCAGTGGGAATAGGTTCTGAGAGCATTTAGAGGTCACACAGAAAATTAGAAGA 

TTTAAAAAGAAAAATTGATTCCCAGACAAGGGGCCTGAATAGGAACAGCTCCAGTCTGCA 

AGCTCCCAAGTGAGACCAACACAAAANGCAGGGTGATT7TTGCATTTTNCAACTTGCGGT 

ACGCCGGGCAAGAANCAGTTTTGGCTGGGCCCGGTGGCGGGTGTCTATGGTCGCANGGGC 

CACTCTGGCTTANGATCTGTTTTTGCATGGCTGAGGCAAAAGAACTTTCTTTCTTGGTGG 

GATGGGTTGTTNGAAATGGT 

Sequence 3619 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAGCAATTTTTCTTGCCACAAACCTGAATTAA 

CCTT ACAG ATTTTTT AATAG GAGCCCTGAGATATAATTTTA C I 1 1 1 1 GGAGAATATACTT 

ACCCTTTTNATAGCC 1 1 I IGI 1 1 1 1 1 I AGAATAAAAATGTTTGGAAAACTAGACTCCTGT 

TTCTCCAGATTAGAAATGAAATTTGATCCTGTGGTGGCAGTTTTTCTCTCTCTCATCATT 

ACATATGTTAGAAATTCTGATAAG6AGATTGTTAGAAGCAGAGATAAAGATTATATAAAA 

GAGAGAGGAGACAGAAAAGGAGGTGAAAATGTAATCTCACAATTCCCT 

Sequence 3620 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTATA 

CATCAAACATCAACTTGGTTTGG 1 1 I I I AAA 

Sequence 3621 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTG7TCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCGCAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGA 

CCAAATACAAAGACAAGAGAATCCCCATTTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTTTGAAGAAAACCCTGCCACTGAAGAAANGTTCCANAAAAAATT 

Sequence 3622 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTTTA 
ACCTCTATCCCTAATGGTGTTTAAATnTGGTAAAGAAAAATTCA l 1 1 1 1 I CTTTATTTT 
CCAAGAAATGGTAAGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAGAACTTTCTGT 
CTCTGATGTC 
Sequence 3623 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGGCTGGATGAGAAGGCTGATTGTCA 
TCTGTGGTTCTGCTTCTTCCTTATGCATTTTTGACCCATTTCACAGATTTCATAATAACT 
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CAT TATGAA MTTTTATTCTTTTCAGAACCACCGATTTTTAAMCTTTAATCAAGACAGC 

TTTCT7TTTGCAAAAGATTTCAATAATGAGGATTCCAGG7TGGCACAGGCTGA7TTGGGC 

MCTGAGAAM GTCTT TCCGACCTTTGTCAGANAAGTAGCTTAACTGAGTTCCGTTCTTG 

TTGCCACCTTGCTTTTGAATCTCTTGGTTAATGTATGAAAGCANANGAACTGCTTTCATC 

TGAGGCACACAGTGGCAAAGTTCCCATGGCAGGAAATGTTTGTTCTTACAAATCTCATAC 

ATGGTGGTCACMGGGANACCTTCMTATTTTGTTTTGCTTGTCTGGNCTTTATCATAATT 

TGATGATTGTTTCAATGTGTTTGCCTGACAACTAACTATCTAAAAAAAAAAACTGTNATG 

CACTTGCCCTTAAAGGACCTTCTTAATCACCCCAATCTACCCTTTCAANTTTATCTCCCT 

NCNTTCCCTCTTTACAAMTCCTTTTTTTACCTTCCCCGNCCNGCCCCTTCNAAAAGGCC 
AA 

Sequence 3624 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTATATACTAC7TTCAACAAAAATTAGTTA 

ATGTTTGTTTGCATTTGAGTTGGAATGTCATGTGCTTGATAGAATGAACCTTAGTCTTAG 

TTCCTTAGTCTMCCTCTGGTTTCTTAGTCTTAGTTCCTTAGTCTAACCTCTGGTTTGAG 

TCTCAGGAATATATTTACATCCAGGTTTGGTCCTTTGAAGATATCACAGACTAGTCCCTT 

TTTCACATGATGTCCTTTA MTAT TTGAGTAATATCTGATA7TTTAACATTTACTATGTG 

ATACATCCTGTGCTAAGCATTTTGTAACTAAAATAATGAAGATTTTTGTTATGCATTATA 

AATTGTTCT TAAGTA AGCCTTCAAATACACCACAATCTGTGCAGTTAGGTTAAATTCAAC 

AGCAGTTCATTT7TGCAGAATCTGGGAAGTGGGGCAAAACCGCCTTCAATTATCAGTNAG 

TTACCTACTTAGCTCTTGCAGGCAGGGTAATGCATTGCACTCCATTTCCAATCAATAATT 

ATGT GATG AGCATCCAGAGAATTATATAAAAAATGATTATTGAAGAAAATTATCTTGGAT 

TTGATTTTGANGGACATTNAATATGAAAAACNCAAAAGCCNTAAAAATGGATNCCAATAT 

ACTNGCTTNTGCAAAAMTCTTGAATGGAGGAAGTTCNTAAATAATATGTTTTCCTGNGG 

CCAGAAGGGGAANTA A I I 1 1 1 1 1 IAA 

Sequence 3625 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAATCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAAACCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCCTTTAAGCCAAATTGTTACTCTA7TATCCTACACATTTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGAA 

AAGCTCT 

Sequence 3626 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGATCCCAGAGTCACCACCAGAACTATT 

TTAATTATTCAGGAAGGAAGAAATGTGGGATGCTCAGAAGTAAACAAAAGTCTCAATTTT 

CAAAAAGAATAAATTTAtGGCTACATTAGATATTGACCTCTGGGGGAAAAGTTATAGAAT 

GGATATCAMTAGATTTGTCTTGTATTTTAAATTTTTTTGTAAAGTCTAAATGAAAAGAT 

TAAGAGAAATAAATGGAATACTATAAAATGGCCAGAAATATGCTATTACATATGTTTATA 

TCTATATATACAGATACATTAAGAGATMATTCCTTTTTCTTCACAAATTGTTTTATAAT 

T7TTCAAAATCTGCAAAGTGAATGGTATAGCCTAGAAGTCACTGCAGTCTGCATATTAGC 

MGGMGTCACACAGGTAGGGTTTCTTGCTACAAT7TTTATTGCTTNCCTGGGTTCTTTC 

TGACAATTCAGAAAGTTAGAAGACTTTGGGAAGACCCGGTTATGGGACNTACATTGAATC 

AANCCTCAAAAT NCAAAG GCCCAGTTATATTTCCACTATNTTAAAAGAAAAAAGNGGCTA 

GGTTAAAATTATAT7T7TCT7TAAN7TGTCCAAGTTTCAAAATGGGTAAGCCAATCAANA 

ANTTTTGGNTTCCTT 

Sequence 3627 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTCATTGGCCCAGGCCTGACTTGCCTTTCTTA 

CTGGCTTTTTNCCTMTTTTCCTTCAAAACTCAAGTTAACCTTTTCTTCTGAGACAGNTT 

TTTCTTAT^^NNAAAAAMTTTTACTTGGCTTTTNCACTTTT^^^TGGTTTTA^^'NNNNA^ 

TTTMG NTATT ATTACCCACTTNCTANTTTNGAGGGTTCTTTTGGTGGCANNAAAACCTA 

TTCCTACTTTTCT TTGTA TTCNrrTACCACATAACGCAAGTTTCCTAATATATAGCCATTT 

GNTTTACTMGTATTTTAATTTAAMTTNCAGCCCATTTATAGGGTTTTT 
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Sequence 3628 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGACTCAATGACTGTGTGTAACACTG 

GTAAMTATGAATAGATAGAGTGTATCAATTTCTATTTTTTAGTCATGACAATGTAAAAT 

AGTTATGCAAGGTGTTACCATTGGGGGAAACTGGGTAAAACTATATAGGATTTATCTGAT 

TATTTATTGCC CTACAT GTAATTCAATAACTACCTCAAAAGAGAATGTTAATAAAAGGAA 

TGMGATATTATTTTTTAGCTGATATGGAGTGAATTATAGGGATATAATGTAAATGCTAA 

AAAMGTGAGAAMCAAGATGCTAMTGAAMTATTTATTATATATTTGGGTGGGATAGG 

TAMGAGGTGGATGNGAG^AAMTTGGMGCCMGGACTACTACTTTTT 

Sequence 3629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTCTGTTGATATGTAMCAGATTTTATTTA 
TCATCTGATTAMGCCACAAATAANAATGCTMGTGAAATTTTCTAATTCATTAACATTA 
GGAAGTAMCAGTTGGCCTCTGAAATAAACACCAATCTTTAGTATTGTGAAGTCCCAGTT 
TMGGTTT CTCAG MTGTTTGTCTTTCAGTGTTMCGTTTGTTCTMTGCCCAGCTTTTA 
TTGTATGCTTTTTCTGAAGGCTGTGAAATCCTGGTNTTACTGGGATATTGGGGCTGGAGG 
GAGGAGTGGCAMTGAGATATCTGTATCTCAMTGCCTTTCTGGMTCCTTTTCTGTTAC 
-ATTTCCCAGMTGNGGCTGTTTTCATTTGATCGTT^ 
TGTTMTGTCATTTATTNGACATTTCAAACTGTCTTTTTCAAAC 
Sequence 3630 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMATTTTATTCAAAGATTAAGATGTGCTGC 

TTTCCATACAGGTMTTTTGTTCAMAGTTGGCATCTAACCTCTTAGACAAGCTGAGTAG 

TMCCAAATGATGCCATGTGTTACTGTGCTTTTATTTTTAACCTCATGAACCTCTGATAT 

TTTMTTCMTATCAGATTATITCT7TGTAGGAGATGCTTTGGGGATATGGACAGGMTT 

GTATTTATGAACTGTMGTGGCCATTAGCCATTTCCMTTTAGTGGAATCAGAACTTGTT 

TTTATAATCACACAMTGCTCTGGGTTTAAAMCTACTTCTTTAGGAGTATGTGAGGACT 

TACAGCCMTMTGTTTGTCATTAGGCTTACCATAAAMTATCCAGGGTTTATGACTTGA 

TGCCTTCTATTTTTGCTGCAATCCTAGT 

Sequence 3631 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAACATTAGCCATGCATGGTGGCATGCGCCT 

GTAGTTCCAGCTACTCAGAAGGCTCAGGCAAGAGAATTGCTTGAACCTGGGAGGCGGAGG 

TTGCAGTGGGCTGGTATGGTGCCACTGCACTCCAGTCTGGGCAACAGAGCAAGACTCTGT 

CTCAAAAACAAAAACAAAAAAAAAAAAACACTTTCTTCTATAAAATGGCTCCCATGAGTA 

GTAAMTGACACAGTAGTTAGGTTTATGTCCAGTCACAAGCCTCTTNCCATTTCCACTGG 

GAATGCCTTACCTAATGAGTTAAGACAATGAAAAAAGTAAACCAGTTAGAATACTTACAC 

TTTCTTGATTTAAAACTCAGTAAAACTATAGTAATAAAGACAGTATGTTACTGACATAAG 

MCAGACATACAGACCMTGGAACCAMTTGAGMTTCACCAATAAATCTTTACATTTAT 

GATCCCTGATTTTCMCAAGGGTNTNMGATATTCAANTNNAAAAMTNNTNTTTTNAAC 

MAGGGGGCTGGGGAACTGGGTCTACNCAANCCNAAAGGGATNAAATTGGNCTTTTATNT 

ATNCC NCATT CCAAAATTNACTGGAAAAGGGTCANAACCCAAATNNNAAACTTAAACCTG 

TMAAATTTTANGGAAAMNTCCAATNTAAATNTTNNGGGWTTGGATTAGGCMTGGTTT 

TT NANATTGN CCCCNATGCCCNCCCCANANAAAAACCNNTTTTTNACTTTCAAAANNNAA 

AN I I I I I I I I 

Sequence 3632 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTTGGTCCCAAACTCCTGGCCTCAAGCAGT 

TCTCCCACTT CCGC CTCCCAAAGCACTGGGATTATAGGCATGACCACCACCCTCAGCCTC 

AGTTGGTATATTTTGTAAACCATGCCTGTGTAACCAACATCCAGCAATGAGAGTAAAAGG 

TGAAGTTTAG ACTGT TCTCCAGAAACAAACAATCATGAAATGAGACTTGCAAAGCAAAGA 

AmCACMGTTmGTGTGCTGTTCGTGAMGAAGGATmCTmATTGMGMGATT 

GTTCTCTTTGACCAAGTTTAAGAATCTATGTAAAGAAGGTAGATAAACTGAACCAAGTAG 

GACAATGGAAGTNCCAGTTAGACTGACTGTCCTCATATCCACTTATGTAACTATAGGGGA 

GMAGTCTATAATTAMTTTCAAMTTTTGTGGCMGATTCTAAATTCTCTGGGAGTTTG 

AAGAGAAAGATCAGTGGGAGGTGGAGTCATTGGGAAACC 
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Sequence 3633 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGNAAGTGAAGGAGCACAGGAC 

CG NTGTTTTGG ATTTCATT 

Sequence 3634 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGATGGAGTAGTTTCTGAAAATG 

ACAGGGTCCAAGGTGTGACCACGGGACCAAGTGGCTGAACTGGAATGAAGTTAANAAGCA 

GTAAGAAACATCCGATAATATGGTGATCAGTTCAACAGAATGACATATTCATCATGTCCC 

CAAGGAGGAGATGACTGAGATTTCAAATTCTCAAGCAGCCTCAATGCAGCCAGAGATTTA 

AGAGGGCTATGTGTCCAGAAGGAGACTCTGGGCAAACGCAGAATGGATTCAGATTACTCA 

AATTC CTGT CAGA TTTCT TAACCTGGTGGGCTATACCAAACCCAAAAAGTTTAAGCAGCC 

TCTACTTTTGCTTATTTTCTCCTAAGCCCMCCTTGGCTTTCTTTTGAATCTCTATGAGC 

GGAGACATGGCTCCTTAAGAAAGGAGACACTTCAATCCTGTTATAGGCTAAACTGTGTCC 

CCCAAAAATTTATGCATTGTGGCCCTAACC 

Sequence 3635 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTT 

GGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGT 

AAAACTGCCTCCTGGAAAGAGAGCAAGCTATGGGATTAGATACTTAATAAAATTTTAGGC 

AAGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAACT 

GTCCATCTTAAGCTGGGAAACCTGAAAATCATGGCAGGTATAAAATCACTTTTTAGTAAT 

TAAGACAAGGAA ATAAAA TAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCC 

TACGAAAATGCAATTTTTAAAAAATGACACAATTATNCCANGAATTANTTATACNGNAAG 

GATGCNATGAAAACCAAAATTCAAAGAATCCATCAAGGGCCTTCCCCCCAAA 

Sequence 3636 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTACAGTCACACCTGACAAGCCACTCTC 

ACATTTAAAGCCTCTGGCGGCTCCCCACAGAGCANATGCCATGCAGATGCCTTTGCTTNT 

G CACTCAGGGCCCCGTGTAACGGAACTCCTGCCTGCCTCCCT AGCCTCACATTGTTGTCT 

CCTGTTTCAGCCTTTGCAGGTGCTATTCTCTCCACCCTGGGTTCCCTTCTCCTCATTGCT 

TTCAACCTATATTCCTCCTTATCCTTCAAAACTCAGCTCANGGGTGACTTCTTCTGGGAA 

GCTTTCCCTCCACCNTGCANACTGATTTATTCTGCTCCAAAAGAACTTNACGCTATACTT 

ACTGGAAATCAGNGGATACCTTATTTGTCTCTTNCCACTTGGGTTAGAGGACATGAAGAT 

CAIMTGAGCCACAAAAACTGTNCCCACAAATG 

Sequence 3637 

C CCTTAGCGTGG TCGCGGCCGAGGTAC I I 1 1 I I I I I I I I 1 1 1 1 I I 1 1 1 1 I GGGNNCTTTC 

TTCTITTTCTTTTTATTCTTTCCCTCTCTTTCTGTCCTTCCCTATCTCTCTCTCCCAACCC 

CCTCACTGGCCGCCAGCTTTCCACCCCCCACCACATACACACCAACACACACACAGAGCT 

TAGCCTCGTTAGTTCCTCTTCTTTGCTTCTAGCCTTTTCCACTCTACCTCTCCAAAAACA 

TCCACGTCCTTCTCCTTTTCAGGGAGAGCAGATGCCTTCTTCTTCAGAGCTTCTGGTTGC 

CAGTCTGACACTCAGTCCTAGTCACTACCCTCCACCTTACAGCCGGGTTGTNATAGCGTT 

TTCTTAACAAAGGCTGCCTTCTCCCTCTTCCAAGGAATTCTTGCACTGCTTACAAAAAAG 

ACAAI 1 1 1 1 1 1 I IC 

Sequence 3638 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTAGAAACATAAAGGAATGCCTAGATAGGA 
GGGAGGAATTGAAATGCTGTGATTTAAAGGCAGGTCTTCTGGCTCAGAGATTGAAAATGA 
GGGTCCTAAAAGTAAACCAAAGACACTGTGGTGGGAAGACAGAAAAACAAAAAGCATTTC 
ATTTACTCTCACTGTTACCAACCAACCAGACCAGAGGAAGGAGAGAGAGATGAAGAACTA 
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AGACTCCTCCTGGAAATCTGCTGTTGCTAAGCTGTGGAATAAAACAACCACAGAAAATAA 
AAGCACCAAGTGGATGGAAAGGACACCCAAACACAACCACCCACATGCTTTCTTTTATAC 
TGATTCATGTTAGGGATTAAAGTATCCTAACAGCAACTTCAAAAATAGGAAGGCCACCAG 
GAGATAGTATGCTTGCTTGAAACAAGAAGAACTGATACTnTCTGGGTGTATTATATTGA 
Sequence 3639 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAClTAAMCTTTTGCCTATTTTTGAGTTGT 
CTGTCTCTCTATTATTGTAGAAGTTCATTATGTGTTTTGCATGCAAGTCCTTTACTGGAC 
ATATTTATTATTAA TACTTT TCCCMCTTTTACTTGCCTTTTCATTTTCTTAGGTGTCTT 
C AMGAG CACTGGTTTTTAATTTTGATAAAGATTATGTCI I 1 1 I I CTTTTATGGTTTTAA 
AC 1 1 1 1 IGAGTCCT MTTTA AAAATATTTTCCACCTCAAATTTGCAAAAATGTCTTCTAC 
A l 1 1 1 1 CTTCTG GAAGTTTTAMGTTTTAACTGCTACATTTAGGTCTATGGTCTACTTTC 
AGTTAAI 1 1 1 IG TGTA AGTGTGTTAGGTAAGAGTCAAAGCTGTTGTTTCTCCCACAACAT 
CCTCCAGCAGGTTTTGCAGAAATGACTCTCATTTCTCCAATTGATTGCTTTACAACTTTT 
GTTACAAATGAATTAATATAAAGGGTACCT 
Sequence 3640 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAA TCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAAACCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCCTTTAAGCCAAATTGTTACTCTATTATCCTACACATTTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAAT 

Sequence 3641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCATTAGAAGAGCTATTGGAGGAAGCTGC 

AGCCCTCAACCTTTCCATCATGTTCGACTTGCCCGACCCCCACAGAACCACACATACTAT 

GACACTTTTGTGATCCAGACATTGGAGACTGTGCTGAATGCAAGGGTGCCCCAAGCCATG 

GTCTTTTGGCTACCAGATGAAGATCGGGCTAATGTCCAACGACGGGCACCTGGAATGCGC 

CAGATATATGGACCTCAGGGAGGCAACAGAACNGAGAGGCCCAGTTTCTTAACCTCCCTA 

TCAAGATCTGCCACTATTGGATATCA 

Sequence 3642 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTTCCTGACTTATGCTATTTCAGTGTTTG 
CTTAGA GATGAAATATGCATTTATCTAATTCAAGCATAAATCTGCCTTACCAATTCATGC 
A I 1 1 1 1 ATrTCTGTAGCTCTTTGTGATGTATAGAGTTAGGCAGCCAAAGGACACAGGGAA 
ATGGGAGCTGGGAGCTGGGAAGGGACGGGGCATATTGAGAGATCCTAGAGAGCCCATGCT 
CAGATGCCTTCAGGTAAAATCGGGGCAGTGAAAGCTGGGGCCTGGAGGGAAGTTACTGGA 
GGTTCTGGTTCGTCTTTTGTTTCTTATATTTAGAAAGCCTAAGTCAGAGGTTTGTGGTTT 
NGTTGNGACTGTGGTTN I 1 1 I IAAAC 
Sequence 3643 

GGCAGGTACAACTCAGGCTCCGAAATATCCTGCTTGTTTG I I I I I I I I CTACCATGGTAT 

ACATCTCTACATATTCTACCTGGTGTAGGAAATTGTCTGAAAACATCTTTAGAAGCAGCA 

AAAAAAAAAAAAAAAAAAAAGGAGTGCCCACAGCACATTTATATTTGAGAGCACTGACAT 

CTGCTTTATCACCCTTGTCAGTCCCAAATCCAGCAAGGGTTGAATCTAAAAACTGTCAGT 

TTGGCTGACAGTAGGTGTGAGTGACAAGCACATGCAGCTGAAAGTGGGCATGTAATTTTA 

CAGTTTACTTA TTGTG TGGGTAATGTTGATAATATTTCTGTAGCTCATTTCATTCTTAAC 

AC TCAG AGTCCTTTTGTATAAAAACGTTMGTTTATTTTATAGATTAAAGCCAACATCTT 

GATTTTGGTCTANGAAAACCTAAGAAATAAACTGGAGTNGATTTAAACAGANAGAGAGAA 

GAGTTATTCTGTGCMTCATACAAAGTTAAGTGATTGCATTTCATTTCTAAAATGGCCAC 

CTMCTGTGGGTTCCATGCTGCCATGGGGCTTGCAANTTTGATGCAACACTTTTATACCT 

TGCATATAAATTAAGCCTAAGCCAATAAATTAATTATCTTTCTTAAAANNGAAAGGGTTT 

GGTGGGGG I 1 1 I I IGGA 

Sequence 3644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCATTAATTGCAGATGTCTGTATCAGA 
MTGCCAACTAAATCTTTAGCATCAGACATGTTGAGAAAAATTTACAAAATTATTTTCAT 
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GAMATTTrGTGATTTTTCAAGTATCAACGCACCCATATACAGAATGGCCTTCACAAAAA 

CAAAAAAMCMAAAAAAAACAAAGAAAAACAAAGTCAAMCMTGAATAAAATTTTCAT 

TTCCTTTGAAAGTGCTAATCACCTTCAAACCACAGGATTAAGATTGATACTTGAGCTATC 

TTGGATTTCTAGGATGGAMTATTGGGGTTTTAAAATCAAGACATCTCTTCAGGTGTAGG 

TATATG TGTATG GATAATATTGCTTTTAACTTCCACTAACCTATTTCAGACAGTTCACAA 

AACAGGTTTTTA 

Sequence 3645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCCAGGGATAATCATTGATGAGATTATC 

AGGGGTCTTCATTCCCATCTGGGTGGTGGAAGATCAAGCTCAAAATCCCATCTTAGGATC 

TGCTTTCTTGAACCACTCCTGGCACCCAACTCTGACAGGTTGCATTCCCCAGGGAAAATT 

TCTGAAATGATATCAGTATACAGGTATTTCTTAAGAAGTATTCATGAGATCAACACCACA 

GATGCAGGGAGAAGGAAGCTGGGTCCATCACTGGATCCTGCTGACCCCATGGGGAACCCA 

GACGCTGGAATGGCCCTGTAGATTGTCACCACTTGGGGCAAGGG 

Sequence 3646 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTACATTTTCATTATGATTTTCTCATAGTTT 

TTCCTTGGAMTTTCCATGTATTCCTTAAGGATGTGTTTGTCACATATGGGAGATTTGGA 

TCTTGCTTTCMCTTAGGGGMTGATAATTTTCCATTAAATATCCATCCCATATACTAAG 

GCAAGGTGAAAAGCTGAATGGAAGATGAAATGGCAAATGTTAGCCTANGCAAAGTGCTGG 

GATTACAGGCGTGAGCCACCGCGCCCAGCCCATCAGTTCCTTTAGAGCATATTTGTGCAN 

CAGTTGTGAMTCTCCCTMCGGTATTCGGGATTCAGACTAAAATTTCCC 

Sequence 3647 

CCCTTAGCGTGGTCGCGGCCGA GGTACI I I 1 M I I I I 1 I I i 1 1 1 1 1 1 I I I I I II I 1 1 1 1 1 

I 1 1 1 1 1 1 I 1 1 1 1 I I I 1 1 I I I I 1 1 1 I I NANNTANANGCTCAATCACCCAGGCTGGAANACA 

GTANTGNGATCTTANCTNACCGCMCCTNCACCTTCCAGGTTNAAGNGATTTTNCTGCCT 

NANCCTCCCGGGTAGNTGGGANTANAGGGGCCTGCCACCANACCCGGGNGATTTTTGTAT 

TTTTAGNAAAMCNGGGTTTNNCCATGTTGNTCAAGNTNGGTCTTAAACTNCCGACCTCA 

ANNGACTTGCTNACCT TTGG CCTCCCAAAAGGCTGGGATTANAGGGGNGAACCACTGNAC 

CCAGCCT GGCM TNMTTTTMGCCNCCTNTTTTCCANGTTTTMNCCTTAAAAAATCCC 

NAATTGNATTTTTAAAAAATTTTNTGNNANTCTTNTTTTTGGGGGG I II I I I M NNCTTA 

NTGGGGNCCTTAANAGNMTTTTTAAAAMNATTTATNAMTCNANTNTTGGGANAGTNA 

NNTANTAAMTGGGGTTTTTAAANTTNTTNGNGGGNNNCNAAGNGGGAAAAAAANAAAAT 

TTNCCTTAMNANACNNGGTTMTTGTNCTTNNNTNTTTNCTNATTNNANCCGGGGGGGG 

GGNI II I 1 1NGGGG 

Sequence 3648 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCTTGCTGTAAAAATTAGATGATTTAAG 
GTAGTTTGTTAAACATTTTTTATTGCATTAM 

AGAGATTCAATAGATACATAGGTAAAGGACACAAGCATGTTATCTACAATAGAGGAACTA 

CAAATGTCTAGCACATAGTTGAAAAAAACATTTGGCCCCCACAATTATGCCAGCTATGTA 

GTATTTCTATCTCAAGCTCAGGCCACTCCCCCAAGCTCCAGATTCAAATGTCCAATCGCT 

CATGTGAGATCAC TTAGAA GTCTACTGGCATCTCAATTCAACATGTNCAAAAACAGAATC 

TTTGATCACTCTCCTTTTTCCCACATACCTGGTCTCCTACCTCMTTNAATTGCATTACT 

TTGTTCATCAGGGCAAAATAAACAGGAATCATGCTTACTTT 

Sequence 3649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTAAAAGGAGAATACTGTAATTGCAACATA 

AAATTTCAAGCCTC TAAGC TACCACCAGAAAAAAATGCAGACTAGCAGGAAACAGAACTT 

TCCTTATGTTGTTTGTTTTGTATTTTTMTCTGAC 

TTAG GTGGC TTTATMTCACAATAATACAAMGAAAGTGACCCTCGAMTGGGTTTTACC 
ACTMTTTTCGATTCTTGAAGATCACTTCGAAACATTACCAGCCCMACATTTTTACTGC 
TCCTCAGAATACATAACACCTG 
Sequence 3650 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGCACCATTCAATTAAACAACTTCAGCTTTC 
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TCCAAGACTTCTGGAAGTGACAAACACAATCAGGGTTGAAAACCTGCCGCCCGGTGCTGA 

TGACTACAGTTTAAAACTTTTCTTTGAAAATCCCTATAATGGAGGGGGAAGAGTTGCCAA 

TGTTGAATATTTTCCTGMGAGAGTTCAGCTCTGATTGMTTTTTTGACANAAAAGTGTT 

AGACACCATCATGGCCACAAMCTCGACTTCAATAAAATGCCACTTTCTGTGTTCCCATA 

CTATGCCTCATTGGGCACAAGCCTTGTATGGAAAGGAGAAGCCTNTGATCAAGCTTCCAG 

C 

Sequence 3651 

TGGATATCTGCAGAATTCGCCCTTNCNAGCGGCCGGNCGGGCGGGCNCCAGTCAATGTGA 

TGAGTTGAGAAAGTGAAATAAGATTACAAATATGGGAATAAAATTATCAACCTACCCAGA 

ACTATACCCAACTGAAAAAGGCGAAAGAAATTAACAACAGCAAAACCTTTAGAATAATTC 

AGTAACTGGCTAGTTACAAAATCAATAACCAATCGCCAAGTTAAACTATTATACAACTAC 

ACA CTACTCTC TTATGCAGAGGTAAGAATGAGGTAGATTGATGTGTACCTTCCCNCNNNN 

AAANTTTTTTTCTCTCGCTCCATTTCACACAT^ 

TCTTCTATCAGCTTGCCTTCATCCCTNTNAAACTCTTCTACAATCATCTNATTTGGTTGA 

TTNGGGT 

Sequence 3652 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTGCCAGCTTGTCACTCAGCGTTCTAAA 

TTCAGCCTCACTTGGAACTCTATTACACATGCAGGCCATCAAAAATCAGAGCAGGCCGGA 

CGGAGATGAANAGTTTNGAGANNAAAAAAAANGGAAANTCTGNGGGAGGGTAATTGCCTA 

AMCTTCTCTTGGNGCTTTCACTTTTGTCTTTATGGTGTGTGGGAGGATCAGCCAGGTGT 

AAMGATGACAGACAGAAGGGACACTATGAMCTGTMTGGGCCTAGTGCTCAAGTTTTT 

AAAACAGTCCACATAAGCTCTGTTATGGTTAGAATACAAATGCCACC I I I I I I IAGCATT 

AACATAATTATATTCTAAC 

Sequence 3653 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAATAAAAATCTGGGAGAAACCCATATACCTT 

AGAGTGATCTAAATTGAAATACTAAGATTCTAGAAAGAGGAGAACCCATCAGGACTTGAT 

AACGATGTCAGTGAGAGAGCAGAGAGGAACATTCCTGACAGACCTCTCAATTAGAACACT 

MGTTMCATCAATACTACTTACCCTTCTTTCTAGCCATACCTCCTGCCTTTTCCATTTT 

TTCCCTAAAATTCTTGCTGTCTTACAATATGTCACATGCTTCCACACACAAGGATTTGCA 

CATGGCATTCCTTCTGCCTGGAATATTCTTCCTCCAACTCTCTCCACCCATCTTGAATGC 

CCCTGTGACTGTTCTAGTCCCCAGGTGCCATGTCTAATTCATATCTGGTGAGCACATAGC 

AGGTGATAATAATGAAGTAGAGATTAATAGGTAAACAGGAAATTACAATGTAGGGATTCA 

AGGA 

Sequence 3654 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGCGGCTCTGCGCTGMTTMGGAAGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAAMCTGCCTCCTGGAMGAGAGCMGCTATGGGATTAGATACTTAATAAAATTTTAG 

GCMGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTA 

TTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACT 

ATAGCTTGATGTGAAAAAGTAGAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 

TGCCATCTTMGCTGGGAMCCTGAAMTCATGGCMGTATAMATCACTTTTTAGTAAT 

AAGACAAGGA AATAAA ATAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCCT 

ACGAMTGCMTTTTTAAAAATGACACAATATCCCAGGAATAATTATACAGAAAGATGCA 

ATGAAAACAAAAATTCAAAGAATCCATCAAGGACATACACACAAAATTAAAATG 

Sequence 3655 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCAAATGATTTCAAGTATGGATTGATACCAG 

GTGCTTCAMTGATTTCAAGTATGGATTATTGCCAGAATCTTGGCCAAAACAAGAAACCT 

GGGAAAATGGTGAATCATCTCTAATCATGAACAAGTTAAAATGCCCTCATTGTAGCTATG 

TAGCCAAATACAGACGAACACTAAAAAGGCACTTGCTCATTCACACAGGAGTGAGATCAT 

TTAGCTGTGATATTTGTGGAAAACTGTTTGCTCGAAGAGAACATGTAAAAAGACATTCCC 

TGGTGCATAAAAAGGATAAAAAATTCCAAATGTATGGTGTGTAAGAAGATCTTCATGTTA 
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GCAGCCCAGTGTTGGAAATAAGACATGGATCTCGACCGTTATGGNGGTTTGGGTAAGACT 

GTCANATAAAATCACAGCCAGGAGGGC 

Sequence 3656 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGMGATATGTTACAMTGGATATACMMTATTTCAAGCCAGGAGTCCTTTCA 

ACATGTTCTCACAACTGGGCTTCAGGCAAAGATTCAAGAAGCTAAAGAGAAAGTCCAGAT 

CMTGTGGTAAAACTCATTGCAGCGTTGMGMCTTAACTGACGTTTCACCAGATTTGGA 

CATCAGGCTGAAGATGGAAGAATCCCAGAAGGAACTTGAATCATATATGATGAGGGCTCA 

GCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAACTCATTTCAAAACACAAGGAAGCACT 

AATMTTTCTAATACAAAAAGTCTGGCCAAGTATTTGAAAGCTGTTGAAGAACTAAAAAA 

TAATGTAACTGAGGACATAAAGATGTCTTTAGAAGAAAAGAGTAGAGATGTCTGTGCCAA 

ATGGGAGTCTCTTCATCATGAACTGTCTTTATATGTTCAACAACTAAAAATAGATATTGA 

AAAAGG AAAG CTTAGTG AC AATATTTT 

Sequence 3657 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTAMTATATTCTACTTCCATCTTTTCAAG 

CTCGGTGCCTGCCTACCACAATAAAMGTTACAGCTCAAACTAATTTAAGTTGTTAAGAG 

ACAGTGTATTAACAATGATTGGCTACACTGGGTGGGTTGTCTCTGCTGTTCCTTTTCCCA 

CAGNCCCTCAGTATTTATCCCAGGGAGAGAAATCACATTTTACCTATAGTAAGACTGTAT 

TTCTC TCACTCTGT AATCCTCTCTCTGTCAGAAAAATGAGCAAAGGTAAAAGATGAGGCT 

GACCCTTTTGTTTTGATGCAAGAATGCTTTGMCATTGACTTAAAATCAGACAAAGTGAA 

GAGTGCTACGATTGTGGTTTCACTAGATATAAGGTTATCTTATTTAAGTAGCCTTTTTAA 

TGAMTGATTAGAAATACAACTTTAMTGTTTMTTCTTTTTTC 

TAGCATTTCAACANAAATGAAGGATATTATGACATACTAAAAGAA 

Sequence 3658 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTGAGCCCAGTATACAAAAGATAAGCTCCA 

GACCCCTCANGATACTGTAAAGTTCACAAATACAATGATGAAAACATCTAGATTGCTTCA 

TGACCCCCTCACACCCCCAAAGCAGGAAGCAAACAGCCCGACTGAGATAACAAAGAATAC 

TCCGC ATCAA GATGGGACCAAATACTCTAATAAACCCACACCCAGTTAGCCTCAGGGAAT 

TTTAMTTTTTGATCTGAAAMGACMGGATCTCAACCCTGAGTTCCCCTTTTCCTT 

TATAGGAAACAAATATTTCATAGATATGCCTGCTATGTATATAGGGAATACAACACAGAA 

AATAAACT1TTTGCTACATGCTTACCTTAATGAGAACCACATTCATGCACCAATTAATCA 

AMTACCMTGGGATTTGCTTTGGATGTTATGGGGTCCTTATTAGCAAGGGTACAGGTAA 

CCAAGAAG 

Sequence 3659 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTGTTCCTGTCAGGAAAACCTGCAACAG 

CAAGACCATTCTGCCAAAGTCCAGAGACTCTTAATATATTAGCCAGCGTTCATTAACAGT 

AAGTGACAGAAACCCTAATCAGCCCAAGCAACAAAGGAGAATGTCTTGCTCACAGACCTA 

AAAATTCCAGAATAGTAGAATTGGCCTCAGGGATGGTGGGATCCTGGTGCTCAGATGGTC 

TCTCGGGMGCTGTTTCATCACTTAGCTTTACACTTCTCTAGCCCAGTGGTTCTCAAACT 

TGGA 

Sequence 3660 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGAGCAGAAATTCTGAGCCTATATG 

TGTGAGGGGGGATCTTTGATTMTTAAAACATCTTCCTCACAGTATGCAGGAACATGGTA 

AMGAMGCATTTACTACTTTTGTAMCATTTTGGATTGMGAGAACTTTTCCATCATCC 

TGAAAATCACTTTCAACTCCTGGGATCAGAGAAATAGCAGTGAATACACCGAAGTCTGGC 

CTAAGAGGGTCAGATCTAACCACAGGGCCAGATTATAGAGAAAAATGAAAGCTCAAGAAG 

AAACCCCATAATATCTGCAGCTGCCTCAAAAAGGTGGTTAATTTCCACCCCCACCTACAC 

TCCTGMGGTCCTTTCCTAGTTGCTTTGAMCTMTGGGCTAAAATTAGATTTTGGGTGG 

CATTCTTGTGGAGAATAAATCTCTCAAGTCTTTACATCTCTTCCAACATCTCTGCCTCCT 

TCTTTCTGCTTATTTATAMGCATACTGCTTATTGTCCATTAAAAC 

Sequence 3661 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAACATACAACAGCTTCGCAATAGCCAGTGT 

TGGAGGCTCCAAGAACGAGGGTCCTGTGGCTATGTGGAGAGTAGCAGCAGAGCCAGGACT 

GCCACTCAGAGCTAGTTCACCCTTGCTGCCGCCATTCGAACCCAGAGCTCCTGGCCCAAA 

CAGTCTGGAATGTTCTGGACTTTN 

Sequence 3662 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAGCAATTTTTCTTGCCACAAACCTGAATTAA 

CCTT ACAG ATTTTTTMTAGGAGCCCTGAGATATMTTTTACTTTTTGGAGAATAT^ 

ACCCTTTTMTAGCTTTTCTTTTTTAGMTAAAMTGTTTGGAAAACTAGACT 

CTCCAGATTAGAAATGAMTTTGATCCTGTGGTGGCAGTTTTTCTCCCTCTCATCATTAC 

ATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAGAGATAAAGATTATATAAAAGA 

GAGAGGAGACAGAAMGGAGGTGAAATGTAATCTCACAATTCCCTGCACCACTTATTTAT 

TTCCTAAMTCTTGTCTCACACAAMGACATCAGAGACAGAAAGTTTTCTCTGTCCACAT 

CTCCCATAGGGGCAAAGGTAGCTTACCATTTCTTGGAAMTAAAGAAAAMTGMTTTTT 

CTTTACCAAAATTTAAACACCATTAGGGGATAGAGGTTAAAAATTA 

Sequence 3663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGACAACAGCTGAATCTGAGGAGGTCTTTG 

TTCACTCAAAAAATTAGTTMTACMGGGGTTGTTGTCAGAGATTTTAGGGGCTAAAACT 

GTCTATTCCCCTTTGAMTTTNTAGAAAATGGACTTTTCTGGGGGAGCTTGTATTTAAAA 

ACCAGNAACCAAACCACTNGGAAACCAGTGCTTGTTAAATNGGAAAGAAAGAAATTTGAG 

AAAGTGATATAAAATAAAAANATAGGATGAATTAATAAGATATGATTTAAAATACCAAGT 

TGGAAAGGGGGGAAAAACAANAGCCAGGGGAATCTTCAGGGAAAATCAAGGACATTATAT 

TTTAGTTTTACAC 

Sequence 3664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTTCACATTTAAGTCTCTCAAGCCTCTTT 

GGCATTATTCAGTTATGGTCAAATAAATAACCTAATATCGAAAAGGACAAGTCACCTGTC 

ATTGACTCAATATATGTCATAGAGTGATATGAAATTGTGAAATCAGAAAAAATCTCTGTG 

CAAAGACCTGGCCTACCACCTACAGTCTGGGTGTCTCTCTGAGACTCAGATTCTTTATCT 

TGAAAACTGTGAAGAAAATTCTGCCTCATAGTGTTGTAATGAGCATTAAAGAAAGAAAGC 

AGGGMCTTGTCAATTAAAGCATCTTTCACATNGGGGGTGTTTAGAAATCTTAGTGTTCT 

TTCCTTGTATCTGTTTTGTTTATAGTTTTCCTTTGTTTTACCACATTGAGM 

TATTTGTTTCTGCGTATTCGGATAGATTCCTGTTGTTTCCTTGGGGCTTTGGGTGTGACC 

TGTTTAAACAAAAA 

Sequence 3665 

CCC7TAGCGTGGTCGCGGCCCGAGGTACAGTGTTCAGTGGAAACAGTCAATTTTAGTGGG 

CATTCCTGTATTCCTCAATTAAAAGGGTATGGTGAAGTATAAAGTTTCACCATTAAGTAT 

GAGGCTTTCTATAGGCTTTTGATTATTAGCCTTACTGATGTTAMGAATTTCACCCTTTG 

CTAGTTTGCAAAGA I I I I I I I I IMTGGMGTTGMTTTTGTCAAATACATTTTCTGTAT 

ATTTTGAGATAGTCATGGGGTTTTTCTTCTTAMTCTCACGTGGCTTTTTCTT^ 

AGCTTACTCTTTGMGTGTTAAMTTTMTCACTCTAAAMCACTTTTAATAAATCTCTT 

AGATTAAAMCTTTTMATCTTGAGCATACTTTAATCCCTTCTCCATGACTCGGATTGTA 

TTATGGMCATCATTTATCTATCATACGTGATGTTAATTCTTGACTATAAATCGCTCAAA 

AGTAGGAGCCCATGTCTTAATCACATTTGATT 

Sequence 3666 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATTTTAAATGGCAACAAAACTGGAATTATTC 

AGATACACATCTAAATTTGTCCMGGTTTTMTGTTGGAAAATTATTAAATGAGAAAAAG 

AACTAAAACAGGAAGTGTTATCAAGAAAAGACTGTATTGCTAAGATACCACTTCTCTNCA 

AMTCATTTATTAGATTCGATGTAMCTTAGTCAMTTCCCMGTGGCTTT 

Sequence 3667 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGCCCAAGGCACCCTTCAGCTAAGGGGTTA 
TGTATAATCCTTTCCCCMCTGCCAGTCCCTTGCCTTGCTACAMTGCATTTGTTTGAAA 
TCMTATATGTATTCATTTATCAAAAT ATCTTCACTTACATATTTACTACATGTTAGAAT 
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TACAGAGTGGTTCTCCAGACATCTGCTTTGTGGGTTAGGCCAGGCTGAAGTTATCACATC 

CATTTTGCAGACAGGGTTGCCAGGATTCAGAAACCCCGTCACTTGCCCAGAAACACAGTT 

GATAGCAGCCACATGGACTTTCTGACTCCTACTCCGGTGCTCTTTTGCTCATTGTCTTTG 

TGAATATTGTGTGTAATTATTNGCTCCTnTTGC 

Sequence 3668 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATGCTCCTGGTAGCTGNTATCATTCGTTA 

TTNCTMCAGAAGTGGTTTCTATGTGCACAACCTTAAGAGAAAACATCAGGAACCTGATT 

AAAAACTATCCTCATCACCGCAAACTCCCTATTTATAGAAGACTTACCTACTGAATGATC 

TCCGATTAGTCCTTTAACAATTCAGATCCTAAATCTAAAGGCTAAAAGAGAATCATTTAG 

GGCATTTCAAAGGTAGAAATCTTCTGGTGTTATATACTATTCTCAGGGACCGAGCAATCA 

GCAGCTATACTAAAACTGGAAMCTCGTGACT1TATTTATTTATTNATTNTATTTCTATA 

TAGAGATAGGGGTCCCATCATGTTGCTCAGGCTAGTCTCAAACTCCTGGGCTCAAGCCAT 

CTTCCTCCTGC 

Sequence 3669 

TTTAGGGACGAATTGGGGCCCTCTTAGAATGCATNGCTCCGAGCCGGGCCCGCCAGTGGT 

GGATGGGGATATCTTGCAGMATTCGCCCTTTTCGAGTCGNGCCCGCCCCGGGGCCAGGG 

TACCGCGGGGGGGAGGGGCNMTTTGNAGGGCAAGCCCAAGCCGCCAAGGGGGGGCCTTT 

CTTGGCNTNGAAGAGGGGGGGCAANGGCCGNGGAAGNCTTTGGAAGGGGAAAAACCCCGC 

AANAAATAAAAGG I I I I I I I I I I CCTCNTTTTTGGAAAAAAGGGATTNAGGAAGGGAATT 

TAAAATAACCCAAACCCTTACCCTNTTANAAAAAAAAAAAATAATTAAGGGTTCCANAAA 

TTAAGGG GGGGGTTAAC CCTTAAMAGNAATAMTTTTTNGGCCTTTAAAAACCGGGTNT 

NAAAAAGG I MI NIM I AAAACCGGNNCAAAAATTTTTNTTTAAAAATNAAGGCCCTTT 

T NAAA AGGNMNTTTTTNTAAANGGGGAAGGAAAAAAAAANTAATTNGGNAAANGGAAAC 

CTTTTANGTNAAAAAAGNAAAGTTTACCCCCACTTGAAAGGGGGGAAAAGGGGGNAAAAA 

AAAGGNAAATTAAAAAA 

Sequence 3670 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTATTTCATAACCAAGTAATACCAATATTCTC 

TAAGCATCATATAGTTCCAAACTGTAATCTAAAAAATTAATCTAACTGAATGATGCAGTG 

TTTGATCATGATTTCCTTTAGTCCTTTAMCTTA 

CCTC GTTCA GAGTGACTACCAAAAAGTATATGACTAAGTGCCACATAAAATAATCTTGAG 

TCTCATTTTAATAGAGMTAMTCTGCCAGAAATTTTGGTGAATTATATACTAAATAATA 

AMGG TAAATATATGATCTTCCATTTMCTCATTTTTTATAMGTGAGCCAGTTCTATTT 

TTTTTMT CCTTA ACCAGGAGAGTATGMTCACCCACATTTNCAAACTTGGAATACTTAG 

AGMTATGTTTTTAATAACTATATTTAAAATTGG A I M M I C 

Sequence 3671 

CCCTTAGCCGTGGTCGCGGCCGAGGTACCACCTTGAGCCTGGCATTTAACCTCTGTGGGC 

CTCAGTCTCTGCACCTATAAAAGGAGGGATTTGGGCGAGATATGCTGAGGACACTAACAT 

TCTACACGTCTAAACTTCGAGGMCTTTTCTAAAGCAAGAAAAAGAATAAGGGCTAAATT 

TAATTCGTCAGAGTGGAAAGAGAACAAAGAGAGAGGACTGGGAGTGGGAGATTAAAAGGC 

TGTGGAAAGTGGTCTTGAGATAGATGTTATTGGGGACCAACCTTCTCAATGCACTGGTCA 

AGCGCCCGGACGTTGTTGAGAACAGC 

Sequence 3672 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCTTAGAATTGTATTCATAATGA 

AGTCMTTCAGGCAGGCACAGTTTCMTGATATTATGAGCTTCATCTTMTAGCTTTTTC 

CAAMGTTTTCTGATATAGGTTTGCCATGTTCCATTTAAACCCAGCTGTGGAATTCATTA 

TTGTGTGCTAMTTCATTTGGCCACTGACTTTTTGAAAAGGAGAAAATCAGG MM H AT 

ACACACATACCCACATAAGAGTATACACTTTAATCAGTCTTTTTTTCTTAAAAGTTCAGT 

TATTTGCTGAAAAAGGAAATATACTGCTTAAAAAAGGAAAATATATTCAAATAAGGCAAA 

TATGATTNGGAAATAAT 

Sequence 3673 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTCAAACCACAGCAGCCTTGGTGAATTGTTT 
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AGCATTTGAAGGCTTGATCTTTTGTGCCGTCTACTGGACAATAGAAAAACTGCAGCCTTG 
ATGACAMCTTTAATCTTGTTTTACGGGGGTGGGAGGTGGTGGTTGGGGGTATGATTTGG 
TGCTGGTAA 
Sequence 3674 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGATACCTACTAGTGCTTACTCATTAGCATA 

CAGAAGACAATACTTGAGGGCTGTAGCAAAATAACTGAGAGGATTTTGAAATGGGCAGGG 

GTCCTGCAGTAGGATAGGGGGTGAMCTCAGCAAAATGTCAGGTTATCTGCTGCTAACAT 

MCCCCATCTGTMCCTCCMGGTCCTTGGGCCTTTCAGGMCATGTTTTTCACATTTCA 

TAGACCACTGTAAATCTAAATAGCTAATACAACAGCTAAAGATCTTAAAGCAATTTGGAG 

ACA7TCATATAGTAAATTCCCT 

Sequence 3675 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGC 

ATAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAA 

TACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAG 

ATGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAAC 

TTTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACAC 

ATTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTAT 

ACATCAMCATCMCTTGGTTGGTTTTTAAAATAAGTTCACTATATAAAATCTGGAATAC 

ACAGAAAAAGCAAAGAGAAATTAAGTCCCAATCCCATCACCCCAATAAAATCACCAACCT 

TTCCTTNTCTTGACANTGACCACGCCTACTGGAGATAAAAMTATACTTTANATGGTTTT 

CCTTAGMGGAAATCAGAAATAGGNGACTTCCTAAATTTTGGAATTCTTTGCTCAGGCAC 

TCAAAATGCATTGATTTAAATCTNCACATCCCATCACTGCTGNGACTCATTAGCAAATTA 

TTAATCATTCTGNGCCTGAATTTCCTCATNTGAAAAATGA 

Sequence 3676 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAACAGGCTGGAGGACTATGGTCCTCAAG 

TTTAGACCAAGAGGACTATGGTCTCAAGGTTCACCATGAGAAATGTGTTGAACATTTTAG 

TATGCTCTATTGTATAATTTTTTTGGAGGGGGGGATGGAGTTTCGCTGTTGTTGCCCANG 

CTGGAGTGCAATAGCACGATCTTGGCTCACCGCAACCTCTGCCTACCGGGTTCAAGTGAT 

TCTTGTGCCTCANCCTCCTGAGTAGCTGGGATTATAGGCATGCACCACCATGCCCAGNTA 

ATTTTGTATTTTTATTANAGACAGGGTTTCTTCCNTGTTGGTCAGGCTGGTCTCAAACTC 

CTGACCTCAGGTGATCTGCCTGTNTTGGCCTNCGGCGTTAACACTTTTTAAGACCAGTGT 

NACAGAANAGAGAATGTAC 

Sequence 3677 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAAGTATACGCATCACTTTCCTTAAGATTAC 

CCCTAAGACTAGGTAAGAATACAAGGAGGAGATCAGACATGCTCTAAATACATTTGAATA 

AGTTGCATAAATATGTTTGAATAAGTTACTCAATTTAAAAATTAGACTGTTTACACTAAA 

TATAAGATCTCTAACTTCTTTCAAAAAATCAGAAGGTCTAGCAACACTAAGTCTATATTT 

CAGCTGGCTGATCATGAGCATTAACCAAGCAGCAGTCTCTCCCCTTAAGTCTGTGTGCTG 

AAGGCCATTACTGCCCCCACTTAGTCTCTTACCCATTTCCACTCCATGCCTCGCCCCTGT 

AGTCACCTAAGTTTGCAAACCTTGAATTAAAAGATGATCATTTATTTCTACAGTAAATAT 

ATCAAGAGGGCTTTA 

Sequence 3678 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATTGCCACTGGCCGCCACTTTGACTTATTTT 

CTCTAATAGTTTATTTGCCACAGTCTTTATTTTGAATATGCTCCTAG I I I 1 1 1 1 1 I AGGG 

TGCTGTTCATTATGAAGGCTTCTTTATAGAGGCCTAATAAGAATGCCTTTTTATAAAGCC 

TGTGCATTTAGGTAGGTTGAAGCTAGGAGGATTTTCTTTAGAATGCTCTTTTGCATGTAA 

AGCACAMGTATGTTTCAGTTTAMTGCACTTCTTCCGGTTAATTTTTATGGGGAAGACA 

AGTGAGTCAC 

Sequence 3679 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTTCACTCTGAATAAAAAAAAAAAAGAAAA 
TNCTCTTTGGGAATCGTGCTGCCCCCTGGTGATGAATGGAATAATAAAATAGAACCTTTA 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

135/599 



MTAAGTTTACTAATAACATATTGTTCATTAATAAATGCAAAATTTAACACAAAGTCTGC 

ACAAAAGGTAATTCAATAAAAAGTGTGCATCCACAACTTAGTCATCTGATATTACAGTGA 

TTATTAGGGCCAATCTTAGAAATGGAAAGATGGAGAAAGAAGGATNAATCACAGAAAAGG 

GCCACAGGCTTGAGAAAAATAAGGATTCCAACTCCCCACAATTGCAAATATGAAGAAACT 

TTATGTTACCTCAGTTTANAMGCCAGTTTCTTCACGGGGGGTTAATGGTAGGCTTCAGA 

TMTGACAGCCAAAACMAMCTTTACAATGGTTTCTCAMCTAACAAMTTTTGGATTT 

TAT 

Sequence 3680 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGAAGGATGMGACTTGAATMGATTTGGCACATTTAGGACAACTAGTCTA 

ACTGCAAGTGAAAAACGGACTGTAGGTAACCAATGGTGAAGGACGATCATGATTTGAACT 

AAAATGGTA TCAA CGGACATAGTAAGGAGTTGAGAAATAAAGAGGAAGTAGTAATTGATT 

CTGGATATGTTTTGAGAGTAAAACMCATMTTTCCTGAGAGTTTGGATCTAGAGTGCAA 

CAAAAGTAGAGTCAAAAACAATTMCTTTTTGGTTTCAACTACTTGTTGAATGGTAATGC 

CACTAAATAAGACAAACAACTCTGAAGGATGAAAAATTTGAGAGAAAA 

Sequence 3681 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTCTCCACAGAGCAACAAAGACACCTATA ' 

CAAAGTCATAGGAGATCMGGTCMTAACTAATTTTAACACATATTCATTCACAGATATG 

AATTGAGAACAAATAGCACCCAGAAATTTCAAGAAGTGAAGAACAAATGTAGAGAAGCAT 

AATG ATANC GAATAGAAAAAAAAAAGATGCCCCAAAAAACAGAACtCAAGGAACAGAAAA 

TTGTATTTTG GAGT TTCCTTAGAAGATTCCAGAACATTCTGCAGTAAATAAAACAAGATC 

AAGCTTTNTGTTTTAAAAAAATTTTCAGAAGAATTAGAAAATGTTACTGGAAAGGAAAAC 

CATTTAAAAAGGTGTTNGAAAATAAAAGAAAAAAAGGTCTCAAAAAGATAGAGCCAAAAA 

GTCAAAAAAATGGAGAAAACTCTGAGAGGAACNTCCAAGAGGAAACNTCGAGATAGAGAG 

GCTTGMTTNCATCATGGTGACTTATGCGMCTTTTGGAAAGATCCGAAAAAATTTGAGG 

CCCGGAMCTTGTCCAAAAMCTTATTGGCNTTTTTTTCCCACATTTGGCCACCCNATTT 

TCAMTTGGGGGGMCCCGGCCAGGTTNCTNGMTGGTNGGAGGMGTNCTNTTTTTTAA 

CCCCNTTCNTGAMTTTTNGMCCTTTAAGATTCCAAGGTTGGCTTTAAAGGGGNTTGGG 

GGAAAAAAAAAA 

Sequence 3682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACAAAAGTGGAAAACAAACCAGGAAAAAA 

AMTTGTGAAGCACAGAGCTGCTTAAAAGMTAMGTCACAGAAATAAGTCAGTATTTTG 

TTTAGAGACTAGAACTCCAACTGCTAGCCAACTGCCTAGAATATAGTAAATATTTTCTAG 

TTTCTTAMTGACTAGTMTATTCCTACATTATGTGATGGCATTTCCCAAACTGTTTAAT 

TAGATGTTAGATTTGTAGCCAAATATGTCTAGGAAATGCTTAAACAATATAAAACAGTTT 

TMTGATTGGCTTTTTAGMCGTTATATATTAATGTGCTTTATGCATATCCAAGAGGTGA 

GT GAGGT ATTTG6GGTTTTTCAGACTTACTTGATTACAGATCTGGAGTATCTCAAAACAG 

TTGTTTTGTGGAAMCACTCTGGCAMCTCTGAGTCTTMTCATTAAAMTAGGTriTTG 

GGGTAAACAACAGGNGTNATAGAAATGGAAAATTACTGATTCACATTGAGCCATGAAGAA 

TTTATTNTCAAGCAATTTTTATAGMGTTGCTTTATGACAAANAAGCTTTNGTTAACTGG 

CATTTGGCATTTTCATGC 

Sequence 3683 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTATGGAMNCNGNTTATTTTTACT 
NNATNGGGAG ATTTA NTTTTTTANTrrAAAC^ 

CAGTGAGTAMTTTTAGTTTAGAATTACAGCTTTACCCAGGGTTTATGTCATCAAGTTCC 

CTTCMGTAGATTACTTGCMGGAMTCTTACTTTGATATTTCCTAMTATTAAGCAATT 

GATATAAMGTTTGACTTMTTACTTGATTTATAGMTTACTTGGTCTATMGGTTAATT 

ATTTGGTCATATTGMTAMTCAGATTTTTTATATTCTTTGGAGATACGTGCTACATCCT 

TTTGTTAAAMGTCTTTTTAGTGATACTAATTCTGTGTTCAGTGTGTGAAAAGTAAAATA 

CCACAATTTTAAAAGTCTMTTATTrTTAATTTGGTTAATGACAGAGATATAGATCAGCT 

ATCAGGAAGGGGACTTCTGCCATTCAA 
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Sequence 3684 

CCCTTTCGAGCGGGCCGCCCG6GCTGGTACAAAGAGGCANAAGTAGGACTCCTGCTCAGT 

CAGCCTCAGCCTNTCTCNTCTGGATNCACCACCAGACTTAGAAAGCTTGCANCTTACATA 

CCACCTGGTGAAAGTTNCCTTTTCTNATCTTCCATTTCTCTCATTTTCATNAAGNGCTAA 

TCTGTCTGTTGTATGGTATATAGCTCTGAAGTAGTTCCAGCAAGACANTATGATCAAGCT 

TCNTTTAAATAAATCATGATCTNTTTCTCTCTCTGCAAAGCAGCAACAGCTGTCAAAGGT 

AGAACTGAANCCAAGGCAGCACCAATGGAGCANGCTGNTAATGAAAATATGACAAGAATN 

TTTGAAACTAGMNCCTCMGCCACAACTTTGTTAGGTTTTCCTGCACTCTCCCCTNGGG 

GGGCATTATTCAGAGGTACTrn"Ahn"ACGTTCNTANNMmNCTTTTTGG 

Sequence 3685 

C CCTTT CGAGCGGCCGCCCGGGCAQGTACCCTG ACTCCCTAATTTGTTCCT ACAGATTTT 

MTTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAG 

MAGGAAGAMGGMGGAGGGGAGCCCTGGTAGAAATTTCATTTTGTCCAGGGCAACTTG 

GGGACTTACAAAGGAAAGACGAGAGAGCAGAGGCAGAGAGAGGAAATGGAGCAAGAAGTG 

TGAAAATAAAAGGAGAAACAAAGAAAAGAGGAAAAAGTATGAAAAATAAGTTGTAACATT 

TCTCTGGAGCTTTTTGTTTCAGAAGTGACCACAGAAGGAGGATGGAGATACTAAGAAAAA 

GTTAACAGGAGAAACAGTAATGAAGAGGAAAATC 

Sequence 3686 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTMGATATATTAATTTGATCACTTGCACCGTGTAGTTGMTTATTGCAAAG 

AATTGTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACA 

CTGCATCATATGATATANGAGGTTGTATCTTAATTTAGCATGGTCCTACTGGATTTGCTT 

TTTATTACTAMTTACT AAATA ACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAA 

TTAGGGGGGTATTGTCTTTTAGCCTCTAGGGGTTGTGGTAAATCTGGGCATCGTCTCACT 

GGATTCTCGACTCAGGGATCTCATAAGGCTAAACTCAAGGTGTTGGG 

Sequence 3687 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATCTCTCTAATGAATCACATGTATAACGA 

TTCAMTACTGTGTTTGAAATGCAAAGTCATTTTAACCGCTCAAACTAGGAAACTGGCAT 

AATTATGGTCACAAACTTATCCTACGTGCCTAAGCTTATGAACCAGCAAATGAACATACC 

ACCAAATATTCGCTTACCTGGTCAAAAACTACTACTGCACTCATTAGAAACTTTTAGGAT 

ATCAAAATCATAAMCCGTTCCAGGACTATAGTTTTATTTGCNAAGCAAACTATTCAATG 

TGTTTTGAAACAAGCAGTCTTCTGAC 

Sequence 3688 

CCCTTAGCGTGNTCGCGGCCGAGGTACTGAGCCTGTGTGTCAGGTAATGTGGTTAACTTA 

AC ATTC ATTACAGCATGTCATCACCACAAAGGCCTCTTGTGGCTGGTGCT AI I I 1 1 1 I IC 

CATTTTGCCGACAAGGTTTAGAGAGATTGAATCACCTGCTTAGACCCACACACCCAGTAA 

GTGTTGGAATCTGGATTGATGCTGTAATGACCATTATCCAGATCCTTATCACCGTTTGGG 

GAMTTGTCTGMAATCCCTCTGGGTTTATTTAGAGTCAAGCTTTCATCTGGGTCTTCAG 

AMGTTGTAGTGGMGCCATCTGGNACCACCACACACCTGAMGACATTTTTAGGGACTT 

AACCTGGATTGAAAAAG 

Sequence 3689 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 

GTCTTCCATGTTCMGTTTTATGMTTTCCATTCCTGTATTCTTGMTGGAMCATTTCT 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACMCACCATTTTGMTGGTGTTTCTCCATC 

TTTTTCAAATATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAATGAGTATGTGTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTAAGTTTTCTTTTGAGGTAACCG 

Sequence 3690 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACTCAGATCCTATAACTGAGTTTTCAGAAA 

MCTGTTTGGGATCTATGGTATCATGAATTAATTTTGTTATGAGGGMGCTATCTTTTGT 

GTGCCCCTGTAAGGACCGGACTACCATGTCCCACATTTTTCCTCCCAAAGTTGAAAAAAT 



# 
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CTCCAAATCTCTGATTTACACATTTTGGGACCCATCAAAGTGGTAACTATCTGTGTTCAG 

ATTTCACAGTCTTTAGGGGCTGGTGACAGAGATGAAGCAAGCAGCAGTGCAGATAAACAT 

GGGAGTGGAATGTGACACACACCTAGCTCCCAAAAAATAATTAGGGAAAGATGATTCTTG 

CACGATAGAAAGGCTGACCCTT 

Sequence 3691 

CCCTTAGCGT GGTC GCGGCCGAGGTACAATGCCAGAAGT A I I 1 1 1 1 1 1 CTTTCAGCTGTG 

MCCAGCCTGTTTTGTTTGACAAGCCTTTCCAGATTCATGCAGCTCAATCACGTGCTTGT 

TGCCMGTTNGAGAGTGAMCNTATTATTTCAMCTTGTTGCCGNGACCMTTTTTTACA 

AA ACTG AAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACACTTGCAT 

CCTTTTCTTCCAAGAAGAATATTCTGACACTNCAACTCTANAAGTCATGTCATTAGTAAA 

AATGAAAAATAAT 

Sequence 3692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTGGAGAGAAATTATGTGAAACTCTGGCCT 

CTTCCACACCAGTCTGGTTGGAGAAAGATTTCAGGAAAGGATTAGGGAGCTGGAATCATG 

ACATAGTATAGCAAAGGTGCATAACGTCTGCTAATGTTACAGCACATTAAATGAAGTTGT 

AAAA TAGTA GCTTAAAGTTAGGCAGGCCAAACATAACACAAGAAGTATGAAAAGCAAGGT 

GCCAl 1 1 1 iCCAACAMTMGTTCATTATATGAAGACCCAGCTTTGGTTGATTTAGCATC 

TTGGTATCCA A TGCA G CTGCT GTGACTTTCTTTTCTTTCTTT C I 1 1 1 1 G l 1 1 1 1 I I I GTG 

TTTTGTTTTTGNTTTTGTTmGNNTTTTGGTAAGCCATCTTT^ 

TMGTATGCATTCCAGTTTAATTMTCATACCTATTTTCTTACTGGMTNCCTTTTTATT 

ATGCCCAGGGCAATCCCACAAATANTGAATTTCTTTAATCCTGGCCACTAGTTCTACCAA 

GGGNGGGAACCTTGCTTCATTTTTACCGANGAAAGGAAACCTAACCATTNCCAAGGGGGG 
G 

Sequence 3693 

CCCTTAGCGGCCGCCCGGGCAGGCACTATATTATTTATGCAGTATGGTAAAATGTCACTT 

TGCCTCAAGGTGAC CTTT GAAGTTATAGGGAGCCTATGTTTTGATTAAAATACATTGTGT 

GGGGTGTT AAGCAC TTTTAGTGTATAAGGGAAGATGAAGGATTTCACAGGGCAAGTGGGT 

GGCTGTAMTTTTTACATAGAGATCAAGATTTGTTTTTTAGCATGAGCAGAATCCACGTG 

GTATTTGGAGAAGAATTGTGTAGACTTATGCTATGTTATGG CI I 1 1 1 1 1 1 lA AGAAAATG 

CAGAACAAGGCAAAGCGAACAAGAAAAAAA 

Sequence 3694 

CCCTTTCGAGCGGCCGCGGGCAGGTACTCTTCCTGATGGAAACTATAGAAAAATATCATG 

TCCTTCTATTTTAACATGTTTTATCAAAATCAAAATAGTTACCAAAATCTCAAAGCATTT 

TGTTTCTTAGTATCAAAATCCATGGAAAAGGGGAGAAATCAACATTAAGGGATAATTTGA 

ACCTATATATAATGTTTCCTTAACAATTAAATGTTATTACCATGCAATAGTGCAATCAAT 

TCTAGGAAAA CACC TCCAGGAAATATATTAACCTCTGAACTAATGTTAAAGAAGCTCCCA 

TGAGAGTATGTTTTCACMATGAGCTTTCTGTTGACCTTTTTGTAAAACTTCATATAACG 

TATTTCAGTTAAACCTATGATGCCTTTAGTGTTATCTCTTTCCTAGAAATGAGATGTTTG 

GTTATTTTATGTCTGTGTGTGTGTATGTGTGGCTGNGATAGCACTGGTATTTATAGTTTC 

CCTGCTAAATTACCGTATTTCTGAACCTTGGTAAACTGAACAGAATTGGAACGTTTGGGT 

CCCC 

Sequence 3695 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAGATACTTGAAGGACCCACTGACCTGGAAAA 
■ MGTGGGATCTAGTTTCAGCTTGAAAAAATCCTTCTTCATAA7TACATTTCCCTTAGGCA 
MTCTCTAACATGCCTAGGCTTTTGTATATCTGTTTTTACTGCGTCACAAACCTCCCCCA 
MGAGMGGGAGACGATMCTGGAGAAAACCACAMTTMTCTTCCAATATTTTTTTCTT 
C CATAT AATCAAGCAGTGCCTCAGAATCAAAGCAGTCTCTAAAAATATTTTGAAGAAATT 
TATTTTCTTGGATCTTCAAAGATCCAAAGTTACTGAGATGCAAAGAATCTTCCACAGTAT 
CATCCMGGATACTGAAGGGCTCCTTCAAACCTCGCCCTTGTATATTTCTTCTTCCAGTT 
GTGATACTGCAGTTACATTTGCAAACCAAATGATCCCTTTGGGTGGG 
Sequence 3696 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTTCTTTCTTTGACATGGCTCCTCA 

GAATGCATAGAGATTTGGAGCTGTGTTGTCTACACTGGATGTGTGAGAGTGATTGGTAAT 

CTGGAGGCTGACTACACTTCAGGCCTGCCCCGTGGTGGAGTCACTGACTTCCACCTTCTG 

GCTGCAACCTGCCCAAGCCCATCCTGAGTCCTAGGCTGTGTTTACTTAGATAGGTCCCTT 

CTCTGACTGACGAACATCMGTCCTTGTGATTGTTCATTTTTTTCACm 

TTTTCAAGTCATCCAAGTCANAAAAGTGTCAAAAAGAAACC 

Sequence 3697 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTCTGTCA I Mil 1 GTTAATTTTACT 

TCCAGGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTAAGCTTCTGTGATGGAGATGA 

ATTTATTAMGTGGGGCCATAATGTCTTTTTGAGCAACATTAAAACTGAGCCATCAGAAT 

TAGGAAGTATCAGAAGTCMGATCMTTTTCAAGAACAGGAGCATAAAATTCGAACTCAA 

TCTGTGTTMCATTAAGAGATTTAGAAGCTCATTCAGACTGATAACTAATGAATAATATA 

GCTTTCATTTGTTGGAGACTTTATGTGAGCCAGCCAGTTATACATGTTATTTATAATCCC 

CACAGTMCACTGCAAGGTAGTTATCMCTCTATTTTGCAGTTGAGGAAATTGAGGCTAA 

GAMTATGCCAT TTAA CTTTTGCTGCATMCAMCTACCCCAAAAGCTAATGGGTTTAAA 

ACAATATGCATCTTTTGTGTCTCANCATTTTGAGGTCCCCAGTGAGTAGCTCTTCTGGTC 

TGGGATTAGTTCAACTATCTGCAGTCTGCTAAACATAATCTGGGTGCTAGGATGATCTAC 

AATGGCCTTTACCCCCCTTAAGTAAATCTAAGTTGGATGGGNA 

Sequence 3698 ■ 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCTGAACTGTGTTCACTAATAACCACTGG 
GGMTGATTATTCCCCMTGTCTTTCTMTGTCTTAGAATTCGTGACCTAGGGTTTGCCA 
ACCTGAGGGCCCATAGCGGCCAGTTCAGGATGTCGGGGACTGCAGTAAACCAGAGGATTT 
ATCCGGTGGTCGCTCCTTATTTTGGCCAGCAGGGCCGTCTGGAAATGACAGTTCAGTGTT 

GCCAAATCTTCTACCAGTTTTGAAACACTGACGATATGGTTTGGCTCTGTGTCCCCATCC 
AA 

Sequence 3699 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCATTACAAGTAAGAATTTCTGATGGCTAC 

ACGTCATTCTATTATGCTTACAGATGAGAAAGCTCTATTATTTGMCTGTAAGAGTCTTT 

TCAACCTCCAAATAAAGCCCCTTCCAAAAAACCCCACCAAACCCTTCACTATAAGAAAGA 

TAATAAATTATTGCTTAGACTAATCTATATGCAAAGTATAAAAGTGCTGCATCAAGCTGC 

AGCCCATGGCAGCATGGAAACCACAGGTAGGNGGACATTTTAGAAATGAAATGGCNATCC 

ACTTAACTTTGGATTGATTGCACANAATMCCTCTTTCTCTCTCTCTGNTTAAATCTACC 

TCCCGTTTATCTCTTAG GTTTT CCTAGACCAAMATCAAGATGTTGGGCTTTAAATCTAN 

TAAMTAMCTTAACGGTTTTTATTCNAAAANGGACTCTGGGGTGGTTNAAGAATGGAAA 

TGGGCCTTCNAGAAAATTTTTNTTCCACCNNTTTCCCCCNCCCATNAAGGTNAACCTGGA 

AAMTTANCATGCCCCACNTTTCANGCTGGCATTGTGCCTGNCACCTCCACCTACTTGNC 

NGCCCMCTGGCCAGGTTTTTANNATTCANCCTTTGCTGGGATTTGGGACCTGACAAGGG 

NNGNAAAAACCAGAANTTTCANNGCNCNTCAAAATANAAAATTGGGCTGGGGGGCCCNCC 

CTTT N 1 I I M I I I I I I 11 I 

Sequence 3700 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATTCTTAAGTATTCCTGATAGGCCACTGC 

CTTCAGCCTAGAACTTGAGAGGACCCAGTTCTTAGCATGCCCATCTAGGAACACACTGAA 

TCACACATTTTGGCATACCTCCTTTATTACCATGAGATGTAGGGTrTGCTTTCATGAAGA 

AAACAAMGAGTAAACAATCCTGGATCTGAACTGATAGCACTTTATAAATAAAAGCATTT 

TACATCMTAAMGATTTTTATTATTTCAATACCAGAGGTTTCAAAAAGCCCACCATGTA 

TCCAMTMGGTGTCTTTATTTCCCCCCTTTCACTCATAAGTCATCTCAGTTTATCAGTT 

TGCAGGAATGTAAGCTTCACACACAAAATTCCAGTCTGGGAAGAAGAATGCTGCTTATTA 

CAGGGTTTTATGCCACATGACTCATTGGGATTTCCTGACGGCCTTTGCCTTACTATACCA 

AATTGACCCTGGAGCTCCTMTGGTGATTCCCAGCTGCATCAATTTTGAGATTTACATTG 

CCCCT 

Sequence 3701 
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CCCTTGTGGTCGCGGCCCGAGGTACGCGGGTTACACTGGCTACCCAGATCTGCAAAGCAG 

CTGAAACAAATGTAGTTTATTAGCTGGGCAGGAAACCATCTGACAATACAGAAGTTCACT 

TACTGAAAAAAAGAGTAGCTATTAGCAACTGGACTCTGAGCCACAAAACCCAAGGTTTCA 

CTAGAATGTGAGCTATCGCCTTTTCTTTTGGCTGCTGTCAGCACACAGTATGTAAAATAG 

AGAMACAGGGAACTTTCTAAMGAAAACTAATTTTAATTCTAAAAAGATATGAGTATGG 

CTTAGCAACTAMTCTGTTAGATGGGGTTGACTTCATCATTACTCCTTGTTTTTGGGACC 

ACTCATCCACGACTTGGAAACGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 3702 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAMTGTTTTAGGAAACAAGCTACTCCAAAC 

TTCAGTTrCTTAGGGGTTATCTGTTACACAGTTCMTTAGTTAGTTTCCCAATCCATCTA 

GACTTCMCATTGMTTTGATTTTACAATCTCAGGGACTTGAAMGCTTCCACTTCTGCA 

MTGCTATTTCCCAGCTCTAGTCTGTCTACCACTTACTCACAATTAGCTGCTTTACACTC 

TCACCACACCCTTCAGCCTCTCTGAGAGCCAGGCAGTAATGGCCATTTCTGGGGCTACAT 

CTAAGTAGTTCACAAGCTGTATCCTAAACTCTCAGCATAGGGTCTGGTTCAGAGTAACAA 

CTTAATACGTATTT ATTAA GTGAACAAACAAATGTCTGAAATCCTCTGTCTTGGATCAGC 

AATTATCGGT TATCT TTTCTGANAAGCTTGGAGAGMGGTGCGCAGCTATTTATTTAACA 

AGAGTGTTMTTTTTATTTCCTCCCCTTTTTATCTGATTACTAGATGGGCAGACA 

AAATGGTATTANGCAAAGTCTATATGACTAAGTCTCTTCAAGATGTCCACGTGGGGAAAT 

T 

Sequence 3703 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAAACATTAAGAGAGCAAGTGAGCCTCAT 

TTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAAAGCATTTCATGTTCCAAGACCC 

TGCCTTTGTTAAAACATAGATGCAI I I I 1 1 I I I I CTTTGGGGATGTTCAGAGCCTTCCAG 

AATTATGCTTTCCCAGGAGAGATAACAACAGTCACATAGCCAAACGTCTAGCAGTGCTTC 

TGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATTC 

TGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGAG 

AGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGAG 

GGCGAGCTGGTGGMTTTCTCTCAATGCTCAAGACCGAGGAGTTTATCATTCCCTTGACC 

CCTGGGCTTTAGCTAGAAATGTCCAGAACTNCCCCATNCTAACTGAGAAGGGCAGTTGCT 

TGCCCCAAACCCCAAAAGACTAATTC I I I 1 1 1 1 1 1 I 

Sequence 3704 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATATTTGACATAACACCTCAATTCCAGAG 

GGGAMCTTGGATGGGAGAGAMAATCCTTTTTATGGGTTGCTTCTAGAGATTACCTAGA 

ACTTMGCGAGGTGATTTTACTCTTTCTTCTTTTCATAAGCAGTAGGATTCACTTCAGAG 

TTGAGGGCCTGTTGCAATAGAGGGACATGTTGATTATAAAAGAATTGGGTTATTTTTGGC 

TAAAGCAGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGTCAACATGGCAAAA 

CCCCATCTGTAATAAAAATACAAAAATTAGTTGGGCATGGTGGCGCACACCTGTCATCCC 

AGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGATGGAGGTTGCAAGT 

GGGCCAAGATGGCGCCCTGCAGTCCACCCTGGGCAACC 

Sequence 3705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGTCTTTATCAGATCATTGCANAAATACT 

GCGTATCTTTAGATMTATrrTTAAAATAAATAATTNGACAAATGACTATTGAGTCAGCC 

AGAMCAMGAGAMTTGTTCCATTTTGTTTGGTTTTACTGTTGCCAm 

CCCATAGTGGAAAATCATCCCTACTTCTGTTCAGAGCTGAACTCATAAAATTATAAAATG 

TTMTCMGGTATAGATAAMTCATTAATTTTCATGTCAATCCTGCCATACTGCTCAATC 

CAAATCTTAGCAAACAATGTGTAAAGAGGGCATCTATTATTAGAAGAATTATTGACTACC 

TACTAGTAGCTTGGATTCCATTMTTTTTGAGGTTTTATGTAAATTNGGGG^ 

TMTGACATTTAAATCTCTATCGCATCATGAGTTAGGGTTTTATGTGTATATTATATTTC 

TTCMTATACTTACATACACATTAGCTTCTTTTTATGATTTTG 

ATTMTCAAGCTTTTTTTCCCAGGJCTGGTGGGTAATAAAGCCAATCCAA 

Sequence 3706 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGACAAAGGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCACGACTGAAATCTGAAAACTTCATGAAATCAGGGATCATTACAAATATC 

CCAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAA 

TTTAATCATGACATTGCAATGGACTATAGGAAGAGTCAATAAAACACTGATAGTGGAGCA 

AAAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTG 

TTCTATGTTGTCTATAGCGGCTTTCACACAGAAACT 

Sequence 3707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCAAAGAGGTAACACTAGGAAACAATATAGA 

TGMCCACCTTTTCMTAGCTAGCATTAAATGTGAAATGCAAACTAGGGCTTCAGTTTCA 

GAACCTAACAGAGACATGCAGAATAATAAAATGGGAAGTTTGGAAACACTTGGAAATGGA 

GMGCMAMCGTCTTTAMTTCTTATTTTGATAAGTAAGCCTCAAATCTAATAGATCAT 

TTTAGATGCCAATMCTGGCAATTCATTGTCAAAATGACTTTTTTTA 

Sequence 3708 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTATMCGTTGGATGAGTTACTTAACCTTTC 

AGTGCCTGTAAAACAGATAATMTAGTAATTACTTGCCNCATAGGAAGTTTGTTAAGTAA 

GGNATTNAMATNGNGANTTAMTTTTANCCATAANTATATTGTTANCCAATTANNATNG 

GCCCCTTATNCCAATMTTGNNTTAAANGGCCANATTTGNAAAAATTGGNCCCAAGGCCC 

TTNGTMTTNTTTATTTTMNGNTAAT1TTNGGGGCCMATTTTMNTN 

GAM AAGGA MAAG GGGGGGNCCCCCCAATTTTTTlsnTMNAANG 

TTTTNCCTTCAT7TTAAACCCCCT 

TTTMGGATTGGTTTGNAAAAAAAAAAGGGTTTTAAAAAMTTMGGGTTTNCCCCCAN 
Sequence 3709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTCACCCAACTCAACTCTTCACATAGCTC 

MGTCTTGGCATAMTGATATTTCTCAAGAGATACATTTTCTGACCACTTTATCCTTGTC 

TTTCCTTCATMTTMTCCATMCATTATGCTTGTTAGCTTCCTTCATGGTATATATCAT 

AGATTGTCATCATATATTAATATGTTTGTCTATAGACTGTCTCTCATATTATATTCTACC 

AATATGAGTGCAGCATCCATATACCATAGACCTAGCATGGTCTTAGATAACTAAGATCAA 

ATAAATACAAAGGGTTCAAGGGGCAAATAATAACGATAATAATTAGGGATTCTCAAAAAG 

CATAAA 

Sequence 3710 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGAGAAATGTAGCATAAATTTCATATC 

TCAATGTGGGAGAGGTGATGTCACATTGTAGAAGACTTTGTGAGATGGGAGATATTTCTG 

TGGCAAGCTTGTGAAGATATAATATGTCACAAGGGCAGAAGCATAATAGATGTAACCCAA 

MTTTTAAMAGAATTATCAAAAGCCAATATAAAATATTTTATTCACACAAAATCTGAGA 

CAATTGATTATGAAAAAACCATATTAAAAGATCTTCTATAAGATACACACCAGGAAATTG 

AATCAAAAATGAACTAAAA 

Sequence 371 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTACCCTGGTCTAAGCCACCATCATCAAA 

AGCCTAGGCACCCATAGTATCTCCTMCTTGTTTTTCCCTCTACACTTTTGTCCCATTTT 

CTAMTGTMTCATGTTGCCCTGTGCTAACMTTTCAATTGTTCTTAAGGAAAATATATT 

ATTGAGTGCTTCTTATATGTTAGGTATTGTGCTAAATTCCAAGAATAATACAAATAACAA 

MCTGAGGMTTATTTTTATGTTGCTCAGCAGCCCCTAACTAATCTGAAGCCTGAGTATT 

ATTCCGAAATCAGTGTCTCAGCTCCAAGCACACCAGCTTTCTGGACAGATG 

Sequence 3712 

GTAATACGACTCACTATAGGGGGCGAAATTGGGGGCCCTCTAGNATGCATGGCTTCGAGC 
CGGGCCGCCAGTGGTGGAATGGGGGATAATTCTTGCAAGAAAATTCCGCCCTTAAGCCGT 
TGGGTTCGCCGGGCCCGGA 
Sequence 3713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACC1 

AACCACTTGCAACCCTGCTAATGCAAACGAATTTCTGCTCACTCACCTTGAGTTGATTCG 

AGTCAATTAAAATACATTGATCTTCTCAGCACCCGGAAATATAAATAAGACTCAAATATT 



# 
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ACCTCTMGAG GATG TTTTAAAAAGTGAACATTCTCGAGGGAAAACCACCAAGTGACAAA 
GGMTCATGCATTTTGGCCAAGCATATTTATAATGATTAACAAATACAAGCGCTGCTGCT 
GAAGCTGATGGTATTGATCCATTAATAAACCTCCTGTCTAGTAAACGA 
Sequence 3714 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTT CTAA AAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATTTTAATNGCTTATAGCCATACCATGGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATGGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATn"CATTGMGATTACTTGAAAAGAGTATTGTAAACTTTACTCAGA 

ACAGAG 

Sequence 3715 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGTTTCTTGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATTCTNTGNNCCTGATCCGAAATCTTCTGCAANAGCACTTGGCAAAAGTGTC 

ATAAGNGAAAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGAT 

TCTTGAMCCTTANAAGAGTGTATGGTGTGCTCAGATATGAAGAGAGATACTCTTTTTGG 

TCCATGTGGACATATTGCTACCTGTTCTTTATGTTCTCCACGTGTCA 

Sequence 3716 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAAAAGCTGAGCCACTACTTCTCCAGAGCAAT 

TGGTC TCCTT GATTGTTTTGCMCAGGGATATTTTAAATTGGAAAACTGAAAAGATAATG 

AAGAGi I 1 1 I ATTTCTATTTCCAGATAAGTTAGCTTTTACAGCATTTGGATGTTGCTTCC 

GCMGGGGAAGACAAGCCCTCACTTAGCTCAGCTAAAGGGTTATCTTAATGTTTTGAGGG 

GTMTAAGAGAAATTACTGTTAGTTGGAAAAAAAATAGAAAGAGACAAATAGAAAATTTC 

CTMGACTCTGTMGAGACATTCTTGGCTCTCTTCTCACTCCACATTTGCCACAGTGATT 

GGGTGACTTGAAGCACCATGACTTGAAGTATCAGCTAAGTGAGTATTAGTCTCAATTTTT 

TCCTTTCMTATTMATCTATCTCTGNAMTCTCCATCCCATTTTTCTACTACCCTTCTA 

AGCATNNATAACCCTTTAAAGGATAAGTTAAGAGAAAA 

Sequence 3717 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTMGGAAGAGATTTGAAAGCAGGGCTATTTCCCTGGCGGCAGT 

AAMCTGCCTCCTGGAMGAGAGCAAGCTATGGGATTAGATACTTAATAAAATTTTAGGC 

MGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAAGAACTG 

TCCATCTTMGCTGGGAMCCTGMAATCATGGCAAGTATAAMTCACTTTTTAGTAATA 

AGACAAGGAA ATAAAA TAACATAAAAGCACATGCCAAGAAAGTATTAGGAATCCATCCTA 

CGMAATGCAATTTTTAAAAGTGACACAATATCCCAGGAAATAATTATACCGAAAGATGC 

AATGAAAACAAAAAATTCAAAGGAATNCATCAAGGGCCTTNCCNCAAAATTTA 

Sequence 3718 

CCCT TITCGAGCGGCCGCCCGGGCAGGTACTCAGTTTATTGMTTGATGMTTGATTT^ 

TTT TAGT AATCACATAMTTTCTGTMGATTTGTTATACATTGTTTACTGTCACAGAATC 

ATGTTTTATATCTTCMGCTCAMGCMGCTTTCAAACTTGMTTTAGTTCTTGCATAAA 

TATGGATGATTGTTTCTCCATTACTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAG 

TAGGTGGGTTTCATGACCTMGTGTTATAGTTGATCTTTATATATACAAGGAAAACGCAG 

AGTCATCGTTCATT 

Sequence 3719 

CCCTTAGCG.TGGTCGCGGCCGAGGTACGCGGGTMCCAAATGTTTCAACCTGGAACTTTG 
AACACCTGGGCTTACATAAATTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATG 
TAGAAGATTTGGGGTAAAACAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCT 
TTACGCAAAATAAAAACAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGC 
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AGCAGTTGGCATGCTTTATGTACTTTCTATAATACTAATAAACTAGTTTACAGAA 
Sequence 3720 

CCCTTAG CGTGG TCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCTC ATTTTAC TTAATAATGCCTGATATTTGCCATGTTCTTCCTCAAATGTGTCCAA 

CTGCTTAAI 1 1 I I ICTTCMGTTCCTmCTTTTTCAAATACTTGGGTTTGTAATTGGTC 

AAGTTGTGAAAAATCCCAGTTTAGTCCMTATAGTCAAACACTTTTTTAAGTTTCAATAC 

CTGTAAGATGCAACACTTAATAGCGGTGAGTCTGCTTTAAGATTATAAGATCTCCTCTTT 

AACACCTTTATTTACTTCTTGATTAAGTAATA 

Sequence 3721 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAMCGAGTTGTATTTAAAGAGTGCTTTTTGAA 

TTCTAGGGCTCTCTGTAAGTTACTTCATCAGGATCCTGTTTCTTTGATCAAGTCAGCATG 

GGTGCCTACCAMTCATTTCTACTTTGCTGTGTAGCTTTTAAATCTATTTTCTGGGTCAC 

TGGGCTTACTCATGGAATTTCTTTTCCTTAGTTTGTTTCTCTACTATAGTCAGAGTAAAA 

TGAGATGMTGGATCTGTATTTAAAGTGTGGCATTTTCCCAGAACTGCCATGGCCTTTAC 

ATTCATTCTCAAGAAGATCAAGGATGAGCAGAAATGATCTTCACAGAACCAACATTTACT 

CCAAAGGCATCAAAACTCTANTTCCTGAAATGCATTTGAGTCACTTACCAGCCCAGTGGG 

A TCTCTG TGCCAACMTTTGAATTTATATCAGTTTACAAATTCACTGAAAAGAATTGNGT 

Ci 1 1 1 1 iGGTAGTTCATTCCTGAAGTCTTCCAGGCTCTACTGAATAACCCAGATGATTTA 

TATATACCATCAAACTTGCCTAAACCCTAAGCACTGCCCTGGTTATCTTGGCCTATTAAA 

TGCCCAGTCAGTAATTCAGTTTAAAT 

Sequence 3722 

CCCTTAGCGTGGTCGCGGCCGAGGTACCnTMTTTATCCACCCACAGAMGTTTTTCAGA 

TGGGGTGGGAAGGAATGGAGAGAGAATGTGTCTATGAGCTTCCAGCGCTCATCTCTGCGG 

CTCAGAAGCCATCAATAGCTCGAACAGAAAACGTCCTCACATCTGTCACACAAACACACC 

CCATGGAACCAAAAATAAACCCCACACTGATGAAAGCCAGCATGTCGAAAGATAATTTTA 

GATCTATTTGAAGACTGCAGAGACTGTCTCGCTGAAATTTTAAAACCACACCACCAGAAT 

ACCCAACCCCTTACGATTATGCTCAGCCCTGATGAGGAGGCAAAAACACTTCATTCCATT 

TTATAAAC 

Sequence 3723 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACANTNNNTGCTATNNGTNNNNTGAANNNTNNG 

ATNGAATNTANAATGNCNNGAACACAGATNNNGGGTGTATTGTGTGCTGCATTGGAACTG 

AAAGNATTCACAAAGGAAATGCTNCAATTCAATCCCCAAAATAAATGAACANTGACAAGA 

ACACGTNGAAAATCTACTGAGTGTGTATATGATCATCNGTAGTTGTTCAAACGCTNTATG 

AANCTTATGCTCTNGTTCATGTCCCATTTTTGAGTTGTGCCTACATNATGCTGGCAACAN 

ATAANACATGTTG NTTT AATAAATACTAACCTTTATATTCTG CTT ATTTTTAAATTATAA 

ATNCCATCTGNGTAAATAGTTTCTCTCTTCTNGCACTTTACTAAAAGGCAGTTAAAAGAA 

ACCCATTCTGAGGCTGGGATTACAGGCGTGAGCCACTACACCCGGCCTNATCTGCTCTTT 

AGGATATGGCAGCAGATCATCTATNTATCAGATACAATTAGAACCACAGAAAAAATTTAA 

GAACCTTAAAA 

Sequence 3724 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 
CTGl 1 1 l iCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 
AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 
GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAANCAATT 
CAGCAACTACNAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 
ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAA 
CAAGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAA 
Sequence 3725 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATCAATCTTTTGATTTTAACTCATGTGTT 

ACAATTTCAAACAGTATATTATATCACCATTATCACCACGCTGAAGTTTAAATGTCAGAA 

TGACMGtXCCNCGTATMTTCATATTmAGACTTAACTATTAATATTTTAGTTAGAAA 
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AACTTGAGACATATGCACAGACACCTGTAAACAACTACTTGTTCACTGAAAAATGATATA 

ANAATATCAATTT 

Sequence 3726 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGACCACACAATGATGGCNTTCAAGAGAAA 

GAAAAGAGGTAAGGATGCAAAATTAAAAAAAAAATAGGACTTAATGAAAGCTAATTTCAT 

CAAGCCCAGGTCACTGATGAGAAAGATGTAAAATCAAGAAACCAGTGAAATAACACGTAA 

CAGGTGAGTCAAACATTACCAGCCGCATCAAACAGTGGAAGTGAAATGGCACCATCTANC 

CCACCTGGTGAAATCCAAAGCGAGAACTTAAAGGGAGTAAGGATGATTCACAAAATGCGG 

TCGGGACACAAGAAAAGTGAGTTTGGAAGGACAGTGAAGAGAGAAAAAAGAATAAGGAAN 

CCACCAAAATTTCAACTCAAAGATACATTTTAAACTGCATGGTATGGCCCACTGTCAATA 

CCGTGGCTGCCTGGGAACAAAAAGGGTGGTCTCCAGATCCCCCAGAACCCCACTATACAC 

CAGGAGGACAAGGAGGAAAGGAAGAAACCCCCTTTGCCTGCCAGAATGCACATGAGGGGA 

GGAAGG 

Sequence 3727 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCAATTCTTATGGCACAATAAAATAAATCCAT 

AATAGCTGTGGGATTCAGAAACAMGTTATTTACAGAAATGTTT7TGATATAAAAAATAA 

ACAGCTMTATGATGAGTTTCTACATCAGTAAAAATAATTTCATTTGAAATTGATTACAG 

TCTGAGCACATACTACTATGTAAGAGACTCCACTGGGGGCCCTGAGAGATAGAAAGATGG 

CTTAAATACAATGTTGACACCTTTAGTTATTGATAATTTACTATAACATGGCAGTGTGCC 

TAGTAGCTGGAACAATGTGGCAAAAACTAATAAATCTGCTGCGTGAGATCCTTAGTAATT 

ACTGTTCCATCTGCCTAGAACTATGCAGCCATATAAAAGTGTATCCCAACATCTTTTTAG 

TTGCTCCCTTTTAGMTTCCTGTCTTAACTGAAATGTCCCCTCCTCAATAAAATTTTCTC 

TMTATTTGATCTATGTTMCCCTCTCTCTCAGTTTTCTTCACTGCAAACAACATTT 

Sequence 3728 

CCCT TTCGA GCGGCCGCC CGGGC AGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCT 

AGAATTTTTCAGTGTTCTAGTTTTTAAACAGTGATGTTTTTTATTMCCTATTTCATCCA 

TTCAMGACAGGCCTTTCTCCACACCACATTTTCCTCTAAAATCATGATAACACTTTTAA 

ATTGATGGTGTCTTCCAGTGTGTATCAGCCAGATGGCAGTGTGTTACAGTTCCAGGAAAA 

CTCGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGT 

CTTTCTGTTTTAAATATGTGCCGCAAAGAGATTTGCTTACAATCTATTGAGAA 

Sequence 3729 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTTCGTGATATATTTATACACGCATGGGT 
TTGTAGATCCCTGAAACTTAGAGGTCATTTAGCTAAAATCTACA I 1 1 1 1 1 1 1 AACTTTTA 
ATAGGATTGAMTGATATTTTACACTGTATCACAGATACAGTATTTTATATAACTTTTTG 
TAACTGACCTTATCTTGGCCTTGAGTCCCATCCTCTCTGGTGGTAGCGTAAAACTGAAAA 
TTCCAGTTTGGGTCMTATTTAGTGAAAGTTCTACTTTCTTTTCAGAGAGTTTGTT 
Sequence 3730 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGGAAAATACCATGGGAACGGCGCTAAG 

CCCTTGGCTT TCCGATTGAAGGGAGCACTAGCTATTAGCTGCTCATCTCAACATATGTAT 

1 1 I I I IATTTTAATGGATAAAAATGTTATATGGCTGATATGATTGATGACTAAGATAAAT 

TTTCACACTGGGACATTTTCTGCCTGAAGGTCAGGCTTAGGTGGCCTGGTCCCAGAGTTG 

CTGTTTCTACTAGGACCCGACCTGGTAAAAATAGAAGATACAGGGTAGTGAGGCAGATTT 

GAAAAGAATGCAGCATGTGCAAATTCTTAC 

Sequence 3731 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGGACTATTCTTTGCATGGATAGCTA 

AAGATATCTTGGCCCTTTGTCCTGTAATAAAAGTTGCTGCCAGAAAATACAGGAGACCAA 

CTACTATAAMTATAAMTGTMTTTAATTTTTTTCTAACCTACGCCCTTATTCTAGGCG 

TTTAAAAGCACTAAATTGAGAATATGGGAAAAGGAATCTATAGAGTTTCGGCCAGATAAT 

ACAGGAAAGATCAACCTAGATCAGGATTCAGAAAGCCATCCTGGCTAGGCATGGTGGCTC 

ACACCTGTAATCCCATCACTTTGGGA 

Sequence 3732 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCMCCATTTTGCTTTTAAAATACTGAGGCAAAC 

CTCTCTGAGGTTTCTTCAMGCCAATGGCMCAAACATATTTCAGCATCTGTTTTGCTTC 

ACTGTANGTCTGTGTGTGGGTAGGTTATAAAATAAAAATGAGCTTGCCATTACAGATACT 

ACTTAAAAACCAAAAAAACTATGATCATGATGTTGATAATTCTGNATTCATTATCCTAAT 

AAAAACACATAAATGTCTAGAAAGAAATAGACAATTATGTATTAGGCCTTCCATCTCTTA 

TTTAATAATAGCAGGGTCATTGTTCNTAGNTAAAACCCGCTCTGATCTTAATAAATCTGA 

TGTAAA 

Sequence 3733 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I II I 1 1 ! I I I I I I I I IGI I I I I IGCC 

TACAACACATGGTGMGGTTGCCAAATTAMTAGTGTTTCTATATTTGAAAATGGGAAAA 

AGTCATTAAGAAAAAAAAGGATAAAGAAAAAAGTATGGTAGCTAATGTCCAACAAGTTGA 

AATGACAGTAGCTTTGAAGGCCAATTAAGTCGATACAAAACGAAATCGANAATGACGGCG 

GTGGTTGTAGGCTGCATCCTGGGGMTAAAAGAGCCACTCCGCGMCACAGTATTTTCTT 

CAGAGCAA 

Sequence 3734 

CCCTTAGCGTGGTCGCGGCCCGANGTACGCGGGTGAAAATGTGAGAGCTCTGCTCACATC 

TGACAGGTCTATTGGTTGAAGTTTCMGTGGCMCTGGTTTGTTAGAACCAGTCTCTTCC 

AGTGAAGAAAGTTGTTCACTATTTAGCAAACGCTAAGGAGGAAGTTCATGTAATTCAGAT 

AATTCCTATGGTGTCTCCACAGATACTACGTGGAAAAGATGGGGAGTAGTGAGAGAAAAC 

ACATGAATATGTGAACCCTTCGGGTCTGTGAGGGATGGAAGGATTGGGATTATTGGAGAA 

AAATAAGGATAGCATTCCAGCTGGGCAGATCTAATTCGAGAATAAACAGGATGTGCCTGT 

AGATCAATGAAAAGAAANGCCAACTGGAGTAGGGGTGGCCTGTTGGAATGGCATTTAAAG 

CCAGTTAGGGAAAAAAAAAAAAAAAAAAAAA 

Sequence 3735 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGAAAAGAACAGAGGAAACTAAGGCAAGCTGT 

GAAAGATGCTGTGTCTAAGAAACCCATTCCATTGGAGAACCCAAAGGAAAAGCGACCAGG 

TAAAAGGATTGAGAGGGAAGAAGAGGAAGAAGAAGAAGCCCTTCCTTTAGATATGATGGA 

TGAAGATGACTTACAGTTMTGMGGATTTAGGACAMGAGTATCTTTTCTAACAAGAGA 

TCTTTCTTCTAGTGAGCCTGTTCATGCGAAGAAACGGAAGCATGAACGCATTATAGATAA 

ATATGAAAAAATACCAAGAACTCTGCAAACTGCACCAGAGAAGGAACTGATTCATTTACT 

TCCTATCAAAGATAAAAGTGGTATAATCCCACAGACTAGGGAGAAGCCAGTTACTGATAG 

TACAAAGATGAAGAGGATCAAAGAAG 

Sequence 3736 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTTCTCTTCTACTCCTTAATTACATTGAATA 
CAGATATTAATTTrGCMTTGCATATTCAGTTTCCTTTCAATCATCTAI I I I I I IACTCA 
TCTCCTTT TTCCCNMTTTTTGGG 

I I I I I I 1 1 I IGNTTTGGGCCTTTTTNACCGGATTTTTATMTTTTCCTCCTTACCCTTGG 
TTTTGGCTGGMTTTTTTNCNCANAAMCCMTT^ 

TGGCCNMGCTNMTTMCCCTTAAATNTCTTTTTTTGGGGAAGGGAACCAANTTGGCCT 
TTCCI 1 1 I I I NTTGGGAAMTTTCCMTTTTTCCTTTTTCCCCCMTTTTNTGCNCCTTN 
CCMCCAANAMNAATTMATTTTTTNACCCAAGGGAAGG I I I 1 1 1 I I I CCCAATTGGGG 
GMNMCCAAMCCTTTTTCTTTAACCNAATTGGGGTTNTTGGGGGMGNNTTMCCTTT 
CCTTGGNMGNGGNCCTTTTNGGTTAAGNGGGAAGGGGGGGTTANA 
Sequence 3737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTGTGTAGTCGGGTATGAGAACGA 

TTGCAAGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGC 

AAATACTTTGAGAMGGGGAAAAGTTCAGCCTTTGTTGCCTGGAAAAGTTGGTTTANCCA 

TGCTTGGAGCTTGGTTTTCTGCTTGGTAAGCCCTACMCTTTTGGCCCAACTACTTGGCC 

TCTGGGACTCAAATTCCTCCTCTTTAAAATGGTGCTAATAAATAGCACCCACCCTNTGTG 

AGGAGGATNCTGTGAGGACAAAATGAGGATCATCCACATNAGCCGTGAACCCTG 

Sequence 3738 



WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

145/599 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTACATTGAGTAMGTTATACCCCACTTTC 

TTGGTTGATACTGTCATTTGATAAAATTCATCAGTGGATAAATTGCTATGTATGTGTGTG 

ATA MGA TACTTGCCTTAAMTAGAACACTTCTGTCTTGCAAACAGTTTATGGTCAAATT 

GCCTTTTCAGTTACTGTTCTTTCCATGCACCTAGTGMTTTAAGTCTGATAAAGTCCCTG 

GATGTAAGAAAGMGATGAMTGTCTTTTCATTGTTMTTATCTGCACCTGGATTAAAAA 

GTATTTTCMCATGTGAMGACTTTATGGAAAAAMTMTATGTGTGTGTTGTTTGACTT 

TT ACTGC TAMGACAGCMGTGATTGAACAGATAAAAATTATGTATTGGGTTTTAACCAT 

TATTTTTATTGACCCTATCCTCAATGGAGA 

Sequence 3739 

CCCTTA GCGTG GTCGCGGCCGAGGTACTTTA I 1 I I I I I 1 1 I II I I I I 1 i I I I I II I GGGA 

TTITGTATTTTTAGTANAGATGGGATTTCGCCATGTTAGCCAGCTGGTCTCAAAACTCCT 

GACCTCACGTGATCCGCCCACCTCGGCCTCCCTAAGTGCTGGGATTACAGGCGTGAGCCA 

CCTNACCCAGCCAATAATTATTTTTTCACATATCATTTGGGCATCCCTAAGTTTCACTGG 

TMTGGGGTMTGGCAATCTAACATTTTTCACACATATATATATATAMGTCTGTTGATT 

TTCCTTTCTGAAATGCTMCTTGATATGTGCCTCTTAAGGACTTTGACATGAGCAGATGA 

TATGGATGCTTGCTTCCGGGTGGAGTGAGTGTCTGTCTGACCTCTANAATATGCTCTATT 

TCTGCTGGGACTCTAACTTAGTCTTAANAGGAGACTTGACTGTTTGAACA7TTAAATACT 

CTAAATAGT CCACTGGCNCTATTMCMATAAATATMNTGGCTTTTAAAAAAAAGCTTT 

TTTTATTTTGCATTACATGNGGTACMTCTTTCAATTACTGGGAGGGAACACAAGGNGAA 

NAGCTGCTTANAATATTTATGTTTAAMTTTTATGGGMCATANAATTAANATTTTTGGG 

ATACTTAAAACANATGCCCCCGGGNAC I I I M I I I I I I I I 

Sequence 3740 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGAAAGCAGTATCATTATTTGAGTCACACC 

TGGTMCTTGACACCTGCTGACACCTTTCTACTGTTTACTTGCMTGTCTCMTTTTCCA 

CCCTTCTAAAGGACTCAGTGTCATCTGAAAGCTTGGCACTTTCACTATGTGCCCAGGGCT 

GGAGATCACTGATAAAGACGTTAAATAAMCCCATTTTAGTTCCACTCTCTACATAATGC 

TCGCTATTTAAAGGACTCACTCAAAGMGTGCCTGTTTCCCTCTACCCTTTNGTTTCTTC 

TGTCTGAACTACTTCCTTCTCTTTGA 

Sequence 3741 

CGCTTAGCGTGGTCGCGGCCCGAGGTACCTCTAATGAAGTTGATGGATTCTCTTGGGACA 

GGGTTATAATCATGCTCATCAAAAAGTCAGAATATTTAGCAGAATATGCAATAGGTCATA 

MMTMTTTAAATATTTTATTMGAATGTTTTCCTTAGCCAAGTGTGGTGGCTCATGCC 

TGTAATCCTAACAATTTGGGAGGCTGAGGCAGGAGAACTATTTGAGCTCAGGAATTCGAG 

ACCAGCCTGGGCAACATAGTGAGAACTTATTTCTACAAAAATAAAAAATAAAAAAATTAG 

CTAAGGCTTGGCGTGGTGGCTCATGCCTGTAACCCCAGCACTTTAGGAGGCTGAGGCAGG 

CAGATCACTTGAGGTCAGGAGTTTGAGACTAGCCTGGCCAACATGGTGAAACCCTGAGGC 

AGGAGAATCACTTGAACGCGGGAGACAGGGGTTGCAGTAAGCCAAGATTGCGCCATTTCA 

CTTCAGCCTGGGCAACAGAGTGAGGCTCCATCTCAAAAAAAAAAAAANGAAAAGGAAAAA 

TTAAGTACCTGCCCG 

Sequence 3742 

C CCTTTCGAGCGGCCCGCC CGGGCAGGTAC 1 1 I I I I I I I I 1 . 1 I I I 1 1 I I I I I I I I 1 1 1 I I 

CCI 1 1 1 I I I I I I I I I I I I I I I I I 1 1 1 IANI 1 1 I I I I I C AAAATTG AAAN N NTTG G NTTTN 

TTNGNNCCTTTCNTTTANGNANNCCCCTTNGTTTTNGGNTTNhlTTTNNAAAANT^ . 

MTN CCTNCCNNAANCNTTNANNGNAAAMMAArrmNCCNGGNTNNNCAAMNTTNAN 

TTTTNNNTTCCNAAAATNTNGNNNAAAANNAAANNAAACCNNNMTTTTNNTNNTNGGNN 

NTCCCCNTTTNTNANCCNTNGCNNGGNNGGCCAGAATGGGGGGTNrmTNGGAACCNNAN 

NAAMCNNGAAACCTATTCNCCTTNTNNGGGCCCTAMCNTTTrmNGTTCCCANGNlvn^ 

NTTTGNAMNCNTNGGGCNNTTTAACNGGNGATTGACCCTTTATNGGACNTNNGGAAAAC 

CACCN I I I 1 1 I II I I I I I I I 

Sequence 3743 

ANTACTGTTATCCACCNNAATCANNGGGATAACCGCAGGNAAAGGAACATGTTGAGCAAA 
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AAGGG CC AAGC AAAAAGG CC ACTTAACCCG N AAAAAAGGCCCGCGTTTGCTG GCC AANTT 

TTTCNCATNAGGCTTCCGNCCCCCCTTGACTNAGCNTTTTTAAAAAANTNGGAGCTTCTA 

NTTNAAAANGTGGTGNAATANNCCGGANNGGGAGCCNANACNCGNNNGNGGNGAAGGCGN 

GNTTNGCNGNNANNGGGGCCGCTNCTTCCCNCTTTACTTTGGGTCACTTGANTTCGNTTG 

ANACTTTGGGCCCCCCCGGGNGGGGGGGG 

Sequence 3744 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGGGAAAAATTAAAGGAGGATAAGGAGGA 

TTTGGAAGGATGGGGGACACAGTTTTTGAGGGTGTCCTAGGAAGGCCTCATTGAGGAGGC 

AATATTTGAGTATAGACCACATCTGGCCGCCTNTTGTTAGCCCATGAGCTGAGAATGGTT 

GTTACAGMCATTTGCAGCTGGGTATGGTGGCTACTGCCTGTAATCTCAGCATTTTGGGA 

GGCCAAAGCAGGTGGATCACTTGAGGCCAGGAGTTTGAGACCAGCCTGGTCAACATGGCG 

AAACTCCATCTCTACTAAAAATTAAAAAAAATCAACCAGGTGTGGTGGGGTGTGCTTGTA 

Sequence 3745 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGCCACCTCAGGCATGCTTAGTGTTCAGC 

ACAGTGCCTGNGGTATAGCAAGCGCCCAAAAAATGTGAGTGGCTGTGATTGGAATAATTA 

TTATTAAGTAGCAGAGTCTCCCATAGGGATTAGATACCCAAGTCGCTATGGCCTTTCCCC 

CAMCCCTANGCMTCACGTGTTGGCATTTTAAATGGAAGGCACAGGGCTGGCATTGGTG 

GCTCATGCCTGTAATCCCANCACTTTGGGAGGCCAAGGCAGGCANATCACATGGTCAAGA 

GTTCACAACCAGCCTGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAGGAA 

ATTAGCTGGGCATGGTGGCGGCACCTGTAATCCCA 

Sequence 3746 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTTAGGGGACAGMCTATTTTACACTTT 

GTGTGGTTTCCATGGCTGTAAACATTTGTTAAAACTCACTAGCCAGGCGTGGTGGCTCAT 

GCCTGTAACCCCAGCACTGTGGGAGGCCGAGGCGAGCGGATCACGAGGTCAGCAGTTCGA 

GACCAGCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAACCGGG 

TGTGGTGGCAGGTGCCTGTAATCCCAGGGAGGCTGAGGAAGGAGACTCGCTTGAACCCGA 

GGCAGAGGTTGCAGTGAGCCGAGATCATACCACTGCAAGCCAGCCTGGGCAACAGAGCAA 

GACTCCGTCTCAA ACAA CAACAACAACAACAACAACAACAACCTCACTCAACTGTATATT 

TMCATGGGTGMTTTTATCATATGCAGACTATATTTAATAAAGCTAATTAAAACAACCT 

CTATCC AMTCCCGCGTAGCTTGAGACTACAGGAGCGCGCCATTATGCCCTGCTCATTTT 

TTTTTTCATATTGTAAGAGATGGGGTCTNACTATCTTGGCCACACTGGCTTTCAAACTCC 

TGGGCTCAAGTGATCCTCCTGGCCT 

Sequence 3747 

TTGGTMNTACGGACTCCACTTNGAGGGGGCNGMNTTGGGGGGGCCCCCCCCTTTTTCT 
TTAAAAAAATGCCATGCTTCGGAGCCGGCCCGCCAGGTGTGGATGGGATANTCCTGGCAG 
AMTTTCCGCCCCTTTTAAGCGGTGGGTCCNGCGGGGCCCGGAGGGGAACC 1 1 I 1 I I 1 1 
Sequence 3748 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGCAMGTTACATTMTTACATTTTCATATT 

AGCAGACTTTGAGTCGGTTGTGATTAATTATAATAAGTGCCTAAGAACTAATGTGTTCAT 

TTAGAAMTGAATTATGCCATGCATTTCTCATCACTAMAGAGTTTAGAGTTTTGAAAGT 

GGCTGTAGGAGAGTTTTATCAAAGATGAAGGAATAAGATTTCTCTTAACTGCTCCATCAA 

CTCTTCCTCTTAGMACCATTTCAGCTCTCCAGAGGCCTACAAAGTCTTCTGTATTATGT 

GATCTCTTGGGCTrTAGATTGCTTCTA<aATTACTCTTTCAATAAACTA 

Sequence 3749 

CCCTTAGCGTGGTCNCGGCCGAGGTACATTACAATTTCAGCAAAGCATCTGNCAGAANTA 

ATATAGTATTACAAACTAACAATTAGGGCTCTTAACACAGATAAAACTCTTAAATGCTGC 

TTCTATCACTTACTCTTTATGTCACTCTGTCCAAGCA7TTAAACTCTCTAAGCTATAGCT 

TCCCCCTTATCTNTTTAAAGGGGMCCATGATGATAACTATCTCACCAGGTTTTAGTAAA 

GACCGAATGGTAAAAATCTACANAATGCATT 

Sequence 3750 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATACAGACTGTTTGTGGATGGTGAAAAAC 
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CCTTTAAGC 1 1 1 I IGATTTCTCTTTCCMACTTTTGATGTCCCTTTGGGTATTTGGTGGC 

GTGGTTTACTGTCCTTGAAAGGGAGTTCAGTGGTTTGGGACTGCAACTAAAGCAGGAATA 

GCAGAGTTTGATATCAAT CTGAG TTCTAGGACTGTGAATAMCTGTCTTTATCTTATCCA 

MCATTGMTATATGGTMTTTTATGAAAGCGGAGGAAACCAGAAGCCACATCAATCTCT 

GMCCTATGAATATATCAGATAAMTTTTAGATATGATCTTTTTGAGAAAAGTACCTCGG 

CCCGCGACCACGCTAAGGGCGAAATTCCAGCACACTGGCGGCC 

Sequence 3751 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATATAATTTAGACTGCTAATCCACANGAGA 

CAAATTACTTACTATTACAAATTACTTCTTAGCTTCCCATTAGCTTATATAAGTTCTAAA 

TCATAAGG MTGAG TAAMTCATGAGATTCTATGGTCCTTTTGCCATGTATGCTTGCTGT 

GTTGTMTAGTTTTGTTAGAGAAGATAGAAAGCTTACCACTCAGTGCCATAAGTGAGAAG 

GAACAACAACAACAAAAAGGACTGTGGCCAGACATGGTGGCTCATGCCTGTAATTCTAGT 

GCTTTTGGAG 

Sequence 3752 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGTGACATCCATAGGACGCTACTGAAAAA 

AGCCTTGGTTTTTTTCATACTTTTTCTGCTTTGCAGAMGGTGAGGTGMGCTTTCAAAC 

AGCCTGTGGTTGTAGCCTTCTTTCTATTATTTATGGCCATGTGTCCTGGCAACAGTTACA 

ACTGCMCTCTGGGCAAAGAATAGGTTGGMGACTGTTTCAACGTTTTCCATCAGGACAA 

GATCATACCCGACACANCTGAGGCCTCTCCGGATGGGCAAG 

Sequence 3753 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTGTCMTACTTTCTATTTTCTAACTATA 

TTACTAGGCATGAGATTTGAAATATCCCATGTAGATATTGGTAGCTGGAATTTCAAATCT 

GTAAAAATAGAAATGGCAACAAAACAATGAATCTGGAAGACTACTGTGTTGTCATTAATT 

CCTTTAAAAMCTGCAGGCTAACMTTTTTTTAGTGAAMGTTTGGGGTGTAMTATTAG 

GAGCTTTCTATAAATCACCTAATATTTACCAAAAAATAAAACCTATGAGATAGGTGCTAC 

TACTGATCTGTTTCTTAGTAAGGATACTTAAAGAGGTTAAAACTGGCCAGGCATGGTGGC 

TCACACCTGTAATCTCAGCACTTTGGGAGGGTT 

Sequence 3754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC7TTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCNATCTCCTGGTCTCGTGATCCACCTGCCTCAGCCTCCCAAGTAGTTGGG 

ATTACAGGTGCCCACCACCACTCCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCTC 

CCAMGTGCTGGGATTCMGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCATAATGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACTGC 

CATTGGATTTCTAATTTCAATTTGGAATTTAAAAACCAAATACCTGAATTGGTGTCCTAA 

TTCTGACATTGCCTATTTATAGCCTTGGTTANGTAATTGANCTTTCTGAGTCTGTAATTT 

CTTANCTTATTAAATGANAAAAAAATNGNCTAAGATTTGCNAGTTAAA 

Sequence 3755 

GTGNATGGGTTTTCTGCAGAAATTCGCCCTTAGCGTGGTCGCNGGCCGAGGTACTTGAAA 
TGTGGGTATGGGCAGCTGAGGMCTTAACTCAATGTTTTMT^ 

GCCACATATGGCTAGCCAGTGGTTACCATATTGGACAGAACAGATGTAGACTAGTAGAGT 

GTCAGTTTCAGTCATTTGAACCATACATTTGAACCATAGCTGAGAACCAGAAAATCAGTA 

AATAA GGCC TCTGAACAGAATAAATACTGGTGTATAATATCAAAGAATCCATGTAAAGAT 

ACGTATTTTACTGATAGGAGCTCCTGTCTGGTAGTCCTTAGAGTGTGTTGCTCTTTACTA 

TACAAGATTGTTTTCCAAACTTCAGTGG 

Sequence 3756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCAGAGGGCAAACACTGTGACAGG 

AGCTGTCAGGAGGACTATACAAAGAGAAAGCATTATTGACATAGCAAAGACATGAGGTGA 

CCTAGATGTTTGTAAGCCACTCTGGCAGCTACAGCTGAGGGAGCAGGCCTGGTTAGAGAT 

TTCTCACAGGTGTTCTCCANACCCGAACACTGTAGTTTTATGTAGATTGCTCCCCTCTTG 

GGMGGAAGTAGAGCTGTTTTGTTTCTATTCACGTGTTATGTATTACCTCTCTCACTATC 
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TCATTAACCAGTGTTGTCACCACC 
Sequence 3757 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTTCTGGATGGAGAAATACGATAAG 

GACACAGAAATGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTA 

GCACACCTTCAAGACCTGGCAAAGATGATAAGAGAGTATGAACAGGTCATCATTGAAGAT 

CGTATAGAAMGGAGAGGAGCAAGAAGAAGCTCCAGGCCTGGTGGCGAGGCACTATGATA 

CGGAGAGAAATTGGTGGTTTCAAGATGCCTAAAGACAAAGTTGATAGCAAGGATTCAA 

Sequence 3758 

ATTTTGGGGGGNCCCCCTTCTTAAGNAATTGGCCAATGGNCCTTCCGGAAGGCCGGGGCC 
CCGGCCCAAGNTGGGTGGAATNGGGGATAATACTTTGCCAAGNAAATTTTCCGCCCCTN 
Sequence 3759 

CCCTTTCGAGCGGNCGCCCGGGCAGGNANAAGTCNTTTNTANTNTTGNAATAGCCATAAT 

GAATGAGAAGTGAACTGCTAATGGCAGAGAATGTAGACTACCTGCTTGAGAGATTTGGTG 

AAGGAMGCMTAMGTAATATTTTAGTGGGMTTATGCCTGAGAGACTTTATTTAGAGT 

AGACTGGTAGGTAGGAACAAATTTAGGAGTCTAAGGCATAGCTTTGAAGATGAAAGAAAA 

AAGAAAGTTACAAATGTGGCATGGGCCCGCCAGAGGAGAAAACTGAAAACCCAAACCTGG 

NGAMGACCAGGAAGTTTTATCCTTAAGAAAGGAGAGGAAAAMCCATCCTTTTCTC7TG 

NCACCAAGAAGGNAATGGGAGNAAAAGGATAGGTGGGAAGGACCCTTAAAGAAACTNGGG 

AAMGGAAAMTTGGAGGTNGNAAAAAGGGGGGGCTTCCTTTCCTTTTTTCC 

Sequence 3760 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGATTCCACCTCTCGGCTCAGATGAGCATG 

CCGCATGGAACAGGATATGCTCCCGGCGTTCTCTTGGACGGTCAGAGAGATCTCCACATC 

AAACAGGCCATGCATGTCTNTGNTTGTCCTGGAGTCTGTGGACAAATCCTGTCCTTGTGG 

ACCTTTCCACTTNGCTGTGGGCCGGGGGAACCAGCCCGAGGACTGACAGAGTAGCTGGAT 

GTNTCTATCAACATATCCCGCGATGGAAATGANAGGAACTGAGCCCAGTGCNTGACACCT 

GTAGCTCCCAGATGGCCTTNTTGGTATGTAAGACTGNGAACTAATNCTGCACCCATAGAG 

GCCANCATCCAACACANGTAATGTTTTTCANCCTCAGAGAGATGCGCCCCTNCGCAATAA 

GAATCCTTCACCAG 

Sequence 3761 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGAATTrTTAAGCAGTGTTTGACATC 

ATAGTATCCTGTAAAGTMGTAAGAAAAGGTTTGTTCTTCCCAGAAATTGAAAGTGGTTG 

CTCTGAAMTMAACTAGTMTTAAMATATTAATTTTGTTCTMTCCTTTCTTTGACTA 

ATTMCAmATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTAT^ 

TGTGACCT MTCAGTTCTGTTGTTTTACTTGGCTGTAGTGTTTTGG I M I N I I GTTTTG 

I 1 1 II I I IGAGATGGAGTCTCACTCTGTCACCCAGGCTAGAGTGCAGTGGCATGATCTCG 

GCTCAATGTAACCTCCGCCTCCTGGGTTCAAGNGATTCTCATGCCTCAGCCTCCCGAATA 

GCTGGGATTATAGGCTCGTGCCACCAACCCCCCGCGTACCTCGGCCGCGACCACGCTAAG 

GGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNAATATGGGCNNANATNTGCGGTTTTGANGGNGNAAAAACTNCCGTGCCANCTTCAT 

TAATGAAATTGGNAAAANNGCCGGGGAGAACCCCCCCCCCCCNNTTGGGCCCCCCTTCCG 

GNTTTNTTNGTTAAATNNATTTGGATGGGG 

GGNNNCCCCCCNNGANNAAAACCCCCCCCCCC 

Sequence 3762 

CCCTTAGCGTGGNCGCGGACGAGGTACAATCATGCACTGGGGTNAAGAAGATNCATCTGC 

TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 

CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGNCTNCCCTCANCC 

AACTCCCCTGCATANAGNGAATGAATGAA 

Sequence 3763 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 

AGTCCTTGTTAAACATTAGTTGCAGTGGGTTMTTTGGAMTGATTTTGCAATGTAAAAG 

TCATCGTANTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCAATTC 
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AAGAA I 1 1 I TAATGTAAATAAATTTTCAAAAATAAATGTCTAGGGCAAAATCAGACCTGT 
CTACTTGTTGCATCTTGACTAAAAATTGGTCAAGGTATCTGTAAATAAGTTGCTTTATAC 
AAGTTGCTGTTCAACATTATGGATATACACAGATGATCANGCMGTTCTGCTTTGTACCT 
GCCCGGGCGGCCCGNTCGAAAGGGCNAATTCCAGCACACTGNCGGCCCGTTACTAAGTG 
Sequence 3764 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGC 

AGGTACCGGGAG AGTGCT TACAGTCTAGCAGGCAAGATTGATATTAAACACATATTCAAA 

AAAAGGGTATGAGTTTTTTAAAGAGAGGTAGTGCTAAATCCTCTGGGAACATCCTCTGAT 

CTCATCTAAATTTGAAACCCTAGGTTCTCTGGGAATCTATAGCAAGAACTAATCCAAGTT 

AGGGGTCAGAGAAGATGTGAAGAATGAGTAGGATTTAGTCAGCTGAAGAGAATGAGGCTA 

TGGGGAAGCGTGTTCTANGAAGAGGAGAAATATATTCAGCCTCAGAGATGTGCAAAAAAG 

AACTTAAACTGCAGAGACTTTCNGGAAAAAAAAAAAAA 

Sequence 3765 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTGTGACTGCTTTGAGACATTTCTTTATTGAA 

TTCTAACAAAAACAATCAGTGAGGCAGAAGTTACAGTAATTTTGATTTGATAGGTAAAAA 

TATTACATCTCAGGGAAGCCGAGAAACTCATCTCAGTCCCTGAACCAGACGCAGGGGCTC 

TGATGCAGACCCACTGGGCGTGCCTACCTCTGAACTGCCTTTTTGGGGAGTCTCGGCTCT 

ACCTCGGGTCCTGCACTGCAACCTGGGAATATGCTTGTGCATGTCAGTAAACCTACTGAT 

ATTATTACCACTCTT 

Sequence 3766 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGACTTATTGTTCCACTGNGGCAGGTAGACT 

TCAATGATTCCATCTGACTCCTCTCTGCAATGTTTACTACAATAAAACAAGAGGCCTCAT 

TG CTTT GAATAAAAATGGGGAGATCCTACTTTCTGGCCTAGGGTTCAAAATTAAGCCTTG 

CATTTTCCTAGGGGCCCATAATCAATCACAGAGGCATTTAGATGGACAAACTATTTGAAA 

MCCTTTCCAGATCTTTGCTTAACCAATTAATAGGCTATCCTTAATACCTATCCATTGGA 

ACCTATAAAAAGATCTGGTAATCGAAACTGCCTTTCAAGAGCTGCAGTTTTCAGAGNGTG 

GGTCCCAGGACCAACATTATCAAGCATCACCTTCTTTTATTAGTTTATTAGGAATACACA 

TCTTTGAACACAACCTNGGACCCACTGAATCAGAAATGGAGGGNGGGGG 

Sequence 3767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACCAATCTTACTTAGATACCGAGGAAT 

AGCCATATTGTAAATACCTCCACTGACCTGTGGCTTGCATTTTCACATCTTAAATATCTT 

TTGATAAATTTCTATCAGTGTTGAAATTGATAAATAATTGGGATATATTCATATGAGAAT 

TCTATACAGTAATAAAAATGAATAATCAGCAGTTAATTGCAAAACATGCATGGATCTCAA 

AAACATATTTATAAAGAAAATAGTCTAACAAAAATAAAATATCCTTTATGATCCTCTTTC 

TTACATGTTACAAAACAGGCAAAGATAACC 

Sequence 3768 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTGTGAGTCACTGTGGTGACAGCAGCAT 

CCAGGACGTCGATGCCCACCCGTTAGCCCCCTGAAGCTGCCCTCCCTAAGAACAGAAACA 

TCCTCCTTGTTGAAAATGAAATGGACACTGTTTAGTCTCGCATTGACTCTGCTGTTGATC 

GTCTCTACTTGAMGTAGGATCTATTGCAGTGCACTCTCCTGGTTTTCCTTCATTCTTTT 

CTGAATATGCACCTTGCACATGTGTGGTGTTTATCATGTCAGCAGTCAGTGGTGCCCTCA 

AAGGTCTTGTTCTTAGAGTTCTCTAGGAACTGGGTCTAAATATCTCAGGATGCATAGTGG 

GACC TCACA TTTGGCAAAAAGAATTAAGAGTAAAAATTATGTGAGGTCGATCACACTTGA 

AGACCTTTTATTCCTTTCTGATTTAGTTGGTGCACAAGCAGTACCC I 1 1 1 1 1 I I CTTTAA 

AAA 

Sequence 3769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATATGCGAATTTAACCTCAGCTTAAAATG 

GTAATTCCTCACCAGGGTTTGAAGTGCCTGCCACCTTCATAATGCATCTTAAAGGTCAGC 

TGGCAATCAGTGACMATTCTACATTCCTGAATAGTTACTTGTGAATTCAGGATTTCATT 

TAGCTTMTTTGTGTGTTTTTTTCCTCCTAAGTGCTCAGGTCTGAAATAGTCAAATTTTA 

ACCATCTAATTGGAATGAAAAGAAAGCCATGGTTCCCGGCGTGTCCCTAGGAGGTGAGGA 
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tagAagagtgctgggaagaggaggcacagactcttttcatga 

Sequence 3770 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTATCAAAAAATGGGATAACATACGCAAAAA 

AGGCAACTTTCCAGAAATCATATTGTGATACTTGATTTTGTTAACTAAGACTGTTGTGTG 

CATACATGTGGMTGATGCAAATGAGTAATTATGTGATATTATTATTCTACCATTCTCTT 

GTGTCCCTGAACATCAGGATTCAGATATGGAAGAAAGAGACAGAGATAAAAGATAGAATA 

GGTAAAGGTAAAAATGCTGTACAAAAAGGGCTACATTCTAAATAGTAAAA 

Sequence 3771 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGTAACCAATACGATTCTGGGGCAGGTTG 

TGGGCGAGTAGAAGAACCTCCTTCCCCTCTGCGACATTGAACGGCGTGGATTCAATAGTG 

AGCTTGGCAGTGGTGGGTGGGTTCCAGAAGGTTAGAAGTGAGGCTGTGAGCAGGACCTCC 

TTCCAGGGGACATGCAATCTGCAGGGAGGGGCTGAGGGGGGTCCCATGGTCTCTGCTGTC 

TTCTCTGTCCACCTCTTTGTAGAGGAGCTTGAGCTCCAGGAATGCTCTGGTCAGGGCTGC 

TGTGACTGTTGGCCCTGCTGTCCTTCCTCCTT 

Sequence 3772 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGACTAMTGTTTTCATTACCTCATTTAAAGC 

C TGGA GAGTTAAGTATTTTCTCTGAAGTCACATAACTTGTAAAGAAAGAAGCTGAGATTA 

GTTTTA CAGCCCTCACTCAAAAAAAAAAAAAANAAAAGTACCCAGCACCACCTAGGAAGT 

ATTTTTGCCACAAMTCAGACCTCCAGATCTAACTNCCATTTTATAGGAAAGATAAGTTC 

AGAGAACCNTGTCAAATGACACCTCGGGATTTCAACCANCAACGTTCAAATGTGCTAAAC 

TNTTGTAGATGGAAAAGAGACTTACAGACATTTTNAAATAAATNCAATATATGGGCC 

Sequence 3773 

NTNNTTAGCGTGGTCGCGGCCGAGGTACATGGAGGTCAAAAGTCAGGTAAAGTCATCGAA 

ACATGACATTGATTTAAAGCAAACTGAGATTTTGTTCTAAMCMGAGTTTCAAAATTAT 

TTATACACMCCAMCAGACTAACCTGAGGAATAAACAATTTTGTGAGTMCCTTTTTGG 

TATCCTCATCCTATCTTATTGGATCATCANTAGAAATGGAGCAATGAAGTTCTTTCAAGT 

ANCCTCAGGTTATTTCGAAATAATACCTTG 

Sequence 3774 

CCCTTNCCAGC GGCC GNNCNGNCGGGNNCAGAGACAGTGAATACTGTANGGTCAGAGCTT 

TTATGTMTACCTTTTCATATCTACMTGTTTAGCACMTGCTTGGCACATAGTTAGAGC 

TGTTCMTAGACTCATAMTTTATCTTTCTGTTGGGACTACTGAGGAATAAACTTGAACT 

GGAGGAAAAAAAGTCAAGGAGAGTTGCCTACCTTCTCTCTAAATCCTTACCTATAATCCT 

TCAGCTCCTATTATAGAGACCACTTCATTTTGGTMTTCTCTTTGGGGTTGATATTAAAT 

ACGAAACAGAAAATCAAGATAGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 3775 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCAGGGCATGTGTGGGAGGAAAATACTTGA 

GGTTGTGGAAAAAAATCACCTGAAGGATTAGAGGTGCCCAGTATTCACACAGGGCCCGGG 

AAAAGTGTCTGTTCCCACTGAGGCTGGAAACCTCATTATTCACGGGGCACGGGGTAGAGT 

GCATANAAAGGTGTTTGCCTGATAGTGGGGAATCTACCCT 

Sequence 3776 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAACTACTNAGGCGTNGTAACTTTCCANAG 

CAAAAAATTGGMTTTCCTCATGTTTTACAGGGGGAGGGTNAAGGCNATTCTATGAAAAT 

TMC AAAGGGGGTTGGGGGAGGAGGGCTTTCCTTTTTGCTAAAGGAAAAATAACACATTC 

TTTTCGAATGATGACTTATTTTTGAAAGGCATCCTGCCCGNNTNCATGCTMNACTTCAC 

CAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGA 

Sequence 3777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTCTAGACCACACCTACTACTACAAC 
CATTTCTAATTTATATTGACTTTTGGCAGGGGAGGCAAGGGTAGGAAGGAMGTTTTATA 
GGAGGACAAGTCT I I I I AGTAAGTGATCAAGCAGGCTGGGCTTGGTGGCTCCTGCCTGTA 
ATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATAATGAGGTCAAGTGTTCGAGACCAGC 
TTCGCCAACATGGTGAAACCTCGTCTCTACTAAAGATAAGAAAATTAGCTGGGCATGTTG 
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GCGGGTGCCTGCAGTCCCAGCTACTCGAAAAGCTGAGGCAGGAGAATTGCTTGAACCCGG 
G 

Sequence 3778 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTGGTGCGGCTCTGTTCGTGGGCTGGGTC 

AGCTGGAGGCCTNACACTAATTGGGGGTGTGATGATGTGCAATCGCCNGCCCGGGGCNTT 

GGCACCAGGAANTAAACCAACNTACCNATAGNCCGTGTTCT7TATCATTGGCNCTTNAAN 

GGCCCACCAGTTGT TNGCCC TTACNATAGACNCTNNGNAAGGGCTTTTNAAAAGGNCCCA 

AGACAACCTTGGTCNTT7TTTGGGGGGTTCCCAAAANCACCTCCTNATATNACCCANAGG 

TAAAGGTTANTCACTTATCCNGAATTGGGGAAAGTGNTTTGNNCTCCCTGTNCAAACCNA 

ANTAAAGTGNAACCCTAANGGCGTTTTATCCAATCCAACCTANCAAATAAAAGGTGGTTG 

NNGNAANAAMTTTTTGGTNNTTNCCGGGCTTTTTNGGCNCCA 

Sequence 3779 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGMTTTTTAAGCAGTGTTTGACATC 
ATAGTATCCTGTAAAGTAAGTAAGAAAAGGTTTGTTCTTCCCAGAAATTGAAAGTGGTTG 
CTCTGAAAATAAMCTAGTMTTAAAMTATTMTTTTGTTCTAATCCTTTCTTTGACTA 
ATTMCATTTATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTATTC 
TGTGACCT AATCAGTTCTGTTGTTTTACTTGGCTGTAGTGTTTTGGI I 1 1 1 I I I GTTTTG 
1 1 1 M 1 1 IGANATGGAGTCTTCACTNTGTCACCCAGGCTAGAGTGCAGTTGGCATGATCT 
NGGCTCAATGTAACCTCCGCCTCCTGGG 
Sequence 3780 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGAGCCCTTGNGAATGTCTCTGAATGTGCA 

GTTAGACTCTTCTCACTGAACTGCTGGTTCTGCTTGGGCCTGGAAGGCCCTGTCCCACAG 

GCCCACTAGGCAGATTCCTATGCATCTTTCATGATTCCATGTGGATCACATTTCCTCTGA 

CATTCCTCTGAACATGTAAAGATGCTGAATATCATTCATCATTAGGGAAATCCAAATCAA 

AGCCACAATGAGATACCACTTCAAACCCGCAAGGAAACAAAAAAGACATTAAAAAGTACC 

TGCCCGGGCGGCCCGCTCNGAAAGGG 

Sequence 3781 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTMTTTTGTTTGAAATTAAAAGCTATGC 

TACCTGTTGCTTAGGCAAAGAGTTAAGAGAGGTGAGATTTCTATCAGCTGTGGAAATATA 

AATGTTC TTATA GAANGAGAGTGGAGCTGTGGAAATATAAATGTTCTCATAGAAGGCCTG 

AGTGGACTTTTCCTGGGGGAAACGAATGGTATTGNCTTANTAGGTATNTTTGTAAATAGT 

AGAGTCATAGATGGCCTGTATTTGAGTACAGTCCAGGGCTGCTTTCNTGGATTCAGATCC 

ACCTTGCANCANNTCTAAGGGCCAAAATCCCACACCNTNCCTTGGGTCAAT 

Sequence 3782 

CCCTTANCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 

AGTCCTTGTTAAACATTANTTGCAGTGGGTTMTTTGGNAAATGATTTTGCAATGTAAAA 

NTCATCGNAGTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCANTN 

ivnTGMm^AATGTCMTAMTTTTCAAAAATAAAfGTCTAGGGCAAAATCAGACCTG 

TCTACTTGTTGCATCTTGACTAAAAATTGGTCAAGGTATCTGTAAATAAAGTTG 

Sequence 3783 

CCCTTANCNGNGGCCGGNCNGNCGGGCTCCATNTAGACAATGTCAAAGCANNGNTTNTTT 

CATTTCCTTNTATC CACAT GTNGGGGTGAGGCTATTTCACAGAGATAGTGTATCATTTTA 

CTAAMCATTATTTATTTTMCTATATTNANGACTTAMTTAAAAAAATAATTTTCTCAT 

TCATCTAGGGACAA 

Sequence 3784 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTAGTAGANACAGGGTTTCACCGTGTTAGC 

CAGGATGGTCTCGATCTCCTGGTCTCGTGATCCACCTGCCTCAGCCTCCCAAGTAGTTGG 

GATTACAGGTGCCCACCACCACTCCCAGCTMTTTTTGTATTTTTAGTANAGATGGGGTT 

TCACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCT 

CCCAAAGTGCTGGGATTACAAGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATT 

GCCTCTTCATAATGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACT 
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GCCATTGGATTTCTMTTTCAATTTGGAATTrAAAMCCAMTACCTGAATTGTTGTCCT 
MTTCTGACATTGCCTATTTATAGCCTTGGTTAGGTMTTGAGCTTTTCTGAGTCTGTAG 
GTTTCTTANCTTATTAAAATGA 
Sequence 3785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACATTTTGTTTATTCGTTCATTAGTTGATG 

GACATGCMCTTGTTTCCACATTTTGACTATTATGAGTATTGCTGCTGTGMTATTTTTG 

TATMC TTTTAAAATACAGTTTTAGCAGAMCATACCATACACGTATTTTCATAATCCAC 

u l I l l CATTTAC ATACC TTCAACTTTAAAMCTAMTTCGGATTATTTTGTTTTTCATG 

AGGACATAGTAATTTTTGTGCATATGTAAMTTTTCTTCATMCCMTCCTTGTTGTTAT 

TGNTTAGATATTTMGGGTAGTTTTCCAGTGTTTTCCCTTATTATAGGTTATTAATATCT 

T 

Sequence 3786 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

MTTATGAMCCTCCATACTGAGCTTGTTTTCAGGGGTATGCACACTGTTATAATGCTTG 

MTATACAGCAGTTTGCTTCATAAACAAGGCACAAAGAATTTATAAGTGATGATAGCCAT 

TGGAGGCCACATTGTTCCTTGTTTTGACGAAAAGTGTATGACTTGTCACAATGAGAAAAT 

GATAGAATTGGTCAGMTTTTTATCATAGATTAGCCTCT^ 

ATTTTATGTGAATTTAmGAGTTTTGGCAATGTGCCCCTTTCTTACM 

TAGCCCATCTGTGMTAMTTGGTGTGAATAACCTTGCCCACACTTTGAAAAAAAGTAAA 

AMTAGACACTCAMTTCATTATTTMCAMGCAMGTTTAGCCACATGTATTCAAATGA 

ATACTAATTGAATTTTGCCCCTTTMTTTGTATCGMCTATCATTTAMCGTTATTTTCA 

TAGTATACTAAAGTAATTGCTATNAAAATTAGCTTATCAAAAAA 

Sequence 3787 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGCACACCAAGCTTAATAGAGATGGGGTG 

GCTATTACTATCTTCTGCTTATTGGTGGGGATGCCTGAGACACAAAGGAGCTGAGGAACA 

TGGCCACAGCCAAGTGGCCAAGCCCAGACCAAGTGTCTGGTGTCCAGTCACCTAGTCCCC 

AGATGTCTCCTGTGTCTCTTGCAACTCAGCTCAAATCACAGGTTCCTTGTCTCACCCATG 

MCAGATCCATCATCTGTTCTTGGGACACTGAGGTTCCTCCTCATCTTGAGGGACATTTT 

CCMAAAAAAAAAAGTGCCTTGACCTTTCCTTAAAGGAAAAATAAATAATAAATAAAAAG 

AACCCTGAAGTCAAGTCACTTATGTAGTGATGTGATCCCGCGTACCTGCCCGGGCGGCCG 

Sequence 3788 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCGATCTCCTGGTCTCGTGATCCACTGCCTCAGCCTCCCAAGTAGTTGGGA 

TTACAGGTGCCCACCACCACTCCCAGCTMTTTTTGTATTTTTAGTAGMGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTNGAGATCACCTGCCTCNGACTCC 

CAMGTGCTGGGATTACMGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCAT MTGTA TTTAATAAACTATGGCAATNCCANGAATGACAGATTGTTACCACTG 

CCATTNGGATTTTTAMTTTNAATTTTTGGMTTTAAMACCAAATACCTGAM 

Sequence 3789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTATTTTATTGAGGCTGTTTCCCAGTCA 

GMCAGCGTCTCTCTTTGTTTGTCATTCCAAATCTTTCAGTGTCTTTAGGGCTCTGAGGG 

CCCTGGAGAGCCTCATCCAACCTCTCATCCTTCCATGGCTGTCCCCACCTCTGTGCACTT 

ATGAGTCMTGTTGCCGCACTTCATTACATGCTGTTCATATTACAGCATTATMGATTTT 

TTCTTTTAMAGCCTATCTTCTTCAATCGGGTAGTAAGACCATTGTGGGTTGAGGCATGT 

TTCATACTTCCCACA 

Sequence 3790 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAATATAGAGTTAGCATCCAGATCTATTCA 

ATMTTGCTTCTGGGMCACAGATACAMAATGTTGATTAGATTCCAGTGGGGGTTTTTT 

ACACGATGTTTATTTATAAGACTAATCTGTAAAAAGGAATGATTACAGCCAGGAGTTGAA 

GGTTATTTGAAGAGATCATTCAGTGTTTAAGTTCTTGGTTTGAMCAGTTAATCACTTTA 

GGTTGGATTCTCTTCACTCTAGAAAACAATTCCTTTGGATACACCAAGGGAAAAACATAT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

153/599 



TTTTTGTCTTGTGATTTGGTAANCACCATAGTCACATCTTGGGAGGTCTTGTCTTATAAA 

ACCCC 

Sequence 3791 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGTCGGTCTCCAGGGCCCCAGCACGTCT 
TCCCTTCAGTTGGTCCCACTTATCTCCACTAGGCTAGTTTCTCATAAAATGCTCATCAAC 
CTCATTTCTCCCTTCTCAGTAGCTGGCCCCGTNTACAGCAATGCCATCACAGACCTAGCT 
CTMTGTAAMTGCTAGCTTTCATCCCGCCCACCTGTTTCTGAAATGTGCTAGTAAGCAA 
) TACCACAGCAGTAGGCAAGCTTTAGCTTGTTAAAAAATNTTTTGCCCTGGTCGAAAANGT 
AGTATTACTNGGCATTGCCTTNNTMNANGGNGTTATMCCTGGCTTNCMTTTCANTTT 
TTTNIsrTGCCNAGGAATGGTTTTCCTNGNTTCCTTAAAAAGGGTTGGGGNAAACCANAGGT 
ANTTCMTTNCATTTTAATAGNTTAAGAACCCGCCCCCTTTNTGNTGGAAAAATGGTTAN 
CCCNNGGNGGGTGGGTTCCANACCTGGTGGGATNGTNCATGGAAATTGGGTCCTTTACCA 
ANTTTTCTTCNTTTNTAAAANGAAAAATGGGTC C I I I I I 1 1 I 
Sequence 3792 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGCCAAATGTCCCCTGTTGTTGCA 

MGTTGCCCCCTGTTGATCTAGTGGCCACTGCACTGGACGGCACGAGTCCAGCAAGCCAG 

GGAAGATGCAATTGAGCAATGGCATGCAAGGGTGAGTGCCAGGGAGGGGCCGCACTTCGA 

GGAAGAGTGATACCGGACTGGCAGCTGACCAGACTGGCTCAGAGGAGGTTCCCAGAGGGC 

TAGGGTTTAAGCTGAGACCTTTCTCAAGTCCAGCAACCACATGTCCCACAGAAGGCTAAG 

CCAGGATCCGGTGGCCCCAAGAGATTACATCCTGGCTCTGAGCCtTGGTTCACATCCCAC 

CATACACCAAGGCTGCTGGGAGGCTCAAAGGCAATTTGGGATGTAAATATTACTNGTGCA 

GAATGAAAGTGTGCTTNAAMCAAAACATATTTGCACTGCTGTTCTTCAACTCCCTCTTN 

CCATCNAAAAGCTCTTGGGGACCCTCATTTCAAAAAAAAAGGCC 

Sequence 3793 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAATTACTGGAAATTATCTGAACTGTGT 

CCMCC AGTAMT ATTGCATMTTTGMTAGATTTTTATMTCTTAATCATATTAAATTC 

GMT AGATTTTTTCAGMTGCTT TCTACCMMTTTCTAGTCAAAATTCACCGAAAGTAC 

TTTTNI I I I I I 1 1 IAI 1 1 1 I I I 1 1 I I GGGATCTATCTTCTTCCTTAACATTTCAGTTGGA 

GTNTNTAGCATTTAGNNACCACTGGCTCAATGCCGCTCACCCTANGTNNAGAAGTGTGAC 

CCAAATNCTTAMGCATTMNTGCTATTTNTCANTTTACCCACCCATTTTGGGGG 

Sequence 3794 

NCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGGCCTGAAAAGCCTTGAGCATAGCA 

ATGACTCAGTCAAAACATTAACTTGGACACTTGATATACCGNTCCANAAACAACAATTTA 

ANTTGGGTTGGNCTTGTGCTACTGTATGGTTCCAAATA 1 1 1 1 J \ ATTCTTATGTTTTTAA 

ATATAACACATAAAAGGTMTATATGTAGGTTGAMTTACTMTTTTCATAACTGACTCT 

TCTTGATCTCACCTGCTGATGATATAAGGCCTAGGTGAGCCCCATTCTTTGCAAAAATTA 

GAAAATGAAATGAGAATTTAAAGGTC 

Sequence 3795 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTGTGAATGCAGATGCCTTATTTCCTGTGG 

CTACAGCTTAGGGTGGAAAGTGGGGAGTGGCAAGATAAGCAACTAGAGAGGAAAGAAGCC 

ATGCACAAGCTAAACTCTATGCACAGAACACAAGAACTTGTTGAAGAAGTTACTCTATAA 

TACAACATACAAGAGCAGAATTTATCTGTCTGCAGAAAACTCTACCAAACTCCCATACAG 

TGAGATTTCAAGGTTTGGTAGACATACAAAGAGGCAGGTATCTTGCTTTTAAGTCC 

Sequence 3796 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGGTGTGGTCTAGAGTAGATGGGTATGGG 
ATTTGTTTCTGAGCTCMCTTTTCTTTCCAATGAAAAACCTACTTTCCTTTGCAGTGAT 
TTTGAGAGGCTGCCAGAACCAAGGTCAGGAAGATGCCCATGCTTCTGGACTGGTGATAAG 
TGTTTATTCTTTGGTAGGTGCAATGAAACATTATTTC 

TCTAMGCAATGGCTATATTTTAACAAAATGCTMCMGTGGTCTCTAGGCTACTTTATT 

TTGTTGGACAGCTCCCTTTCTGGTTCCTTGGAACCCTGAAAAGAAAGTGTTACTAAAGCA 

MGMGTATCMGCTTCMCCAGAACTTTTTCTTTGGATTTGCACCTNTAAAAGAGGTAA 
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ATGTACAGGTGGTCCCTTTTT 
Sequence 3797 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 
ATGGTTMTGATTTTTTAGCTCAACCAAGCTAAAAGATGTNAACAAGAAATTGAACTCAA 
MCMCTTAAGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 
CATATCTTGNTCTTATATTAAMTC 

CAAAAATATATATATATATTCTTGTAGTGCCCCGAAAATTGAATACATTTAATAAATGGG 

GTAGGAATAGATGNAATCTCCCCATTNAAGGAAGAAATTCCC 

Sequence 3798 

CCCTTAGCGTGGTCGCGGCCGANGTACCACTATGTGGTAACTCTGTTGCTACAAGGCCAA 

GAAGTTGNAAACTANNNNCTTACTCTCAAGGAGTCCAATAGTGAAACACAATGATATCTG 

AACAGAC AGTT GTATCCAGGATGCCCCCCCACCCCCAGCTATGGCAGAGGAAAGCACAAA 

GGTCAAGTTTTACCTGCTCCAACTCCCAAGTAAGGATAGCTAACACCCACAGAGGACTCT 

ACMCTTGTAG AGCACA CGGAGCATCATTAACTTTACCAGATATCAATAGCAACTTTCAA 

CTATGAAAMCATTTTTGGCTGGGGCGCAGTGGCTCATACTTGTAATCCCAGAACCTGCC 

CGGGCGGCCGCTCAAGGG 

Sequence 3799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGGTTGCTCTCTAGAATTGGGGCATAGCTGT 

TACCC TGGGACT TTTGTTCCTTGCTCTCCTGTGGTAGGAACTGTTTCTTGGATCCCAGGC 

TTCTTGTTTTTTTGTTTTGTTTTGTTTTGTTGTTG I I I I 1 1 I AAAATTACCAGTCGGTTT 

TGCTGAATTCCCGTAAAACTTCAGTAACTTTAATAACTCTCCCACAAAAGGGAAATATAC 

TATTTMGTCCTTGCATATTAGAAAATGTCTTCTGTCTTCATGCTTGATTGATAGTTTGG 

CTGGTTATATAATTATAGGTTGATTAGCTTTTTCTGTGTACATGGGGCTACCCCTTCCAC 

GACGGGGATTATCTCAATGATGAGGCCTTATGGAACAAGTGCCCGAAAGCCTCTCAATGT 

GGTTCCCTGGAATCTGACCCTNTTCTTCATCTGCTGGTCCGTAGGAGGAATCCAAAATGG 

GTCTTCTGCGCCATCAAGTGGTCAATGGCCTCTGGGGACCCTTTTGGGGGACTGCAANGT 

TTTGGCTTNTTGNGGGGAAAATGGANCCCTTTNAANCTCCNMNGMCTTGTTAAAACTT 

TACAGNTGGACNATTCCAA I I I I I I I I AAAAAMATTNTTTTNTTTTTTGGAAAAATTAA 

ATNCC MTN TGGTTTCCTANNNNGANMAACTTAAAAAMGNCGTTTTTCNTTTTTTCCA 

CCMCTTTTGTTNMNTAAAAAATTTTTTNTTTTAAAAAAAAAAA 

Sequence 3800 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATCTTTTCMCTTTTCTGATGGCTTGATATT 

TTTCAAAATTAAAAATATCAGAAACAAACATCCGACGATGGGGGTTTAATGAGATTCCAG 

TATGTAAMTATTCTAGAATGGCTGAMATAATAAAATAGTAATATTTTTGATATCGGAG 

AGACCTTCMGCAATGTATTAAAAAGGCMGCTATTGAACATTGTTTACATTTTGTAAAA 

GCAGATACAACCGCAAACACATGCAGAAGCACTGGGACAAACTTTAACAGAAATTGATAA 

TAATAAGGAGACGGGGAAAAGCTTTTG 1 I I I I I I GNTTCACATTATAGCTTTCTTCACTA 

TTTGMTTTTCTACACATGTGCTACCTACCT1TTTATGTCAGCANCAGTTATCTGGGTGG 

TAAGTTGGGGGGC A I 1 I I I I I I 

Sequence 3801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAGTATGACTAAATGATGGTTTACACTACA 

ACAACCCACCTTGAGCTCTCTATTCTACTTTCCACCATATGTTTTCTGTTTGGGGGCTTG 

GGCATTACTCTATTATTTGTGTTTCCATATTCAAACTCTTCAAGAGAGTATCTGATTGGC 

TTGTCAGTTACTCTCCAGTATAAATGCCAGATTGGCCATATCTACTTATAAGATTAGCCC 

ACAGGCTGACTTTGGGCCAGCCATTGTTCCCTGATTCAATGCAATGTGACCAGTATTAGA 

AGGTAATGCAGGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 3802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 
AGGTCTCTATTACTCCTCGGTTCCCAGACATCTTCCTCTTTGTTCCCTCTGTTTTCATAG 
AGAAAGTCTATTCCTCTCCACNAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 
TTTCTTCACTCTGTTTCTCTCCCC I I I I I ATACAATTATTCAGGACTCAGCTCAGACTTT 
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GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 
CTGTATGGAAATGTTCTGTTTAMTGTNCGCAATCCTGCATTAATCCTGGGGGCTTTCTA 
Sequence 3803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTAAATAGCTTAAAGGAAGAAAAAATCA 

TCATAGTAAAAGAATTTGAGAAGATAACAAAGCCAGGAGAAATGGAGAAGAAGATGAAAA 

TATTGAGAGAAAGCACTGAAGAATTACGTAAAGAAATAATGCAGAAGAAATTAGAAATTA 

AAMTTTACGAGMGATTTGGCATCTAAACAAAAGCAGTTATTAAAAGAGCAGAAGGAAC 

TAGAAGAATTGTTGGGACATCAGGTCGTCCTAAAGGATGAAGTGGCCCACCCATCAAACC 

ATTCCAGTTACCCTCGGCCGCGACCCACCGCTAAGGGGCCGAAATTCCAGNCACACCTGG 

CCGGCCCGTTACCTAGTGGGATCC 

Sequence 3804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCCATATTAATGGAGAAGAGCTATG 
GMTAGTTAATGCCMTTTATGAATAATCCAAAATCATTTATGTTGGACTTGATTAAATT 
ATTTATMTGCA AAGCA CAGCCAGCTGTCATGGCCMTATGTTTGATCACATTTTTCTCT 
MTTGTTTCTTTCTTTTGTCTCTGGAAATCTGCTGT^^ 

ATGCTTAAAATTGTTAGCAGATTACTGTCATCATGAGCAGTAAATTATCAAAGTCTGAAC 

ATATCANATCAGCATTTAATATCATACTAAGATGAAATTTAGAAAGTTAATATCAAGCGA 

TMTTATATGCATCATCATTACTGTGTTTGCATGTTAATTANGTATATGTAGTTAGTATA 

TCATATAAATGACTGCAGTTACCATTATGGNGACACAGACATTTCTCT 

Sequence 3805 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 I 1 1 I I I I I I I I I I I I I I I I I I CGT 

TNGCTTATTTGTTTGGTTAGTTTAGTTTATTCTGGGGCCTTTTTGTA 

TTATGGANAANAATAATGCAAGTAAAAGTTCACCTTCCTNTAGGCCATTCCACAGTCTGT 

TCCGAGTCTTTTTCCATGCCCTNTTTTNTGGGCTGNCCAGCTCAAACTGGGAGGCANTTG 

GGTCTGTTGCAAAGTCCCTTCCTTATTCAGGGTTGGTTCCCANAGCTCCAANATCTAATT 

ATCCACTANTTAAACTGCTGCCTGCATTGCTGAGCTCTTCTTCTTGATTAATTAAAGAA 

Sequence 3806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGGGCCTATTAGAGATCCTGTAGAGAACA 

TCMGGMATTGCAGCCACTTTATCCAGATCTTGATTAAATCTTGCAAGTAGACTCACTT 

GGTGATACTTCTGAMTGTGGTGGGTTCATGATTGATTTTGGATTCTGTGGTGTTTCCAG 

CTTTGTCTCTCAATTTGATGGTAATGTCCCCTCTTCTTACATTCTTGTTCCATGTTATAA 

TATCCACAAAGTAATGATACATGCAG 

Sequence 3807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTGACTACAGACTGAGTAATCTGA 

GTTACTTCGGAATCCAGGAGGAAAAAACATACTTTAGTAGGATGATGATGGTAAAGACAA 

GTTGTGATTTTGAAGTTCAGGTGGAAATATGAGATACAAGAACAGGATTAAGATAGAGGT 

TGGTGATACCTAGTCCTCTCAGCTGTTAGTTCATGAGATAAGAAACTATGCCAATCAGGT 

TGACTGTTGTCAGAAGCTAGCACAGTGCCAGATATAGAGTGGGAACTGACT 

Sequence 3808 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCTGGGTTCCAGTGTTAACTTTGCCTC 

TAGCTGGTGTCATGATTGTGGGAMCTCTTTTATCTTCTCTGTTACCTCACCTATCAAAT 

TAMGAGTATGAGTCTCCACATTTCTTCCTTCCATAMTTAAGGCTTAGTTATAACCACA 

ACATACTGTATTTCTTAGMTACGACATCACTATTTTATACATTACTAAAAAATTGAAAA 

TTCTACTAA^TATGAAGCMTGTTTTATCACTTTGMTTTTM 

AAAAGCTTTTTAGGTATMCCAAATMAGGATTTTATCATATATTACACTTNGGATACAT 
GTAAA 

Sequence 3809 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTTTTGCCAGTTTCCAMTTTGTGTTGAGTT 
CTATGACCAACAT1TTACAGAAACATTGTGTGAGACAGAAAATTTTAGGGTATTATTAAA 
TTMGGCATCATTTCCTMCTTTACTATTGAAATAAATTATTATATTCACMTACACTTT 
TATATTTAGGTATACATCTTAAAATCTCTTAGCTTAGTGGGCCCGCTTGTTCAACTTGAC 
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CTTCATCAACCAATGCTATCTTAAGATAATAAAAAGAAGAGGCATTGAATACATTAGAGA 
AAAAAG AATTG ATTTATTCCAACTCAGG GTTG G AACTATGCCTCTTAACTCTTAATTAAA 
AAATACTTCAATGAATAATAAAGACAATCCTT 
Sequence 3810 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 

AGGTCTCTATTACTCCTCGGTTCCCAGACATCTTCCTCTTTGTTCCCTCTGTTTTCATAG 

AGAMGTCTATTCCTCTCCACGAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 

TTTCTTCACTCTGTTTCTCTCCCCTTTTTATACMTTATTCAGGACTCAGCTCAGACTTT 

GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 

CTGTATGGAMTGTTCTGTTTAMTGTCGCAATCCTGCATTAATCCTGGGCTTTCTAAGG 

CGGGAGMTAC CTTCATAGC CTCAGTAGCTGGCATGTGGTAGGTGCTTCGTTCTTGTTTT 

TTTGTTTGTTTGTTTTGTTTTCTGNTTTTCATTG GCTAGTT 

Sequence 3811 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGAAAAGATATCTACGTTCCCATGTTTATTG 

CAGCACTATTTACAATAGCCAAGATACGGTAACAACCTAAGGGTCTAACAACAAATGAAT 

GGATGAAGAAAATACAGTAAATATTCGCAAAATACTACTACTCTGACCTAAGGAAGAATG 

AMTCCTGTCATTTGCAGCAATATGGCAACATAGATGAAATTGGAGGTCACTTTATTAAG 

TGATA TATGCC AGGCACAGAAAAACAATACCGATACTGCATGATCTCACTCGTATATCAA 

AATTG I mm l ACTGACATTGATATCATAGAAGCAGAGAGTATTACCACAGACACTGCGG 

AGGGGCGACACGGTATGAGGGAAGGACAAGGAGAAGTTGGTCAACAGGTACCTGCCCGGG 

CGGCCGCTCGAAAGGGCGAATTCC 

Sequence 3812 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTGCCATGTGGTTCTATACAACATCA 
GMGGACATTrAAMTTAMTGGrnTTTCAATTTTTAAATCM 

TCTTGCATAACATCCTTCTATTATTTCTGTATGGAGTGAGGGATGGAATCAGTGTGAGCA 
TGTATTAACCTCATGGCTAAAAGTAGGAAAGAAAAAGATTTCCTCATACTGTTATGTATG 
TGTCTAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 3813 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGCCTCAGACGAGTTTGGGTGCAGCAGA 

ATAGTGAAMGTMTTTGGAGGTCAAACCAACAGGACTTGCCACAGGATGGATGGATGAA 

AGAAGTAGAATAAAAAATGAACCCAAGTTTGGGGGTTAATCAATTGCATGACTGATGATA 

CAACTGTCCTAAATGGAGAAGATAATGAAGAAACAGGTCTGGTAGAAATAAAGATGGGTT 

CTACTTGGAGCTTAAAGACATCTAAATGGAGTTTGTATACAGGGCTAGAGCTGGAGAGAG 

GTTAGAGCTAAAGAGAACCAGAMGTATTCCCCMTTTTCTTCCTAACTCTATTTTTGAC 

C TTGAA ATATCATTTAMTTTCTCTGATTTMTTTATTTTGAAATATATTTCTAAAAAAC 

Gun ICATAAAGACCAGGTCTTGCTACGTCGCTCAGGTTTGGACTTGAACCACTGGGTT 

TAAAGCCTTCCT CCGCT CANCCTTCTGAGTAGCTTGGACTACAGGCACACACCACCCACA 

CCCAGCCAGATATTTTTTAAMTATGTAAAMTATAACTTTGTTACATATTTACCCAGTG 

CTTTTAAAATGC I I I I I I GAAAATT 

Sequence 3814 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTTTCTCTCTATGTTATAGAAT 
GTTTTCAGAGCAGMATATATTTTGTGGTGGAAATCAGAGTAGTGCCTTAACAGTAGAGT 
TTTGGTTGATTTCTMGCCTMGTTATGTTMTCCTTGGCTCACTGATCCTTTTAATAAT 
CT 

Sequence 3815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAGAAATAATTCAGTTAAGGATTTCTA 

CAGTTAGTMCCACATATTCATTTTTTATCGCAAMCACAAGTTTGGAGGTTGGCCCTAT 

AGAGCTACTTCAGCTATTCTTGAGGAACTCATTATGCTCCAATATTCCTGTTCCATTGTC 

CAGTGTGGCTTCTGGACTCATGGTCATAGATGGCTGCCCTACTTTCTGACCAGCATACTT 

CTTCCAGGCAAGAGGAAGCCTGAAAGGAGAAGGGCGTGTGGCTGGAAGGTGTGTACCTCG 

GCCCGCGACCACGCTAAGGG 
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Sequence 3816 

I I I n I I I I I I I I I n I I I I I I I I GGTATCTGTTCCAAG I I I I I I I ATTGTTAAATTGAA 

TGACTMNMTCGNATCTTTCTTGNNTGATTTTTGTGAGTAGTAATGTAATGATTCTTAG 

AAT AC1TG GTANAATTATTCTTGNCATAMGTGATTGTCAGTAMTGTTCACTGTTATTA 

CTATTTTTCTTGTATTGGGATTTTAGMTCTMGTGGCTTTCAGTATTT^ 

ATTNGTAGTCCCATTTNGTTTCTAGTTT 

Sequence 3817 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTATTTATGTGTAACATTCAAATGTGTG 

CATTAMTATGCTTCCACAGTAAMTCTGAAAMCTGATTTGTGATTGAAAGCTGCCTTT 

CTATTTACTTGAGTCTTGTACTGGGCTCTGTGTAAGTGTCGTTGGGGTAGGACCTATATT 

TTMTACTGTTCCTAACATTTCATTTTACTAGCGAGAAATCTTTGATTTCATTTT 

TTGT MTTC TAGACACTAGGTTGTAAGTTTANCCATAACCCGATGTTNTTTAAAAAGGGG 

ATATATTTTCTTTGCACAGTTGTTCAAAAMAGAGACAAGGTTTCAAGTCCTCAATGCTG 

GCCTTTGTTTTACAAGGTACCTGCCCAGG 

Sequence 3818 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTATCCCAGTGGCAGAGATACACAGAAAGCC 

AAGGCTCAGAGGCAGTAAGTCATGGGTCCGAGGCCTCTTGCTGATGACAAAACTGGAATC 

TGAACCCA CGTCAGGCTTACATTTACACATACATGTATACAAATGTACI I I I I I I I I I I I 

I I I I 1 1 II IGGCATATTTAGGTTATTTATTAATGAAAATATATGACATTTTCAGGAATAC 

AAATTCTGCACCCTGATGACCTCAAATGCGTGCAACAAGATGTTTAATACAGAAAATAAC 

ACAAAAACTGT 

Sequence 3819 

CCCT TAGCGTGGTCGCGGCCGAGGTACACAAGTTTTAAATTTTGGTCAAGTTTATCAGTA 
TTTTCCTTTGCAGTTTATACTTTGTACTTTGTTTG 

AT CCTA AMGAATTTTGMGATTTGCTTTTCATATTTGGGATATAATTCACCTAGAM 

AATTTTGTGTCTAATGTAAGATGGATCTMTTTTTTTAMGTTAAACTGTGTAAACACAA 

TTTATTAAATATTCTACTCTTTCCCTACTGATCTGAAACACTACATCAGATATTTACAGT 

TTCCATAAACACATATGTGGCTCGTT 

Sequence 3820 

GATAT CTGCAG AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTTATACAGGCA 

AA MTATTT TTGCAAAMTGAAMAATATTTTGAGGATTGTTATATTCCAGATATATTTT 

TATATTFrTAGCTACCATTTTGATACTGAAATCTGGATAAAAAATTAGGCTTCATGTTTT 

CCATTTAAGTCTCCATACCTGTCCTCAAAAATCACATTAATCCAGGTGTAATTGAATATG 

MTTTATAGMGCACATGGGAMTGAMTTTTATGTCTMTTAGATATTTTTCACAGTTG 

GATGAGMGCCAGTGTTTCAAGTGGTTTCCTGCCAGGMCCTCAATTTTCTAAGCCAAAA 

TATGTTTGACATTAACCC 

Sequence 3821 

CCCTTAACGTGGTCGCGGCCGAGGTAC I II I 1 1 I I I I I I I I 1 1 I I II I I I GGGCTTTTGA 

GGCTCCTGTTCTTAGGCAGCACCAGCTCCTTCTATTTCTGCAGCCAAGGCATCAAGATCA 

ATGTCATCCTTGGTGCTTAAATGAAAACAAAAACAfCCTAAATGCTACTTAAAAGCAAAA 

TMTCATTCATTTATATAGATTTTATCATTTTMCCTTTTTCATGCATTAGCAGCACAAT 

GAGAAAAATCATTTGGCAAGTTCTTT 

Sequence 3822 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAAGGATAAATTGGCAAGAAAACTGGC 

ATCTTTAACTCCAGGGTTTTCAGGTGCTGATGTTGCTAATGTCTGTAATGAAGCTGCGTT 

GATTGCTGCMGGCATTCTNGTCAGMTTTCCCATTAMTTCAGGAAMNCACCTTTTGA 

ACCAGGGCCAATTTGNAGCCGAGTGGANTTGGGTGGGCTTTAGNNGAAGAAAAACCGCAG 

GTTTCTTGCCAAGCNCTGGAGGGAAGAAAAGAAGACTTGTGGGCATTACCACCGAAAGCA 

GNGCNCATGCCGGTTTGCCCCGGCCTGGGTATCCTGGGAGGCACCGNCAANACCCCGCTT 

TTTTAAAAGGG TATTCC CATCNATCCCCACCGTTGGCCAAAAGGGACCTAAGGTTTATTG 

CCTCCAAGGTNTTTTTAACCCANANAAGGNAAACCAATTNCCCTTTTTATTANCCCAANA 
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AGGMGGCCAAGCCTTCTTTGGGGATTAAGGGGANTGGTNGTTATTGGAACTT 
Sequence 3823 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNCGGGGTTGCAAANTTCTTCANTAGCNTTAN 
TTNGANTTTATATGTAAANGCCATTNAGTGGTTGAG 

GGCAGTTGGTCACTCTGTTTTCTGCGCCCAATTATTGCGGAGAGTTTGACAATGCANGTG 
CCATGATGAGTGTGGATGAMCACTAATGTGTTCTTTNCANATTTTAAAGCCTGCAGAGA 
AAAAGAAGCCAAATG 
Sequence 3824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGTGGTCAGCATAGTAGATAACATAGTTACA 

GMGMTTGACAACAGGAAAGTTGTTTTATAGAGGAGGGAATAAGGGCTCCGTAACATGA 

CATCATAATTTCTAGACAAACGCTTAACTTCCCTGAAGCAGATTCCGCCGAGAGGGATTG 

GGCCATGTCGGAMGAGACCAGTTTGCCTGTAATATTTCTTCCTTTTCTCTAATCCTGGG 

CTCCCTTCAGGTAGAAACCCCAGATCACCATCAGGAACCCAGAGAATGGAGAAAAAAGTA 

GAAAAGAT 

Sequence 3825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCATTAATACGTGCATACTTTCTCCCTTTTT 

AC AAAACC TCTATTAGAGGCTCTGGAAGGTGTAAGCCATGATAGCAATGACCGTGTCAAA 

CTCTTTTTCTCTGTAACTCAGGGCCTAGGACTGTGCCTGGCACATAGCAGACACTTGATA 

CATATTTGTTAAATAAATGGGTAGCTGGAACATATGCTCCATGAGGAAAATGAATGTATT 

TGCATGTTGTTAAGTTAGGAATCTGGCCCTGGGAGTCAGMTTGCAGTGTTTGAGTCAGG 

CTGCATTATTTCCTAGCTGTGAGAGCTCTCTAAATCTATTCCCTCACTTGCAAAGTGGAA 

TGATATTAGAATCTGACTCATATTGTTACCGTGAGGATTAATCGACATAAATACCTGACA 

CATGG GTAGC ACTCAATACAGGCTAGCTGTTATTATCATTATCMCATCATCACTATCTT 

CTTTCATTTTTCTTGNTTACTACTTAATCTCCTGTTTTAAGCACCATNACATATGCTCM 

TAAAM TTTG GTTAAATAGGAAAAAATGAATCAATGAAGTGTAACTTACCTGTATACCCA 

MT ATGT TTTGCTTCCCTCANTATACCATTTTGGTCAGGGATTCCANACCAAATAGTAAA 

A MTT TTAMGGNCCAACTTAAMGTTAGTNGGGATTGANGTTTATTTMTTTGAAACTT 

GTTTTAAANANANCNAGCCCNNAGTNCCCTTGGANAAMMGTCCTTTTMTTTCCTTTT 

GAATTTCNGGGATANGTAAAACAANAGGTTGCNTAATTNGGAC I 1 I < I 1 I I I 1 1 1 i 

Sequence 3826 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I 1 1 I I I I I GAAACGGAGTC 

TTGCTCTGTAGCCCAGGCTGGAGTGCANTGGCACGATCTCGGCTCACTGCAAGCTCCGCC 

TCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCGGAGCA I I I 1 1 I ATAAT 

AGCTGCTTTAAAGTCTTTGTNAGATAATTCAAATACTGTGTCATNTCAGTGTTGGTGTNT 

GTTTATTGTCCCATGCAAGTTGATATTTTTCTGGGTCCTTCATATTCTAAGCMTTTTTA 

GATTGCANTCCTTGGGCATTTTCAMTATTACATTTATAAAGGACTTCTGGGATCTTTAC 

TTAAAATTTCCATGGGAANAAATGTTGCT 

Sequence 3827 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCTTCCATGCATCTAAACCCTGTAACAAT 

TCTGTGAGGAAGGCATTACTATCCCTAGTTTACAAATAAAGAACGGAGACACAGAAAAGT 

TAAGTCATTCACCCTAATAATTGGAAAGCTGAGATTCAAACTTGGGCCGGCCTGTCCACC 

CCCAMGCCTGAGCTCTTAATCACTGTAGCACACTGCCTTCTAAMCTTCAGAGTTTTTA 

AGAGCTGTGCAAGCTACTCTTCCCCTAAATTAAGTTGCTCCCCCTGAATGCCCCAGAAAC 

AACATCTCTCATTGGCTTCCTGGCTTCTGCTGCAGTGAAAGCTAAGCTGTCAGCAGGGCT 

CCCTGGTCATTTMCTTGTTGATCMTCCTGACATTTCTACCACCAAACAMTTCTTCTT 

TTCCTTGNGGCTCTCTCTAACCTGCATTTCCCGCTGTGGGCTACTGAGCCTGGACTAAAA 

TTTATGTATTCTCTATCCCCCAAATGAGCAAGAAGAATGCAGTTCTCATGTATCTATCAG 

CTTAATTAAGAAAGAGAAAATGAGGGTAACAAATCATGAAAAGCTTATGACACAGAAGTT 

ACCAAGGATGAAAG 

Sequence 3828 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTGTTCGTTTACAGTTCTTAGGACTCNNTG 



# 
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ATNGAAAAAAACACANAGNNNAACACAAAAAAACCCAACCAACCAAACAAACAAACAAAA 

AAAMACACAGGAGTTTCTCCCAAAAAGAAGTCTGCAGTGTCTTTTCTGTTTTCTCTGAA 

GGTATCCCAGGGTGTTAGATTTCTGTTGTTTTTCCCTTATGTGGCACCGAAGTTGGCAAG 

AAGAAGGAAGTGCTGATATAAATAAATAGGGAAATGAACAGAGAGAGTACCTTTGGCCGC 

GACCACNCTAAGGGCCGAATTCCAA 

Sequence 3829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAAGTGCTATATAATGCAGTGTTAAAAAA 

AAAGAAATAAAATGCACATAGATTTGAAAGGATGAAATCAACTTTGTTCACAAGTMCAT 

GATTGTCTTTGTAGAGAATTCTAAATAACAAAAACCCTGCTGACATTAATAAGCAATTAC 

AGCAGGATTGCAGGATACAGTCCTCAGGTAGATGATAAAAAGGAATTGGACATCAAGTCA 

TTAAA AGACA CGGAGAAACCCTAAATGCTTATTGTTAAGTGAAAACCAATCTGAAAAGGC 

TTTCTATTTTGTATGATTGCCAATTATATGACATTTTGGGAGAGGCAAAACTATTTGATC 

CAGNGTNAGGACCCATGGTTGCTNAANNNTNAGGGGATANGCATTATTGNTGTTGCNGNT 

GCTACCTTTGGGGCCTAAAAACCAANCACCTGTTGGGGTATCAATTACCTTCTTTGATAA 

AAGGAAATAAATAAATAATGTTATCCGAAAAAAAAAAA 

Sequence 3830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGCTCCATGGAGGTTCTCCAGTCGGTGTT 

GCTGCTGCTGTTTTCGAGTCTTATCTCGTCTGTGCTCCTCATAAGTGTCGTCATCAGTGG 

GCAGCTCATAGCGGCACAAGGGACAGGAATTTGTCTTGCTTAGCCAGGGCAGAATGCAGC 

TGGAATGGAAAAGGTGATGGCAAGGCATCTCAATGGCAGTCTCCfCCTCCTCAAATTCCC 

CCGCGTACTCAAAATGGGATTAAGCCC7TCCTGAGGGTGGTGCCCACCTAGTAAAATCCC 

CCTTATTACCTTACCTGTTCCCCAAAGACATTCAAAATGTAATTAAGACCAACTACTATG 

AAGGCAGAGATAAACTCAMTTTCCTTTTGAACCCTCATTCCTCCAGTTCCTTCCTCAGC 

CAAAGACTTAAGGGCTACATTTCTTTTTTGTTTTAACCAATAAAACACAATGGGAC 

Sequence 3831 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAACCAGAATTGCTGGGTCATTGGACATGC 

ATATGTTGAGTGTTTCTTTGTCATTGTTAGCCTGCACCCTCCACATTGGCTTTACCATAT 

TATACTCTCCATCTTGCTAATGATTATTCACC 1 1 1 I I 1 1 CTTCTTCTTCATAGGGTTTAC 

TCTCAGAAACCTACCTGGAAGCXCATCGGATTGTGAAGATGAACAAGAGTGAGGATGATG 

AGTCTGGGGCTGGAGAGCTCACCAGGGAGGAGCTGAGGCAAATTGCAGAGGGAGGATTTC 

TACGAAAAGCTGGCAGCTTTCAATCGCC 

Sequence 3832 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCTATTTTGTGAGATTTCTCAAAGTATT 

TCTGTTCTCCTCAGTCTGAATGAGGTTAATTTTCCTGAGCAACAAGAACAAGTGTGAATG 

CCCACTCCTCAACTTGGAGTCTTCTACATAACTTGGATGTTGAGAACTTAAATACACTAT 

GGTGAGCTGCAGACTCTTCTTGCAGATGTAACAATGCTCTTGGTTTAAGCAGGTGTACAC 

CGCATATGGGGCCAAGTTCCACATATTTGGCAACCAGACCAGCATTCCANGACAACACCA 

AMGTATTGTTGGTTTGGTTGTTTAGMGGGGCTTTGGGGACATTTTNACTTTTTTTGCC 

AGCCTCAGCTTTAAATCCCAAGGAAGACAAAAAGAATTAATTTTT 

Sequence 3833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 

TGGCCT AAGGC ATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 

TGATCTCTT TTTGGTGTG GGGAGGACATGGGGGTACCCCATTATCTTAGNAAAANIVJTANT 

TTAMCCTGTTTTCTTTTCACCCGCAAAAGGAMTTAAMTNGGGAAAAAATCCATTTTT 

GGTT TAATCTC TTAAAGTTTANTACCTAAATTAGGTAGGAAACCAAAACCAAAATTTATT 

CTTTCI 1 1 1 1 1 AAAAAAAATAAAATTCTTANTAGGGAAAAAATAGGAACAGGTCCCAAAA 

AGTCCATTGTTCTTTTGNMCAAGGTNGGATTTGGGGMTNTTGGTGGCCCNAGTTAA7T 

TGGACCNAAAATTTATTT 

Sequence 3834 

CCCTTTGCGGCCGCCCGGGCAGGTACGCGGGGGCTCGAGGTTAGCTCTTCACTGCCCTGT 
GTCTTCTTTCCAAGGGTCTCGGTGATTCGGCCACAGCCTCAGCCTCCATCACGCGGTGAA 
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CTGATGGTGCTGGAAGATTCATAGACTCCAGGACATTCCTGAAGCCGAGAAAAGGTTAAG 

TAGGGTCTGGCCTGGAATACTCTCCTAGATGAAGATAGCCCAACCATGAGCCACCTTCGA 

AGCAGATGAGATGAAATTAAAGCTCTTCAACTCCTAAAGGCCCAGAGACTATCACAAAAG 

AGGTCAGMATCCTGMGGTCACTTTCTGACAAACTCAGGAACCCCAGGTTTATCTTGGA 

GCCTCAAGAGGAGATAAATTCACCCAATTCAGGCTGGAGTGCANTGGAATGATCTTGGCT 

Sequence 3835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAGGACTGGTTAGAGGGTTGAATGAATC 

TGTATACTCAGCACTTAACACAGCACTCTGGGTAAAAGAAAAAAGATCCTCAAAGATATT 

AGTTGGTTACATCAAGAAAGGACAAACTTAGGTTAATCTATAACTTCATCTCAGAGGAAC 

AGGAACTTTGGAGATAAACAGGGCTCTGCCACTTGCAAGTTGCACCATCCCTGGTTTCTC 

CATCTGTAAATTGATTAAAACACTGCCTATCTAATAAGATTAAATAAGTTAGAAGCATTC 

AGTTAAATGTCAACTGAMCTATTGTTCATGTAAATTGTGCTTGATGCTTTTTCTTTCTA 

GATTCAATGATTATT 

Sequence 3836 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTGACTCCCCGGGGACATGAGGTGG 

ATACTGT TCATTG GGGCCCTTATTGGGTCCAGCATCTGTGGCCMGAAAAATTTTTTGGG 

GACCAAGTTTTTAGGATTAATGTCAGAAATGGAGACGAGATCAGCAAATTGAGTCAACTA 

GTGAATTCAMCAACTTGMGCTCAATTTCTGGAAATCTCCCTCCTCCTTCAATCGGCCT 

GTGGATGTCCTGGTCCCATCTGTCAGTCTGCAGGCATTTAAATCCTTCCTGAGATCCCAG 

GGCTTAGAGTACGTCTTAAATAGCTCAATAAAACAGAAGAGATTTACCCTCAAATGAAAG 

AATTACATCTATACTATATAACACTATAAATATTTGiGCAAGTGGGTGAGATTATTGGCTA 

GCAATTGGGAAAATGGTTTAGACCTATACAACATTATGAAAATCAAGTTTCAGAGAATTT 

ACAAAGTTAMCACTTTAAAACAGAAMTCTAGAAGAAAGTGGMCTGAATTTCTTCATT 

TTATGCATTGGAAGAGTTTCCTAAGGATAGAAACNAACAGAAGTCAATAAAAAGAAAAAC 

ACATGGATTTGGNTACCAGTGAMTTTTAAMTTTTGTGTGTATGAGTTTAAAAGGA 

Sequence 3837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAATAAACTCTGGCCTCGAATTCCACTG 

ATGGTAAGTGATATAATAATGAGTCTGNNTCCNAATCCACTGTTGCCCTTAGTCAGGAAC 

CTATM TMCATGATTTGCCTTTCCCATATTGCATTACTAAAAGGAAAATAGAGAAATAT 

Mill CTTTAATTCATATTATATAMGATTGTTTTTTAACCAAAAGCTATCATTTACATT 

TMGTTTACACATACTATTATTTTTCTGGCCTTTTGATAACATATATGTCAATATGAAAA 

TGTTATTCTTTAGAGCTAGTTTAAGGTCCCAAGCAATTATCAAGATCTACAGTGCCCAAT 

TCACAGCTAGTCACTGCTGATCTTACAATCTTTCCATACACAATTAATACTTAAGAATTC 

ACACT GCTGACT TCCTCCTGCCTAGATATACAGAGGGTAATAACAATAAATAATCACCCC 

TGGAGTTTTTTTCTCCTAACTACTCTGGCAGGCACAGAATCTTTGMGCATTTTAATTTA 

AACCTTTAACTAACCAAAATCAAAGTAACCTGAGTCTGGAAGTAACTGAGTGCAGTAATT 

GGCCAAAACATGTGGCTGGGGGATTTTMGTCTGGAGCCGTTTTAACCAGATTTTTAAAC 

CAAAAAANNGGGTTT 

Sequence 3838 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGATACATTCTAGCCTTCTACAAAGTGCA 

CTTAGACCAGGATATTCTTTCATGATGGCAGACAMTGAGGAGTTTCTTTTCATTATCTA 

ATGAAAAAAGAGTTGGTCTATATTTTCTCAGTGTATTCCTATAGGGAAGAGAGTCTTATT 

GTTGATMCCTTTCAGACAAGTAGATGCTTCTGCATCCTATGAGGTATTCCCAAAGCCCC 

TCTTTAAT CTCCA CCATTGTGCATAATTTTGTGATMTGAAGCAGTTATTTTCTTCTCTT 

GATAGACATTTTATGAAGGCAGAGACTATGCCACTCTTGCTTACAGTTGTAGCTCCAGCA 

TCTAACATGGTGTCTTAACACATAGAAGATGCTCAGTAATTACTTGTTAAATGAATGGAT 

GGGTGGGTGGATATGCCCTAATATGATGCAGCTTGATTATGCTGTAGTCTGGCTGGATTA 

AGACATCATCCAAAGAAGTAAATACCAGTATCTTTAACTGNTGCCTGTATCTACACACTG 

GAAGAAGACATCTTTCAANGGGGATGAAAAAAAAGTCATACCTTTGGAAAATCATTAAAC 

TCTTAI I I I IAAAA 

Sequence 3839 
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CCCTTAGCGTGGTCGCAGCCGAGGTAC I I I I I I 1 I I I I I II I I I I I I I 1 I I I 1 I I GCACA 

GGAGTAANAAAAAGGGAATTTGCTTTAGGGGCATGAAACTAAAATATCAGAATGATAGGA 

CTAAMTCMCAGAGTTTANACTTCAGTAGTCANAATAAAATACTTCTGAAATATTCCAG 

ATATCGTATAAAACCACAGATAAATATGCAMGAAGTCATTAAGCATATTTTATTATAAT 

TMTGAATATGACTTTTAAAGCTATATGTATTCTCCATGTTAAAAACTTCCTTAGTGAAT 

AAGCCCAGGGCTGCCCATAA 

Sequence 3840 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTTTTTMTTGTTAGTMTTTTTCCGCM 

CAGGACACAAAGAGCAATCTCATTCTTTCTGGAGGTCCATGCAGAATACTGCCCTCAATG 

GATGTCACCTATGTGACCAGTTCCCACTGATGACCCTTACACTGAAAACCGGCTTACACA 

GGAG TGGT CTATGATCTATGATGTATTAACATGGACATTTCCTCTTCCATTATGAATTTG 

TAMGTTTTGATTTCCATAATTCTTTTTTTMTCAGTGAAM 

GAGAGAGATACAGGAAGCCAA 

Sequence 3841 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGTGGTTATTTCATCATTCATTCCATTGGT 

CATTGAAAAAAATCTTGATATGACAAATAATAATGACTGCTAAATCTCTGATTGTTAACC 

TGGGMTGTCACTACACAGCTCACTTTTTCTTTTTTATGTCTTANGTTG 

MGAGAGGATGTTCTAGAGGCATGGTTGAMTTGAATTTGTAAGTGTTAAAAGTGCTAAA 

ACTCCTmTCCTATAAAATT 

Sequence 3842 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAAAAAGAAATTAAGTTGTGAATTTCTAAAGACCT 

TGAAATMGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCC 

TACTACATGMTTAACGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAG 

TATT CTCTG MGCAGTTCCMTCTAGTTGGGAGMTTMCAGCCAGTTTGATTTAACTAT 

CTCAl l l l lATTAACTGTAMTTTACATTAAAAAATATTTGCAAATCATACTCATTAGTT 

AT TTGG ATCATTGGNTCTA TGCATT TTAAMTTMTTTTGNGGTGGTCCTCTCMTATTT 

GGTTTTMCATTTATTCCCATTTTTMTTTTMT^ 

TTCCCAATAAGGTGTCTTGGAAATNCTTTGTGGGGGAAAGGGCAGGACCAAAAATAATTA 
GTTTAAATTMNATTTGGAAAAAATGGTMTTTTTCCCATTTTTAAATAT^ 
ATAA AAAAAAT ATTTCAMGAAACCATGGATGMTNATNGGTTATGTTGGGNCTNGTTTT 
GGAAI llllt I CTTCAAATTNAAAACANTTTTGNTTTGCCAAAAAAAAAAAAA 
Sequence 3843 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCTTTTGCCGCTTCTGGI I 1 1 I GCAGACATC 

CACTACTCCCCAGCTGATTACACCAACTTGAATGAAACGACTTCTCTTGTGAACTATCAA 

GGGGCCGCCAGAATCACCTCTGCAAGTATTGGGGTCAGCATAGGGACTCACTCCTCCAGT 

ACAGAGAGATAAAAGCTGCACAGAAAATAAAACAGGATTATGGGATAAAGTGGTGGGAGG 

TGATGAGGATATTATTCTAAAAAGGGTAGTCAAGAAGGTTCCCTTGGAAGATAAAAGGGA 

TGGGGAAACAGCAAGGAGAAGGCCCAAGTGAGGAGCAGGTCTGAGGGGGAGAAGGAAGAC 

CCATGTGGCTGCAGACAGCAAGCCAAATGGGGGTGACAGG 

Sequence 3844 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGA 

GCAGCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAG * 

MTTTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAG 

AACACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTA 

AAAAGCATATTATGGGACAAAACAGATACATGATGTGCAAAACACTGTCTGCAATTTAAA 

TGTGATGTGATGGAATTTTGGGAGCCATTACAAATCTGATTTAAAGAGAAGGAACTGGCC 

CAATGATGCCCAAGCA 

Sequence 3845 

CCCTTTCGAGCGGCCNTCCGGGCAGGTACAATATGAAGGTAACATAAATGTGTCAGCTGC 
TGCTTTATTTGATAGAAAGCGGCTTCAGTATCTGGAAAAACTCAACCTTCCTGAGTCCAC 
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ACATGTTGMTTTGTAATGTTCTCGACAGACGTGTCACACTGTGTTAAAGACAGACTTCC 

GMGTGTGTTTCTGCATTTGCAAATACTGMGGAGGATATGTATTTTTTGGTGTGCATGA 

TGAGACTTGTCAAGTGATTAGATGTGAAAAAGAGAAAATAGACCTTACGAGCTTGAGGGC 

TTCTATTGATGGCTGTATTAAGAAGCTACCTGTCCATCATTTCTGCACACAGAGGCCTGA 

GATAAAATATGTCCTTAACTTCCTTGAAGTGCATGATAAGGGGGCC 

Sequence 3846 

CCCTT AGCGT GGTCGC GGCC GAGGTACTGAAATGATAGGCGTGAACCACTATGCCCGACC 
TTMTGTTTTACTTTAAATTTTGTCTTTAT 

TGATMTTCTATTATTTGMCTTCCCATGTGTMTTCATTATTTGTTGTATTGACTGACT 
CTCACTCATATGTAGTTGTTTCTTCTTGAGTTTTGTAATTTTTMGAGTGAGTTCGCTTC 
ATTTGGGCTTCATATTTGAMTACTGAGCMCCTTGMTTCCTCACAGATAMTTTTGGT 
TTTGCTTTGTCTGGGTGCCCTGAGACCACTC 1 I 1 1 1 I H I 11 1 1 I I I CGNGAGATGGAGT 
CTCTCTCTGTCACCCAAGTTGGAGTGCAGTGGCGCAATNTCGGGTNACTGCAAGCACCAT 
TTTCCGGGTTCACGCCATTGTCCTGCCTNNCCTTCCAAAGTAGCTGGGACTACAGGCGTG 
TGCCACCATGCCTGGCTAAA 1 1 1 I 1 1GG 
Sequence 3847 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCTGGTTGTAGACCCCAAAAGTAGGGAAGA 

AGATAMCACCTGAAATTTC GTATT TCTCATGAATTAGATAGTGCATCTTCTGAGGTCAA 

TTAAMGGAGAAAAAATACAATTTTCTCACTTCTGCATTTAATTCAAAAAGAAAAAANAA 

TG CCTTT TATTANGCAAAAAATGGAMGGMGAMCCATGGAAMTGCCTTNCTTTTCTC 

AN^^TTTATTGGGTTTGAAAATGGTGGTTATTCTATTTTTGGAGGTCCTGGGAAAMT^ 

ACCTAAATTGGTGGGTTNTGGATTMNTTMGNTTTTAAGTTTTGT 

GAAAACCTCCCNCTGTTAAAACCTAANAAGCTTTCAANGGGGTCTAATGGTTCTAATGGT 

NTCATTTCCTATTANNAAAGNAAAATGGCCATMNCCTATTCNACCTGGTTANT1TTTTA 

AAA 

Sequence 3848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGACTCAGGTGGGAGGATCGCTTGAGCC 

CAGGAGGTCAAGGCTATAGTGAGGCATGATCATGCCACCGCACTCCACACCCCAGGCAAC 

AGAGCAAGACCCCAATGCAGACCAAAAAGAAAAAAAAAAAAAAGGAAAAGAAAACCACCA 

TTTGGAMCCACTA CAGCM CAGCTACAGACATACCTCATGTTACTTCACTTTGCTTCAT 

CTCACTTTACAGATATTTTTCACAAGTAGAAGTCCTGTGGCAATGTCATGTCGAATAAAT 

CTATAACACCA I I 1 1 I 

Sequence 3849 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAGGGGGAGGATGTCTTGTGGAATTCAGA 

CGTAAGCCTAACCCTGCATTAGAAMMTGTTCACCGGGTTAGAGCAGTGGTTTTTCCTG 

GNGGATTCTTTATGCCTAAANGMTCNTTGAAGTTTACCATTACTTCCTGGGGGAAGGGG 

mNGGNAAGAANGAAANGGGCCCCTCAAmi^rTNCATTTTCCCCCTTCmGNGCGGGT 

TGN CTTGTTT CAAMT NCCM GNGGGCCAMTTNTMTNTTGGCCTTAAMTNATTTTGG 

MCNrTTTTTTCNCCCCTTTTTTC 

TTAA NA GGTT TCCACCAATATCCTTGNGNNAGGAAGGNTATAAGGNTCTTCTCCCCAACC 
TTTTGNTTTTNTAATTANMTTTTCCCNCNI I I I I I IAA 
Sequence 3850 

AATTCGCCCTTACCGTGGTCCCGGCCGAGGTACGCGGGTTCTAGTGTTCTTC A I M I N G 

CAGAGATCCATATTTAATCTGCTATTATTTCTCTTCTGCTTGMGAAATCTCTTTAACAT 

TTATTATATTGAGAGTCAGTTGGTGTTGAGTTCTCTTAGCTTTTGCATGTCTGAAAAAGT 

ATTTGCCTTCGGTTTTGAMGCTATTTTCATTGGATATAAMTTCTAGGCTG 

TTATTTCTTTTAATACTTTAMCAATATTGCTTCATTCTCCTCTGCAGTGTTTT^ 

TAMTTAGCTCTCATTCTTTTCCTTGTTCCTCTTTGTTTTCTCTGCCTGCTACGMACTT 

TTCTCTTTACATTGCTTTTGAGCAATTTGACTATGATGCATGTGTACCCGGGGGGCAATG 

TTGACATTTGAGGTGGCAGGCAGGATGCCTGCCTTCTAATATATTTNGGGTGAGTAACTG 

AGCCCAGCCCANGGGAAGGGTGGAATGGATTAAATCAAGAAATGGGATTCTTNGGTNAAC 
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TGAAGACTTTATTTGGGGAATGAAAA 
Sequence 3851 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACMTATATTCMGTTAATCTTTTACCCAG 

TGGTGCCAMTTCTTCTGAGAATAGCTMGAGGGMTTTCAGGC7TTCCTTGACTGTGGG 

CMGTCAMTACTTTAGTCTCTTCCAATTATCATATGTAAGGAGTAGAATATTTAAAATA 

AAAATAAAAATAAAAAAAATACACGTTAAGTTCATTGGAGGACTGCTACTAGATCTAAAA 

TATAAGCAGTAAAAAAACTACAT ATATG TGATTATATATACATAAAATGTGTGTATTTAT 

ATTACATATATATGCAGNGTTCATTrrTTGACCATTTCTAGTTATCAG AI I I I I I I I GCC 

AGTGATAAATTTGGAATGAGTGACCAGAAGGGAAATTAATATCAG 

Sequence 3852 

CCCTTGGCCGCCC GGGCAGGTAC TAGTTTGGCACTGAACTGTTTGGGTGCCCATGAGGTA 

GGCAGACCTTATGC I I I I I I I I I I IGAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGAGT 

GCAAGTGATGTGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTCTCCT 

GC CTCAGC TTCCCCMTAGCTGGGACTACAGGTGTGCGCCACCACTCCCAGCTMTTTTT 

GTATTTTTAGTAMAGACAGGGTTTTGCCATGTTGGTCAAGGCTGGTCTCGGAACTCCTG 

ACCTCAGGTGAATCCACCCGCTCTGCCTCACAAAAGTGCTGGGATTACAAGGCATGAGCT 

ACCGTNC CTGG CCTAMCCTTACGCTTTTGAGGTTGAGTGCAGGCCTTGTGAAAAACTAA 

NCCGCACTTTTGACGAGCCTTNMCAAGCTGGCCAAGTCCTNTTCCTTNAGCAAAACNCA 

TNAGGGTTGTAAGTGGCATTNTTTACAGGTGGTCTTTCCCI M I I I I I AAAATCTNTAGC 

CAGT GGAM TNTAGAATTGGATTCCMCTTTTMNTTCNTTTTTTTNAA^ 

TAMCTTTTNANTAACCTTTTTAAAAAAAGGGAAAAAAAAA 

Sequence 3853 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTCCTGATGTAGGAAATAGTAAAATTTCA 

GAGCCTATGGCATTGGCTTTCACCACCTATGCAATTTTCTACACATCTGAAAATTACCAG 

TTTATCTMCTCCTTAAATGTTCCTCTCTTCAACAACAAAAAACACAAACAAAAATTGCT 

GGAAGAAACAGGAAGCATCCAGGTCCAAATGACAGCATAACAGACTATGAAGAAACAGGG 

CTTAAGTGCCCATCTAGAACAAGATGGTCTAGATTACAATAAGGACCCCATGGGACAGAA 

CATCMMCATTCAACTTTCMGTAMTGTCTTGGMGTAAACATTTAAAATTTATAGGA 

CTTCCTCTGGCATGTAGGTATGATATTANAMGAGTTTCCTTTGACAAAGGACAATGACC 

CAAGAAGTAGGG I I I I I I 1 1 I I I I I I A 

Sequence 3854 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGCNN 

AGACCGGMCCAGCATGGGGGGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTTGG 

TTATAGTGCTMG CATTT TTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAATAG 

AGGCTGACAGCAGTTTTCAGATGTCCGTGTGTTCATGCACGCAGTATGGCCCAGGTAAGT 

TCAAMCCTTATTCTTAGGCTATTTCGATCAACCCTGCCAGGCAATTTTAAATTCTTGGT 

GATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACCAG 

Sequence 3855 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTCTGTTCATTTCCCTATTTATTTATATCA 

GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 

ACCCTG GGATACCTT CAGAGAAMCAGAAMGACACTGCAGACTTCTTTTTGGGAGAAAC 

TCCTG TGI I I II I I 1 1 GTTTGTTTGTTTGGTTGGTTGGG I Mi l l IGTG I I I I I I Ml I G 

NGTTNTTTTCTATCAGGGAGTCCTAAGAACTGTAAACGAACATGTTAGCACTAGAGAACA 

TATCCTANTCATGTGGCACCAAAGTATGTTACTGGTGGCAAATGCATACACGTNTTGCAG 

CAACCTNAATTCCTGCCTGCTCAGAAGAAAGAATTCAGCTGAGGGGCATAAGGCACAGTG 

AGAGACTGAGGCAAGTTTTAGAGCTTGAGTGAAAATGTACCTGCCCCGGGCNGGNCGCTC 

GAAAGGG 

Sequence 3856 

TGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACTTCGGGAA 

MCMGAACTGTGCTTCAATGTCTTTATAACCACACTATATGGCTCATTGTAAATGTTCA 

ACAAATGCTTGATGAATGACTCAATGAGCAAAATTACGCGAAAACACTTGCTAACCTATC 
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TCTTTTTCATCAAGTATGTAGCAAACACATGCCCACACCTGGCACCAGAAACTATAAGTG 

CTATCTAMTATCMCATTTTATTNGGCCTGTGCACTTATCAGCTANTGGAAAGCATAAA 

TTATTCCAATAAACAGACGGNAGGTGTGGAGGCAAAATATCACACCTANGTCTANAAGAA 

CTGATGACTTTCAMTCAMNACTGTATTACCTGATAMGACTTMCTTTATGATTATTT 

TAACAGGGA 

Sequence 3857 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACTGTTTTTAAMTCCTMTTTTTATACTTAGT 

TATTTTTAGCANTGTCATATTGAATTCTGTTACGAGTTTCATGGTTACTTATAATAACCA 

GTTTCCTCATTACATAGTAGMTGGTATTTTTCCAATTNNGMCT 

TCTTCTACCTTTAAMTTCTGTGATTCTGTTTGGTCAAAAGGGTCTGTGGAAATAATACT 

TGATATGTTTATATAGTGGTTATTCAAAACTTACTCATATATTATTTGCTGACATCTGAT 

GAGATATAGTTCTAGAGACATTTTTTATTTCTGGACTTTANTCTTGGATGGATGAAMTT 

TNATCNCGATTTCAGGGAAAGAAAAGGATTATAAAATTAGAATCNCATAACATGGNTAAA 

AGGAAGTTTGNTTTTTAATGTCAAATCTTAATNGGTAA I I I 1 1 NGATCATTTTAATTTT 

Sequence 3858 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATAGTATTTGGAGCTTCTATAGGAGTGGAGAG 

GGGCAGCTCATTGTTGAGAGTTGCATGCTGCAACCTAATGGTCAGCAATGAAATAAATAC 

TTGTAGAATGTTCACTTCAGTGTGAAGTTTTGTTATCTAGTTAATTTATATACATATATC 

CTTTGTAGATACATTTCTATCTAATCTTGTTGGGCTAATTAAGAAATAAGGGGTGGGGTA 

ATTGTCAACAAAGGGAGAAGAAAGTGGTTTAAGATCAGGGCAGCAGAAAAATTAGAGAAC 

AAGAATATCATAATATGGCTCCTGGTT 

Sequence 3859 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTGACAGAAGCTGAAACTAAAGCCTATG 

TTTTCTTTAGTCAACATMGGCCT7TTTTCAGAGATGGTGTGAATTAATAGTTTA 

CCAMATMGAATAGACMGTATTTTCTTAACATATCCATTTCCATTGCTAGAGCTGCGG 

TGATCAGCAGAAGCATCTGCCTGGCTGTCAATATCAAGGTGGATCCAGGCTGTTGGAACT 

GGTGGATCCAGGGGTTGGAACGGAGGAATACTAAAAATGAGACTTGGAACTTGGAAGGCC 

TACACCACGAGGGCCAATTCTGCCATAAGCCCTATTGCCCAGATATGTTACATAAAACAT 

CCAGATATTACAGTGAAGGTCAAGTGTGTGGCCAGACACAGTGGCTCACAATTGTAATCC 

AGCACTTTGGGAGGCCGAGGCTGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTG 

ACCAACATGGTGAAAACCCCATCTCTACTAAAAATCAAAAATTAGCTGGGCATAGTGACA 

CAAGCCTGTAATCTCAATTGCTTGGGANGCTGAGGCAAAGAAAAATTGCTTGGAACCTGG 

GGAGGGCNGANGGTTACAATGAGNCCGANATCGTGACACTTGCACTNTTAACCTGGGTGA 

CAAANTNAGACTTCCTTNTNAAAAA 

Sequence 3860 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTTTCTAAMTCCTGGTTTCTTTAAGTAA 

CAAATGGGTCATTGGTAAATAGTAGGCAGCAGCAAGACAAAGTCCAAGTGTGTGAAGTTT 

AAAGTGAMGAACTGGTTTAAAATGCTCACTTTGCCCATTAGCTCTGNGGTCCCGAGAAA 

GTCATTTAATTCTCTGAGCCTGTTTCATCACTTACAAAATGTGAATAACAACACTTATTC 

ATAG GGTTG TAATAAGGAGTGGGAGATGGTGTTAGGCATAAAACCAGCACAGTGCCCTGA 

ACCTATTTTMCAAATGGTATTTCCGAGGTGTTAGTCCATGCCAACATGAAACGTGAGTC 

TMGGMGCTTATAAATACTGTTTCTTTTTATTACAMGATTATAATTCCAGTATAACAA 

MTTCACTGGAAGAAAACCATTTAACACAGCTTATTATCTGTTCAAAAAATACCCCGCGT 

ACCTGCCCGGGGCGGCCCGCTTCGAAAGGGGC 

Sequence 3861 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGAAGGAATAGAAGATATA 
GAAAAAGAGGACATCGAAAGTCAGGTCCTTAGCCAG I I I I I I I I AAAACATG ACACAGAT 
AAATTMGTTTTAAATMTMMAGTATTTTTTTCT 

TTTTAAAAGATGTGTTACTAAAGCTACTTATAAGTCATCTAAAATCCTACCACCTTAGGC 

AACCTTTTAAATTTTTGCTTATTTCATATAATATATATTTATACATAGTTGTTATAGAGT 

AAGTTCCTATTTATTCTGTATTTTCACATGACGTATAATTTCATAATTTCCCCATMTTT 
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ATTAGACTGCTTTCTACATATCTAATAGACACTCC 
AAGGCTTTTTTCCTACTCCACGATGAA 
Sequence 3862 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGGTGGAGTTGTGGTTCGCCCCCAGGCTGTCA 

CAGAGCANTCCTACATGGAAAGTGTTGTGACTTTTCTGCAGGATGTTGTGCCACAGGCTT 

ACAGTGGAACACCTCTAACAGAAGAAAAGGAGAAAATAGTCTGGGTCAGATTTGAAAATG 

CAGATTTAAATGATACATCAAGAAATCTGGAATTTCATGAAATACATAGTACATGAAACC 

CCAGATAGACTATAAATAATTCTAAACAAACAAGTAGGTAGATATGTATGTAATTGCTTT 

TAMTCATTTAAA TGCCT TTGTTTrTGGACTGTGCAMGGTTGGMGTGGGTTTGCAT^ 

CTAAAATGGTGACTTTTATTCTGCAAGAGTTCTTAGTAACCTTCTTGAGTGTGGGTAGAC 

TTTGGMCATGTAMTTTTTTTGCTTGTMTGTTATCCTGTGGTAGGATTTTGGCANGGT 

ACC 

Sequence 3863 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATATTTATGAAGTATATGAGATGTTTTG 

TTACAATCATGTGATATAAAATAATCATCATGGAGAATGAGTTATCCATCCCCTGAAGCA 

TAMTAMTGTAAATTCTGATGTTGAATTTATACACCAAATTGTTAGATTTTAGATTTTA 

TCCTCATTTTACTTTGCTTATTTTCTTATATACTGGTMGATCTTATAGATGCTGTAATA 

TAGTAMATGTAGMTGTATGCCATAAMTTMCCTGMTTAGAGTATTTTTGCATGCAT 

GAGGAAGTCTGTTAAGGACAT 

Sequence 3864 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGGTGAGGAAATTGGGATCCAATGTCAC 

ACTGAGACGTAGTGCAAGAGCTAAAACCCAGGATTCGTAGCACCCCTTTCACCGCAATAT 

GGTTCCTCTTAGATGTTAAGACAACTTTTGTCTTTATAGGAAGGAGGGTCGATCAGACCT 

GTCAMGGGAGATAGACTTTTATATCGAAMGTCTATATCGATATAGACTTTTATATCGA 

ACACGATTTAACCTGGGAGGCGGAGGTTGCAAGTGAGCCAAGATCGCACCACTGCACTCC 

AGCCTGGGCAACAGAGTGAGACTCTGTATCAAANAAAANNNNANNNAAAAAAAANNNTCC 

CTGCCCGGGCGGCCGCTCAAAGGG 

Sequence 3865 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTGAGGCCTTTCTGTGCAGCTTAGCATTGCCA 

GAAGGCTATGGCCTCATAGTAGTCAAACTACTAATGCAGTTGGCTCAGAGCTCCAAGTGT 

AAATGTTTTAGTGAACAMGTGGAAGTTGCATCATCTTTTATTACCCAGACTTGTATACG 

ACTTAGCACCGCTTCTTGCTATAATCCATTACTCAGAGAAATCACAGCCCTCCTAGATTC 

TATMTTAAGGAATTTTGACTTCATCTTTGTTGGGGAATTACAAGG 

Sequence 3866 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTGGCAGGTGAGGTGGCAGATCTCTTGAGGCCA 

GGAGTTCGATACAGCCTGGTTAATACGGGGAGACCCCATCTCCATTTGAMMTTATTTT 

TTAAAAATGAAAAGAAAAAGAAGCTAGCAAAGTGTAATAACGCAGTAAGAATGTTACCTT 

GACAGTAGATGTTACAAAACTACTTCCATGMTTTTAGGAACAGGGGAACCTGTTCCTTG 

GGAGACCTGAGAAGCCGTGGAGATCTTGTTTGTAGGACTTCCTGATAAGCAAGGCACAAT 

TAAAACATAAACAAAGTAAAATTTACA 

Sequence 3867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACATCATTATAATCCACATCATTAATCATC 

AGGGAACTGCAAATTAAAACCACAATGCGATACCTCAATGCATCCACTAGAATAGCTAAT 

ATGGMCCTAGGAATCATTGTTAMTTTATTGAAGAAGTTAACGGGGCATAATTGCTGGG 

ACCAAMCTAGAGTGMTGGCTTTATATATTTTGGAAAGATGTTGGAAAGCAAACTGCAT 

TTGCATCAATGACAATGACAATAGTAAGAGGAAAAGAGGCTACTCTTTCTGTGCTCACTC 

ATGTGCCAAGCACTGTGCCTTACATCCATACACACACACGCATGCACACACACACACACA 

CACACATATTACACACCCAAAGAAAACACATTCAGAATAGAAGCAATGGAATAAAGAACC 

ACTNAMTTMTTATCAAGACTCTAGATTGGGGAAAATGTNGAAAAAAAATCAAGACTTT 

TCAGNCTATAGAAGACAAAAGCTTTGATAGGGTTTNCATTTAAGTTTGCCAAATTTT^ 

AAAATTTN 
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Sequence 3868 

CCC7TGAGCGGCCGCCCG6GCAGGTACGCGGGGGTGTAGTCGGGTATGAGAACGATTGCA 

AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 

CTTGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGGTT 

TtCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTCCT 

CCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGGAC 
AAAATGAG 

Sequence 3869 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGCACAGATGTTTCACATAAAATATGTGAT 

CAGTCAAAGTCAGAGCCACCCTTAGAGTCATCTTTTAACAATCTTGAAACAAACAGAGTT 

ATTCTAGAGAAAAGTAGTTTGGAGCATGCCACTGAAAAAAGCACAGCTAACGATACGTGC 

TCGTCAGCTGCTATTCAGGAGGATATTTACCCTCAGGAAATAGATGCATCCAGCAACTAT 

ACTCCCCAAGATCCTGCAAGAAATGAAATCCACAGTGATAAGGCACCTGTCTTATACCTA 

CATGACCAGCTGTCAGAACTTCTAAAAGAGTTTCCTTATGGCATTGAGGCTGTGAATACA 

CGTGAAGGTTCTGTGGGCCAGCAAACTACATACCAGACCTCAGAAGATCAAACTGCTGAT 

AAAACCAGTTCTGACTCCAAAGACCCAGCAGATCAAATCAAATTACAATATTAAGCTCAG 

AGCAAATGAAAGAAAT 

Sequence 3870 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 I 1 1 1 1 1 I N 1 1 I 1 1 1 1 1 I 1 1 GGANAT 

GAGGACTTGCCATGTTGGCCMGGCAGNNTTNMCTNTTGGCCTNAAGCAATTTTCCCAG 

CTTGGCCTNCCAAAGNGCTCAAATTACAGATGTGAGCCACCCTNCCCAGCCTATATGCTT 

TATTTAAAGCCCTAATTGTNTCAACAGTGAGGAATGGTAAANAAAATTATATTAGATGCA 

GTAAAAAGAGAAAGTTACTAGTAAGCAAGAGATCTGGGTTCACATCCTGACTCATCTACT 

TACTAAATGTATAAACTCAGGAAAGTTAAATCTGAATTAATTTCCTTAGCAAAATAATGC 

TTACTTTAAAAAGTTGTTCTAAGG GTTTAAA 

Sequence 3871 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACTATCTATAT AT I I 1 1 1 1 1 ( J I I IGGGGGA 

GTGTGTAGAGCTAAAGGCTGGTATATGCTGCTCCTGCTCCCCGAAAGTGACATTATTCCC 

CTMGC TMTAT TTCAGGCTTTCMTTTATTCGTGGTTTCACCTGTTTAAACATAAGTAG 

AAATTACi 1 1 1 iCTCTCCATATTTAGATTTGATCTATCTACTTTAATTGCTAATAGTGTC 

TTAGTCATAGMTAGATTAGTTAGMAAAAGTGTTTTTGACATTATAAATGATTCTTTCA 

ATTTGTGTCT 

Sequence 3872 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTCATGACAGGTCTGGACTCAAAGATGCA 

TAAAGTGGACAAAATACAGGCAAGACAAATTCTGCTGTCAAGAACCTGCTGGGCTCCTCT 

CTTGGGGGGCTAACAGCGCAGCTAGGTTGACAAGGCAGGAATTTAGGCACAAGAGAATTG 

ATAGCCATCTACTAAAACTAGAGTTTGGGGTGGGGACTCTGTGCCATGAACAGGGCAGAA 

ACCCAAGTCAGAACCAAACTGATGCTGGTAGATGCCTTCCATTCAATCTCCTTCACCTCC 

CGATTACAAGCCTGCAATGAGACGGACCAAGAGGTGGAAGATGTAGGCACCTCGGCACCG 

TCTTCATTGATTTGCTCCTTCATFTAGA 

Sequence 3873 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTTGTTTAATGAGGGGATACATGAATACA 

GAAGCAGAACTAATAACTGTAATAGATTTAGAGGACTATCTATGGACTTTATTTTCACAA 

AATTGCACAGTCCTTTGAAAAGGAAGTTGGGATAATGAGAATACCTTATTTCCCCTCAAT 

GTG GAGCT GGGATTAAATGTCAGCATTGCTGGGATTATGCAATACATACTAAAAAAAATT 

ACCCTTTTG CCCCT GATCTGATATTCTTGAAATATCTGGACAGAAACAACATTTTGTATA 

ATAAAAAAAGTTTTGTCTGGAAACTGCAGGTTCCATACCAGTAGTCACTATGTAGCTAAT 

AAGATTTGGAAATTGGATTCTTATTAATACAGTTATGCTCCACATAATGACATTTCAAGT 

CAACAATAGACCACATATCTGTTGGTGGGTCCTACAGATTATAATGGAGCTTGAAAAATT 

C 

Sequence 3874 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTGGTAGTTGTTTATGAAATTACCAGATA 

TTCATAMTGTGACAAATGMCAGCAGGATTATGAATTATCAAAGGAAAAAGTATTTGCT 

GAGGTGAA AAMTCTGATGTTTGAGGMGTTTTTATTTTTATTTATTTGT^ 

i i i i GAGGCAGACTCTCTGTCGCCAGGCTTCTCCTGCCTCAGCCTCACGAGTAGC 

TGGGACT ACAGGCATGC ACCACCACGCCCAGCTMTTTTTGTATTTTTAGCAGAGACAGG 

GAGGAAGTTTTTATTTTTATAAACAAAATCTGATGTTCAGAGGCCCCGTTTCTTACAATA 

MTGTG GAGTC TTAGTTAAGCAGGAATTTATGMCACCCATTTCCTGACTTTTTGCTTTA 

ATTTANATTTTTCTCCATCCTGTTTCTAGCACAMMTTTGCCTGCTGTGTTACAAAAAT 

AMTTTATGTTGGCCTGTGCCATAMGNGATATAT^ 

GAACATTGTAAAGTTNCTAAAAA 

Sequence 3875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTTATCTAAGACAGGACAGTTACTGGACTTAT 

CTTATGACAAAATTATATATAAATTAGGCAAAAGAGCTACATATAAACCAGAAATGGAAT 

CTAGATGTCTTATTCTCAGTTCTTCTACCCTTTCCTAGCGACTCCTTGAAAAAAGAGTAA 

GTCAAMTACTTTTATATTTCTCGCTATAAATAAAATTCCCTCACCTATGTATGAGTGAA 

CACMTGCTTATTACTCCTACCTTAACCCATTCAAAATTGTTCATCTCAGATATCTGATT 

TTTGCTTTGGAATTTAGTGAAATCAMTAAAGTMTATTTAGAAGMGCTAATATTTTAG 

TMGTAGAAAACATAAAMCTGTATTTCCTATCTGGGTTCATCTTTGNCTCTAAAAAAAA 

MTTMAAAGCCAGAAGCAATTMTACCTTTTCMTTTTGATTTTAAAAAAGTAGTTACA 

GAGTCAAGCAGNTATGCCCAAATATGCCATTTGTCCTTACAGGCTCATGATATCNCAGAG 

AAAAGGGAAAGGGAAAAA 

Sequence 3876 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCAAMTGGCTTTCTTAATTTTAAACTTACACA 

TCACTTAMCCATTNCTAAACAAATTGCAGTTAGGTTACTGACTTCACTAGTGCTCCAGT 

ANCANMTCTACMTAAMCCAAMTTCAAMTAGGCNTGGTTTATTCAGMCGTTTNCA 

TTTTGGAAATGGCAATATGGTAAGGTAAAGGTCACCATAGGAAGGGGAANTGGACGNTTC 

TACCGTNMCCATTTACTCTNATNNGTAAMGGGAGGTGNCTTTGGGTTCAATCCTATTT 

TTTCATATAAAACCCATTAGTCCTTTGGTTCTGGCTAGGTATGATNGCCGTCCGCNCAAA 

GTATGGTTTCATNTTTCMTNCCCACNTTCCTNGGGGMTTTTTTTNTGCCTAAAANATT 

NAAAAAGAGGAAANAAAAAACCG I I I I I I I I I CCCCCAATTGGCCAGGAAAANAAGGAAT 

TAAAAACCNCTTGGAAATTATTCCAAAATAATTTCCMCCAMAATTGTTCCCAAMTTT 

TTAAA 

Sequence 3877 

ATGCATGCTCNAGCCGGCCCGCCAGTGTGATGNGATATNTGCAGAATTCGCCCTTNCGAG 
CGGG CGCC CGGGCAGGTNCTTTTTAATTAGTTACCANTACTCTTAAAAATACAGAAAACT 
CCTTATTTTGA TATAT CTGAAAGTTAATAGAAGGAAGTAAAAGAACAATGAANATNATTA 
TACTTGAMTGTTTTATGATTGNGTTm 

TMCATATTCNCAATAAAATCTTGGGCCAAAAGAAAATTTGGGTTTGAAGAAAATAAAAT 

TGATAGAACTTTTGGA 

Sequence 3878 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGATTTTGAATACTTCTATCCATTAT 

GTAMCATTTATCAGTAGAAAMGGTGGCAGCTCACACTTCTTTGTATAGCATTTTAAAA 

AGCAMCAAAAATATTTGACCATCCAMTTGTTTTTTTCCAMGTCCTm 

AGGGAAMTAAGATTATTAAAGGTTTGATGTTTTAMTCAGTGT1TCATTACMTTTAAC 

AAATACCATTGACTGCCTACTTTGTGCTAGGTTCAGCAATAGTGACTGAAATACTGTCTT 

TGCCCATTTACAGAATTTAATACATGATTTAATATTTTMTGATAATTATMTGATTTCA 

GATACCTCTGTTTGCTCCATGGATGTGTTATTTATCATTCATGACTTGCTTCTNAAATTG 

AGAGCNCATTACTGTTTGTCATANMCMGTCCATATAACATGCAAMTAATATTTTTTA 

TTTAAMTATAAGGTTATTCCCTTTCATGGATGGTTTCTTNTAAAGATACCTGCAGGCCT 

TAAANI I 1 1 1 1 V 

Sequence 3879 
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CCCTTTGAGC GGCC GCCCG6GCAGGTACTTTTTTCACACAGTCAGGGGATGAGGATCTGA 

TCCGMTTACATTTTGTCGAGTCACTCATTCCCACAGATTTGAGTTTGAATGCAGCTTGT 

G GGGTA CTCATGAATTAGTATAGTATTCAAAGCAAATATATATATATGATAGTTAAGGAA 

CATTTTGTAATATTCATATGACACTTAAATCTATGTATATGTAGGTCTAGTTCTAACATG 

TAGCATMTACCAATATAATTTTGTGCMTMCMTTTMTTTCTCTTATGCTACTTTGT 

TACTAAACTTGAACATATATGCA 

Sequence 3880 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGGCTATCTTATCTTCTTTATATAGATATC 

TMTMGATGTAAAATACTGACCTGCATTATCTCCATGTTAACATTTACACTTCAAAATC 

TGTAMCGGACCCACGTTCATACGCGTGAACAGAAATCTTTCAGCAACAAAAGAGAAAAT 

TGTATTTCTCGATAGAAAGGAAGTGGTCAGATCATGCCAGCCAAACAAATCTGTCAGGCT 

TTGAAATATAGAACCGTTAGGTAAGATACTGAGAAAAAGGATAAAGTAAGATCAGCCTAA 

ATG TTTC AAGTCTAGTTAAGTTGATTTGTATATTACTTAGAAATTTCATTTTCAGGGAM 

TAGTTTTCAGATTTAMTAACTGTAAAGAGCTGAGTTATTCTTTGACTTGGATTTAAAAA 

AAA 

Sequence 3881 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTGCATGGGAGGGCAACCTTTACTGAGTAGCTAA 

TATGTGGGGGTCACTGAGCTAGAGATTTCTCATGTTGCTGTAGTGAATCCTCATGAGTCC 

AACGAGGGAGGTCCTCTTCTGCCATTTAAGAGATGGCTGCTTCTTAGAGAGTGTATACGA 

CCTGCTGAAGGTCACACAGCTGATAAAGTGGTGGGCCAAGATTCCAACTTGGGTCTCTCT 

GAAG ATCTGGCAAGGACCTTCTTGCCAGTTCCCTGTGCACCTTCTTTTCTTTTCCCTTCT 

TTTTCTAGGTTAGGGAMGAGGGAGAAGGAAGTCGCTTATTCTACCTTTCTTGATGAAAG 

CTGGGGGGAAAGGCAACACTTAAAGCACATGGCNGAGGAACTTTGGGGAACCAGAAAGTT 

TTTATTTCCTA 

Sequence 3882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTTTTTCCCTAACCACAACAATAGCAG 

CTAAGAGGACGCACANAGAAACAGAAACTGGGGTATAACATGAAAATGTAGACAGAGAGT 

GACAACAGTGTCTGTCGTCTTTNACAGATTTAAGGAAAAAGAAGTGAAATACAGTCGTGG 

GGCTGGGGATCAGTTATAAGGTCTCATTGGAATTTAATGAAAAAGTATAAACCCACATAC 

CCAAGGTGTTTAAAAAACTCCAGG 

Sequence 3883 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I 1 1 I I I I H I I I I I I I I I I AGNAGT 

AA AATG GAAAACAGGCCTTAGAGAATTGTATTCCTCAAGGCTCTGACTGCCTGCTTCCAA 

GCTTTTGTTAMGAACAGAATGTGTTGMTTCTTCTCAATTGGCAGGGGATCAAGCACAA 

TACTACATAATGAGGTAGCTGAGAACAGAGTTTTTCCTATAAACACAAAGAACAACTGAA 

TAAGTGCATGTAATTCTTCATCCAATTAAACAGGAAACATGATAAAGCAAGTTAGTACCT 

CGGCCCGCGACCACGCTAAGGG 

Sequence 3884 

NCCNTTACNAGTTTTCNTCCGGGCAGGTACTGGCCGGAGGAACCCNACCAGAACAAGTGG 

ACTNATGCTGGAAGCCATTATGGAAANNNTATGACATTCCTCAAAACATTAAAAATAGAT 

CTGNCATATGATCCANTAATCCCTACTNNTGACTGNATATCTGAAGGAAACAAAANTTGG 

CTNCCTTGGAGAGATCTCAAAGAGATATCTGCACGCCGGGTNCANTGCAGCATTCTTCAC 

AATAAGCTAATATATGGAAACATTCNATATGTGCACCAATGGANAAANCAGATAAAAGAA 

TATGTGGGNATATATCAAANGGAANGGAAATACCNATTTAAGTAATTAAAAAAAAGAAGG 

GA 

Sequence 3885 

CCCTTAGCGTGATCGCGGCCGAGGTACCTTAGCAAACAAGTGGAAGGATGGGAAAAGATG 

AGGCCAGACATGTAGGAGGGGCCAGATCATCTGGGTCTTATGGCCATTTTATGGAATTGG 

GTGTGACACGGGGGTGACATCAGAGAGTATCAAGCAGAACACTAATATCACCTAATTTAT 

GTTTTTAAAACGTGAGCCACCATGCCCGGCCTGAGACTCTGTCTTAAAGAAAAAAAAAAA 

AAAAAAAAAAANGTNCCTTTCANAACCTGCAGGAGCAGATCAATCCCCTCTTGGTAACAC 
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ACCAGAGCCTGCGGATACCGC 
Sequence 3886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATAGAATAGTATAAATACAATAAATGTTTGA 

ATTATCGTATMCTAGAGTCTTATTTTTAAGTTAGTATCCTGTATTAAGAACTGGGTTGA 

TCAMTGGTTCTTTCTTTGCACATATCMGGCTTTCGACTATTCCCAATCAGGTCTTCCC 

AMTTTGGGCATATTCCTGCCTCTGCCTACCCTGTTCTAATTTGGCACTCTAAAGATAGT 

TCATAAAAAGCAAGCCAAAGATAGAAAAGAGAGCTAAGGCTACAGGAGGAATTTACTCTT 

TAACATTTGGGGGAAGGAAAATGAGGCTTGTCTACAGCAGGGACTGGCTGTCTTCCAGAA 

ATGGTTTCCCAAGGTGTTCCCTACCTCTCI I 1 1 I CTTGGATATC1 I 1 1 1 GCATTATAG AT 

AGCCTTGGGAAGGGGTGTCACCTTTATCCTATCAGTTCCACCTAATCAACTGTAGTCATC 

TGAGACCAGAATTATTATTGATAGAAGGGGCCTGGGAAAGGGAGAAAAANGACCNAGGAN 

MGAGGMGGTTTACTTAATTGCAGAGGAGAAAAGCCCAAAGAACCGTTGCCCCTTGGGC 

AGTCTTAAGCTATTTAAAA 

Sequence 3887 

CCC7TAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAMAGMATTMGTTGTGAATTTCTAAAGACCTT 

GAMTMGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCCT 

ACTACATGMTTMCGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAGT 

ATTCT CTGMGCAGTTCCMTCTAGTTGGAGAATTAACAGCAATTGATTTAACTATCTCA 

TTTTTATTAACTGTAATTTACATTAAAAA 

Sequence 3888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTNCN I H I 1 1 I 1 1 I I 1 I I I I 1 GTGCCAGAAT 

CAMCTATTTAATTAAATGTTTAAAATMTACAATAATCANTTCGATTTATTNCATCNCA 

ACNMTNTCTTATTTACCTTGTGGACATATTTTAAAGATTAAATGANATAAAAAAGCTCT 

ATGCCMTTAAGGGCAGTTTTATATAAMCAGMTTAAAGTTTTCACAAATGTCAGCATT 

ANMGMCGCTGMTGAACATNCAACCAAACCCTTTTATTTTATCAATGGAGAAATAAAG 

CTACCTGGAGACANAT7TTCATCAAATGATCATG7TCCCATTTTAGATATTTCAT 

Sequence 3889 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCAATGGTCAGTCTGTAAAGTCCAGCACC 

TTTCAGAGTAAACCATCTCACTCTGATTCACTTAAACAATTTAGATACACTAGTAGGAAG 

GTGAAGTCX^CTTTTTTGGAGGGGGTGGAATAAGCAAATGGATGGATACATCAAACCAAAA 

GC AGAAG AAACACCTACA I II I II I I ACACGGTGAAATGAATAGTTAACAACCCAGTTAT 

GTCTTTTGCCCCCTCCCGGTGGTTTAAAMGCGTAMGAGCGCAGTGGGMTATTTTGGT 

TTTGAAGCCCCTTGCACAGGGAA 

Sequence 3890 

ccctttcgagcggccgcccgggcaggtaccagccagttttgagatatacctggtttgctt 

tmtgttattamttgttttggtgagttttgcaaatggacmttgmctttgttctgcca 

aattci i 1 1 1 i attgcatttaaacttcaggg i i i i i i atttccggcttattatgaatgga 

™gtcattttgtgaatataactcttcattgagtttagggagamtaggacg™ 

gaagatgctatttgtttmtcaccagaatggacaaaattatacttcatttactatcaggg 

aggcatggggagaatagaggtctaggggtgccgtcttgtggctcttactgtttttgtgta 

tctgggi i ii i i 1 1 i i igagagggcttcccattatgttgcccgtgctggaccccaactcc 

TGATTTACTGGCTCTAGAGATCTTCTCGCCTCAGTCTCCCAAGGGA 
Sequence 3891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAAAGAAAGATGCACATTCTAACCCTGTA 

TCTTCTTGMTACCTTTTCTAGTTCACATATTATTAAAGCAAGAAACATGTAAGCCCTCT 

CTTCCTAGTCCTTAGGTTGGCMTACTGTGGTGTCAGTAATTTATAACATGCTTTCTCAT 

ATATAATAAGAAGCACTGGACTAAAGAGTCTGCTGGTTTGACTCTTCACGCAAGTCAATT 

CAAATTAAGTCACTGTGCCTCTCTGAGCCTCAGTCTCCCCAGGTGTAAAAAGGGAAAATA 

TGGTCAACTCTTCTGCGTCCAGTGTTGTAA 

Sequence 3892 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGNACTNTATNTTTTN^ 

TCTTGCTTAATCTCCCTCAGTCACACAGACCTCTTTGCTCTGTCTCTCTGTATGCTGAGC 

ACAAGCCCACCCTAGGCCCTTTGCACATGCTGTCGGCTCAGCCTGNAGTATTTCTCCTCC 

AGTTAACTCCTTGGCTAACTCTTTCCTTTCCATCANATGTCTTCCCAAATGTTCTCTTAT 

CAGATAAGCCTTCTCTGGNGACCCTNTATAAAATAGTATCTCGGCCAGGCGNGGTGGTTC 

ACACCTGTAACCCCANCACCTTGGGATTGCAGGCGTNAATCAGCGCGCTTGGCCCCTGTA 

TGCATTATTTA 

Sequence 3893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCTGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAANAC 

TATTGTAGAGTCTTACATGMGCTAMTTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAAATGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTANGTCTTTT 

Sequence 3894 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATACAGAATAAAAATACATTTGAGAAAAACTG 

GMTAAATCTCCAGCAATCAAACCMTTACATTTAATTTTTCAGAMACAGTAAATTTTA 

AAACATGCCTTAAAATATTAATGGCATAAATATATCTTCAAACGTGTGCTTACAAATTAC 

AAMTMGTGGCMMTTGTCAAMGTAAAGTTTTACTTGTTATTAAATTGTGATCAACA 

TTAAAACAAATACAAACACACAATGTGAGAAAGCGAGGACAGCAGATCCATAGCAAGTGA 

GGGGGTGTTTCTGTCATCCCTATCCCAGGGTAAATATCAAGAAGCAATCATTTCATGCCT 

ATGGGCTAGTGAAGAAAAAAAAAATCAATCATCGCACTCTTCCTCCCTAGGCCAAGATAA 

ACCCTCGGAATCATTTAAAAAAAAAAAAAAATACTTCAGGAGGCCGGGCGTGGCAGTTCG 

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCNGGTGGATCACCTGAGGTCAGGAGTT 

CAAGACCATTCCGTCTNTTCCAAAACAAAAAAAAAA 

Sequence 3895 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAAAGACAGAAGCTTCACAGGAAGAGCGG 

TCTGATTCAAGCGGCCTCACATCTCTCAAGAAATCACCAAAGGTCTCATCCAAGGACACT 

CGGGAAATCAAAACGGATTTCTCACTTTCTATTAGTAATTCGTCAGACGTGAGTGCTAAA 

GATGAGCATGCTGAAGACAATGAGAAGCGTTTGGCAGCCTTGGAAGCGAGGCAAAAAGCA 

AAAGAAGTGCAGAAGAAGCTGGTGCATAATGCTCTGGGAAATTTGGATGGTCATCCAGAG 

GATAAGCCAACCGCACATCATCTTCGGTTCTGACAGTGGAATGTGAAAC 

Sequence 3896 

CCCTTAGCGTGGTCNCGGCCGACGTNCCNCTAACCTCATTTTGCATGTGAGAAAACCAAG 

GCTCTAGGAGGTTAANCANCTTTNCCAGGGTCACACAGTTNGCAACTGGGAAAGGAAGAA 

ACTCANGCCCGGNCAGGTCTGACTCCAAGACCCATGCTNCTCACTTNATATCACCCCTTG 

TCCCTCCTCTTCATCAACCTTGCCCTCCATTTCCACTCCACCAATCTTGGNTCAAGGTGA 

GAMCTGGGATGGGAATGAGAGGATGAAGAAAACTAGGTAAGATGCAGGNACAGGTTGGG 

AAAAAATAGTAATGCATACAGCAGATGCAGGGGGAAGTTGGGAAAAAAATA 

Sequence 3897 

CCCTTTCAGCGGCCGCCCGGGCAGGTACTTCTTAATGCTCTTGCTACACTATCACCAACA 

ACAATCACACTGGCTACCATGTCTTTGGACCTACTGAGTGCCAGGTGCTGTCCTAGGTGT 

CTTGCAG ACATT MCATATGTAGTTTAACGTTCAGAGCAATATTCCATGGCAAGTTATAT 

TATCCCTATTTTAAGATGGCAAACCATGTAGCATGTGTACTTGGTCATGTTTCATACTGT 

TTTCAG AGGAT GGCTAGGAMCCAGTGTTTATTCTACAAACTTGATCCTGCTTGGTCTCA 

MATGATTTTTCAGTTATATTAAAGTGGCAGCCAGTTCATTGACTACCATGGAATTAAAA 

TAAGAGAAAGTGGCAAGCCTATTTTCATCATTCTGATGTAAAGC 

Sequence 3898 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTCTTTTATGC 

TTGMGCAGCCTCACTTCGGTTCTAGTTTTTGAMTTTGATTAAGTCTTATTCATT^ 

CCATGCTCTTMTGATTTTATTGATTTTAGTTATATTCCTTATTCACGTTCATTTC 
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ATTCAGAAAGTCCTGTTATCCTGAATAAATCCAGTCTATAATTGTGGTCATTCAGTTCTC 

TTTTGCTAGATCTTCTTTACCTCTACTCTGTTCATCACAGGGGAGTCCCGCACTGACTCC 

AAATCCATGAATGAAAGAGATGTCCATACACCATAGAAATTGTCTACACACTGTTATTTC 

MATAGANGAAGCACTCACAAATCCATCACCATTTCACAACMCTACTTTCATTGNCTAC 

AAGCACTTTTAAGGGGCTGGTTGGTTGGT 

Sequence 3899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I I I I I I I I I I I 1 1 1 I I I 1 I 1 I I CCA 

AANNNNAAAAAAAANGGGNAAAANNNNNNNANTTCCNNNGNANGGGNAAAAANNGGGGGN 

NAAMNGGGGGGGNTTTATTNANACCCNANCTCAAANAANTTTNTNCNGTTAAAANNTTN 

GNNMTAMGCAlvnTTGGGGCGGANNTTTNCGACNTTCTCAAAANAANANNCCAANNGGG 

GTTAMNNGCATTT TAAAC NTNGGNGMGACTAAATTMTTTTT^ 

TTTCATTTGACMCCTTTTGCTGTATATTTTATGTGGACTTTTAGGTATTGTAA 

CC"lTTAATGM NAAAT AAAATAATTGTCATTTAAAAATGCATATTATTATTACCTTATGC 

TATAAAMTANGTTTTAAAATAGAGTATGTTTATTAAGATTTAAAAATA 

Sequence 3900 

CCCTTAGCGGCCGCCCGGGCAGGTACTTGAAGATAGGGCCTATGAAAAGATAATAAAGGT 

TACATGAAGTCCTAAGAGTATGGCTTTTACCCAACAGGGCTAGTGTAAAGCTCTTATCCA 

ACAGGGCTAGTGTAAGGCTCCTTTCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGG 

CTAGTGTAGGGCTCTTATCCAACAGGACTAGTGTAGGGCTCTTATCCAACAGGGCTAGTG 

TAGGGCTCTTATCCAACAGGGCTAGTGTAGGGCTCTTATCCAACAGGGCTAGTGTAGGGG 

CTCTTATCCAACAGGGCTAGTGTAAGGCTCTTATCCAATAGGGTTAGTGTAGGGGCTCTT 

ATCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGGTTAGGGGTAGGGCTCTTATCCA 

ACAGGGCTAGTGTAG GGCTC TTATCCAACAAGGGCTANTGTAGGGCTCTTTATCCAACAA 

GGCTAGTGTAM GGCTT TTTATCCAATAAGGGGTTCGTGGTAAAGGTTCTNAATCCCAAT 

MGGGCTAGTNGTTTTTNCCAAGMGGMGMGACCACCAGAGCTCTTNTTTTGCCATGT 

GGAGGACCCCANCAAGGAAGGCNAGTTATTCTAACAAACCCAGGAAAGNAACTCCTTTAA 

TTGGMCTNGCATTGGCCAANCACCCCTGATCTTTGGACTTTTNAMCCCTCNCMNTTT 

TGAAAA 

Sequence 3901 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACATGGTTTCATCATTTTGGCCAGGCTGG 

TATCGAACTCCTGACCTCAAGTGATCTGCCCACCTTGGCCTTCCAAAGTGCCAGGATTAC 

AGGTGTMGCCACCATGCTGGGCCAGCCACTGCGCCCAGCCATCTTTCCTTTTCTTTTCC 

TTTTGGTTAAAATCCTAGAGAAAAACTTAGGAAAAACTCTACTGGATGCTGGCCAAGATT 

TGCATTTCTAACAAGCTCCCAGGTGAAGCTGATGCTGCTGGTCCGGAGACCACACTTAGA 

GAMCG CCAGGTTATGAGTTCGTGGGCTTTANAATTAGACAGACTTGGGTCGGAACCTTG 

ATTTTTCCATTTGCTTTATGTGCAAGTCACAGAGGCAGAGCTACTTATCTAAAAAAGAGA 

ATATCACTATTGAATAAA 

Sequence 3902 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTTGGTNNNNNTTTTN I I I I I I I I I ACTGNTT 

TGNACCTAT7TTTAANTGCCATAAAATCTGCTGTCATTAAACTTGGCAGGCTGGCCAAGA 

TTGGGCCAGGGCACTTTCTGAGTTGGTTAGTGCATAATAGCACAATAGGAACCAGACCCA 

MTGCTTTGGGGGGATGGAGTGGGGGGCTGGCTCTTCCTTGAGGAGAACGGCTTGGAAAA 

AATCTGCAGCTAACTGAAACTGCTCANAAAACCACCCTGTCTAGAGGCTGAAGGGAAGCC 

CTGCTTACCTCAGCTTTTTAGTTCTGGNAAGCTATGGTCTGAGAAGGCAGAGGGGAGGAA 

TTGGGCTGAGCTGTGAAGGTAAGGGGGAAGAAAAAAATCAAAGNAGAATTTGG 

Sequence 3903 

GATATCTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACAGTGTCTCATCTAAACT 

AGGCACCTTTGTGTAGTATCTCATCTMTTCTAACACTGTTTGAGGTAAGACTTGTCTAT 

CTCCATTTGGGGTTGAGAAAACTGAGGCCCAGACAGTTCAAATAAATTGCCAAGTCCATA 

TAACTAAGTGCAGATATTCAAATCCAGGAATAAGTGATCCAAAAGCCACTAGCCTATGTT 

ACATTGMCTATGTTGGTCTGTTTTCTTATTGCTCTTCTCTACTCATAAGTGGGAATGCT 
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GAGAGGCAAAATCATCACTCATTATCCATATCTCAGTATTTTCTGCAGTCCCTGATGCAA 

AATTAGGCATGGAGTAAATATT 

Sequence 3904 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCGCATACTGTTGCCCGTATGACTTTCC 

TGTCCC ATCGG AAACCAGAGTTTCCCCAGGTGAGCCCTTCCTATCTGCGGTTACATGATT 

TAGCCAATTTTCTCTTCTCTTCCTCCATACGGGAATGGAAATGTATTACTCAGTAGATCA 

AGTTCTTTCTCAGGCTGGTAACATTACAGAATCCCTGTCGAAGTGCAAGTTGGGCTGGTG 

GAAATCAGATTTCCACATCCTTTTGTAAGCTTTGTTTGTNAAGGTAAATCCCATACATTN 

TAAAA 

Sequence 3905 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGAAGGCATAGTGGCACAGGGAAGGAATGGCG 

AACTGAGAACACTTATCAGATAANTGACTGGAAGTGCCAATCATANTGAAGGCAGCTGGA 

AAACAAACACAAlTNTTAACTCCCANAGGCCAGGGNTTATCTTCTTTGGTTATCTAGTCA 

ACGGATATCAGATATAAACACACATTGCAAGGAATCCGNCGTGCTNAAACAGACAAGGNC 

CAGAGMGGAGATTCATTTNAGATGTTTAAGCAGCTTACTTTNACTGGCTTGAAAAAAAC 

CATTTTGACTACAAAGTTAAATAAANCAGGATTAAATTACATAT 

Sequence 3906 

CCCTT AGCGTGGTCGCGGCCGAGGTACTGCTAACAAGTATTCATTAAGTGTATGATTTCA 

TTTTTAATGACAGTTGCCACAGATCTGATGTTGTGTCTACTTGTTCACTCCAGCCCCTGC 

CCCCTACAMGATATAATTTGTCTTTATTCATATTGTTAAAATGGGTTTAGTTTCTCTAG 

GGAAAATTGT TATCT CAGAATAGG GACC TGGAAAGTGAACGATATTTTATACTCTACCTG 

TGTTCATATTATTTTGTAACCAATGTTTTAAAGATAGAGAAGCAGAGGCGGATAGAACCG 

GATA AAGCAGAAGCGGGCCCAGCTGCAAGAACTTCTCCTACAGGTAAAGATACCAANATG 

TTTTCATTACCTTCCCTGTTTCTCCACTTGGCTGCCTTTGGGACCCAGGGGGTTTTAAAA 

TNGGGGGNNCCTGTANGNNGGGGGGGGGG 

Sequence 3907 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGCAGAAGTTCTCATGTTAATATAAGAC 

AAACTTGTATTTMGGCAAAAAGCATTAMTTGGAGAGAGAAAGTTACTTTTTATCATTA 

AMTTTATMCAAAATATMTCGTCCCTTTTTTGCACATTAATGCTTTCATTTATTACAT 

AMTATTGAGTGTCTACCACGTGTCAGGCACTTTTCTGTTACTGGAAAATTTGAAAAGTG 

AGTCAATATTTCTGCCATCAAAAAGCTTCTAGTGGAGATGCAGAAAGACACATGAAATTA 

ACAATTATGAATGCTGTAGGAAGATGTAAAGTAGGGTGATATAATACAAGCATCTATCAG 

ACAAGGGATTTCTGGGATGCATTATTAACCATGCACAAAACAGGAAGAAAGTGGGACTAT 

CCAGCAGAGATGCTCTAATATGTGAATGAGCTTGTCCTGTCTGAGGAAGAAAGAGATGGG 

CGAGTGTAGTTAAGTGTGCTGGGAAAAGGGGAAATGGGTCA 

Sequence 3908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCATTAGTCTGTTGTCTTATCTAATTTT 

TTCTTCTGTMCAGAAT ACTACA ACACATCTTTGCAGGATTCTTTGCAAATTCTGCCATT 

CCTGGATCTCC ACAC CCTTTTrCCTGGTMGTMCTAATTGTTTTCTATCTTACTCTATT 

GGAGTGACATATTTTAGGTGCTGTCATTTCTGTGCAGTAGAGAAAAAGAGCTGCATAGGC 

CGGGTGCGGTGGCTCATGCCTCTAATCCCAGCACTTTGGGAGGCCGAGGCTGGCGGATCA 

CGAGGTCAGGAGATCGAGGCCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAA 

TATAAAAAATTAGCCAGGCGTGGTGGCATGCTTCTGTAGTCCCAGCTACTCGGAGGCTGA 

GGCANGAAAAAATCACTTGAACCCGGGANGTGGANGTTGCAATGAGCCGAGATCGCGCCA 

TTGTACCTTCGGCCGCGACCACCTAAGGGCGA 

Sequence 3909 

GGTACAAGACCAGAAATTTGAACTACACTATGCTGAAGAGTTGGAATTAAATCTATTAAT 

GAGGATGTTATTAAAATGACATTTGTGGGGTATTTTTGTGAGTTTTTAAATTGAATAATA 

TAMCTGGGAGTTTTACATAATTTATAGATTTGTAGAAATATGTTTAAGTATACAGAAAT 

TTCATTGAGTCATTGAATTTTAGGGTTAMGGGACATCTGATCTANCCTTTTTATTTTAA 

CAGATCAAGACACTGCAGCTCAGGGGTTCAGCTATTTACATGAGGTCATACAGTAAGCAT 
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TMTATTTGTAGTCTCTTAATGGAGTATCATCTTATTGTAGATTGAAACATGACATTTAA 

TCTGCTATCAAGATACTGGGTTTGTAGGGGGGATGAGGAGTTGTCAGAATAACAAAAT 
Sequence 3910 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCTTATTAGTGAATAATGATTCTCTAGTCATAA 

TMCTTAGACATTACATATAAATTTTAAGTTAAAACTACTATAACAATATTGGGAAAAAT 

GAAAAAGGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAGTGA 

ACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCCCCG 

CCCATATAGATACCTATTACAGAAGGAGGGAAATAGCTTTTAAAAAAGGAGAGTTAAATG 

AMTTGCCTGTAGGAAGTAGGAGGAATACTTCCGATTTTGTCATAAGCATTGTAATACCA 

TTTTACI 1 1 1 I CMCCATGTGTATGTATTAATTTGATTTTAAAAATTTAAAACAGAAAAT 

GTAGAAAAATTTTTTGTGACTGGGAATAAATATAAGATCTCAAATCACAAGCATAAGGTG 

AAAATATTCGTGGGCTTTATATCAAAATTAAAAATGCTTTTACA 

Sequence 391 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 

GGACTGGTAAACTTTCCTAGGAAAAGATCTTCCTAGAGTTGGTTTTCCCCTATCCAAACC 

TATCTTTTCCATTTCTTCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 

ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGAAGTGTG7TAAGGTTT 

7TGCACTTAATAACATAAACTTTCATTTAATATTCATGACAACCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACA 

Sequence 3912 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACGCGGGGCATGAGCCATCGCACCCAGTCTCCG 

AATTCTTTTATCCTCTGAGAGCATTGGTCACACTCTCCCCCTCCATCCTTGGGGGTCCTA 

TTCCAAACCCCCTGCCATTGTTCTCTCTTGGATGGCGTTCCTCCTGGACCACAGGTGCCT 

CAAACTCAGCATCCAAGGCCAACCTCAGCATCGGCCCCCAGGAAAGACTGGCCCTCTAGC 

TTCTACCCTTTGTCCCTGTAGCCTATACAGTTTAGMTATTTATTTGTTAATTTTATTA 

Sequence 3913 

CCCTTAGCGTGGT CGCGGCCGAGGTA C 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 II 1 1 I NCNGGTTTTTT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 I I I I 1 1 1 I I I 1 1 I 1 1 1 1 I C CI I 1 1 1 1 I 1 1 1 1 1 NTTTTTT 

nmrm intgngnnggamnnannnnccnntttttttnnnnaaaaaaaanaggngtcct 

TTTN CCTTNNNGNGGNGGGNNNACNNCTTTrrTNTTTNANNGGGGGNAAMAAMNTTTTT 

TTrrANAAAAAAAAANNGGGGGGGNNNNAAAANNNNNNGGAAAAAAAAAAAAATTTTTT 
Sequence 3914 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATGTATCTAGTATTGTGCTAGCAATACCACA 

GTMGGAMCCCCAGmCCTTTCTATATAAMTGAAMTTTTAGTTCACCCATCCAGCT 

GCTAGGGCGTTTTATAATTAGGGCCAGGAAGAANAACTGGATTAGGCTAGGAAGTGAATT 

TGTCTCAGGTTAGAGAAATAAGAGTTTMTTGTTTTATATTTTAAATGGCTTTCTCTTTC 

CCAAGGTGCTGATAGCTTATTGGATATAAAGTTCTGAAGCTGACCAACAAAGATCTTCTC 

TCTCTATTGCAAGCAAAAGTTGCTTCCCTTACCTTACACAATAAGGAGTTACAAGATAAA 

TTACAGGCCANATCACCCAAGGAGGCGGGAAGCAGACCTAANCTTTGACTCATACCATTC 

CACCCAAACTGACTTGGGCCCATCCCTGGGAAAAACCT 

Sequence 3915 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACTCATTATTGGGTGATGGGATCATTCA 

TACCCTAAACCTCAGCATCACCCAATATGCCAATGTAACAAATCTGCACATCTACCCCAA 

ATCTAAAATAAAAGTTGAAATTATAAAAAAAGACTAGCCTTAAAAATTACTTCCAATAAA 

TACATACAAATATTTCATATGTATGACAGACAGAAATATCTGCTTTATTATAGATAAGAA 

TAATGTT TGTT GCTTAATACGACAGAAGAATGTGTAAGTGGGTAACACAGTGATCTATCT 

ACTATAATTTTATATGTCATATGTCATATGTTTACATAACACCATAATGATGTTACTAAG 

AmTACCCA AAAA A GTATTC TCATATACATGCACTATCCTATATTTGAAAATACTfTTT 

TTMTCAMGTTTTCATTTTTCAGTTTCACACAGCATTGCTTAATTATCTATTTCAAATG 

TAAAACTTTTA 

Sequence 3916 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGCACTTCCCATGCTCCTAGGGTTAGGAA 

TAGTTTCAAACATGATTGGCAGACATAACAACGGCAAATACTCGGACTGGGGCATAGGAC 

TCCAGAGTAGGAAAAAGACAAAAGATTTGGCAGCCTGACACAGGCAACCTACCCCTCTCT 

CTCCAGCCTCTTTATGAAACTGTTTGTTTGCCAGTCCTGCCCTAAGGCAGAAGATGAATT 

GAAGATGCTGTGCATGTTTCCTAAGTCCTTGAGCAATCATGGTGGTGACAATTGCCACAA 

GGGATATGAGGCCAGTGCCACCAGAGGGTGGTGCCAAGTGCCACATCCCTTCCGATCCAT 

TCCCCTCT GCATT CTTCNGGAGCACCCCAGTTTGCCTTTGATGTGTCCCCTGTGTATTGT 

TANCTGMCT TTTGATGAN CCAAATTTTCTGAGCGAAACACTTCCAAAAGATAGGAAAAC 

TTGCCGCCTCI I I I I I 1 1 1 GGCCCTTNATCAACTCAATAACTTAAAAAAATNCTTGGAAA 

ATATGGACATGTGAAATGAACATTNNTTC I 1 1 I I I CI 1 1 1 1 1 1 1 I I 1 1 

Sequence 3917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATGCCATTTTCTCTACAGTGAGGG 

TCTGCAGGCTCATATCATTGTGGCTACTAGCTAGACTGAAGTCCATGAAGTTGATAAATT 

GCCTATTTTATCAGACATGATAATCTGCCATTAATTAACAAAGGAAATGCAGGTTACAGA 

MTGATATTATGCTGTTTCGTGGCTTCAAATGAGGTTACACAGATAATGCTTTCAATAGG 

ATGTGTGTTTAGCTTTTCTATTMCATGGGTTATTTTGTTTTGAAAGATGGAAAAACAGG 

GCCCAGCCCTACTCCCTTTGATTCGTCTCTTTAAAAATGACT 

Sequence 3918 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCACTCGCATTACTGCCTGAGTTCCAGC 

TCCTGTCAGATCAGTGGCATTGGATTCTCACAGAAGCATAAACTCTATTGTGAACTACAC 

ATGTGAGGGATCTAGGTTGCACACTCCTTATTAGAATCTAATGGCTGATGATCTGTCACT 

GTCTCCCTCTCTGCCCTCATGGAGCTTGTATTCTAGCTGGGGGAGAGAACAAGCAAGTAA 

ACTATATGTATGTCAAATGATTAAAAGGGGAATAGGAAGTGCTGGAGGTGACTGCAGTTA 

CAAATTGTTGATCCAGGAAGGTCTCACTGTGAAAGTAACATTTTAATAGAGACCTGAGGA 

AGGGAGGGGGCTGAGGTTATGTAGATAACTGGGAGAAGAGCTGTCCAGGCAATGCAGTGT 

GGCTGGAGGGGCATGTGCCANAGGAAGAGATTAGGTTGGAGAGGTAAGAAGGTTTTGCAG 

GATGTAGGGGGCCTTGMNACTTTTTGTMGGAGTTTTGGCTTTATTTTGAGTAATTTGG 

GGGAA 

Sequence 3919 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAACAAAACCTACCATCAACTAGATTTAC 

TAAGTGGGTAAAGTCATTGTAGATCATCTAGCACCAGATATGTTAGCAGACTGCAGATAG 

CTGAACTAATCCAGACCAGAAGAGCTACTCACTGGGACCTCAAAATGCTGAGACACAAAA 

GATGCATATTGTTTTMACCATTAGCTTTTGGGGTAGTTTGTTATGCAGCAAAAGTTAAA 

TGGCATATTTCTTAGCCTCAATTTCCTCAACTGCAAAATAGAGTTGATAACTACCTTGCA 

GTGTTACTGTGGGGATTATAAATAACATGTATAACTGGCTGGCTCACATAAAGTCTCCAA 

CAAATGAAAGCTATATTATTCGTTAGTTATCAGTCTGAATGAGCTTCTAAATCTCTTAAT 

GTT 

Sequence 3920 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I 1 1 II 1 1 I I C I 1 1 H I ) 1 1 ) 1 1 1 1 CTTCTTCC 

TCCTCTTCATCCTCTTCCTCTTCTTCCTCCTCTTCTTCCTCCTCCTCGTCCTCCTCCTCC 

TCTTCTTCTTCACTGCTCTCTTTAGACAGCTCCAGCAGCTGCCCTCTCTCCGATCTGGGC 

CGTCTCTCCTACCTGGCATATTGGAAGAGCGTCATCTTGGAGTATCTCTACCACCACCAT 

GAGAGGCACATCAGCATCAAGGCAATTAGCAAGAGCGACGGGCATGTGCCCACATGACAT 

TGCCACCACTCTGCAGCACCTCCACATGATCGACAAGAGAGATGGCAGATTTGTCATCAT 

TAGACGGGAAAAGTTGATATTGAGCCACATGGAAAAGCTGAAAACCTGTTCCAGAGCCAA 

TGAACTTGATCCAGACAGTCTGAGGTGGACCCCAAT 

Sequence 3921 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATCTGTGTCTAAATTTCCTCTTCTGTAAG 
GACACCAGGCCTATTAGATTCGGGCCACCCAGATCCCTCATTCTAACGTTTCCTCTTTCA 
AG CCCTTA TCTCTAAATACAGTCCTGTTTCTGAGAGACTAGAGGTTGGGACTTAAACACA 
TGATTTTTGGGAGGATAAACTCAGCTCATAACACGACTCGGTAAAGATTCATGGAATGGA 
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TTMTTMCAMGTGTGTGCTCTGTTTAGATTAGGTTTGGCTTTTGCTTTCAAGGCATGG 
GTTTAGCCAGACAGTCCTTTGCCAGAACTCACTGCTGTTCCCCCTTTGCTTCTGGGCACC 
ACTGCTGCTTCGACCCCTCAGCATGGAAAGTTCCTGGGACTTCATGGATGTTT 
Sequence 3922 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTACAMCCAGAAMCMGTTTTTAAGGA 

AGATGCTGGGCATGCTGATAGCTTTTCTGGTCTCCTAAGGAAGAGTTTTTAAAACTAAAT 

CCAAGGAAGAAAAATGTAACAACACGTGGAAGTGAACACTGGATGAATAAGCTTGTTTCC 

CAAATTAGAA TCCTM CGTCCATATTTAGCTTCATGTATTCCCCTTTGGCTTCACAGTTC 

AACTCCTTTTATTTTGAGACGGGGTCTCGCTGTGTCGCCCCAGCTGGAGTGTAATGGCGT 

GMCTCGGCTCACTGCAATCTCCGCTCXCAAGTTCCAGCAATTCTGTCTTAGCTTTCCAA 

GTAGCTGGGATTACAGGCATTGCACCGGTTCTTCCANGCTAATTTTTGTATTTTTTAGTA 

AAAGACCGGGGTTTCTCCATGGTTGGTCAGGCTGGTCTCGAACTCCCCGACCCTCAGGTG 

ACCCCAATTACCTTGGGCCTCCCAAAAGTGCTGTGATTACAAGGCATTAACCACCCTGCC 

CTGGGCCATNTGGCMGChTTTTAACTGGCTGGGNAATGTCAGTTCAAGTTTCTTCATTCT 

AAAAMTAANGGATCMTGGTCTGGGTAACATANCTTGGCNAAAATTTTTTTAAGTCTTC 

CMAGAMTCACNGNTTTMTMTTGTTTAGCCTTTTCCACTTTTCCCNAATTTCC 

Sequence 3923 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAACCAGCTGTCTTTGTGTCTT 

ATGAMCCTCMGTCAAAATGAGACCGCATTTAATTATTCTGCTTTGCTCTTTTTTTGGG 

GTGGGGGGGAGATAGAGTTTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTTT 

GCTCACTGTAACCTCTGCCTCTTGGGTTCAAGTGATTCTCGTGCCCCAGCCTCCCNAGTA 

GCTGGGACTACAGGCACGTGCCACCACGCCCAGCTAATTTTTATATTTTTAGTANAGACG 

GGGTT TTGCT GTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTAATCCACCTGGC 

CTGCTCTTTTCATGTCT TMC ATGGCATGTCTTTTANTTTCATTATTTTCCTACTCCTTG 

TAT GTCM GAAATTACATTTTGCATGTCTTATGGAGATGCTGTTAATTGCTTCAGTGGAG 

TGCTTTTCTAATCTGCANACCATTTACATTTCCTGTTTGCANCATGCTGTGTGCAAACAC 

TCANTMTTTGGANTATTCAATTATTTGTTAGGGCTCTTCCTATTTCCAAATGTGCNGAA 

TTGNCTATTNGATGGGATTTTCAAATCTTTTCATGGG 

Sequence 3924 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTATATGCATATATATATGTGTGTATA 

TATATAATAGAAGGTATGTCTCATGCAATATTTGGGATATACTTGTATTGAAAAATTACT 

TGTTTATTGAAGAATCAAATTTGACTGGGCCCTGTATTTTTATTTGCTAATTTGGCAACT 

TAGGGGTTCTGGTTAAAAAACATTTCTTACATTGCATAGATAATAAACAGCCTAAAGAAG 

TTTGGGAATGGTTACACAGGGGCCCTTCATGCTTNCATGTCAGNGCCTAANTACCT 

Sequence 3925 

CATGCTCGAGCGGCGCGACAGGAGTGATGGATAATCTGCACAATTCGCCCTTTCGAGCGG 

CCGNCCGGGCAGGTACGCNAGGCTCTCGGAGCTGCCTCTCCTCTGACCCTCAGGTCCTCA 

CCGAGTTTGCTCCAGGAGTATATTGAAAACATACCCAGTGCTCTCTCAAGCACCCACTGC 

TTAGAGGGCCCAGATTTCTTTTCCTTCTTTCCCTTGCAGAGCTGGAGACTGCATCGGGCA 

TCTGGTGTTTAAACTAAACAGGAAAACTGACTAAAGGTCCACAGTGCTCATTGTGTANAC 

TAGCTGCCCTCCGATGGGTGCTCTGATTATCAGNGGTTCCAGTGCAGGGCCTGTCACTAA 

GCAGGCCTCACTTCCTCCTTGGGGGCTTTCCCATGGGAGGTGNGGCTTTTTACTNTACAT 

GGAAATGACTCTCTGCAGCCACAGAACACAGTCATTTTCTGAATTATCCCAGTCTCTCAT 

GCGCCCTGGATTCCTCCAGATGCCTTATATCTCTTGNGCAAAGTTGGTCTAAAATTTGGT 

TCCCMGCTTCCAAGCCTTTGCCTTTTGGCCTTCCTGGAMGNATTTTTGTTGATGAGTC 

GNCTGCATTATTCTCTAAAATGATTTGCTTTTTGNT 

Sequence 3926 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTCCTCCTAGCGTTTCTGGTTAACTATG 
TGAACACACAGGCAGACAGATCAAGCCGCTATGTGAGGGACAAATAAACATACTGAAGAC 
CTAAAAATGTGAAGTCAGCTGAGCCTCAATTCAATCCAAACCTTTGGGGGCTTATGCACC 
ATTAGTCTGTATCATGGCX5TCCAGTCATTTGTCCCTCTAGAACAGGAACTCTGAAAGGCC 
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TGACAAAGAAGAATGGACAATCACAGATGCTGGTTTTGCCTTCTCATTCCCTGCAAGTCT 

ACTGGATGCAGGAAGGGGGTGGGGGGTTCAAGCTGCCTGCTTAGGAGCTTAAACATGACA 

AGGATTTTCTAATGAAAAGCTAACCCAGAGATTCCTCTTTTTCCTATGATACCACAGCAT 

CCATCATTCAAAAACCGAA 

Sequence 3927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTACGATTTATAAATCAGCCACAGAGTC 

CTAGGCACCCANAATGGACCTCCCCTTCCTTGTCTACCTAATGCCTGTNTAGCTCCAAAA 

TCACCTCTTGGAAACACTGCCTTATTCCTCCCCCTCCCAGGAGAGGTTGAGTGCCACACT 

CACCTCTTTTAGATTACTTCAGTGGCTATACTGCAATCATTGACTTGTGTCTGCTCCACT 

TGACTATAAGCAAATTGAAGGCAGGGTTTGTGCCTTCATAATCTCTGAATGATCTGAAGA 

TGGAAATAACTGCTTTGTGCTTTCAGGGAGCTCATATACCTTAGCTTCCCG 

Sequence 3928 

ACTGTGCTTTACAGAGTAAGCATTTCTCCAACAAAGAGAAGTAAAATGTTTATAACACCA 

CATT GTATATTATAMTGTTTAGTATTATTTTATACAGCATTTTAGCTCAGTAATTTGTA 

TTTTGAATGGATAAAAATGAATTAAGACACTGACGCACACACACACCTTATAAAAAATAA 

TTTTAAAAAATTGTAGAMTGGCATGTTATCTTTTCTTTATATATTTTAAAGATATGCCT 

TGTTCTTAGCAG 1 1 1 1 1 1 II 1 1 CTG 

Sequence 3929 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAAGTTATAAAT 

MGTMTTTCTTTCATTTCTTATTATGAAGTAAACCACTATATAGTAATATACTTTTAAG 

CATTTATAAAATTTGATATGTTCTGATAGGACTAGAAAACTGTGAATCTTAATAATTTAA 

ATAAAACC7TAAAGTTTATMC7TATTTTAMTAGCAAACAGTTTGTGGCTTTGATTTGT 

TACGGGCCAATGGACAGTCCTATGTCTGTGATGTCAATGGCTTCAGTTTTGTGAAAAATT 

CCATGAAGTATTATGATGACTGT 

Sequence 3930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTNTNTNNTNNTTNNNTGTNGNNNGCNTATNT 

TNNCNNANTNAGCCNCTGGGACTNNGTTTGTGGANCCCCANCGACACTTTAGGGACCTAT 

GGGGCCTTCGTGGCATCNCTGAGCTGNGTGCTGGGGAGGAGGTTGATGTAATGGTGACTC 

TTTTCTGATCAGCACCTTGGCCGTGANNCCCAAGGTCCCAGCCAAACCAAAGGGCCAGTT 

GTTTCAGGTTTAAACAGACATGTCTTTAGTCTAANAAAATTAGTTAACTGCCAGTAAAGT 

TATTTGTNAGCTTTGATGAAAAGCTATTGTTTGGTATCTTTCCCTAATCATC 

Sequence 3931 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAATGATGCATTACCTGAAGAACATTATG 

ATAGCTGTGGTCGAGTCTATGATTAACAAGTTTGAAGAAGATGAGACACGAAATCAAGAA 

AGGCAGAAAAAATCCAAAAGGAGAAAAGCCATAGTTACCGCACAGACAATTGCTCTGATA 

GTGATTCATCATTGMTCAGGTGTGTTGTTCAGTTTTGCATTTATGTCTTGAAATGCTGT 

7TMTMTMTTAGCTTCMTAMTTATTTCTTAGCCATA7TTTTCCTGCCTTCTTAAGA 

TTCAGGAGAAAAATAATAAAACTAAATAACCTAATATTAAATATTTAGTCCATGAAATAA 

CATCTTATAGAATTATAT7TGGTGAGTAGCTACGTTATATCTGAGATAATTCTTGGTGAT 

ATGAG AAATTAATGG NTGTTAG AATTA 

Sequence 3932 

CCCTTGAGCG GCCGCCCGGG CAGGTACTAGAGTGGAAATCATCCAATGTTGGCAAAATAC 

ACACTCCAGCCTTTTrCTTTTTGTTTCTTGTCCTTTATTTGTTTTCTTGTTTGAAAGAC^ 

GGGTCTTGCTCTGTTGCCCANGCCTGAATGCAGCAGCCTTGAACTCCTGGCTTCAAGCTC 

CTCT TGCC T TAGCTTC TTGAGTAGCAGGGACTCCAGGCACGCACCACCCTGCCTGGCTGA 

TGACTTTTCCTTTTTTCTAAAGTCTTTTTTGTTTGTTTAMGCAGTTTGTGGACTATCGG 

ATCTTTATTTAGAATGAACAAGTTGCACAACAACAAAATGGCTCTTCCATACAAAATCAG 

AATGGATCCACTTGGGAAAACTCAGGCTTTTAGTGTGGATATTGATATTCCAAA 

Sequence 3933 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTATAAGAAACTCAGTGTTGCAGCAATGTA 
TGTATTATAATGGATTTGAAATTTGCCCTAACCAAGAGTCACAGACAGAAAAAAGGAAGT 
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t 

TAATGTATCTCTTGATC ACTAT CAAGATGTGGTATTGAACCTTCAAGATCCTTTTCAGGG 

AATATGTGAGATCAAAATTTTTATACTGGCACTATGATGTTATTTGCCTTTTCCTCATAT 

TCACAAGTGAACAGTGGAGTTTTACAGAAGCTATATAATGTCATGACATCACTGATGGGT 

MTAGMTGTGTGCTTGTATATTCCGAAACTTTCAGTTCCAATTTCTTCGATCAATGTAA 

TCCTCATAAGTAAAAGTTATTTGAGGACCTCAGACATTTTTAAAAATGTAAAGGGGGTGG 

GGTCAGGCTCAGTGGCTCATGCCTGTAATCCCAGCATTTTGGAAGGCCGAGGCGAACGGA 

TCACTTGAGGCCAGGANTTTGAAACTAGTCTGGNCAACATGGTGAAACCCCGTCTCACTA 
AAACAAAAGT 

Sequence 3934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAATAGCTTGAGTTAGGGCACAATT 

TTATAGCCATACAAATTCATATTGAAGCAAGTCAGCAAACGTGGTGCATTTCAGATGGAA 

CCTCAACGTGAAGATATATCAGTTTTAGACCAAAGCAGAAGTTTATATAAAGGATATAAG 

CTTTTGCCCTGTATACTCAGGAATTAAACTAAAAAGAAATCTACAAATTCATTTATAGAT 

TAmCMTTTGAGGCCTATAGATATGTGAGAMGGTTTCTTTAAGGTTTAATGACCAAG 

TTCCATGTGAGCTCTTACTTGGGAAACAAAATTCTCACATGGCATTAATATACTATAAAT 

TGTGATTTATCAAAACATTCTCATATCCTATCTAGGGTGAAATTTAATATTGCCAATAAA 

CTTTCCACTCGAAAAAAGGTGGTAAAAGGTGTGCATGCTAAAGCATGTTTTG 
Sequence 3935 

ACACATNTGNGTCTAAATTTCCTCTTCTGNAAGGACACCANNCCTATTAGATTCGGGCCA 

CCCAGATCACCTCATTCTAACGTTTCCTNTTTCAAGCCCTTATCTCTAAATACAGTCCTG 

TTTCTGAGAGACTANAGGNNGGGACTTAAACACATGATTTTTGGGAGGATAAACTCAGCT 

CATAACACGACTCGGT AAAGA TTCATGGAATGGATTAATTAACAAAGTGTGTGCTCTTGT 

TTAGATTAGGTTTGGGCTTTTGCTTTCAAGGCATGGTTTAAGCCAGACAGTCCTTTTGCC 

AGAACTCACTTGCTGGTCCCCCTTGCTTCTGGGCACCACTGCTGCTTCGACCCCCTCAGC 

AATGGAAAGTTCCCTGGG 

Sequence 3936 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATAGGCGTTMTGTTCAGACTTTTTTGTTTTC 

ACTTAAGTATCATTGTTGTGTCTGAAATTCTTTTCTATTGGAGAATTAGGAGAAATCCAG 

TTTTGGGCACTCTGCCTMGGAATAGCCCTTCTTTTATTCCTTTACTTTCTTAATAAACT 

TGCTTTCACTTAAMCAAAAAGTCACTGCMGTTGGGCTGTCTTATTTTTTTAAAAAATC 

ATCAATTAATTAATTCTATTTATTTGCATGGAGCCCATCTACACAAACCACTGGCACTTT 

GGACGGGGCATTTAGCTGGCTTTACCCACACGCTTCTGCCCTTTTATGCTTCATCAATCT 

CTGAGCCCACCCAAAAGCCTCACAGTTACTGGGACTCCCACTGCTCATTATTCATCTCCC 

CCTAAATCCACATCA7TTGGCAATTTCAA 

Sequence 3937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA I I I 1 1 1 1 1 I GGCTATTTCAATTTGCATATT 

TGAAAACAACTGAAAAGGCAATTAATTCAAATCTAAATAACTTCCATGCTCANAATTATG 

TTTATGGTCTTCCAGCANACAAATTTATGGGGACGTCTGGGGACCAGGCCTCTGACACAN 

AATAAGCATCAGTCTCTCCTANANACTAGTTGCGGGTTTATTTCTGAAACTTGTGTGGAA 

TGAGGGAGCAAATCTAGAATGTTTAAGACCTAATAATAATCACACACTTTAACACATTCA 

AATCATGATGTTGCAGGAGACAGCCTTGGCTTTGCTTATAGTTCTAAGCAGGGCTGTTCC 

CAGAGGATGACTGTCCTTCCGAGGAAAGAAGACACAGAGCTGGTTCAATCCCAGGGGAAT 

GTCTGTCATGGATGAAA 

Sequence 3938 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGTATTAAAGCAGTGGCAGCCGCTGCACG 

CAGACATGAGGGCTAGGCTAAAACAGTAAAGTCAAGTTGTTTGGACAGAAAGGCTACAGG 

GGGCGGTCCTGGCTCTTGGAAATAAGCACTTGGAACAGAAAGGAGCTCTACCCAACTACC 

CGGAATGCAGGCGGGTCTGGGACTATGTGACTACCACCCTCTAAGTGAGGTTTTGAAAAT 

AAACACTTGAAAGTCTGCTCAAAAAA 

Sequence 3939 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATATTAAAGCAAGCAGCTCAGCCTCTCACT 
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AGT(aGTGAGATGTATGAAAATCCTGGCAATGCCAGGGGGAAAAGAATCTATGAGTCTTCC 

CTTCNGACATCTCTCCTATTTCTTGCATTAGTNTTTTCAGGGTTAAATACACATCTCACA 

GAAGAGCTAGCTATATATGGGCTGGGTGGTCTTCAGTGAATCTGCAAATGTATCAAACAA 

AAATAGCAAGCTGGAACTGNAATAAAGGGTCAGGGAATACAGGAAAGAAGAAAACAAAGG 

GTTCTAGGTGTTCATGAAGTCAAATACATCTTCAGGGCTTAAAAAAAAAAAAGTAAAGTA 
CC 

Sequence 3940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAAGTGCGTGTTTGTTATTATGAAGGAA 

ATCCTATCACTAAAT ACAGA AGCTACTCACAGAACACTGATTACTTCAGTGGATAGAGGA 

AAMTATCMGTCTATTTTTAGTTCTTCAAATCAAGTTAAAGATTGACAACATGACTAAT 

CTCTTTT GTGATG TGTTAGAAGACTCCCTCTACCTACCTGTTAAAAAAAAAATGACTTTT 

TTTGCAAI 1 1 1 1 1 GCTGTTTCCTTAAAACTAAAGCTGTGTTCTTCTGTTTTGAAGGGTTT 

CCGCCCCCAAC 

Sequence 3941 

CGGGCAGGTGTCGACCCACGCGTCCGTGGAGACACACTTATAATCTCAGCACTCAAAAAG 

CTGAGGCAGGAGAATTGCAGCAGGTCCAAAGGATTGTCTGGGCCACATAGTGATTCGTTT 

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACAC 

ACACACACACACACACACACACACACTAAAGTGTAGCTACTTGAAAGACCT 

Sequence 3942 

AGAATTCG CCCTTAGCAGTGGTCGCAGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 » 1 1 1 1 1 I 1 1 1 1 I I 

TTTTTTTTTACTAAGTTATAAAAAAAAACCCCATCACCAAAGACACCTGNGCACAAGNGT 

CTGTCCCTTCTGNCACCAACCTAGGGCACTAACTCCTAACACTGGGAATGGACACTTGAA 

GGAAGATCAGNAATTATCCTGTCTTTTCTCTACAAATTGCAAGTCAGGGAAACCTTGTTG 

ATTAGGGAAAGNTCTTTACATAAGAATTCCTGCAAGNAAGNGAGNAAAGAATGACAGNNN 

AAGAATNGNCCCANCCTGG 

Sequence 3943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTC 

AGATGTCATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAAGGT 

CTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTCATAGGAG 

TATTMTGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTCT 

TTTTCTGCTGCTAMTTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGTATATAA 

ATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATATATTTATT 

CTAACTCAGCACTTCAAMGCCTTTTTGAGTTACAACAATATTTTAGTTTGCCTCATCTG 

G TAGAG GTAAAAATTTCTATATTACCAAGCTNCAGANGAATATGATATTTTTACAGACCC 

AATTTTCTTGGCTGGTANTCCTGGGACATTCATTTGGCTGGGCCTNCATGGGATGCTGGT 

AANAACAAATTGGTAAGCCCGGCCAAGANAAAGAAAAGGCTTCCCAGGACCAGNCTTTTA 

NTAATTTGGTAGAAAANGGGAGCCCTTTTTTN 

Sequence 3944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATCTATCTTAATGTTACTAACAACAGATC 

AGCGACMCMAMCCTCCCMCATTCCAATATTTAGGTATTTATTGGTGTCCGAGTTTC 

CTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGCCTCATATTATTTCAGGGTAGCA 

TGGCTATGATT ATTAA ACACCACAGACACCCATTTGCTTATTTTTGATTTTTGACATTCT 

AAGACATAGAC I I 1 1 1 AAAAAATCTTCTTAAGGGGACAAATCTCCTAATTTAAGACCTAG 

ATAMCCCAAGATTTACCAGTTTTTGAAAACAGTGATGTTACTTAAATTCACAAGAAACA 

CCATTCTCTTTCAGATATAATTACTTCAATGGAGTGCCANGANGGGGTTAAAGGTTACAA 

AMTTGG GAAAMTACTGACMTTAGATACTGGCTTACTTGGTCAGAGAAACAATTTTTT 

■ i 1 1 1 i iGAGACNGAATCTTTGCTTTGTCNCCCAAGCTAGAGTGCAGNGGNGGTGGATCT 

CAGCTTATTGGTACCCCTGCCTCCTGGGTTTAAGGGATTTTTCTNGCCCANNCCTCCGGN 

GTTACTTGGGATTATAGGCNCCCCNCCCCCATGCCCGGGGTAATTT 
Sequence 3945 

CCCTTCGGCCGCCCGGGCAGGTACTTGCAGGAAGATGGAATTATGAAGGAACAGCATTAG 
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TTACAGTTGGAGAAGATGGACAAATAAAAATTTGGTCAAAGACTGGGATGCTTAGATCAA 

CTTTAGCTCAGCAAGGAACACCAGTGTATTCAGTAGCGTGGGGCCCTGATTCAGAAAAGG 

TTCTTTATACAGCAGGCMGCAGCTAATCATTAMCCTCTTCAACCAAATGCTAAAGTTT 

TGCAGTGGAMGCTCATGATGGCATTATTTTAAAAGTAGATTGGAACTCGGTCAATGATC 

TTATTTTATCTG 

Sequence 3946 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I I I I 1 I i I I II I M I 1 I I GCTTATCTTAT 

TTTTGAMTGATTTATTAMTGGACACTTTAGGAATTTGAGAGAAGCAGCTTTTCCCACT 

CAAATCACTTTGTGTACCTCTGACAGAGAACAAATTCTTTCACAAGGACCTCAAACCTCT 

GGGTTGGAAAAAACCTCAGTGGTCATCCGCTCATTCACCCATGCAGCTGGATCCACTGGG 

CAGATTGACTTGGAGCGCTATGTGATTTGCCCACGGCTCACCTTCTCCAGTGCGTCATTC 

AGGGCATCCGGTGTCTGTATTTTGGCAACATTTGCAATGGCACTGTGAAGATGAAAAGAA 

ACtTTGAACAGGACTTAAAAAA 

Sequence 3947 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTAACATTACTATGACCCCCGGGCACCCT 

GCACATATAGCGGCAGTCCCCACCGGCGTCACCAAAACCTTGGATCATCTTGGTGTATAA 

ATGTCAGCATCAGCTGGCTGGCAGGTAAAAACAAACAGAACACAACAACTTGACTGTGTT 

TCATTTGT TCTG ATTATGGCTACCAAGGTTCGGTGAAACCCGAGCAGGGACAAGAAATAA 

AMTGCCATTTTATTTGGGGAGCCCGTATGTGGGCAGTCTGTCCTTACACAGGTTTCTGT 

MGMCAGATTAAAGCTAGTTTGAAAGTCGTGCCAGATTAGAAAACTTTGTNAAAATCTA 

AAACGAAATGTTCCTCAAAA 

Sequence 3948 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCGTGAATGTGTATTCCTAAATNCATGCTGG 

CTGAATTCAGGTGTAATTAGANACTGANACCCATAAAATGAGGGGCAAGGAGCTAATTAC 

TCTT GTCGG TAACCAGCTGTGGCCATAAGTMCCCTGTTTTGACCCAATTAATAGTAAAT 

CCAATTTTTAATCCTACAGACAGTTGATGGTGCACTCGTAGCTGCAAAATGAAGGACATT 

AMTTTGGCTGTGACATTGAGTGGTTACACAGAAGACCTGCTTCTACAACATTTGGGAAA 

CATTGTGAMCATTACTATTCAAGTTGCTATTTTTCCATCTCAAAATA I I I I I I I I I AAG 

TTGCTGCTCACTTATGGCCACAGMCAGTCCCTTTTTGAGTAAAGCAGCAAGGTTGCTTA 

ATGA CATG CTATGTGGTTAACAAGATTCMCTGCCACATCMGGGACTTTAAATAATTTC 

MGAT TTTAM TGTATTTATGAAATGAACTCATTACAGCAGCTAAATCCAATGCAAACTT 

TGTCCl I I I I CTTTTGGCTTTITNANNAGAAACTGAATTTAATTTAAATTTAAATTACC^ 

GGGGCTAAAACTTGGTAAAAATATTTT 

Sequence 3949 

CCC TTCGAG CGGCCGCCCGGGCAGGTACCTTAAAAGAMTACATTTTACTTGAAAATATT 

TATCi mm lAAATMGCAACTTATTTTTGCTATMCAAATTTATAGATCTAATATGAAA 

TCCACAGG TMCATTTMTTTTMCTMTATGATGAAGTCAGTTGAAMTCTTTGAGTTT 

I I I I I I I I INGNNANAATNTNNCTNTTTCCCCCAGGCTGGNGGACAGGGGCGTNATNTNG 

GCTNACNGNANCCTNGGGCTCCGGGGTNNAAANNATTNTCCNGNTTNACCCNCCCNAGTA 

GCNGGGNTTNCNGGCCCCCCCCNCCNCNNAANGCTN I I I I I I I I I 1 I GGNTTTTTAAAAA 

AATNGGGGGTTCCCCCTNTTTACCCGGGGGGNCCTAAANCTCNNGNCCTNGGGNGACCCC 

CCCCCNTGG NCCCC CNAAGGGGNCTGGNTTANCGGGGGGGANCCCAAAAACCCGGGNCCN 

AAMNTTNGGTTTTTMNAAAAANGGGANNNTTCAAAANNTNTCTTNGNMNTTAANAAA 

AAAMTTTGTTTGGGNAAAAAAAANTTNCCCCGGGTCCCCNAAAAATTGGGGGCCNCCNG 

GGGMGGGGGNCCTT^r^TTTTTTNCNGGGNGCCACAAAANNGGGGCCTTCNTCNGGNAAA 

AACTTGGGCCCCCCAI I I I I I I I ANNCNCNANGGGCCCCCNGGGGGGGGGG 

Sequence 3950 

ACGCGGGGACTGCTGAGCATAAATGCTTTAAAGTGTCAGCAATTGATGTGTGGAGAGAAG 
TATGACTGCATTACAGCTTAAAGAGCTTTCACATTCAGGTCTCTACAGGAGAAGACGAGA 
TCGCCCCGATAGTTTGAGAGTAAATGGGTTACCAGAGGAAGAGCTAAGCAACATGGCCAA 
CGCCCTGGCCAGCGCCACTTGCGAGCGCTGCAAGGGCGGCTTTGCGCCCGCTGAGAAGAT 
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CGTGAACAGTAATGGGGAGCTGTACC 
Sequence 3951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTAGGCGGATGGTATGAGGGCCT 

CCATTCACACTCTTGCCCTGGAACTGGCAAATGTGAATGGAAGGCTGAGTAAAATCATAG 

TTTTGTGTTGTTGGCCTTTGAGTGTTCCATCTCTCTTACMTTTTAGTTTGTCACACCTT 

GCACCTTGTATGTGTAAGTAAAATTAATGGCATAGGAAAGAAACCAAAAGAAGTGAACAA 

TAAGAGACTAAAGAAACTCTACAGGCCGGGCATGGTGGCTCATGCAAGTAATCCTAACAC 

TTTTGGGAGGCCAAGGTGGGTGGATCACCTGAGGTTGGGAGTTCAAGACCAGCCTGGCCA 

ACATGGTGAAACC 

Sequence 3952 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATA 

CTGT CATT GTAT GACT GCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCT 

GATGTTTTCACATTTTAAAAMTGCTTCCTGAGACTTCTTTAAGCTCCTCTAACTTCTTC 

AG TGCATT TGGGATCAAACTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTG 

CMTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTT 

GCAGATTTGAMCAGT GGTTT CTGGCCTGCTGCTGCAGCAAATTCCCTATGTTTATTTAA 

GMGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAAATTTACTTGCAATGAACACA 

GGTAGCCTGCTGCTG 

Sequence 3953 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATGGGCAGTGTTTGGATCCTTCCCTGGAATC 

AGTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAAC 

CT CAAAG GTGTAA TTCTCT TGGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAA 

TTCTTTTGTTGTTCTTTTTTGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAA 

TCCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTA 

CGCGGGGAGCTCAAAGCCCGCAAGAGGGTTCTGGAAGCAAAGGAGCTGGCGTTACAGCCC 

AAAGATGATATTGTAGACCGAGCAAAAATGGAAGATACCCTGAAGAGGAGGTTTTTCTAT 

GATCAAGCTTTTGCTATTCATGGAGGTGTTAATGGNCTGTATGACTTTGGGCCCACTCGG 

CTGCGCTTTGAAAGAACAATATTATTCAAACCTGGAGGCANCACTTTATCCAAGAGGAAC 

AGATCCTGGAGATCGATTGCCCATGCTCACCCCTGAGCCAGGTTTAAAAACCTNTGGCCA 

TGTAGACAAATTTGCTGCTTCATGGTGAAAGACGTAAAAA 

Sequence 3954 

GGTACAGCCTGCAGAACTATGAGCAAAAGGCACCTCTTGTCTTGATAACTTACCCAGCCT 

NTGGTATTCCTTTCCAGCAACACAAAGGGGCTAAGGCAGTGACAACATTCAGAATATTCT 

TCATTTGGGGGATGAGTATTGACTGGCAAGGACCACATCAGAACTTTGTGGCATGGGGGA 

AAATGTTCTCTGTCTTTAACTGGGTGTTACTTTACAATTATAATTATATTAAAATTTATT 

MGCTGTGCCTTTAGGTTTTTTTGCAGTATACTCTACGCAAATTTTACCTCAGTGAAGAA 

CTGTTAGCATACAACAGACAGATAACAAACACTCAAAAATGTGAAAATTGACAGAAAATA 

GGTAACAAATATTTAGCATATAA 

Sequence 3955 

CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAATTAACAGGATTTTAAAG 

GGAAATGAGGAAATCACAAAGAGCCAGTGTTAGAGGCTGAGTGAACCAGAGATCTGACCC 

CAACACACAGCACACACCCAGATATGTTGCCTAATATGTGTAAGGGTTTG I I I 1 1 I GTTT 

TAACTTCCAAACTAAAACCCCTGATGATTTCAGAACACTGTAACACTGGACAGTTTCTCA 

CAGCATGGTTGTGAGGATGMGTAAAAAGAGAATGTAAAGAATAAGTGTTTTCTTTGTAA 

GTGTGGTCCAGGTATCACTTATGCATATGCAT 

Sequence 3956 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGGTATTTCGGGGCCCTAGGCGCGCGAGCGGTC 
AGCATCCGGAATCTGGCCCCTGCAGGCGTGGGGTTCCACGTGGGAGGAGACTTGAATGAA 
MTTCTG TGGA GAATCTTCMCAGAAAACACTTCAGGATCTGTTACATGAGCTTTCCTCC 
TGACTAGTTTTGGAAGGCATGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 3957 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

181/599 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGTTCTCCATTCCTGATCTAGATAGA 
CACCAGCTACCTCTGGATGACGCCTTGCTGAGCTTTGCCCACGCCAACTGCACCCTGATC 
ATCTCTGTAAGATTCACCCAGACTTCTTGGACACTGCATCAGGGAGAGTCTTCCTCTTTC 
CCTGCCCACTTCCCATCCCATAAGAGTCCTCAGTTCTAGCCCCAAGCCCTAGGGTATGCT 

TGTGGGAGAATAGGCATCTCTAATTCAGCATGGGGGAGAGCAGGGAGGGGGCTCANGAAG 

GAGCCTGACCATATAATTCACAGCTAG 

Sequence 3958 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTAACTATGTCAAAGATAGCAAATACAGTT 

CATCTGTGTCAACTTtAATCAGTTGATAGTGGCTGTCTAGCACATTGTGAATGGGGTCAA 

TCAGAAAGMTGTCATTAGATCAATTAGCTATTACTTTATATTACCTAAACTTAGTATAA 

TTTAAMTTTGATMTGAGTTTATTCAGTTTATAMGAGTTCTGTTTTTGGCATGGCCTA 

GTAGCTCCATTGCACAATTCCTTCTGCAGAAAACTACTATAACCTATGAAGAAAATAGGA 

AAAATAACTACCCGAAAGCACTGGAGA 

Sequence 3959 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTAAATTTAGTTTAGAAAATTCTGGGTT 

AATTCGATAAATATTTAAGGAACATCAATTACATGCCAGGCTGTCTACTAGATGCAGAGT 

AAGACAGATTTATACCAGAATTTTCTTAAAGCCTCGAACAAGCTACTGTTCACAATGAGC 

ACAGTGACCATATATCCTAATTTGCTGTAGACAGCCCCAGTTTACAGGCGCTATTCCAGC 
ATTAATATCATC 

Sequence 3960 

TAGCGTGGTCGCGGCCGAGGTACCATTTTAGAGTGCAAACAACCTGCTACTTTCATTCCT 

AATAACGTCATACTTACTAAACACTAGTTCCACTCTCTATGCATGTCCCACCATTGCCAC 

ATTTCATTAAACTGCAGGGAGAAGCATGACACTGGCCAACACTGCGTCCAGCATTTGGGT 

GGCCCTCAGGATTTCCCAGTCCTCTGAAATGGCCATCCTTCTCAGTGCGAACTTGAAGAG 

TGAAAATACAGCCTTGAAG AAATG CAAAAACACTTCGTGTTAACAAACAGAAGAAATAGA 

MAAACAAGMGAAGGTTATTTTTCATTTTTAAAGTAGAAGTTTTTCAAAATAAAGTAAT 

ACATGTAAATTTTAAAAGAAATATAAGAATACAGAAATGCGCAGAGAAAT 1 1 1 1 1 1 1 IA A 

AAAGTCATTCA TGATATC ATTTCACAAGCAGACAACTATTAACATTTTGGTGTGTNTGTG 

TGTGTGGGGNATTTTTTNTAGNCCTANGNATATTTTCTTTTAAACAAAAATGCCATNTGC 

ACTAANCTTGTAAAAAATATTATTTNTCCCAAAAGGNGAACATTCATAAATACATTACT 
Sequence 3961 

CCCmGAGCGGCCGCCCGGGCAGGTACCTTTAAAAATACATCTTTTAAATGAACTCTTA 

CTGAGAGAATAACTACTAAAAGTTTAATTGTAGTTTTTTATTATMTATTTTGCTTTGAT 

TTTATACTAAAAACTGCCAACCAGATAACATCTAAATGTATCTTTTTCAATATGACAAAG 

TTACATAAGAAG ACTC CCCTTGCACGTAAAGAAAAATGCAATTATTTTCTATTCTGAATC 

TCCAGACTGCTGTTTTAGAAAATCATATCTGATTATTTGCTCAGCAGAAGATTATTGAGT 

TGATTTAGCTGTGATnTACTTAACAAAGCTTCA 

Sequence 3962 

CCC7TAGCGTGGTCGCGGCCGAGGTACACCTAGGAGGTAATACTAGAAACAATTGGGTAT 

ACCCAACCCTCATACCACAATGCAAAAGTAACATTAATTAACACTGTCATGAAATGCAGT 

TCTACCAAMCAATAMGTTGTTTAGTGGAGAAMTATTTTATTTTGCTTTCATTTTTAA 

TmAMTTMGTAAMTTTGAAAGTTCTTTTGCACTAGCCCACCTATCAAGTAGTCAGC 

AGCCACGTGA CTGGT ATAGTGGCTCTGGCCATCTTTTCCTCATGTGGAAGAATTTTCTAT 

CTTTAATAAACTTTTTCTTTG I I 1 1 I 1 1 1 1 1 CCAAATGGAGTTTCGCTNTTGTCCCCCAG 

GCTGGAGTGGTGCANTGGCCCNATCTTCAGGTCACTGGCAACCTNTGCCTCCTGGGGTTC 

AAAACNATTNTCCTGCCTTAACCTCCCAAGTAGCTGGGGATTAACAGGGCATGCNCCNAC 

CAAGCCCAAAACAATTTTT 

Sequence 3963 

GGTAC I I 1 1 1 1 I I 1 1 1 I 1 1 1 I 1 1 I INCC I I I I I I 1 1 I I 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 
'in I I AAAANANAAAAAAAANNNTTTTNNNAANTNNAAAAAAANCNNNTAAAAAANNNN 
1 1 1 1 1 iNAAAAAAAAANACNNNANNNNNNTTNTGTNNTTNNMTNTNAAAAAATGCANANN 
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NNNNAAAANNAAANACCCCCTTNTTNNNCCNGGGGGGNNNNNTNANNGNGGGGNNCTTCC 

CCCCCNGGGGGGGNGNCAAATTTAATTCCCCCAAGGCNANMTNNGGCNTTATNGANGGG 

NAAAANGGAANNAGAAAAAANNNTANNNCAAAAAACTTTAAAACCCTGATCAACTTAAAA 
ATG 

Sequence 3964 

CCTTACCNTGGTCGCGGCCGANGTACACAGANAAAGCTTGGGTGATGGAACTAGAATGGC 

TGATTCAACAACAATGTTATCAATAAGTGATCCAATTCATATGGTGCTAATCAAAACAGA 

CATATTTGGTGAGACGACTTTAGTAGCACCATATTTTCTGGAATGGCGATCGGTTTTGGG 

CTCANAAAATGGAGTGACCAGTCTGACTGTGGAACTTATGGGTGTAGGCACANAATCAAA 

AGTTTCTGTGGGMTTTTAAATATAAAACTTGAAATGTATCCACCACTCAATCAAACGTT 

ATCTCAAGAAGTAGTGAACACACAGCTTGCTTTGGAACGTCAGAAAACTGCAGAGAAAGA 

GCCGATTATTTCTTGTATATGCTAAGCAGTGGTGGAGAAAATATTTGCAAATTCG 

Sequence 3965 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTCTTTTAGACTAAMTGGTTTTGCTTTGA 

CCCCAATMTCAC AATTATTA TTATAACTTCGGAAAGATNTTCAATCATTCATTCACTCA 

ATCATTC AATTG GCTTTTTTTCTTAATTATCTCATCTGAACAGTGTTGCTAATGGCACTG 

TGAANGATTTTATAAAAGGAGGAAATATAANCNGTTCTCTCATCAACTGTAGTAAGAATT 

GGAGAGAAAAGAAAACCTTGAAGAACTAATTGAATAATATAAATAAAATTCTGTTANCAA 

TTCTACNTTTAAGTANTGTGAANGGGAAAAAGCTATTTCTGCACAGGTANNGAAGCAGGT 

ATTAACAATTCAAATCCAACTNTTTAGGCTCANAATATAGGTTCANGATTATTNGTTGTG 

AGAAATAATGAGAATATTCAAGAATAAAGGCTAATTCTTGGAAATGGGATTTAGAAATTT 

TTCMCTTGGATTTCATNAGCAAAAACATAAGGGCNTTTCATTTCATAAANAACTTTTAA 

AAAA TGTTA A CTATG TCATCCTGGNTAAGTGATTAAATTCAACTGTCTAAAAAATTACCA 

AMTATTTTACTTTTATTGAMGGTTTATTAGTANAAATACCTTGTGTGNNGNTTTTNAA 

NGCTTGGGGGCTTGGGNGGATTTMTTNGGTGGCCCTTATTCNMCTTTTGCAATATCTT 

CCNTAGTTNGGGACATGNAANGNAATTTGGACTGGTT 

Sequence 3966 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTATGANGTTATACTANAAACAATTGGGTNT 

ACCCAACCCTNATACCACAATGCNAAAGTAACATTAATTAACACTTGTCATGAAATGCAG 

TTCTACCAAAACMTAMGTTGTTTAGTGGAGAAAATATGNTATTTTGCTTTCATTTTTA 

ATTTTAAATTMAGTAAMTTTGAAAAGTTCTTTTTTGCACTAGCCCACCTATCAAAGNT 

ANTCANCCANCCCACNTGGACTGGGNATMGTTGGNTNTNGCCCATCTTTTTTCCTCCAT 

GTNGG N AANG AMNTTTTNCTTATCT7TTTAATAAACCTTTTT 

Sequence 3967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATCATTTATCAGCCAATATCATCT 

GTTTGAAAATTACCTGAGACATAGAAAACAGTTGGGGAGGAAGTCCTGAGCAACAAATAG 

AAATGTCTAAATGTGGAGATTAAGTAGACACATATGTAATACAACTAGTGGCTTAGAGAA 

GGTATTCAATAAATGATCACTATATTATTATCATCATTATTGCCTCTGTATGGCTACACA 

GAGAACCTGAAATCACTAACAAACTTATTTAGCCTTAAAGCAGATAAGAAGCAATCAGCT 

GAAATGGAGGACACATTTTGCTATAGTCAGGCCTGCTTACAATAGCAAAGAGTTACA 
Sequence 3968 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCAATTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATAATAGTTTAGACAGCAATTTTTCMTTGTTTCTCTATTTTTTCCAC 

ATTTATATCTTACTAATAGTAACACAACCATrCCCCATGAACATGCTAAACTTTGAATGT 

GTAAATATAAACAATATTGTTGTAATAGTGTTTTTATACTGTCAGCTATACTGGGTGTM 

GTCCAAATGCAGCMTACACCMTCGCAACACGTTGATTTATTACTTTTAAATGGTCTTA 

CTAATTCTG TAAAA CTCACCCCGTATAACTCTTTAMTTTTGCTAACATTGCTGCCTTTG 

CATTACTAGI I I I I AGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTNNNNNNTNNNNN 

NNNTTNNNNNTNTTTCGANGGGTAAAAAAATTTGGGTnTATTGNTTTTGCTAAATAATN 

CTAAAAAAAAATTTCATTTTGAAGGCNGGGCTTGMTTNTTTAATTTGGACCATTTNTTT ! 

AMTTAAAAAAAAGGGANGGGGGAAAGAANNCNTGGCCAAAAAAATANTNTTTAACCCCC 

i 

i 
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NCCCC 
Sequence 3969 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGGACTGAACAAACATTTATTAAAG 

GAGTAATTGAATAAGTGTCTGGGCAACTGAATGTTACAGTAGGTAAACTGAAGGAATTCA 

AAGGAGTGGGGGAAGGGGGAGATTGAGAGAGAGTTGGAATGATTAGGTCTTTACCTGCTT 

AAGGAAAAGGTAAAGCTTATTAAAAATTGTTATCTCTGTAATAGAAGCACCTTGAGTTAA 

AMCTTTCTTCTTTAMTGATTCTGMTTTTAAAAGTTTCMCATGGAACTTACATTTAA 

TGCTAGTAAAAATGATTACTTAAAAAATGCTGGCCCTCAACAAGAGCTGTTGTAAGGGTG 

AGTAGGGTTTGGATAAAGAAAA 

Sequence 3970 

TGCAGAATTCGCCCTTAGCAGTGGTCGCGGCCGAGGTACGCGGGGACTTNTAGCCTNCAA 

AACTGTGAGAAAATAAATGTTTTCAACCTCAGTCTGTGGTATTTTGNTGTGGCAACCCAA 

GCAGACTAATACACTGGCCATGGGCAAGACGCCCTGACCACAGTGATCTTGACAGGGGTG 

TGGGCGCAGGACATGCTGGGGCATCTTGAAGCTACTGCAGGCCCCACAGAATCTAGAGGG 

TCCAGMTAMGTCTTTATCCCTCCATGAGCTATCTCTTTNTGTTGCACATTTTTTTCTG 

CATTAAAACAGTTTGATTATTTGCCCCATGCCCATATAG 

Sequence 3971 

CCCTTAGCGTGGTC GCGG CCGAGGTACCATCCTCCGCTTTCCATTTGTGGGGAGTGGGAG 
ATTGATTAAGATGCCTTTTATATGMTTGACAGTATTGGCATTTTATAATATACTTTTTT 
GTTCCCAGATATCTACTCTTTATGTTTCACATTTGCCTGGTrTCTAAGTTTTCTAGGTGT 
ATTTCTMCCAAATCAGAAMCTTTATTATCCCAGGTTACCTTATCTTGGAACCAGTTTA 

TAGAATCCTGTTGAGGGAGGATGATAATTTAAATAGCTGATACTTCATGAGTATGCCCTG 

TTAGCATAAGCATGCTTCCAACA 

Sequence 3972 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACGCGGGGAGACCAACTTAACACTGAACCCATTACTTTTCCAAGACCAGAAAAAAATA 
TTACATGAACAGGMCTACTTTCCTTCAGATAAGAATTCAAGCTTTGACATTGTAAACCA 
CAGACGAATTGGAGCTTGGCATTGAAAGGAGGTGTTCTGCAATGAI 1 1 1 1 I I I CTTGTTT 
AGAGAAGTTTACTTCTACAAGAAGAAATCTGAAAAATGACAGGAGCAAAGAGGAAAAAGA 
AAAGCATGCTTTGGAGCAAGATGCATACCCCCCAGTGTGAAGACATTATACAGTGGTGTA 
GAAGGCGACTGCCCATTTTGGATTGGGCACCACATTACAATCTTGAAAGAAAA 
Sequence 3973 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATAACAGACTTGCCTGAGCCATTACTTACCACAATGAATTGGTATGACACTTC 

TAACMGGTCAGAAAAATCAGATTCTGTTTTCTTAATATTGAGGATCTTTCCCACTTTCC 

CTGAGCTAATGAGACACAGGTCTGTGGCAAATACATTTAGTATTTTCCTACACATGAATT 

CCTAACAA AACCA AGCAAGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTTATGTTATnTGCTTATTGAAAAAACTGAAAAGGTAGTAAGGAAAAGATGTAATGTGG 

TAATAGCAAATTGCATCTGTGGTCTCTAATGAATAATCTCGCTTNCAGTAAAAAAAACTA 

TCAAAAGAGCTTAAACTCAAGGTAAACAAAAGGATGAAAATATTAAAATAAGAGCAGAAA 

TCAATGAAACAGAAAACAGAATNAAGAATGTCACTGAAAACAAAAGTAGGTATTTTGNAA 

AGATCAATAAAATTGTCAAACCTTTGGCCCGACTGNCCAAGAAATNAGACNCAATTTCCC 
ATTTAATT 

Sequence 3974 

CCCTTA GCGTGGTC GCGGCCGAGGNACTTCT A I I I I 1 1 1 1 NTTNTNNCTTTTTANANATT 

CATTTNCI I I 1 1 I I imCNCTGTTTGGNCTTGCCNrfrTTTTTATNCNTNCANTTTNACN 

ATTGANCACATTTCANGCCTTTNTATTAAAAATGAAAAATGAAAAAACAAATTNAAAACC 

TATTCAAATG GGTT CTANTTCAATTTGTCTAGNATAAANTGTCATAACTGGTTTACTGAA 

AACNAACACATTTTAAAAATTGGTTTACCTGAGGATGACTTGCATAAAAAT 
Sequence 3975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTAGATTGGCTTAAATATTTAAATATCC 
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TTACAC 1 1 I AAMG ATATTTTCAAAATATATATTTTGAG ATTCTTTTCTATAAG 

CAGGTTGCT GCACT CTAC ACAAA GGTTTATTTGTTAAATAAACAGATGAGGAAACTATAG 

CCCACTGTGTTTTTGTTAGTTTTATTGAMCACAGTTTTATTGGMCACACTCATTTATT 

TGTATATTATCCACAGCTGCTTTCACCCTACACAGGCATAAATGAGCAGTTGTGGCANAG 

ACAGTATAGCCTACACAATTTAAMTATTTACTCTTTGACCTTTAAAGAAAAGATTTGGC 

AACCCCCAGATTAAAAGTTTTAATGGCGGCCGGGCATGGTGGCTCACCCCTGTMTCCCA 

GCACTTTGGGAGGCCGAGGCGAGCAAATCACCTGAGGTCAGGAATTCGAGACCAGCCTGG 

CCAACATGGTGAAACCCCGTCTCTACTAATATACAAAAATCAGCCNGCCATGGTGGCCGG 

CCCTGTAATNCCACTACTCANGAGGCTGANGCAAGATAATTGCTTGAACTCAGGANGCAA 

AATTGCAGTGAGCCNANATCACCCCCTGCNCTCTANTTNGGCGATAAGTGAGACTTTCCC 

AAAAAAAAAAAAAA 

Sequence 3976 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTC 
ATGCAACAGGCAGTGTTCAAAGAGGCTTCAAGTTCAAGGGAGCTCAGAGTTCCATTTTCC 
ACCGA AMGCTTTAAACAGACTGMTATTAGTGGACATTTTTGAATAGTTTTAAAACATA 
ATTTTACACCTGATCTTAGCCAGAAGGCTGAGAAGTGATAACAAAAGTGTCAGTATTCTG 
G AGAGAT ATTCCTCAGTT GTTATCA CTTACCACAGTAACTAACATCGATGTTGGACATGC 
TG i l 1 1 lATAACMCATTCTTTrTTTATATTATTCTTTAATTTTATAAGACTTCATAGGA 
CACAGGCMTACAAATCTGCTATGTTATTCCTTTTTGTCTCTCCTTGTAATTTACAACC 
Sequence 3977 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATCATGATCTTACCTGTTGTTTGAC 

TATGAAAAAGAAATTTGATGCTGATCCAGTTGAATTATTTGAAATTCCAGTAAAAGAATT 

AACATTTGACCAACTCCAGTTGTTAAAGCTCACTCATGTGACTGCACTGAAATCTAAGGA 

TCGGAAAGAA TCTGT GGTTCAGGAGGAMATTCCTTTTCAGAAAATCAGCCATTTCCTTC 

TCTTAANATGGTTTTAGAGTCTTTGCCAGAAGATGTAGGGTTTAACATTGAAATAAAATG 

GAT CTGCCA GCAAAGGGATGGAATGTGGGATGGTAACTTATCAACATATTTTGACATGAA 

TCTGTTTTTGGATATAATTTTAAAAACTGTTTTAAA 

Sequence 3978 

CCCTTAGCGTGGTCG CGGC CGAGGTACGCGGGATTGTAATCCAAGAAGACTGATCTCTTC 

TAGTGATTCAGATTGGTTTTATCTTTGATTTTTAGATTTCATCTGCATTTC7TGATTAAT 

TACTCA TTTTG GTTTAGTTGACAGTTGAGCAAAAAAAAAATTACTTTCTCCGGAGTAAAT 

CATCTGTTTTATTTATGCTTTCTATGTTGTTCTATGTTGTAGNGCAGTAGCNCATTAGGA 

GGTATCTTTGTGGAGTGAAAANATTTTTGTGGCTGGACCCGGTGGTGGTTCATGCCTGTA 

ATCCCANCACTTTGGGAGGCCGAAGGCAGGTGGTTCACCTGAGGTCAGGAAGTTTGANAC 

CAGCCTGGCCAAAATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTACCCGGGCCT 

GGTGGCGGGCC 

Sequence 3979 

AGCGGCCGCCCGGGCAGGTACATAATAGGTGCATAACACATCTTAAAGTTGTTTAATAAT 

AGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGAGAAAATAG 

GAAATGAAAGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAACGGCCTGA 

AT ATCAC TGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTAAAAATCTT 

MTTmAAMCTTT AGTMG CmATTTATATTTTTTAGGATmCTGAACATAGCATG 

AAGGGTTTAGATTCATTTTTCTGAAAAACGATTAAAAAAACTACCAA I N I MH I GAGT 

GCCCACACTTGCCGTTGTGCTGTATACATGATTTTACCTTA 

Sequence 3980 

CCCTTAGCGGCCGCCCGGGCAGGTATTAACAATGTCCCAGCATCTTCCTCTACAGCTACA 

GCTTCCACACAGACGCAGCATTCGGGAATGTCCCCGTCACCTAGCAACAGTTATGATACT 

TCCCCACAGCCTTGCACTACCAATCAAAATGGGAGGGAGAATAATGAGCGATTATCTACA 

TCCAATGGAAAGATGTCACCAACTCGCTACCATGCAAACAGCATGGGTCAGAGGTCATAC 

AGTTTTGAAGCCTCAGAAGAGGACCTAGATGTAGATGATAAAGTGGAAGAATTAATGAGG 

AGGGACAGCAGTGTGATAAAAGAGGAAATCAAAGCCTTTCTTGCCAATCGGAGGATTTCC 
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CAAGCAGTTGTTGCACAGGTAACAGGTATCAGTCAGAGCCGGATCTCTCATTGGCTGTTG 
CAGCAGGGATCAGACCTGAGTGAACAGAAGAAAAGAGCATTTTACCGATGGTATCAACTT 
GAGAAGACAAACCCTGGCGCTACACTAAGTATGAGACCAGCCCCCATTGCAAT 
Sequence 3981 

CCCTTTGAGCGGCCGCCC GGGC AGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CMGCCTCTTGTAGTTCT AGAAT TCTGTAGTTCTGGGAGTTTGTAAACTATTAAGTTTTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGA 

Sequence 3982 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACTGGATGTTAGTATGCATGGTGGACCTTTTTT 

GGGCCTTTTATTACTTGATTGCAAATCATTCTTCATTGTTGCCAAATTTATGGAAGGACA 

TTGCTCCCTGAGGTGCCATTTCCTTTCAGGTCTGTAACTGAACATGACTGATGGCACCAG 

AGTAACAGTTGCTTATTACAGCGTTCACTGAGCTGTGATTGCTCCAATACTTTATGTTGG 

CAGATGTGTTTCCCTAGGAACAGCATCTCTGAGACAGAGGTCATTGATCAAACCCCCTCT 

GGCTGTTCCATTATGTGCAAATTATTGCTAAAAGCAGAGAGGCTGCAAGGGAGGTGGTGT 

GTACAAAAGATCTCATTGAAAATTTAAAGTCATCATAATTTGTTTGCCATAAATATGTAA 

GTGTCAATACCAAAATGTCTGAGTAACTTCTTAAATCCCtGTTCTAGCAAACTAATATTG 

GTTCATGTGCTTGGTGTATATGTAAAATCTTAAATTATG 

Sequence 3983 

CCCTTAGCGGCCGCCCGGGCAGGTACTTAACCAGAGTTCGTGGATTTTGTGGACTTTAAT 

TGGACTCAATTCACTCTGTGAGCATCCTGGATTGCATCGATGAACACTGAATTACTGTAA 

GAACATAGACAGGCTCTCACTATGACCTGGACAGTTTAAGTTGCTACACTGGTAACATTC 

TAGTATCMGGAGMTTCCATTCATCATGACATTCACATTTTACTTTTCTCAATGGAATG 

CTTG CTTCAGGCTTACCAATCACACCTAGAACTGAAGTCTGAGTGAGTGGTATTAATAAT ' 

TTTTCTGAAAGGAATAAAATTGGAATGTTTCTAAATGTGGAGAAATTCTTCAGTATCCTA 

ATAATATACCCAAATGC I I 1 1 1 CTGGGAGAGAGCATTCTTTTACAAAAGAACTTTCCCTA 

TAAMGCATCACAGTATMTGTGMTTGGCATTAAAATCTTTGGATGCTTTTGCATTATT 

AAGTTCATGGAGAAATATATTCTTTTTACTATGTATGTATTAATAAAAAGTGGGCAAAGT 

MAGTTTGCAAAATTTAGTTTCTCTAAATTTTTGCACAGTGACTGCAGCTGGCTATGGGT 

CAGCTCTTAATACAACAA 

Sequence 3984 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGGCGTGAGCCCTGCACCCAGCCC 

AGACCTTCTTCTTATCAGTCACCAACTGAGCTTTCCCTGGGACCACTTCAAAAATCGGCT 

G TTCAT GAGCCCCGGTGCCAAATGCCCGGCTTCTAAGAGATACATGAAAACCCTGATTCC 

TCTTTT CATGGGGAAGACG TCTCTGTCCACCCAGTGGACAGCACAAACAGCTCCCCGCGT 

ACTTTN I I 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 II I I I GGG NI I 1 1 1 I 1 1 1 I I 1 1 G AGTTTCACATTAAC 

TGGAACTTTAT 

Sequence 3985 

ATNTGACGGCGCAGTGTGATGGATTCTGAGATCNCCTTNGACGGCGCCGGCAGGTCATAA 

TAAGANAGTATAAGNAATTTAAAGACTTTACCCAGCCGGTATATGTCTATCCTCGGCTTG 

NTAGGNCTCNCCACTTACAAACCCCAAAGAGGAGNNNCTCACTTACCTTGAAAAGGCATT 

AAAATCCATACTGATTTCAAGCCTGGTGTGTCAAGGCGAGGNCGGTGTGTGGGTGGCCCT 

TACA NCTAG ACTTTGGTNACGTNCCCTCTACCGAAGTCTTCACAAGAGGATNGCTGCTGG 

TGTMTTTTAmATTGAG^GTCAGTTTGlvrrrCTCTGTTCTATTGCTGCCTTTTT 

Sequence 3986 

CCCTTGGCCGCCCGGGCAGGTACTCAAAACAGCACAACATACAGTCTAAAATCAAGATTT 
CTGTCATTCAT TTAMC TTTGCATATATTGCCATGATGGCTTAAACATAAAATTTCTCTT 
GCACTAACMCTTTTTAAAACCGATTTCAAATCACTTCATAGTTTTATTTTTTATATTTT 
GAATTCTAGCCAGTCTTAAAATCAGCTTTGGGAGGGGGGTGCATATAACATGTTTTTTGT 
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TTTGTT TTGNT TTTTGNTTTTTTAMTTATTGCACTAGMTTTAGGGGTTTGGTGCCTCT 
CCCGTAI 1 1 1 I I I I AAAAAATAA 
Sequence 3987 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCT 

CAAAAAAMTTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCAT 

CTCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGG 

ATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTC 

TCTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGA 

GCCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATA 

ATCTAGCACAGATTGGTATGATTATCTATACTTTTCAGATGAGAACACTGAGAGTCAAAA 

TTAAGTAGATTTGCCCAAGGCCATATAGCTGGTAGGAGCTATAAATAATTATCTCAAAGA 

AGTCATTATTACGTGGGATCATTCMGAMTTTCTGGATTTAGAAAATAGCCTTAAAATA 

TG AMCA MTATTANCATTTGTTAATTTGAGATGTTATGTTCACAGATATTGGTAAGATA 

TCATTTTAATTTATGGGGTTTAAATTTCTTTT 

Sequence 3988 

CCCTTAGCGTGGTCGCGGCCGANGTACTATTCTCTCTCCCAGAfCAAATTTTCTCCGGTG 

GCTAAAAAGTTGTTTGTGGTAACTGCAGTGAGTGCTATATCTGTAATTTTTCTGGCTCAT 

CACTTTAAAAGAAAACGTGGAAAGAAGAAAGGAAAAATATTACCATAGGAACCANAGCAC 

CTCATACTTGAATACACTAAAAGAGCAGCATCAGACAAAGGTTCAAGTTGNTCCAGTAGC 

AGACAGMTTTGACATTATCTTTAAGTTCTACCAAAGACAAAGGATCTCAAGTTTGTAAC 

TATGCTAATGGAGGACTTTTCAGTAA 

Sequence 3989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTTGAAGTCAATTTTGTCTGGAAAGGA 

TTGATC TGAG GCTTTCAAGGAGAACCAGAGGAATGTATATGTGTCTCAGAAGCCAAGAGT 

TTGGAATTTTAAGATAGAGCATGATCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 

TATGAAAATGCATAT TCTCAAA CTCCACGTCAGACTTACAGAATCAGATTCTGGAAATGG 

GACCTAACAATATGATTTTTTTAAACAGTCCTTCAAATGAGTCTTTGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTA 

Sequence 3990 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGCGGGAGGGAATTTCATCTCTACTGATTGT 

CTCCTAAAATCTGAAAAATTGATGCTTTGCCCTAAAAAACAATCTCTCAAATGATTGAGG 

AAACAATGGAATAATTGAATACCCTCAACTTAATTCTAAATTAAGGGAGAATTTGTTGGT 

CAAGTGAAGACTGTGTAT AGCT AGAACTGTAACTGAGAATTTAGGCAGCAGATnTTAAA 

CAATCCAAATAAAAAAAAATTTTGCCCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACT 

TGGCCCATGGTAGATAATCTAAAAATGTGATATGTGAAATTCCATGACTTAAGACTGTAA 

AAGACTGCGTGGTATTTAGTGGACATAGCAATATTCATGGAATGAATGAATGAATGAATG 

AAAAGGTGATTGAGTGATGGCCTGTGGATATGGGAGGCTCTAATAATAAAATTCTGACAA 

TAACTG 

Sequence 3991 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCGCGGGCTAGTAGAAGAACTTAAAGAAAATAAG 

CMCACMCAATATATTTGTAATACACCTTGTCTTAGTCTATTTGCATTGCTGTAAAGGA 

ATATCTGAGGCTGGGTAATTTATAAAGAAAAGAGAGGCTGGGCATGGTGGCTTTATGCCT 

GTAATCCCAGAACTTTGGGAGGCCAAGGGAGGAGGATTGCTTGAGCCCAGTCTTGACAAC 

ATAGGAAGTTCAAGTCCAGTCTGGACAACATAGGAAGACTCTGTCTCTACAATAAATTTA 

AAAATTAGAGGGCATGGTGGCACGTGCCTCTAGTCCCAGCTACTCGGGAGGCTGAGCGGG 

GAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGTCNAGATTGCGCCACTGCACT 

CCACCCGGAGTGAGACTCCGTCTAAAAAAAAAAAAAAAAAAA 

Sequence 3992 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGGATGTTCAGTAACTGCTTCTAGGAGA 

AAAGGTAGAGTCCTATGACTAAGCCGCAGATATTTATTTGTGTGTGGCTAGAATGGGATG 

TTTTGMTCTTCTGTTACMCCTTGGGMCGTGGCTGTTNTTTCAATTTATGAGCCAGAA 
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ATTTTCACATCCCGAAACTACAAAAGAGAAAMGAGCCTTATTMGTGTCATGCTTTCCC 

AAGACTACCTTCAAA GAAA TATGAATCAGGATAACCTGTGATCTAAATAATGTCATCTTA 

MAC TGAA GAGTTTCTTTTGACTCTTCTGCTACAATAGCTTATAAAAAAATCTGCTTGCA 

GACATTTTAGAGAGAAAGGACAATGMGTGATTTTCTGAATGGGAATGACAGACCTCTGG 

GAAGCCAGCTA CCAC TGAATCTCGGTATCAG I I I I I I I I AAAGTTTANAGTTAGAAGGGG 

TGGTCGCCTNCTTTTCACCAGATGCCGGAAGCCTAGGGACCCAGCAAGGCGGGGGTGCCC 

ACCGCTTGCCCCACTAGTTCATATCAAAAATTTGGGAAGTGGGAANGGCCACTGCCCTNC 

CCACNTTAGCAATTCCATAACCCTAACCAAAAGGACCTTAACCACCCTATCTCACTGGCC 

AGGG I I I I I I 

Sequence 3993 

CCCTTTCGA GCGGCCGCCCGGGCAGGTACTTAACCCTTGTTTTTAATATGAGTTACAGAT 
U I II I 1 I » I CTGG TATGTC ATTTGTCTTTTGACCTTGGNGTTTTGTTATGGATTTTT^ 
TmNTNAMCTTATTTTTTNNGG 

CCNTNTTNAMTTTTANGGANTTTACTAGGCCAGGCNTGGTACCTNNCNCCTNmrn"AA 
ACNNTTTGNAACCTGAGGGGGGGGCNTCCNTNGACCTTNGGANTTAAAGGCTNCAGNGAN 
CTTTAATNGCTGCCNNCCACCCNGATAAACAAAGNNANACCNGNTNTCCACTCCCCCCAA 
AMAMNTTTNTANGGAATTNTCCTNNMN^ 

TTTNMT TAAATNNTTGGGNCGGNTTTTCCNMCGMCTGTTTGAAAAACAANCCNCTGT 

nrmn ntaaanagctcnccanttnncccaamttttttmgntttttgnacccccccg 

GMGGNGGANGCCNCTTTTNAANAATAAAAANCCNATTNGGAANTGGGCCCCTTTTTCGG 
GGAATTTNGGN NTCCGGCCCTTNGAACCCCCGGGNTGGNNCGGGAAACCAATAANNCCNN 
I 1 1 I I I I I I I I I NAAAAGGGGNCCCCAANNAAMCCCACCTTTTTTTNAAAAAAAANNTT 
NAAAAAAAANIvrrNTNNNTTTTTNTCCCCAAANCCNAAAAAAAAAAAA 
Sequence 3994 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATCATCAAGGCAGAAACAGTTTCCCAACAG 

GTTATATTTTCTTAATGGTAGTCATGAAGTCACCCCACCTGCTCTCAGTTAAAACAGAGC 

TTMGGCTTTTCCACAGGTGTMGATATCAMCTTTTAGCCTGCCCTGATATCCTCCGGG 

TCTTCTGCAGTTTTTTCTGTATCCACTAGAAAGTGAATGAATM 

ATTTTCTTTCCTGTCTCAGTATTCTTGCTGCTGCATCCCATTGTTAGATTGATTT 

Sequence 3995 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAAC 

MCAAGCACTCAGGAMCTTTAGMTTMGACATTMTAGCTTATTTCTTTTAAG 

AMTTAT AGAAA AATAGTMGTGGCATGGTATTGTTTGACTTAATTAGAATGTGAAAACT 

CTAGT GCTT TTGTAATGCTCCAAGAAGMATCCAMTATTTGAAATAAGACATTATTATT 

GGTCATTTTMGATACTTCATGTTTTTCTTAGATGCCTTTGAGTAATGGACAGATGGGCC 

AGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATCACCCCCCTCAGGCATCTGTGG 

CAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATGCTGAAAGTGGCCCACCAGC 

CTNCATATACACAGCCCCATTGTTCTCCTAGACAAGGCCATGAACTGGCAAAACAAGANA 

TTCGAGTGAGGGTTGAAAAGGATCCAGA 

Sequence 3996 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCCTTCTAGTGAAGGATTGTCACAGAGTTTC 

ACTGGATGAMCTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAATTATTT 

GCAAAAAAGAAGAAGAAGAGGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGAAAGAA 

AGAAAGAANGAAAGAAAGAAAGAAAGAAAGAAAAAGAAAGAAAGAATAAAAAAAAATGAT 

AACATGGCAACCACCAAACTCCCTTAAAAACAAACATTGGTGACATGGCCAATTAAGTAT 

CAGTGAGCCTCCTATCTGGGACTTATCTGTTCCTATTGTTTCAAAACCATTTCATGTACC 

TGCCCGGCGGCCGCTCGAAAGG 

Sequence 3997 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGAAATCAGTGGTAAGGAAAAAAATGGA 

CAGGTCATCTMTATGTAMCAATTTAACTTTGATGTAATCTCTTGTTTGCTGGATTTGG 

TCCTGGGGAMGTCAMGGACTTTCTTAGTTACTTAGTTGAATCTCTCACCTTTTCTCTG 
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TCTTCTCATTTMCTTCTCTTCTCTTACCTTGCAGAGCATTTTGATGATGAGTCCAGCTG 

AAMTAGTGTTGTGTCAGGAATTCAGACTTACGGCCTMCCCTTTTTCTTGTGGGGAAAT 

CTTTAGGTGTATAGGACTGTGCTMTGGTGATTTAAAGTAGAACCAGCAGAGGTTTGGTC 

TGAGGGMGGTGAMGCACCGTATTTTATCAAAGTTGAGAACCTGTAGAGAATTTGGTGG 

GnCTATGTTTCAMCAGAGCTCAMTC 

MAACACMTTTCCTGGTTCAAAAGAAAATAAGCCCATAAAAAAAGGGCCCCCCAfvlGCTT 

CTTGGACATCAMGCTTACNMGAATCCTCTTTATAAAAACAGTATTTGGGATGAA 
Sequence 3998 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCAAGATCA 

CATTTATGATTATAGCMGAAAATGTGTGAGGAAATGTGCMTTTGMTTTACCTTTAGC 

CTAAAATACGTAGAATGTATGAAGTCTGAATTTCAAGATACATGGGGTATAGCACTACAA 

ACTACMTCCACTGGACATGACCTCCMTGMCTTTGGAGATTTTGGAAGCAGTCAAAAG 

MCATMGGGCCACGGGGTTCTACTTTTATTACAGCATTAGGTTGTTTGCTGCTm 

TCTCTACTTTG I I I I I CTGTACCT 

Sequence 3999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I i I I I I I 1 I I M I I I I I 1 1 I 1 1 1 I NNNNNAC 

CTCNGGGAAGACAATGCAATAGCCTAGGCAAGGCCATAGGACAATAAAAGAAGGTGTCAT 

CATGACAATTACTTCACTATTGTATATCCACCCCAGAGGCTTTATCATTCTTCCATTTTC 

TTATGATTTTCATCTCATCTGGCATATTTGGGAGTAGATGATGAATAGTTTTGAAATAAT 

TATGTGGAATAACAAATAGCAAAACGTTCAAAA , 

Sequence 4000 

CCCTTAGCGTGGTCGCGGCCGAGGAGCAAGAGCAAGTCTAGTGTGAGAAGCACTTTTCAG 

GCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTNACTAAGCCTAGACTCAA 

AATATGAGGGCACTGCA AAGATTC ACAGCAAAGATTCATGGCACAGGGCCTAGACACAGG 

GAGGAGTCTCTGTATTTGTTTTTTCTTTGTATTTGTTTTATCAAGTGAAAM 

GATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGATTTTAGTTG 

GCCMGATGTMCTGGCATMTGMTACAACCAAATGAGAMTATTACCTTTTTTTGTTG 

ATGATGTGATTGTATACCTGTAAGAGTGGAAGGACTCCAGTAAAAAACTGGAGTGCAACA 

ATCAGTAAGAATATTTGACAAGGCTGTTGGGACTAAAAAATAAATGTAGAAAAATCAGTA 

AGTCTTCTTTATAGCCCATTCCTTCMCAAATATTTATTAAACACTCACTGAATAATAAA 

GCATTCATTCTGGTCCCTAGTACCTGCCCCG 

Sequence 4001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATTAGAAGAGACAAGCATAGACTTGTATC 

ATA GACTT ATATGCTTG TAAA GAGGAGGTATATTCAACACATAATTACATAAATATTTAC 

TCATTTTTAMGTGGCATTTTGAAATGATTCAGTGCACAATAACCTTGTCTGGGTTGGGT 

TAAGGGGTAGTGACAGGAATGAAAATGATACCTGAAGAATGAGTAGACCAGAGTGGGAGT 

ATGTCAAACAGGTCAGCATATGCMGGACCTTAGTTAGGGAGAAGTTTGATAACTTCCAA 

GAAGAAAAGCCATATGATACACAGTCAAACCAAAAAGAAAAAGATGTATTAAAATAATAT 

CTATAGAGATCTAAAATATTATCTCTAGAAATGTCCTGCCCGGG 

Sequence 4002 

CCCTTTCNAGCGG(XGCCCGGGCAGGTACCAAATTCATCATTGCATTTCTCCACCTGGAA 

ATGGTAAGAAAGGAATATCTTCATCATGCTCTTAGACTTAGTATGATGGACACTGTGATA 

TTGGMTTACTCTTTCTTGGTCATATCCATCTGCTTGCATAGGACGAGACTGAAMTCTT 

TAGCAGGATTTATAMCGTCTTTGGMTGATGTAGCACAACAGTGTTTTACTGTGGGGAA 

TGGGGMTGACTATCTGAAAGGGAAAATTGTTTGGCATTTTATATTATTTCCAGGCAGTG 

CAAACTG TCTAGC AAGTAGAATGTTCATATATGAATCTAATATAGCAAATTTATCCCTCA 

TAATACTGTTTTTGAMCATCAAGTTTATTCTCAATGTGTGGCTCTMTGACMTTTCTT 

GGGGAACGTAATAGAACTGCAATAATGACTAATGGAAAAGACTCTAAAGCTGTATCTGAT 

GGGAMTGATTTACTTTTTAAACTCTTTCTATTTAAGGAATTAGCTTACCC 

Sequence 4003 

TATCTGCATAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAGAACAACCCCTNTCT 
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GAAAAGCTTGAGCCAAAACAGTCCCAAAGACAACAAGACCCCTCTCCCAGCCTCCACAGA 

ATGGAAGATCTAAAGGTTCTCTTGAGATGATCCAGCTAGTATGGAAGATCTAAAGGTTCT 

CTTGAGATGATCCAGCTAGTGTCCTATTCTCCTGCAGTCCCTGTTCCTAGGTTTCCTCAA 

CGAAGTTTGACAAAAATCTAAACCAACATAGCCAACGAACTTGCCTTGTTACACAAGAGT 

GGCTAAMTAGCATCTCAAATATTCTTTCAGTTCACTGTAAAAATTTTTCCCATGTACCT 

GCCCG 

Sequence 4004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGAGCA 

GCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAGAAT 

TTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAGAAC 

ACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTAAAA 

AGCATATTATGGGACAAAACAGATACATGAtGTGCAAAACACTGTCTGCAATTTAAATGT 

GATATGATGGAATTTGG 

Sequence 4005 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTTACCTGCAGCATTTGTTGAAGAAGCA 

GAATGCTACTGGGAGAGAGCCACTTGGGAACATCATATTTTCCTCTCTACAAAAACAAAG 

CATTTAAGA GATT CAGGTTCAATCAGCCTTGACACAAATTCCTTAGGTAATAACATGCTG 

GAGGTTTACTTTTAAGCTTGAANACTTCACCCAACTACAATACTTGGTAAACATTATTAA 

CTAAAAAAAATCAATTTCTTGGCTGGGCGTGGTGGCTCACACCTNAAGTCCCAGCACTTT 

GGGAGGTCA 

Sequence 4006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAACAC 

TATTGTAGAGTCTTACATGAAGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCT CTGCA GTTTTTTGGTATTAAAATGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTAGTCTTTTTTGTGCAAAANAAAAA 

Sequence 4007 

ACCAAACATCTGAAAATAAGAAGACAGGGCTGCAGAGCCCTACACAGTCAATGGGGCACT 

TTGGCCGAGCCTGTCTCACCTCATCTTTACAACTCTTGGAGGCAGGTCCTATTACCTCCA 

ATGAACACAGGAGAATATGAGCGTTAGAAAGGAGAGTGACTTGGGCAGGGCCACAGGGCC 

CCCAAACTGGAGAGCTGATCCTTATCCTCTGCTTCTCAACTCTTTCACTATGCCATGCTG 

CCTTTCTGACCCTGTCTTANTCTTGATTGTCTGCTGAAAACTGCTGTGAGTAAGAACATT 

CACCTTCCCCAGGTCGAGCAACGGTTGCACCTCAATCCATTCTCTGCAGGCAGCATCTGC 

TTGGTGTTATACAAAGAGCGACACATTTTCAAAACTTTATTCCC 

Sequence 4008 

CCCTTAGCGNGGTCGCGGNCGNGGGACCTATACAATTACTTGGTTGCTTNACTCCCCCCG 

CAA7TNTAGCCAAGATTGAGCAGACTGGATNGAAGACTAACTTANGTGAGGTNTAAATAA 

AGAGCTTMTGTCTTAGAAAAGGCCTTTTGCACTTTTTGAATCTTCTGTATCCTTCTGGG 

TCTTAGGCCATTAN TAAAG NGGGCACAATCATCCCATAATGGCTCCTTCAAACTAGGGAC 

ACAGGGCCCGTGNhnTTTAGAAGTTTCAGTGANAAAGGTAGAAATCAAGTGCATTTATGG 

GCTGTCACCACTTACTGCTNCTATGGCCCTGNTATGGGGNGACTGTGTCAAGTCAAAGAC 

TAATTGGCCACTCCTNTATGGTTACACAGGNAATGAAAAAATCCATTTA 

Sequence 4009 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 

GGAGAGAAGTTAAAGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACAACACTTCATTCCGGTTTTCATnTCTTTGTGTTC 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTG GTGCT ATTAGGCAGATGAGGGCTTGTTAGATCAAGATGTAAACTCTCTTT 

CTTCAGTCTGATTTTAAAATGAACTGTCATTTGTAGTAATTATTAAATGAGAAGCATAAA 
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TTMGTATTTTACTTTTTTTATTTGNAGGAAATACAACTGGAGCACGCAAAGCAAGCCTT 

TGTGCAACGGG 

Sequence 4010 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATGTTGATGGGTCTATGTTTCTTTCCATTT 

GTTATGCTCCCACCACTGACTGGCCAATCTTCTCTCTACCAATACCTGTTATAGATCAAC 

AGATCACCATTTGCTTCTCTGAAGGCCTCCAGATGATTTCTGGATGAACCTTCCACTGTC 

TNNCTAMGGCCCACGTTTTCCATTCTCCCACACTGCATTGATCCCCATGACACTTTATG 

CCCAGMTGCTACTCTCTGGCCATTCCTGTCATCCCCAMCATTTTTGTTTTTAATTCCA 

ACATAACATTTTCACCTTCCAAAMCCTTTATAGAGMGATGAAACCTTACTTTGCCCTC 

ATGGTCTGGCAATGACATACCAATAGCTACTGATTCTCTCTAAATGTTTCCCCAAAACAC 

TTAGCCATGAAAAAAAAAAAAAAAACCATTTMTTNMAAGNANTTTTGGGANCCNNCCA 

ATTGGCNNTAAACTTTTGGANGTTTAAANNNGGGNNCCCNTTTTNCTTANCCGGGTTT^ 

TTTCCCCCCTTTAMAAANTTNGTTTTTGGGGAGNATTTTCCCGGGTAAAAATCAAAANT 

TCMCAAAMNGGGNNNGGGGGCTlvnTTTTTACCCTTNNAAAAAAGGGAAANGGCCTNTA 

NTNAAAACTTGCTTTNAAAAAAN I I I I I I I I I I I I I 

Sequence 4011 

ATCTG CAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACTTCTGTGGCCTTGAGTAT 

MM lAAAAGGCTCAACTGTAAGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCACCTA 

GCCATTGMAGCAGAMGCAGTAGTGACACAGCTTTCCCTTCAAAGAGTCATTGAGAAAC 

ATTTCTCAMCAGGAAATCCTTCTTTTACTAATGTGGACATATAGAtTATTCGTATTATA 

GTTTGTAGMCTACCTAGTTCAGAATCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCTTG 

AATTTTCATAGACAATTGCAACA 

Sequence 4012 

CCCTT AGCGT GGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAAATAGATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACTTTGATTAAAAAAAGTATTFrCAMTATAGGATAGTGCATGTATATGAGMTACTTTT 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAAATTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTAAGC 

AACAMCATTATTCTTATCTATAATAAAGCAGATATTTCTGTCTGCCATACATATGAAAT 

ATTTGTATGTATTTATTGGMGTAATTTTTMGGCTAGTCT^ 

TTATTTTAGATTTGGGGTAGAATGTGCAGATTTGTTACATTGGCATATTGGGGTGAATGC 
TGAGGTTTAGGGTNTGAAATGGATCCCATCACCCAATAATGGAGNTTAGGNACCTGCCCC 
GGGCCGGCCCGNTCCGAAAGGGGCG 
Sequence 4013 

CCCTTAGCGTG GTCG CGGCCGAGGTACTCTTATATTTATTATTTTACATTACGATTTTAG 

GMAGAMMTATTTTCTTTGCTTTMTAMTAAATCATTGTCTGAGTGGCATTTAGCTT 

MCTGCTGTGTAAGACAAACAGGATCAGAGTGGTCAGCTAGTTTTCCATTTGGCTTTTTC 

CACTGCCAAGTGGGTTTAMGGAAMCTATTTCATACTTATATTTGCTTACTTGGTTGAA 

TATTACCACCTCTGCTTACTAAACAAGTCTAAATATACCTTTCTAGGGGTAACTAAAGAG 

TATGTTACGCCTACTTAGTTACACTA 

Sequence 4014 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACGCCTTGTATTTATAAAATTAATGTAAACAT 

TAGAMTCAGG AAGAATATMTG TMCACTGCACTGTTTTCTTATTTATAGCCACTTTTC 

TAAAAATACATA I I I I I II I I 1 1 I AGGTCCCGATCACACAGCAAGAATCCAAAAAGGTAG 

GTGTATTACATAAGACAGGTATMGTAGTGAAGTTGTCTTTTTCAMGGTAGTTTTTATA 

GATTGATTAAATGGTCCTTTMAAATTTTCTTTTTTGGCTGGGCACGGTGATGCATGC^ 

GTGATCCCAGCTACTCAAGAGGCTGAGGCAGAATTGCTTGAAGCCGGGAGGCAGAGGTTG 

CAGTGAGCCAAGATAGCACCACTGCACTCCACCTGGGCAACAGAATANGACTCTGTCTTT 

CAAA 

Sequence 4015 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC II I I U I I I M I I I G I I I I I I I I I I I GCCCT 
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TTAGCTTCACAGGTTTGTTCTGAAATTTATGAGGTATAAATTCTTAAGAGCAGCAAGAAA 

AATTTCGAATCTATTTGTAGAAACTGCATATGATGATGGTTCATACCAGTAGAGAGAAAG 

ATTGGATTTGGGGGTATTACTAGTAGTAAGGGGATTCACTAGTAGTAAGGGACATGCAAA 

ATAAAATCACATTGAACTAGTTCAAAATCATCACATTGGCAAAAGCATTAGAGTGCCAAT 

TACTGGAAAGATGTGGAGCAATAGGAACACTCATACGGTGCTATAGGAAGTAGTTGTGTT 

TAGCATAATTTGGCAATGTCTAGTAAAGTTGAAGATGTGAATAATCTTTGACCCAGCAAT 

TCCATGTTTAAACCTCTACATAGTCTCTCCTCGTGTTTCAAGGAGATCATATGATGGTCC 

ATTGCAGAACTGTGAGAATGAGAAGTTGAAAGCAATCTAACCATTAGGTTAAATACA 

Sequence 4016 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAAAAAGAAAGAGAGAGAAAGAAAAGGCTACTT 

GGTATTTCTCACCTCTTACTTTCAAACCATTCAGTTAAGATGACTTAGTGGCATACAAAC 

TTCATTCTATAAGAATATACCTTTCCCTGGATGCTTCATCTGGGATACCTAGGCATATTT 

CTCGGTCGAACCTTCCCGCACGTCTCAAAGCAGGGTCTAACGAGTCT 

Sequence 4017 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I 1 1 I II I CI I 1 1 1 1 I I I I 1 1 1 1 II 1 1 I I I I 

i n i n 1 1 1 1 I II I 1 1 1 1 | fTTTTN 1 1 I 1 1 1 1 1 1 I 1 1 1 I I I NGGGNGGNNNNAAACTNAN 

TTNN 1 1 1 1 1 1 NAAAAANANNTNNTTNAAAAAAAAAAAANANAAAAAANNNCCCCCNNNTN 

TTAAAAAAAMMAMATT^^TTTTTNTTNNAANCCCNCAAAAAAAAAAANTNGGNCCTT 

GAAAATTNNGAANGGGTGNGCCAAAAAAAAAAAAAANNTNTNGGCTGCCTGCCNCNCCGC 

NNGGGGNANGAAANNNNCCCNCANGGGGNNAACCAAAANAAAATACAATGAANACCACCC 

CAACACACACANNAAAAAAANAAACATTTNNNAAACNGNNNGACCNNGAANNGNNNAAAA 

AATTAAAGGGG 

Sequence 4018 

AATCCTATAGGGAGTCGACCCCGCGTCCGGTAGGTTTGTGAGAGAAGATGACCACGGCCA 

CATGAGGAGGTGACGAGCAGAGATGTCTTTGAATGTCACTTTACTTTGAGCATGAAAACT 

C CCATG TCACGTCTCTATCTACCACCATCTTTAAACATAAAATTTGTAGATATGCTGATT 

CATTTTACCTTGAAATCACGAATGTAATACAGATAAAGCAAGACATCAAACAGGAAAGAC 

TAAGGCTTGTGATAAGCAATAACAGCTTATAATCAAGACCCCATTCAATCTGTCCTAGTC 

CACTGATAAAATAAATGTGCAGTGCTGTGCTGCACAGAAGATAAAGCACATGGCCCGTCA 

TGCAGACTTTAATTTCAATAAAATCGTTACTCTCTGCAGGAGTGTACAAATGTCAAGCCT 

GTATTGCATGCACAGGTTCTGTCCTCAAACATACATTAATGATTCCAGTGTGTTGCTCAA 

ATAGTTGGCTTAGCAGCTCAACTTCCTTCCTCCCCCTCCAAAAACAAAAAACAAAAACCA 

AAAACAAACAAACCAAAAAAAACCCAGCCTAATACATTCCAGGTAGTCTATGAAGGGTAA 

AGCTGACTACCTTGG 

Sequence 4019 

AGGTGTATAAGCTAGCTTGAGTCGACCCACGCGTCCGCTGGAATATGGCGAGAAAACTGA 

AAATCAGGGAAAATGAGAAATATAGACTTTAGGACGTGAAATATGGCGAGGAAAACTGAA 

AAAGTTGGAAAATTTAGAAATGTCCACTGTAGGACGTGGAATATGGCAAGAAAACTGAAA 

ATCATGGAAAATGAGAAACATCCACTTGACGACTTGAAAAATGACGAAATCACTAAAAAA 

CGTAAAAAATGAGAAATGCACACTGAAGGACCTGGAATATGGCGAGCAAACTGAAAATCC 

AGAAAATGAGAAATACACAATTTANGACGGGAAA 

Sequence 4020 

TGAAGTGGGAGGATAAGCTTTAGNTTGGGAGTTCAAAACTGCAGTGNGCCATGATTGTGC 

CACTCTACTCCAGCCTGGGCAACAAGAGTGAGACCCCATCTCAAAAAAATTTATTCAGTT 

NAMTCTTTMNANTMAGCANTTTTGAGTCGNATTTTGCGACATTCTNAATATAGTTTT 

CCMCTTGCATTAAMTACATTTTAAACATTTTTGMGACTAAATTAATTTTTTTAACTG 

ACATTTATGTTTCATTTGACMCCTTNCGCTGTATATTTTATGTGGACTTTTAGGTATTG 

TANNGATTCCTTTNATGAANAAATAAAATAATTGNCATTTAAAAATGCATATTATTATTA 

CCTTATGCTATAAAMTAGTTTTAAAATAGAGTATGTTTATTAAGATTTAAAAATAAGTA 

TAGTCATGCACTGCATAACAGCGTTTTAGTCAGACTGCATAAGATTACGATGGAGCTGAA 

AAATTACTGTCACACAAATACTTAC 
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Sequence 4021 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCTGTAGTAGTAGGCAAATGCTTCCCCTCCT 

GCACCCCCAACAA AGAT GTCCTCATCCTAATCCCAGAGATCTTTGAATGCGCTATCTTGC 

ATGACACGTGGGATTTTGCGGATTGCCTGCTCTGAAATGCAGGAACTACACAGGAGGACT 

AGAGAGAGGCTTCTAGGAGAAAAGTCCAGCCTCTGGTTCACAGTCAGCAACAAATCTGAA 

CGTTTAGTCTTACAACTGTGAGGAAGTGAATTCAGCCAACAACCCAAAGGAGCAAGGAAA 

TGAATTCTTCCCCAGAGT 

Sequence 4022 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTAATTCCAG 

TTTGTTCTTGGCTTTCTTAGTTCTGAAAATTGAAATCTGCTTCATTTTCACTGATGCCTG 

TGTTGTAATGTGTCAGTAAACTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTCT 

GCATATCTTTGTGCTGTTCTGGAATTTGTTTTCTGTCCATCACCGCATTTACCTGCCCAT 

ACTCTGAGGCTAACATATCCAGMACTTTTAMC7TAACTTCCATTTTTCAGAACAAGCC 

ATCTGCTTTAGAATAAATGATTTCCGTTTATCCAGAGAAAAGTAACTAGGTCTTAGAGAC 

TTCGTGTATTCGTCCGTTCTCACATGTGGCAAAATATGGNNTTGGTTTTTC I I I I 1 1 1 1 1 

TTTG AMGTGTTATTTCTTCGTCCTTTNGGGTTAAAAAGNTTTCACCGTCNTTGGTGCCC 

TTTTGTNNNGATGCNCCTTNNTAATGGGCTTTGACATTGTGCCAATNGTGAAGGGACNTG 

CNTNACCTNTAAGCCTTAAAG 

Sequence 4023 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAAACAAACCCTCTACTCGCAAGTTTTTGTG 

TAGATACTC AATCA GTTGGTATATCTGGGCAATGCCTTCCTCCGTCAGTGGGGACCCAAA 

TATCACTCCTTTTTCCTTTCGCTTGAGAGACATGAGAGACCGGAAGAATCCTGATGCTGG 

GCCAGCCCCGCCAGGCAACTTAAGGTCCACTTCCCCCATCAGCTGAGCCAACTCAGTTCC 

AGGTAAATCGATGAGCCTTGTGATATTGCTGACCACCAACTCAGTGAAAATCTCAGGTTT 

CTCATGTCGGAGTTTCTCCACAAAAAAGTCAGGATTAAAGATAATGGGCTGACCTCGAAG 

GGAAGAATCATTGCAGATCACAAAACTGCAGATGGCATCACTCCGGCCGGATTCGCGGGC 

TGGCACCTCCCCTTCACTCTGTGCCTCAGTCGCCATCTTCGTCAGCAAACTTCTTTCACC 

GCCCCACCTTACGTCCCCCCCGCGTACCTGCCCNGGCGGCGAA 

Sequence 4024 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGAAAAACGAAAATGGGCTGCTGTCCAA 

AGTTCTTAATGGTCAAGTGTCTCTCTTCTCCTCTCACANAACCATCCACACGCTCATAGC 

TGTAGCCTTTACAGAGAGGAAGAAAAACAGAAATCTTAACCCTTTTCAAGTAGTCTTTGG 

GGMTAAAAAATTAAGCCCAAAACCAAAGGCCAATTTTGTCCCTTTCCATATACAGGCAC 

AGCCCTACTTTAAGCAAATCCCAAAGGGAAAAATTTAAATTAACAGGGACAATTATCATT 

TTACAAAATMCTCACCATAACATACTCCTCTGGATTTTTTAAATACATGCAGTTGAAGT 

CTTTGGCACTTATGAAGTTAATACTCAGTTTTGGCTATTCTCAAGCAACCCTG 

Sequence 4025 

GCCCTCTANNGCATGCTCGACGGCCGCCAGGTGTGATGGATATCTGCCAGAATTCGCCCT 

TACGTGGTCGCGGCCGAGGTCTGATCATACTCAACAAAGATGAATGTTAAAAACATTAAA 

AGAACCAGTCACAAAAGACAACATATTGTATGATTTCACTTGCATGAAACGTCCAGAATA 

GGCAAATCTAAGAGACCAAAAAAAAGTAGATTAGTGGGGGCCCGGGAGGGAATGGAGAGA 

MTGGGGTGTCTGCTACCGGGACCAGGGTTTTTTGGGGGGTATATGTGTTTGAAAATATT 

ATACAGTTCACTGTGGTGATGGCTGCCCAACTCTATAGTATCCTAAAAATCATATCCTCT 

AAATAGGCAAACTGTATGGTATGTGAATTATATCTGGATAAAGCTGTCATTTTAAAATGG 

AGGGCTTTMTATGCTTTCATTATCGATTTCATTTTTCAMTCCATTCTTTTTTTAAC 

Sequence 4026 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

7TGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGNNNGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCA7TCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 
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ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCMCCAACTCTTCCGAMCAGCAGCATCMGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTCGGAAAGTAAACAGAGTTGCCATCTATGANGAATTTCTGCGGATG 

ACCCGGAATGGTACCTGCCCGGGCG 

Sequence 4027 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I f I I I 1 I I I I I I I I GGGGGGGGAGAAGTTAT 

TTTGGATATATGGCTTTAATCAGGATAGACTAGTTTATATTACTGCCTGATTACTTTTGA 

AATTCCAGAAGATGTGTAATCCTAACTGCATGATCACAGTGAATCTTATATAAGGTGAAA 

AATA CCACTATTACTGAATTATAATATGCTAGAAAAGCTGTTGATGGTAATGTGGTCTAt 

TTTTMTTTACTTCATTTGGACCATCACCATGAAMTAAATCTCAGGATGGTTTGAACAA 

ATGAA TAAC CCACTTGCCCAGCCTATCCTCCAAGAAAATATATTGTGGCAAATCCATTCT 

TCAGCTTTTGCTGACCCTGTTGNGTTATTCTCCCCATTCCCT 

Sequence 4026 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATMTTGATGTTTATTATGATGACT 

GAGTCATGACTTATGCTCAAGTGTGTCAGTCTGTTTTGTTCAGGGACATCATCAAGTATT 

GGGCM TGTTT CTCAAACTGTGTTCCATGAACTGTTTATAAGTATTCTACAAATGTGGTC 

GATTAAGTTTTAGMATACTAAAA7TTATTAATTTTAGAAAATTAATAAATATATTAGAA 

ATATAGGACAGCTTCCTTTTGGGMTTCATMTACACATTAGTATATTAMTGCTTTGCA 

ACTTTTTATTTCAGTAAA 

Sequence 4029 

ATTCGNCCTTAGCGTGGTCGCNGCCGAGGTNCCACACTGGGGAGACAGCATAGAAGTTAA 

GAATGAAGATCAGATTCAAGGGCTTCATCAGGCTTGTCAGCTGCCCGCACGTCGTCCTNT 

TGGCTGGGAAGAGTTTAAAGGTGGCGTNTCACCAANCCTCAGAACGACTTACATAAGGGG 

CMCAMCACTCCTNTTTNNTTCCTTCTCCNTMCTCTTCTTTTAGGNGTGACATCTAAT 

TTGTfvnTAAAAATTTATTNGTNTTAMTTMTNNGTTTTTAAM 

GGATGG GGAA AAGGAATTTTATTATNNTATGNGNNNATTCAANANGTANTTTAAAATCCA 

AATTCAATTTTAACTAGCAGMTT CTAGA AGATACTTTGGTCTCAGTCAACCTATCCAAG 

TTGATCAATGGCANACAGCTTTGATTTrTGNCCNNCTNCTTTNTGCCTGTNNTTAAAGNT 

TTTCTCCCCACNTTATTTCNGAGTGCTTGGAAGATNTGCCCTAACTTGGANCTNTGNCTN 

CCTATTATACTTGANNTTNGGCGCNGGGAAAGAAAGCATNCNNAATCAAATCCCCCANGG 

CTG GGGG GNGATNTANCAAGGGNAAAATACNTTCNMCTTTCCTACTAAAAANAATTTAA 

ATGGTTTTMGGCNACGCCCNCGNGCCCATNGNTTGTGGATCATTTGAAGNGAAGGAGTT 

NNNNACCANCCTGGCCAAAATGGNGTAACCCCNCCTTTACCCANAAAAAAAAAAA 

Sequence 4030 

GGTACCATAAAAATGTGCTGCTAACCTACAATACCCTTATAGAAATACAATTCAATAAGA 

AACTCAGTTG GGAA GATGTCTCAATAGAACAACATGAAAAAAATGGTCAATACAAGAATG 

ATTCACTTTACTTTTACAAGGGATTTCGATGCTACGAATAGAAATGCCTTTGGAACTTAT 

AAM TAAMTCCAGATAAACAGA GAGTCACATTTTTAATTCTTACACATCTCTAATGTGC 

CTTT IMI I I I I I I I I 1 1 I I II | | | || NNNNAAAAAAAAAAATNTTTTNCAAAAANNTTTTT 

TTTTNMNCCCNTTTNTNGGGGGGGGIsnTNTNACCCCCCCCCCCNGGGGAAAAAAAAANT 

TTNNC NCNT GNGCCCCNNNNANNNNNANNTTTTNCCCCNNTTTTTGGGGGGGGGGGGAAA 

CAMCTTTTNNAAAMAAAMNGTTTTNNGGGAAAAATTNCGGGAAANCTTNNAAANNNN 

TAANMGGNMN MNNTT TTTTTNTGGGTTNTTGGCCGGGANACCCNNNTNGNGGGNAGG 

GTGTTTNAAAAAA I I I II I I I I I I I I GGNAAAACCCCCNCNCCNCTTTTGGGGTNAAANG 

GGGGGGNAAGNGCCCCCCNAAANTNCCCNNAAAAAAAAA 

Sequence 4031 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGGTTAAATTTGGAG. 

MTATCTTTAGAGCCTCAATCTGGCTATTTTGGAAGATTATTTTGAAAATMTTTCAAGG 

AAAATACTAGATGTCTTTTAGATMGGCTTTTCAATTTGAACTCGTTATACATGTAAATG 
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CTTTTTCTTCATCTAGATGMTTTAAAGGCCACTCNTTGCTGCAAGCTGCACGAGAAGCT 

GATGTTACTCAAAT 

Sequence 4032 

CCCTTAGCGTGGTCGCGGCCCGAGGTA C 1 1 I ) H I 1 1 1 1 1 1 1 I < 1 I I J 1 1 » I f » AACACT 

ACAGGTTTCAMTGMTACTTTTCTTATGTTGCCTTCAGAGGTTCAGGACTTCTGCTTTT 

AAAACCTGCAGCCTACCGTGGGAAACCAAAAAAGCATTCCCTATTTCCAACTGCAGTATG 

TATAAATACATATCACTACAAAATGTATAGAAAGTGTGATGAGATACATGAATGGCATTT 

TT ATTG GTCATAAC ATTTTG ATG AA AAG CATTT AAAGTTTT AACTTT ATAAG G CTTTTC A 

AMTGTGTTTTTCTGAGATACATTGTTATTTATTCATATCCAGAAAAATTACAAGGATAA 

TACAGAA TATAAT AAATAATTTATCTGAGGGCAGGAAGTATCCTCTCATGCTTAATCAAG 

TTTGGGGTTTTTTAATTATAACACAGGAAACTCATAACAGGACCTGGTCAGAGAGCATCC 

CANATCCATTAAAGAT 

Sequence 4033 

CGGCCGCCCG GGCAGGTCAGTTTTATATAAAACTCTGAGACTAGAAGAAATTATTAACTT 
M 1 1 l CI I I j I J AATTCTAATTCACTTGTTTATTTTGGGGGAGGAAGACTTTGGTATGGA 
GCAMGAMTCCAAMCTACTTTAMTGGMTAMNCCANCTTTATTCTTTTTTTCCCCC 
ATACTGGTAGATAMGCAMCTTTATMGTGGGCTATTGAAAGAAMGTTACAAGCTTAA 
GATCCAGMGCATTTGTTCAAAGGATAGAAAGCATCTAAAAGTTTAGGCTCAAGATCAAT 
CTTTCCAGAT TGAT ATTTTCAGTTTTTAATCGACTGGNCTGCAGATG i I I I 1 I CTTTTAA 
CAMCTGGMTTTTCAAACAGATTATCTGTATTTMATGTATAGACCTTGATATTTTTCC 
AATACTA I I 1 1 I I AAAA 
Sequence 4034 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTATGGTGGGAATGCAGTGGTAGAGTTA 

GTCACTGTCAAGTCATTTGACACCTCCCTCATTAGGAAGACAAGGACTATCCTTGAGGCA 

GMCMGCGMGAACCCAGCAAGTCCCTATMCCTTGCATATMGTATAATTTTGAATAT 

TCCGTGGTTTTCAACATGGTACAGCCTCCTGAAATGATTGGGCCTATGCGGCCCGAGCAG 

TTCAGTGATGAAGTGGAACCAGCAACACCTGAAGAAGGGGAACCAGCAACTCAACGTCAG 

GATCCTGCAGCTGCTCAGGAGGGAGAGGATGAGGGAGCATCTGCAGGTCAAGGGCCGAAG 

CCTGAAGCTCATAGCCAGGAA 

Sequence 4035 

CCCTTGCACTGTGACAAGCTGCACCACGCCCACCAGGCGGGTATGATTGAGCACCCATTT 

TAGTGACTTGCCGTAGCCTTGTTGCAGGGCTACCAACATGCGACCAAAACCACGCAGTCG 

CTTTTGCTCGCGCGGCTTGCTGGCTCTCAGCATCCAGCCACACATCATTGGCGTTAATGT 

CAGAGAAACCGGCAACGATATACCAATGGCGACAGAAAGCGTCACGGCAAATTCGCGTAA 

CAGTCGGCCCGGCAATCCGCCCATCAACAGCAGCGGCAGGAACACCGCCACCAGTGACAG 

ACTCATCGACAGCACCGTAAAACCGACTTCGCGAGTACCTTGCAGTGCGGCTTGCAACGG 

TTTCATTCCCGCTTTCCAGATGACGTGCAATGTTTTCCAAGCACCACGATGGCGTNATCC 

ACCACGAAACCAGTAGCGATGGTGAGCGCCATTAACGAAAGGTTATTGAGACTGAATCCG 

CACAGGTACATCGCCGCAAACCGTACCAATTAAGCGGAAACCGGCACCGAAACGGCGGGG 

AATAATAGTTGGCGCGAACCGGAGCGCANGGAATNAAAAACACCCACCAGAAATTCAACC 

AGCCGCCMCCGANGANTAMTCAANNNTTTTGGCTTCGMTTTCTTTTCCAGCGAAGGC 

GCCCAAATTGGTTGGGGGGMGCCGANTCCCTGGGGGCAAATTTTTGCAANGCCCAATTC 

NGCCCGCCCGGGAATGGNNTTCCTTGCANACTTNCGGGTAAATTT 

Sequence 4036 

GGTACACACTAGAAATCATCTGAGGGGCTTATAAAAACACAAATTGCTGGGCACCACCCC 

CAGAGTTTCTGGCTGAGTGGATGTGGGGTAGAGCCAAAAATCCGTATGTCTAAGTTCCCA 

GGTGAATCTGATGCTGCTGGTGAAGGAATCATATATTGAGAACACTTCTCTATGATCCTG 

TGACMCCTCAGCGCTMTATTCACCCAMTGCATTATATAAAGTCAGCCCTCTGTTTTC 

TTAGATTCAATCAATAGCAGATTGAAAATATTCAGAAAATAAACAATAAAAATAACAATA 

CAGCAATAAAGATAATACAAACAAAATACAACACAGTATAACAGCTATTTAAATAGCATT 

TACTTTGTGTTAGGTATTATACATAATCTACAGATTAAAGTATATGGGAGGATATGTGTA 
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GGTTATATGCAMTACTACACTATTTTATATCAGGAACCTGAGCATCATAAATTTTGCTA 

TCTTGGGGGTCCTGGAACCAATCACTTGTGAATATC 

Sequence 4037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAGTTAACTTAGCAATTAGGCCTGGGCA 

GGGCATAAA GTCCT CCTCAGCMGAGTTCTTTATCATAAAAGATTGGGGACTTAAATCTC 

MCAAGTAMTTTTAACCGTGATCATAGTTTCTCTTTTTCCAACTTTGGAMTTCTAGAC 

TGGACAGGACCCCAAAAAAAAAAAAAAAAAAAAAAAAANGTNCACCTCTGATTCTCACTA 

GTTGMTGCMGAACTTGAMGGTTCAGGTAAGTGTTTTGAMAATTTTGACTTTCCAAA 

CTTTTGCCACTT 

Sequence 4038 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCCAGGTAGCAGCACTCGAAAACTTGGATATT 

CMGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTGCTAATTGCACAGACGATAACA 

TCTACATGTTT MTAT GACTGGGTTGMGACTTCTCCAGTGGCTATTTTCAATGGACACC 

AGAACTCTACCTTTTATGTAAMTCCAGCCTTAGTCCAGATGACCAGTTTTTAGTCAGTG 

GCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGGCAAACCTCCTACT 

GTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATCTGACTTCACA 

AAGATTGCTACCTGTTCTGATGACAAATACACTAAAAATCTGGCGCTTGAATAAGAGGCT 

TAGAGGAGAAACCAGGAGGTGATAAAACTTTCCACGGTGGGTTNGGGCCTCTCAAGAAGA 
AA 

Sequence 4039 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTATGCCTTGGCAGAGGGGAGACTCCA 

AAAGAGTCATCGCAGGAAGAAGTTAAGAACACTGAACATCAGAACAGTCTACCAAGAAGG 

ACATTGGCATCCTGGGAAAGTCCGCCTTTTCCCTTGACCACTATAGGGTGTATAAATCGT 

GTTTGCAAAATGTGTTATGATGTGTTTATATTCTAAAACTATTACAGAGCTATGTAMGG 

GACTTAGGAGAAAATGCTGAATGTAAGATGGTCCCATTTCAATTTCCACCATGGGAGAGC 

CTAAAAATAAATTATGGCATTTAGTATCTAAGGTTAGAAAACCACGCCCACATGCTAAAA 

TGGGTGTTGAAMCTAGGTTACTTATAATGCAAGGAATCAGGAAACTTTAGTTATTTATA 

GTATMTCACCATTATCTGTTTAMGGATCCATTTAGTTAAAATCGGGCACTCTATATTC 

ATTMGGTTTATGAATTAMMGAMGCTTrATGTAGTTATGCNATGTCAGTTTGCTATT 

TTAAMTGGTGTG ACAG TGTTTGTCATATTAAGAGTGMTTTGGCAGGAAATTNCCAAGA 

ATGGACATTGGGCTTTTAMCTTAGMACTTGTAAAGAACATTATGTGAATATNCCTTTG 

CCC A1 I I I I I 

Sequence 4040 

CCCTTAGCGTGGTCNCGGCCGANGTACNCAGGGATTTGAAGTCAATTTTGTCTGGAAAGG 

ATTGATCTGAGGCTTTCAAGGAGAACCAGAGGAATGTATAGTGTCTNAGAAGCCAAGAGT 

TTGGAATTTTAAGATAGAGCATGANCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 

TATGAAAATGCATAT TCTCAAA CTCCACNTTAGACTTACAGAATNAGATTCTGGAAATGG 

GACCTAACMTATGATTTTTTTAAACAGNCCTNNAAATGAGTNTTNGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTAACATGTTAAGAAATTGTTATGGAATGAGGACTGAAAGA 

ATACTGTTAAGGGTGGCATTTMGGTGGTMGAGTGGCATTTAAGGTGTTTAGTGACCAT 

TGGCATGGTATNGGAAAGTTAAAGGTCTGCCAAATAGTTGAAAGATATTCAATAAGGTAA 

ATTCAAATMGCTTGCAGTTMNAGAAAAGCTTTTCTTGGGTAAGAAGGAACCCAGTTAA 

GAGGGATAGAATNNAGGAAGGATTGAAAAATNANGGTGAGGCTATTNAACAAATCNCNGA 

AGGTGGGAAT 

Sequence 4041 

GGTACGCGGATGTTGGGMCACCATCATTTTCTGAGGCTGMTTTGGTCTGGGTTTCTGA 

GGATGCCTGAAATGGCATCGCTGAAAATAAATCACCCCAATCACATATGTGCTTTTAATT 

TTGTCCACATTGCATTTCAGAAAATTGTGAGTAACGTGAACATAAACTTCTAACTAAGAA 

AMGGGTMCTGATGATCTTGCTTTCTTMCAAATATACTGTCTTTTTAATCATAGTTCT 

ATTCTAGACCTATATATAAATAAGCTGTATTCCACTGTAATCATACTGTGATGTTTGGCT 

TTATTCAAAAACTATGTATTGTAAGTATCATTCCTGTGACTACAGACTTCATATTTATCA 
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TTTTAGTGACTGCATAATATTCCACTGAGAGGATATACTCCTTATGGCCCTGTTAGTGGA 
CATTTGGTTTATTTGG 1 1 1 1 I ATTTTAAA 
Sequence 4042 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I II I I I 1 1 I I I 1 1 1 1 1 GCAGAATTGTTA 
GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCATCAGTAGAGGAATGGCCAAATAA 
ATTATGATATACTCATAATATATAATATCAAGTATCTGTTAAAATAATGCAGTAGTTTAT 
TCTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTA CI 1 1 I I 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 iGGGN CCCAGA AATACTNTATAAAACCGGGTGATCAAAACAAAACTTATGTCATG 
AATTTTMGAGTTTTTAGCAAAAAAGATATTTTTGAACTGGCNCAGCAAAAGCAAAGTTG 
AACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAA 
CACTMGCTCATGACTGACATTCTCAATATATACCACTGATnTTTTAAGCCATGGNGGG 

GTAGGATNTAGTTCAAGGNCNCCCATTCTAAGATATAAGTAGCCNCCTCAAAGGGTACAT 
ATACTATTACI 1 1 I IGGG 

Sequence 4043 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATAGGTGCATAACACATCTTAAAGTTGT 

TTAATAATAGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGA 

GAAAATAGGAAATGAAAGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAA 

CGGCCTGAA TATCA CTGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTA 

MAATCTTAATTTTTAAMCTTTAGTMGCTTTATTTATATTTTTTAGGATTTTCTGAAC 

ATAG 

Sequence 4044 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGAAACAGTCATGTATAAACATTCGTGCAG 

AAGCACTTACAAACATACACTGTGCATAAAGTTGGTTAAGAAGATGCTTGTTAGAAATGA 

TTTATGTAGGTGAACTAAGAATTTGAAATAACTTAATACCATTGAAGACATCATACACAT 

ACAACTTTG GACATT ATGCATTCTTCTGGGGATGAACCATTGACAACTTCTGGACTTCAT 

TGCTAGCTA I I 1 1 I I ACATTGAGGTGGGAAACCAAAGAAGTGCAGAACAGAAGCAATCTA 

CTAGGCACAAAGCTCCCTGGTTACTGCCCAGATAGACTGTTTCCACTCATCAAATTGAAG 

TACATACTTAATTTAGGAAGGGCAGACCAGTGCAAAAGCTACTGATAGTGAACTGGAGGG 

CCCGGTTTCCATCCCTTACTCTGCCCACTCCAAAGTTCGATCTTCTGTAAGTCACTCTAA 

ATTTATGGCCTTTAGATTTATTGCCTCTATTAAAAANGGCATTGCAACAAGTGACTTAAA 

CCTNCCCCTTTTTTATTCTCAAGGATT 

Sequence 4045 

TACT ATAGG GAGTCGACCCACGCGTCCGACGCACTCCGCACCAACCATTAAGCTGAAAAC 

MGCTTTTTCTAGTGCGTCCTTCCCTTCACCTGCATTTACATTCCATGGAGTTAGTGACA 

ACCCCACGCCATTCCAGGCCGTGGACTGTTTTATCTGTATATCGGAATTATAATGCTTTG 

CGGT TGGTT A AGTGA AATAGTGTTTATACCTCTTACTGATTTTTAAAAATCATGTGGTAA 

ATATATTTT CATT TTTATCCT MTGA TATTTCTCTTTTGTTGATTTATTTTTGTTGTTCC 

TGTTGGGGTTTTGTTTCTGGTTnTGGTACAGGTAACTGGACCCAGAGCCTTGCTCATTG 

TAAGCATGCACT GGACT GTCATATGCCCCTAGACCCTAATTAACTTATTGGTTTTAACTC 

TAAGCCATGGTG l 1 1 1 1 AAATTTGTTAGAATAGAATTGTATTCATGTAGTTGGGCAGCCC 

ATTGGATAGGTATCAMGAAAAMGMAAATGGGGTCMTTTTTTAAGCGTTTGGCCATG 

GATAAGGTTAATTTGAAAAAGCCAAACAAGAATTGGTAAAGG 

Sequence 4046 

CCCTTTCCAGCGGCCGCCCNGGCNGGACCCGGGGGAAATAGGGTGTTTTCTTCCCGAGAG 

AGGACTGNTNATAGGGGGTTAANGGGGGACNATGTNAAGGATANAACCTGCGGTCCTTCA 

NAAGGCCANNAANAAAGAAAGGGGAAGCNTTNAAGAAAGGGACGGATATACTGGGACAGG 

GAGAAAAAAGTTGTGGANANTAGCTTTTAAGGANTCATTTGNTGGCCATGGATCCAACGT 

GCTCTTCTGAGTGCGTTTATAACCTCATACCCAGTGACTTGAAGGAGCCTCCCCAGCCTC 

CTANAAAAAAACTTTGATCGGAACGTGCCCAAAAAGCCTGCTGTGCCATTGAAGACTGAT 

CATCCTGTCATGGGAATACAGAGTGGAAAAAATTTTATAAATACAAATGCAGCTGATATT 

CATCATGGGAGTTGGCTAAAAAAGCCTAAACCAATTTATGTTGA 
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Sequence 4047 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCACAAACAAAGGCTTAGAATTCCACATG 

AAAGTCCACATGAGGTAAGTGTGCATTCATGAGCATGTGTGCACTCTGGGCAAACCAACA 

GMGATAAACAGCAAGGAAGAGCAGTTGTTTTGTGAAAAATAATCATCTGTTAGCTGTAA 

ATCAGAAATATTGGCCAAATCAGMTTCTTGTTTCTAAAATGAGGCTTCTAAAATTTTCA 

CATMCTGCCMACTCTTATTTGTAATTCTTAAATATGCCCTAAAGATCATCTTTCTCTT 

TTATAGACATTTAGTGTATACAGTCCACATAAATGCATATACTGATTACCTACAGACAAT 

AATGAGACTTCAGAAAGAATCAAAAGCAATAGTGATGGTGGAATTTTTAAATAATATTCA 

GCTGGGGGGAAATAAGACTGAGTTTGTGTGATTTCAGGT 

Sequence 4048 

CCCTTAGCGTGGTCGCGGCCGAGGNAC I I 1 1 I I I I I 1 1 1 1 I I I I I I I 1 1 I I GCTACAGCA 

GGANAAGCGTGCGTGCTACAGGCATCTGTCACCAAGGCCAGAGCAACTTCCCAGNGTGGC 

MCTGCACAGACAGCTTCAAAATGACATTTTAGAAAGTATAAAATTCTTCAAGAANAAAA 

GAAGTCTTCATATAAGAAAAGGCAAGAGAAGCCTACAAAAGTAATATAAAGCATTACTNT 

TTGCACCCCATAAAATTCCATTCCCTGATCCCTCTTGGTAGATGGAAGAGGAAATATAAT 

GCTGAAAAAAAATACAACTTCTGACAAGATATTTTATTTGGCTT 

Sequence 4049 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATTCATACTTGCATCATCTCTTGTGCTGGAG 

AAGCTTGCTCAGGCATATGGGGTGTCACAGGAGCTGCGGCACCTGCCTTCCAGGAGCCTG 

TATATAACCTATATCCTCGTGTTACTGCTTTAAAATCAGGCCCtGGAGCTGGGAGGACTC 

TCAAGAGACGACCCTGTCCTCTGGGCCAGTCCTGACCCACTCTGGCAGCGAGTCTACCGC 

AGCCTGCTGGAGCACTATTTCACCCTGGCAGTCAGAGGGTTCCACTGCAGCCATTTCTGC 

CAAAAACCTCTCCCAGGATGGGCCCAGATCCCGAACAGAAAAGGACTTTGTTCTTTCACT 

TCTTGATGCCCTCTTCAAAGGAGTCAGAGGCATCAAGTGTCACCTGGGACTGGAAAGAAG 

GGAAAGGGGAGGGGATGAGTTGGAATGAGACTCAAGCCCAAGGCTTGATGGGAANGGATG 
GGGG 

Sequence 4050 

TGGACTCCGGGAGCCGGNGCACCGTGCANGATGGTGGAATAGTGCATGATACTAGACTAA 

NCAGATCTCCTTCTCCCTATGANGGCGCTCGGGCTCCGCGGGGCCACGGGAAGAGCNAAC 

CTTATANATATGTGTTGTMTTGTCTTTATATTTACTTTTTTANAAAAMNTGGTTTTTA 

TATNGTATTATTTATGTATTTTTTANANANANAAGNCCATTTNGGTNANAAAATATAGGT 

CATTANCCTTGGCNAAGNTTGNGTCNCNGTNCTTACNATTGNGNCCANTTTTGTGTAACC 

AAGG G GGAC CCAATTANANTNGGTTAAAAAAAACCAATTAAAAANAAGGTTGNCCAAAAN 

TTTTGGTTTTMCCANCCTTTNAACCAATTAAATTNNGAATTANGGGTTGGGGAAAAATT 

G GGGG CCAANAACCNGCTTTGGAACCCCCAAAA I 1 1 1 1 1 1 I I I GGTTTNNTTCCAAAAGG 

GTTTTAAAAAAAAAATTAACCCCCAAAAAAAAAAAACCCTTAATTTTTANCCAAAGGNTN 

GGNTTCCTTTMCCCTTGGGGGGGMTTTTTTNMTTGGGTTACCTTTAATTAATTTGGN 

AAC CAAAAA AAATTCCI 1 1 I IGGGAATTAACCCTTGGGCCAANTTCCCCAACCCAAAAAC 

CAA I 1 1 I I I AACCC TTTGGGGGCCCGGTTGGCC C I 1 1 1 1 1 1 1 1 1 I I GGGGCIMTTTTTTTG 

GGNCNI I 1 1 1 1 I 1 I G GGTGGGTGGGCCCI I I 1 1 1 1 I 1 1 GGNTGGGNTGGGGTNCCTTTGG 

CCCCCTTNAAI I I I I AAAAATTMCCCGGTTCCCCCCGGCCT^TGGCCNT^^^TTTTTTGG 

GTTCCCTTTGGNGGGGGTCCCTTTANCCACTTAAACCCAACCCAANTTTCNATTTTTAAA 

ATTAAACCCTTAATTTTT 

Sequence 4051 

CCCTTAGCGTGGTCGCGGCCGAGGTGCACTGTCAGATCCTTTGGCATCCGGAGAAATGAA 

AAGATTGCTGTCCACTGCACAGTTCGAGGGGCCAAGGCAGAAGAAATCTTGGAGAAGGGT 

CTAAAGGTGAGCCTAATCCCCTAATGGAGTGATATTGATCAGCACTCCTTTAGTAACACA 

TGTAGATMGT TACAT TTMTGTTCTGTTCTTTGGTGTCTTGATATTTATTTACTTAAGC 

TTCTAAAAGGCTTTTTCTACAATCAGCAGGGTTAAACTGTTCTTGGTGGTTTAAAAGATG 

CTTGAGGCTGGGCACGGTGGCTCAACGCCTGTAATCCCAACACTTTGGGAGGCCAAGGCG 

GTTGGATCATTTGTGGCCAGGAGTTCGAGACCATCCTGGCCAACATGGTGAAACACCATC 
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TCTACTAAAAAAAGATAAAAATTANCCGGGCTTGGTGGCGGGCTCC 
Sequence 4052 

GCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAC 

GTGGTCGCGGCCGAGGTACAGTCTTTTGGGGGTGGGGAGAGAATATGAAAATGTTGTAAC 

ATTGATTGTGATGGTTGCACACTCTGTGACTATACTAAAAATCACTGAATGGCACTTTCA 

GTGGGTGAATTAGATGGTATGTGAATTATATTGCAGTAAAGCTGTTAAATACACACCCAC 

TCACACACACACGCCCGCACACACACGTAACTCTTCTCTGCATCACCTTCAATGGTTCAG 

CGCACATTCTGTGCTTCGGTCATCATCTATTAAGGCGGGTTCTTCTGTAATCAAGGTATG 

CANACTTAATCTGTTATTACATTTCTTCATGCCANCCCTTATTGGCTTAAAATATATCTT 

CCACACTCATGTCNATCTTTCANAATCCTTAACAAAACGCATGGATAACTCCCTGGTATT 

TTCNCAAGNTGNTGAAACACTTAAAANTAAACCACCTAGGC 

Sequence 4053 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTAAATATGCAGATTTTATGGTATTAAATT 

ATATCTTTTAAAMTTATTATATATGTTCTAAAAAGACTAATAACAAAATTAAAAGAAAC 

CACAGACTATGAGGAMTGTCCACGTATCATATATTTGATAAATTAAGGACTTGTAAGCC 

AGAGATTATTAAGAACTCATTTAACTCAATAAAATGAGAAGACAAGACAGACAACCCAAA 

TTAAAAATGAGCAAATGATTTGTATACATTTCACCAAACAAAGTCAAACAAATGGCCAAT 

AAGCACATAAAAAAAGCTCAACCTAATTAGATATTATGGAAATGCAAATTAAAACCACCA 

TGAGATGCCACTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4054 

CCCTT AGCGT GGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAAATAGATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACTTTGATTAAMAAAGTATTTTCAAATATAGGATAGTGCATGTATATGAGMTACTTTT 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAMTTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTAAGC 

AAC 

Sequence 4055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGACTTTCTGGAAGAAAAGGCTTGTAG 

GAGGAAACTTCAGAATTCTATTAAATGGTGTAAATGATGAAATTATAGTTGATATATGCT 

AGAGCATCAGTGCTGGGTATTTTAGAAGGGATGGAGTCATCATTGGCTAATGTTCCCAGT 

GAAGGATTGAGGGAGGAACATTGTGCTGAAGGATCAACAGAGTCTGGATGTGCTCTGAGC 

AGGAGCACATGGGCTTTGCAGGCCACGAAACAGCAAGAGTAAGGACAAGGTGAACACGAT 

AGGTTGATGCAGTGCATTAATGCCCATGAGCGGTTTAGAGAAGCAGTCAGAGATGAGAGG 

ATGGCAGCTAGCTGAAAGATAAGGACAGACAATGGAAGACCTTGAGTGGCTGGATGTAGA 

TCGAGTGACATTGCATAGGTTGAACCAGGTGTTTTATACAGTTAATGAAATCCATTTTTG 

TTTTGTTMCTTTTAGCATTTT 

Sequence 4056 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGTCCTATTTCCTGATAAACTTTTTAGACT 

AGTGTTATT TTGC AGAGATAGTTAATATCATGACCGTMCCTTTTACCAGGAGTTTTTCA 

GTAAMTMTTTTMGAACCTGCGGAAAAATACAAAATGAMCATAATTTMTTGATTTT 

TACTCATGTAGCACMTAMTCACTTCATTTCGAGAGGACCTCTGAGCACTTATTTCTCC 

CAAATGGGATCCTCACCAATTAGTGGAATGAATACGGGTCTAGTTTCTGTTAATGAAAAC 

TCATTGACATGATAAATACAAGGCCTAACTTGTGTGATAAAGTTTACTTGATAAGCAGAA 

ACCMCATGMTTTAGAGGAGAAAMCAGACGAGAAATGAMGACCTTTTMTTTAAGTT 

ATACTG ATATT GCTGAAGTTMTTGTTTATTTTAGGACGCCAGGAGAAGAAAATCACACT 

GTTACCTTTTTCTTTCCTTCTnTACTTTCATCTAAGCTGAAAGGTATCACTGATACTAT 

TAGCCCCT 

Sequence 4057 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAGGATGTTAAATGAAGGGGTGGTATTGCA 

GGAGA GCATT TTAMTGGCAGAAGTAAAAAGTTATMTATTTATMTTTTGATGGGTTTA 

AGTTTATTTTTGTAGGGMGATTTTTCTCCCCTAAAATAGTTTCTAGMTGGCAAAATTG 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

199/599 



TTTCCATTATTAAAAATTGMGTTATTAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAACAAAA 

AAAAAAAAAAAAAAANNNNNCCCCCCCCCCCCCCCCNGGGGGGGGNNCCCCCNCNTNNTT 

AAGNNATNN I I I I I I NNNNNCCCCNCCNTNGNGGNNANNMNACCNNTTNTTTTTCNCNN 

GAGGGGGGGGGGGNGGNNTTTTGNNGNNNCCCCCCCCANNAANGGGGGCCGGGGGGGGGG 

NNCC CCGNTTNNTNTNTTTTNTNNCANANNANAGGGGGCCCCCCCCCCCCCCCCCTTTTT 

TTTTNCNNCNCGGGGGGGGGNGN I I I 1 1 I I I I TAAAAAAAAAAANCNCCCCNCCCNCANA 

NANA AMNA TTTTTNGGGNGNNNNCTNTTTTNNAAAAAANNNCNCNTN^JTNTCCCCCCCC 

NCTNl i i i INGGGGGGGGGGGGGGGNAAAAGAGAGNGNNAAAAANCCCCCCCCCNCGGGN 

GCGNCGNTTATNTANANNNACCCCCCCCCCCC 

Sequence 4058 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTACCTCCCCACAATGTGGACTGCAAAATGCTG 
GCTGGCTGTGTTGCTTGGTAGCAAAAGGGGTTGCATGCTGCTCAGCTCTCTGTTTCTCTC 
CA ACCCA AGCATTTGGATGTGGGACTGTGCCCCGCCTGGTGTCTGGGGCTCTGGGANGGG 
CAI I I I I ACTTNCCTGTTTACAAGAAGGGTNACATNCTATTCCAAGTCCAAAGGTGGACA 
CTTTGTTCCTTTGCTCAAGCATCCCATGCAGACTCAGCAAGGTTNCCCCGCTTCCCCTGG 
GAAGGTGGCTGTGGCCAAGCACTTGCTTCCATGGGACCTACACCCCGGGNTGGNCATTGG 
GAMCAAGCATAACAGNTTTTTTGCCCCTCCACTTTTTNGGGAAAAGGGGGCCTAAANAT 
. GGTTT ANMG TTATNACCCATTCCCTTTNMTGGAMMTNCCAACTCTTTGTTTTNNAA 
GGGGGTTTTGNTGGGGGGAATGCCAANAATNCCTAAANANGGGGGCCAANAAACTTGNCC 
TTMNAAAMATTGNMTNCCCTTTCTNAATGGGGNNNCTAAATTTGGGGGTCTTCCCCT 
TAAAAAATTAANTGNTTGGCAAAGGNTATGGAAAAANAAAAAAAAAAA 
Sequence 4059 

GAGCGGCCGCCCGGGCAGGTACCCAMTTACCTTGATTTAAACCCCAGCTCGCCCATTTA 

TTAGCCGTATGACCTTGGACAAGTTATAGAATCTCTTTGGGTCTGTTGTAACATGGTAAT 

AATAATACCTACCTACCTAACACACAGGGTGGTTGTGAAGATTAAAGGAGTTGCCACATG 

TTGGAAGCATGCTTATGCTAACAGGCATACTCATGAAGTATCAGCTATTTAAATTATCAT 

CCTCCCTCAACAGGATTCTATAAACTGGTTCCAAGATAAGGTAACCTGGGATAATAAAGT 

TTTCTGATTTGGTTAGAAATACACCTAGAAAACTTAGAAACCAGGCAAATGTGAAACATA 

AAGAGTAGATATCTGGGAACAAAAAAGTATATTATAAAATGCCAATACTGTCAATTCATA 

TAAAAAGGCATCTTAATCAATCTCCCACTCCCCACAAATGGAAAG 

Sequence 4060 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGMTAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAAACAGAATATCTATTAGATATGTTCACMGGGTTTTAT 

CMTTTTGAMTCCMGTGTATMTCCCC'AAATGCTGTMGGACTTAMTTTTATAGCCA 

AMCMTTAACACATAAAATGCTATTTCATCTCTGTAGCTGAATACATAAATAGTATCTT 

TMGTAAAAGATGCATACTTGCATTTCATTGCTAAGCAATTCATAATATATTTAAATGCT 

GGTAAAACCTACAATGGCATCTGCTTCACTTCTACCTTTACTAGAGAAGTAACAAAATAC 

ACTGAGCAAAGGATATGTCCAAAAAACTAAACTGAAAAACAGTTTCTAAATAAAGTCCAC 

AGACCATTCAGATMGCTAGTAAAATAGTTTTTCTTTAAAGTACCTGCCCGGGCGGG 

Sequence 4061 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGTGTTATTTCTAAMCCCTGCCCGCTTTT 

TCCA TCCCC GCACATGCACAACAACGGATGCAATCCTGGACATTTTAAAAAGTTGATAGT 

TTTCATTTTCGCTCCTCAAAGGAGCCTGGGGTAGGAGGAATCCGCAGTGGGAGCTAACGA 

TCCTMGCGTTGTTTCTCTGTTCTTCTTTTCTTCTATAGMCATTATAAACATCACTGGT 

TCCCAGAAAAGCCATGCAAGGGATCGGGTTACCGTTGTATTCGCATCAACCATAAAATGG 

ATCCTCTGATTGGACAGGCAGCACAGCGGATTGGACTGAGCAGTCAGGAGCTGTTCAGGC 

TTCTCCCAAGTGAACTCACACTCTGGGTTGACCCCTATGAAGTGTCCTACAGAATTGGAG 

AGGATGGCTCCATCTGTGTGCTGTATGAAGCCTCACCAGCAGGAGGTAGCACTCAAAACA 
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GCACCAACGTGCAAATGGTAGACAAGCC6AATCAGCTGTMGGANGAACTTCTCTTGGGC 
AGAACGAGCCCTTTCAAAAACTACAATATGATGACTGGTATCAGGTTAAGAATATAGTCT 
GTGGATGGATCATCTGATGATGATGGGATAAATTTGGATTTTTGCTTT 
Sequence 4062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 I I H I 1 1 1 1 1 1 1 1 1 1 1 I GCTTTTT 

TTTTMTTTMCTCTTCTTTGCTCTGACTTCTTTATGTCTGTGCCCTATCTACACCCTTT 

ATAACTTAGGAAAAACCTGTATATAAACATNGGGAACATTCTGTATTTTCTGNGTATAAC 

AAGTTCTANATAAGTCAAAGGTATGATAACAAGTAGAAACAAAACTAATTTATTGCTAAG 

GACCTTTTGGGGAAATCNAATCATTTACCAMTCAGTATNTTTCTTTCTTTCTTTCTTTT 

G 

Sequence 4063 

GCCGCCCGGGCAGGTAC CCGGG TGGAAAAGTATACAGATTAACAAAAGAACCTTGGTTAA 

MGAGGAMTACAMTCMTTTTTATAAGAAATTCATAGTGCATCTGCTGGGTGTAGGAG 

AG GAGGC AAAAAAACAGTGGAAGCACTCTAGGTATCTCTGGTAGAAAAACAGCTTTGATT 

GGTTTTTGATTTGCA7TGGCAGGGAAACCTAAACGTTAGTCTTCAAAAATCAAACATTTC 

TCAGGTGTGAGCMCTTTACTTATTTCTTCCCCATCTTTTACMTTTTCTTCAATATTGG 

TAMTAAMTGGATTACTATCAGGCmAAAMCTCTTCCTTTTGCCAAGTTATTCTGAA 

ATAACTTCTTANACTCTAAAGAAATTANCCTTGCTCTGGGACTTGGAGAGAGAGGAGCCT 

TCAGTAAGTAATAAATAACCTATCCNGGTTGGAAAGGGAGGGGCCACCTCCAGCGTGAAT 

CACAGGCNGAATCAAAACCTCTGNGAGGAACTTACCCACCT 

Sequence 4064 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAMCTATGTATAGGMTTCCAAAGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAAACTTGGGAGGCGGATTGGGTG 

GGTTGGAATCTCTGGTCTGCCCTTTTATTAATCATGNGAGGTGAGTTTGGGACTTAATNT 

TTTTMCTTMTTTCCCATTTGNAAAATNGGATAATAAAATTCCGGCTTNNAAAAGGTTT 

GG GNGNA CA ATTAA AAAGCNTTTTAANNNNGNAAATNGNTTTTNNANNGGGNAAAAANCA 

AAA I 1 1 1 l AAATTTTNG GNCC NTNNANNTTTTNNAAAANNGNTNANNNNCCNTTNNGGGG 

AMNNCCCCCNNNNNNTTTTAANNAAAAANGGGNTTTTTNCCNAAAAANTTT 

Sequence 4065 

CCCTTGGCCGCCCGGGCAGGTACTCATTAATCTTAAGTATGTTCTTAAGGTTATCGGGTG 

ATCTTACTGTGCTTCCTGAGTCTATATGATACTTTCTCCTCTCTCCTTAAACACTCAGTG 

CCTCTGTCTACACCCTCACTCTCAGATGATGGCCATGCTTCCTATTCACTGATAAAATGG 

AGAACATCAGAAAGGAACTTCCATTGACACTCACTGCCACATCTATCCATCTACCAGCAC 

CTGCTCCCACATMTCTACCTCCTTTCMGTTTTCTCACAGAGCCCTGGTGGAATTTCAA 

CAAGTTGTATCTTAGTAGAATGCAATGTAGAAATGGGTAAATGCAATTTGCCAATGAAAA 

AGACTATTCCCTTAGACCTAGMCTTCTATTTTTATTTATTTAACCTTAGGAAATAATCT 

GGGTTTCAGTCAAAAATTTATATAAAGGAAGTTTCTn"GAATACTGTAAAAATTAGAAAC 

MTACATCTGCCCMAGATGGGAAAAAAGCATGTTTATCATCATTAAAAAGCATTTTTTT 

TAAAGAATAACCTATTTGATAAGGTA 

Sequence 4066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCCCTACCTGTTTTTTAAGCAAAGTTT 

TATTGGAACACAGCCATGCTCTCTTGTTTATGTATTGTCTATGGCTGCTTTCTCACTGTA 

ATGGCAGTTGTTAGTTGTTAGTAGTTGTTACAGAGAAAGTATGACCTGCAAAGCCAAAAA 

TATTTACTATCTGTAAATATTTTGGCTACATTATGCTACTTCTGTGAACCTCCACAGACT 

TCTAATTCTACGACTCAGTTATTCTAAGACTTTAGTTGGAGGAGAGTGACACAGCACAAG 

CTAGGTTTTGAAAACCTACTTTCTTCTATACTAACAAGAAATGAGGGCAGCTCTAGTGCT 

ACTTAGCTAAAGCAGATTTCAAAAAGTCCTAGGGAGAGCTGGGTGTGGTGTCATGTGACT 

GTAGTGCAGCTACTTGGGAGGCTGAGGCAGGAGGATCACTTGAACCC 

Sequence 4067 

CCCTTTCNAGCGGCCGCCCNGGCNGGNNCTCNAAAAAGNANGTNTNAGCAAGCCCCATTC 
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ACAAATGTGGAGGTAAAAACTNAGANAATGTTNAGGTTAAGTCACACNCTTAAAAATAGA 

AGGCAACNTATAMTCAAGTTAGTCTGATTTCANAATTGAGTGTTGGCCTTGAGAAAGCA 

GGAATGACAGATGCAAAGATAAAGCACTAGAGAGAGGACCAGCCTATCTGGAGGGTTGGA 

TTGATTGTATGAGTCTTTCGGNAGTACCTNGGCCGCCACCACNCTAAGGGnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCGGTNCCNAGNTTGGCGNAANCATGG 

NCATANCTGTTNC^GATGMGAGTATCTGGGCTGGAAMTTTTGCAMGCTGGTTTACA 

TGMGGTGTTTTGTCCCCMTTTCAGACMTTTCCCTCCMCCATTC 

TATAAAACTGGGTTTAACTTAATGGTNNGAAAAGCCAAANGAAAANCAAGGACCCNT 

Sequence 4068 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGACATAGGAAGATCTATTGCAAAGAGAAAAAT 

GCTAACAGCAGAAGGGTTG TCTCA TATGGTCAAAGTGCTAAAACATACTTTAGGAAAAAA 

CTGAT GMTATGCT GTTGA CTTTTTCTGGGGGAAAGGGATTTTMTTATGGGGGACTTTA 

ATTTTCTACATTATGTTTTT AMTM TGTTTACACTTACATMGTCTAATGTTT^ 

CATAAAAGCGATAGATTTMTTTTCATTTTTTAAAGTAGTAGGATCTCATTTACAATAGT 

NACCACACTAAAAAAATNACCTATACTAGAAAAGATAGGCTGATAAACATAAAACATAAA 

TTTACTGAAANGG TTAAA TATTATAAAGATGTTAGTCCTCTTGTGTAAAATATGTAMTT 

TTACCTCMTCCAATTTTCTMTTTTTCTAMCATAMMTTACCTCAMCTT^ 
GG 

Sequence 4069 

CCCTTAGCGTGGTCGCGGCCGAGGTCACAACTTCACCTTAAAATTAAGAATCCTTGTCAA 

MTGTTTAACCTAAAACAAATCATTAAAAACAATGAGACAGATCTAAAATGTGGAAGGCT 

TGTATTCTTCCAAACCTCACTGACAGGACAAACAAAAAGAAGGGGACCCATTCTAGATTA 

AGACAGACTMGAGAMTATCAAACCACCTGCGATTCATAAATCATTTGGGGATGTTACA 

TTAGMCCGGCGGGGTGGGACCTCCAGMGANATTTTTGGGACAAGTTTCAATATGGCCT 

ATAMGTAGCTGACATGAGATTCCTGCTAATTTTCTTAAGTGTGATAAAATCGTGGTTAT 

GTATGTGAATGTTCTCATTCTTANGAAATTCATGCTGAATACCTAAGAGATAAAGTATAA 

TATCTCCAATGGTTCTGGAAAAGNIsrTATTTATAGAAAANGCAAAGAACAGCAGGCAATGT 

TMTAGTCATCTAGGGAAMGTAATAGGGGTTGCCTACTCTTACTTAATCTTTCTGGGGG 

GTNAATTTT 

Sequence 4070 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATCAATAAAAAGGATTATGGTGTCACACCTG 

AATACATATGTAAGCGAAACGAGGAAATAAAGAAAGCCCAAGAAGACTATGATCGTTATA 

TCCAGGAAAACCTTAAGAAAGCAGCTATGAAAAGGCTCTCCGATGAAGAAAGGGAGGCAG 

TTTTGCAGGGGCTGAAAAAGAACTGGGGAGAGGTGCATAAAGAATTCCAGTCCCTCTCGG 

TCTTTATAGATTCTATACCAAAGAAGATCCGCAAGCAGAGQCTGGAAGAAGAAATGAAAC 

MCTAGAACACGACATTGGCATAATTGAAAAGCACAAGATTATTTATATTGCCAATAAGT 

MGMTGGATCTTTAAAGTATAACCAATTTCAATGTAGGGGAAAAAAACATGGAAAATTN 

TAAAAAACCTCCAAGTTTT 

Sequence 4071 

CCCTTAGCGGCCGCCCGGGCAGGTAC I U I I H I I I I I II I I M I I I I I I I I I AGGGGTT 

ATAT ATTTACATGCCMTATTTAGGGCACCAAAATTAATTCTGTAAGATGCTTCTCTGTC 

TTTTCCTCTTTCATCTAACAGCCACAGAATGCAGCTATACTTACCCCAGGGTGAGGAGGT 

AGTCCCTGGAAGGATAATACTACATTTAGTTAAGAAGGCTCCCAAGG7TAAGTAGAGTTA 

CTTGGTCCCAATTTGGCTCATCTCTCTGCCTTTGAACAGTGTGTGTATCTGCCTCCCATG 

CCTCTTTTCTTCTCCCT 

Sequence 4072 

CGAGCGGCCCGCCAGTGTGGATGGATNTCTGCAGAATTCGCCCTTAGCGTGGTCGGCGGC 

CGAGGTACNGCCGGGMCATATTGTTTTTATATCTCTTGCATATNCCCAAGAGTGAAATT 

GCTTGGGTCAGGTGGGTTAMGGCCGTANAGAAGTTTCTTTTTTATTGGCCAGNGCACCA 

GTGGGCNTCATGCCCTATTAAATCCCAAGAACTTTTTGGGGAAGGCCCAAGGGGCCGGGG 

GCCTTGGATCAACCCTGGMGGGTTTGGGGGGMGTTTTTGGAAGAACCCMGCCCTTGA 
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CTTGACCCCAAACCATTGGGGAAGAAAAACCTCTTGTCCTTCTTACCTTAAANAAAAAAT 

ACCAAAAAAATTTAGCCTTGGGGGGTTGGTAAGTGGACCCGCCACCAACCCTGGTTNAAT 

TCCC CAAGCCTACCTTCCGGGGGAAGGGGCTTTGAANGGCCAAGGGAAGAAAATTTTGCC 

TTTTGGAATCCCCCCGGGGAAGGGGTGGGGAAA 

Sequence 4073 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTGMTTTCGTTTATTCCCTTGTCTTGGCTC 

CATTCTGGGACGGA GAGGAAA GACAGGTGCCTGAGAGCGGAGCCCGCGTACCTCAGCTGC 

GCAGCCTGTATC CAGTT TTTTTAATGTAAAAGTAAGAATGCCACCTTAACCTACCCTGCA 

NATAAAAGCTAACTTTTATTAATACCACCCTGAATAATGGGCACTAATCCACACTCTTCC 

TTAAAGTGATGCTGGAAAAATAAAATCAGGGGCTTCAAATTAAAAAAAAAAAACNAAATA 

ACNMMACAAAAACCAAACCTTTGCCTGGCCCTGAAGGTCTGTTTGCAAAACTTCTTTG 

TAAAT CTAATT TC TNAA CACTCACTGCTTCATTTCTATTTCCTCCCTNGTTGCAAGGAAA 

MATTCTTTTTCCTTTTNTCTCAAAACCTCTTACCNCAAAATAATCTNGCCCCACCTTNA 

ACCCT TCCCA AATGTTTGGGAATTGCCAGGAATTGAACCCACCCCACCCCAACCCTTThlT 

TCCCTATTTTNAAAACATATATTCCCAAAATCATTTTCCCCAATANAATCCCACTTAATC 

TNATTACTTTTAATAAMCNNCTCANTTAAAAATAGGAAMTATTTTTTTCAATTTCCTT 

AAAAAAAAAMAAATACCTGGTNGGTTCTNCCCTTTTAAAAAAGTAAAATTTCCCAAAAA 
AA 

Sequence 4074 

cccttagcgtggtcgcggccgaggtacttaatattatgtcatttatttggttcctagtat 

acttgccctccactttatataaaactaatttatgaaaatctggat7tattttaaaaagat 

atcttgccatgaaggtatttgttttatAgamtatttacctccagatttctttctctaat • 

mgatggtgmtttaaaacactgtgttatttagaaacactgcatttacacttcatttatt 

gtataaagcaaattgcattgaatcttcgccacttgacccaaaggccaaaaattgacatga 

gaacaatttgga 

Sequence 4075 

CCCTTAGCGGCCGCCGGGCAGGTACNCCGGGGGGCGACNGCGATGGGACCCCAGCGAGAG 

ATCTGCAGCTAGGCTGGCTGCACTTGCTCCACGGGTCAAGGGGATCGGAGGGGGATTGAA 

GAATGCGCCATTAAAAGGAAAGATCAAGGAGTAAACCAGAAGAAGAAGAAAAAGAGGACT 

TCAAAGCTGGGAAGGATGAATTCTTGC 

Sequence 4076 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAGATTGCAGCAAAAGTNAACTATCTGCAGT 

AACATGTGANATTGMTTGTTNTATTACAATTATTTTAATACAGNTTCATTTTGAAATTN 

ATCATAATGTATAAAGTTGACTAAAAATAAAAAGCCTAAAGGGGGAAATAATTAACCAGN 

AGATTAAANCAATCCACCCCCAGGNATCACCATTACAACTTCCCCTCAACCACCACCANC 

MTGGCCAAMCCACCACCAATTTTTTACCTTAAAATAATTGCCAATTGGCAACCAACAA 

CCANCCAACNNN CTCCAAAC CAATTAACCAATTGNCCNACCAACCGNCCAATTAACCAAG 

GGGNGGMTTGN TTTTTT TTGGGGTTANNGAAAAAGTTTATAAAAAAACCTTGGAAGGGG 

AACC AATTA AGGGTTTTTCCCCCCAATTCCCC I I I I 1 1 I 1 1 1 1 CCTTTTTTTNCAAATTG 

GTTMTTTTGGGGMTTNGGMTTTTTTNTTMGGGGNTNMTTMTTAMTTTTTTNCC 

TTTCCTTAACCCCCCTTTTNAAMGGCCTTTGGGNAAAAGNGCCNTAACCGGTTTGGTTT 
TCCCC 

Sequence 4077 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCAAGTCATGTTGCAAAATCCTTTTCAACAT 

GCTTGAAATAAAGAMGCTCTTAAAGTTAATTTTCCCTTGAGAAATTCGCAAATTCAGAG 

GCATC TACAGCTCTGAATCAAACATGGGGTATGAGAGAGGATCAGATCAAAACTTGTAAT 

tin lAGTATAAGGTTCACTCTGGCAGGGAGAAAGAAAAGTTTAAAAGAGGGAGAAGAGG 

TAAAGTGAGAGAAGGAGAAAGATGTGAAAAATTTGCACATATTGAACTTCATAAGATTTG 

TATATTTAACATGGAMTAAATTGAATATATTATCTTATTTGTCACATAAAGAGAATTTT 

AAGTATCTTCTANAAAGGATTTCATTTGTAATGGCTGGCCAAACACAGACTNTGATTNAA 

GAATAAACCTGGNGTATCTTTTGTATCACCCTGGTGCATTTCTCTNTTCNTTTTAAAACC 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

203/599 



ATGC CCT NATGGA AATTTATTTTTTAAAAATAATATTAAATTGGTGAAAAATGGCCGGAA 
TTTTAATCI I I I I I 

Sequence 4078 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCTGGGATGCCTACTGGGACCGCAA 

CGACCCGCTCCGGGATGTCGATGAGGCAGCCGTGCCTGTGCTGTGTATCTGCAGTGCTGA 

CGACCCCGTGTGTGGACCCCCAGACCACACTCTGACAACTGAACTCTTCCACAGCAACCC 

CTACTTCTTCCTCCTGCTCAGTCGCCACGGAGGCCACTGTGGCTTCCTGCGCCAGGAGCC 

CTTGCCAGCCTGGAGCCATGAGGTCATCTTGGAGTCCTTCCGGGCCTTGACTGAGTTCTT 

CCGAACNGAGGAGAGGATTAAAGGGCTTGAGCAGGCACAGAACTTCTTTCTTGGGGGGCC 
C 

Sequence 4079 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 

GTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCAAGTATTTCAATGTGCCTT 

GAAAAGTTTCAAACAGTAATTCTCACAATTGGTTAGACAATCA I I 1 1 1 1 I I CTTTTCTTT 

TCCTCTCATTTAAGTCTCAGAGCCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGAT 

GCTTGGAATGAAATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAA 

ATTGTGAAMTTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCfGGTTTATAAA 

TATGGGCATATAGCCCAGAGCCATTATAAAAGAAAAAACAACCAACCACAATAAACTAAN 

GAGCCCTCATCTTGATGGGCTAAAGTTCTCAAGGAAAAAATGAANAAGAGCACCTTGATC 

AGGAAANGGAAA 

Sequence 4080 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAGTAAGCTTCTGCCTTCCCAGCTGCTG 

TCTGGTTAGTGGAACTAACAATTTCCTTGATGGAAATTGAATAAGGTAATCCAAAAAGAA 

GGCTCTTTTAGATGAAAAAACATGGATAGATTATTAAGCGCCAAGTTTTCTCTTCAACCT 

ACTGCTCACCAGTGCTCC CTCCTCAGC TCCAAGGCTGTGGAGGGCTCATGAAGTCACAAT 

GTTCTACTGAGAATTTAGCI I 1 1 1 1 1 1 1 1 I 1 1 GGAGTGGGTATACCATTTTGTAATTCCA 

CTTGATAATG 

Sequence 4081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCCCAACCTGAAAATGGAACAAGGATTT 

TAAACTCTTTCCAGTGGTTCCTCTCTTATAAACAATTAAAAGCTAAAAATAAAAGCTAGA 

TATTMGGAGAAAAAAAGAACAAAAAGATGAAAGAGGGGTGGTTTTCTTTTAATGCTTCC 

AATACCATAGACTGAATGAGGATCTGAGTTTTGATGCACAGTCGTAGTCTAGACTTGATC 

TTGTTATATATAAAAAGAAGAACATCTGCAGGACAGCTCTAGAAGTCACAAGGAAACCGG 

T CTGA TCTTGGCTCTGCAATTTATCAACCATGTGGCCTCAGGGAAGTGATTTAAGCCTTG 

GTTTTCTCATGTGGTAAATNGGGG 

Sequence 4082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTTTTAAAAGCCCCACAGAAGTTTATAA 

TACGTTTAAA AACC CATATTAAAATTTGAAAACTTAAAAAAAAAACTAAGAAAACAATGG 

GATATATTCCTTTTNTTAMCCCGTGMGTCCATTACTTTTTGTTCTTGTTATATTCTGC 

CAAAAATGGGATGGGGTGGGAGAGATGCATANAAATTGTTTTATCTGCCTTGTTAACAAA 

GTGMCTCMGGACCAGCTTTrCTTTrCTTTCTTCTTTTCT 

Sequence 4083 

CCCTTAGCGTGGTC GGGCC GAGGTACCCTTTCAGACACAGTATGCTTTAATATTTAAGAT 

CTCATTCAAAAMMTTTTTCTGATTTCCCTCATACCCTCTCTGTCTGAAATATTTAAGA 

TCTMGGMTAGTTGAGCTGCTTATTTTACATAGAGGCACTATTCTTTTAACTCCTACAT 

TCTGAATGCTGAAGTCAGTGTTAATTTACGTTAGGCCAGATTGATTGGGCTGCATTGGCC 

CAAGCTTGGATTGCCCAAAGAGAAGCTTCAGGACAGCAAAGCATGGTAGAACAACCACCA 

GGAATGATGCCAAATGGACAAGATATGTCTACAATGGAATCTGGTCCAAACAATCATGGG 

AATTTCCAAGGGGATTCA 

Sequence 4084 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCAGAGGGCAACAGTNATAGCCAACAACCAG 
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ACAMCTAGTTGMGTTAMCTGTGANTTGATGATTTTNTTGAATACCTTANTATNCCAA 
MTTNAMGGCCNNGAMGNTTAGTTTTTCCTT^ 
NCNNNAAANCATTTAACCCA AI MINI 1 CTTTTTTCCCCC 
Sequence 4085 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGCGCTGGCACCTCCTCTTACAGCTT 
TACTCCTGCCAGCTTGGGAAAAGGCCGGAGAAGGTGAAATTCTGTGTGCTCCCTCCGGCG 
AGAGACTTTGTCAGCTCCCGCACAGTMCGTMGTTTTCTTGTATTCTTAGTGTAGTTTC 
GTTACCGGAAGGGGGTCTCGATCCAGACCCCAAGAGAGGGTTCTTGGATCTTGCACAGGA 

AAGAATTCAGGGTGAGTCCGCATAGCAAAGCAAAAGCAAGTTTATTAAGTACCTGCCCGG 

GCGGCCGC 

Sequence 4086 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGGGACTAAGAGCCCTNTGGCACAAATGG 

AAGAAGAAAGAAGGGAGCATGTNGCTAAAATGAAGAAGATGGAGATGGAGATGGAGCAGG 

TGTTTGAGATGAAGGTCAMGAMAAAGTTTCAAAAAACTGGAAAGGACTTCTTGAAAAG 

CTTGA AGGmTCCMGCCGGGCGGNCCMTTGNAGGCCAAAATTGNAAAAAAAMGMA 

TTTTTGGGGAMGGCCNCCAG GCCA ACCMAMNNAAMTTTTGGGGAAGNGGNAAAAAA 

AAACCGNTNCCGGTTCTAAGGTTTTCCGGAAGGNGGANTTGNAANAAAAAAAAGGCCAAA 

AAANCNTTGGGGNGGAAAAGGGCNTTTCAAAANCCAAANCCCGNTTAA I I I I 1 1 1 1 I 1 AG 

GGAAAACCAAAAC 

Sequence 4087 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGTCGAGGAAGAGTAAGGAGMGGAGCAC 

ATCACGAGGAAGAAGAGGATC CACAC GCGGAAGCCAGCGTTGTTTTAATGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CMTCTCAGCTTCCTGTTGCAAMCCTTTTCCGTGAATATCTCTTGGAGTCTGGAAATCT 

CMCCAC TCTC CCTTCGATTTGCCTCACTTCATCAAACAAGCTGTCATTTCACCAATTAA 

GCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTTT 

GCCATCTCCCCACG TTCC CAATTCAGGTTGTGTTTCAAGCCAAAATTTTTTCTGGACGTT 

CTTCAGTGGCAGGGTTTTCTTCAGAGTCTTTTGAAAGGACTTTGTGAAACTTTCTCAGAA 

GATGTGGAATCTCTTGGCTTTGGATTTGGNT 

Sequence 4088 

CCCTTAGCGTGGTCGCGGCCGATGTAAAGTGAAAGCGCACACATATCTGTAAGCTCTGAG 

CTCAGGATTTCACGTGAGGTCCTTTGTTCGGGAGGCAGGGGGGTTCTCCCTGTTGCTGGC 

TGAGGTCACTGCATTCATAGTGTGACAGGAGACAGCACCATTTCAGCAAAGCAGCTGGAG 

GGATTGCCTTGTANAGTGGAAGACCTTCCGCAGAACAGAACGCTTCTCTGTCCTGTTCTG 

CTGGAAGAATGAAAAGGGATGGGTGGC 

Sequence 4089 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I 1 I I I 11 1 1 I < I 1 I I I I I I 1 I I I I IA TGGAA 

AAATTGCCATCTGACAAATGAATCATAGTAAGGATTAACATCAGTGGTGATGAAGGAACG 

ACGCCAGTCTACCTTCAAACCCATTCTTTTTAAATCCTGAATAGCCAGTGGCGGGAAATA 

ATCAAGCCAATGTTCTGC7TCANAAAATTTTACTATCTCTTCATCAGACAGGCCAAGGGA 

T7TCATMTGCCCCACTGGTATTTTAAMGAATCCAGCTTTAGCMCAGCTTTACTCTTT 

TTTCCTTTAGCTTTATCCTTAATT 

Sequence 4090 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCTGAAAGCTGCTGAAAGCTACAGGCCAATG 

GGGCTCTGCTTTACTTCTGCCTTCCATATCTTGTGTCCTGCATCTTAATGGTGGAATCAG 

ATTTGTATCCAGAATACTAGCTATAMGGAGTCTGGAAMGACAGTTTTTAGTTTTCCAA 

CTTCTGCGTTTCAGGAAGGCATACTACAAGGAGGAAGTCGCTGAGTGATGGCTGATCCTT 

TCCCAGGCACTCATCTTCTTAAACATAGTATATTAATTACAATTTAGCCCATTCTTGATG 

GCTCATTGTCATT TCTG TGAGCTTCTCTTTTCATAATGGCCTGTAGTTGGAATAATCATA 

GGGGCCMGGGATTTTMCATCTGTAGTMCTTTTTGTCCTAGGTTAGCTTGTATCTCTC 

CCACCTTCCATAACTGCTGCTGAGACATCTATGTTTGATATCATTTGACGTCAACCTCCC 
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CTGCAAGCCACAAGCAGGGAGAGCACCTTACCCAAAGCAACCAAGTTATTTGGCTGGTCA 
ACMCCTGGNGATTTCTGGAGCTTAAAAAGAATNGGGGGGGCTTAATTGTCTTTTGAACT 
ANGACAAAAAANGGAGAGGAAATTTCCAATTGG 
Sequence 4091 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACNCCGGGGACCACAAAGAACATGTGAGTCTTG 

TGAACAAGGAATGTTGTTTTGTTCAGCGCTACCAAGAGCCGCGGCAACCGAGAAAACACG 

GAGTCGCCCCTAGTGGCGAAAGTGCGGATGCGAAACCGCTGGCTCGGCGTAAGAGCAGAG 

CCGCGGAAGAGAACCCTAGCGGCGGGGAACTAGCTCGCCTTCAGTGCTCACGGGAGAAGG 

CAAGTTAGAAAGAACCTGAGACGTTGACACTGAAAATTCAGTAGAAGAAATACNCCACAT 
TTATTCTACCG 

Sequence 4092 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGACAATAGGTGTCAAGCAGCTGGC 

TCTGGAGCTGGGAAGTCCAAGGCCTCTTAGTGGGAAAGTGAGGCAGGGTCTTGCAGAGCC 

CACTCTACACACGGCCAGATACAAATGGCTGTAGAGGTCTTAGATAACACCTTCTCGGTC 

ATTTATTTGCACCTCAGMGMGCCAGGGCTTCGGTTTTCTGTTTGTTTCATCACAGTTG 

ACAGGTTAAAAGCATTCACTGCAGCGATAGCTGTTAATCCCAGCACTTTGGGAGGCCAAG 
Sequence 4093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAAGCATATCTGAAAGGAAAGATTGAGCGC 

ACCAACTATTTGCAGAAACGAGCTGCAGCCATTCAATTACAAGCTGCTTTTAGGAGACTG 

AAAGCTCATAATTTATGTANA CAAATT ANAGCTGCTTGTGTTATTCAATCATACTGGAGA 

ATGAGACAAGACAGAGTTCGATTTTTAAACCTTAAAAANACTATTATCAAATTTCAAGCA 

CATGTAAAAAAACATCAACCACCACANAAATNTTANNAAGATNAANAAAGCCCTTGTTAT 

MTTCAMCTCATTTCCCMCTTATATTTTTNCCATAAAAATTCTAACCTCTTACCAAAA 

AACACCCTCTTCTATCATTTGTCC TGCAANCT GCTTATANAAGGATTCCAACCCCAANAA 

AAAATTNTTNTTCACATTCCTCN CA 1 1 I 1 1 1 I 1 1 I AAAAAATTCAACCCTATTATTCCCN 

CCTTATNTTTCTTNAAAAMNAMTTTTTTNACCCCTAAAAAMNACTTTCCATTAAAAA 

ATTCCANTCCNCCTTT TTAAAM NTAMCCAACCCCCTTAACCMTNTTTTCCATTTAAA 

MCCACCTTCCNCTTNTTTTTTTCCCCCNTTTTTTNCCCCTTCCCAAAAAAATAACTTNCC 
CCAAAAAAAAAAAAAA 

Sequence 4094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGGTTGCAGTGTGCTTAGCAGAATGTTTGA 

GGCATTACATGTTGTCCATGTTGGACAACATGGACAACATGAACCATGTTGTCCAAAACA 

ATGGCTACCAGGCACATATGGCCAATTAAGCAATTGCAATGTCCCTTAGTAAGAAATGGG 

ATGGGCTTACAGAGTATAA TACACA TCAGATTTCAAAGACTTCGCAGGAAAAAAAAGAAT 

GTAAAATATTTCACTMTAATTTTTTTTATCGATCGCAGGTTGAAATGATGCTATTGCAG 

AGATAATGAGTTGAATAAMTAAACAACTAAATGTAATTTAATTTCACCTTTTTCTTTTT 

ACTTTTTTAGTATTGACCACTAGAAAAT 

Sequence 4095 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGAGAGTGCACTGGACTCTCCATTCTCTGGC 

ACCCACACACTGCGGGGGCCAATGACCTGGGTCTCACTCCTGAATCAGGTGGGAGATAGG 

GTTAGCAGGAATAACTTCTTGGGCTTCCCTGCCTCAGAGCTCCAGGCCCGGATTCGAACT 

TACAATCAGCATTACAACAACCTGCTACGGGGTGCAGTGAGCCAGCGGCTGTATATTCTC 

CTCCCATTGGACTGTGGGGTGCCTGATAACCTGAGTATGGCTGACCCCAACATTCGCTTC 
CTGGATAA 

Sequence 4096 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAC 

TTCTAGCTTCTGCCTTGGCGCTTACGACTTCAGCTTTTACACTTACGACTTAAGCTTTTA 

AAAAATCAAAATGTGATTCTCAAGTAGAGTGTTGATGAATAATGAAATAAAATGTTTATA 

TATGGACTMTTTAGGTTGAAGATTATTAAGTAAAAATACAGTTTGTTGTTATCAGGTGA 

ATGGTAGGAAGTGAACACTGTCAACTTTTTGGTGAGCTCTGGTTTGAGAAGTATATAATT 

CATGATAMGATGATTTATTTGGAATATCCTATCCAGATCTTTTAAGTGGAAAAGTGAAG 
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< 

CATGAGTCTAAACTCATACCANGTCCCATCTCAAGTTGGTATTAAAGACTAAGCCTGGCC 

NGGCGCAANGGCTCACGCCTGTAAATCCCACCACTTTGGGGATGCCAAGGCAGGTGGGAT 

CATGAAGTCAAAGGGATCCGAGACCATTCTGGCCAACATGGGGGAAACCCTGTCTNTACT 

AAAAATCCAAAAAATGGGTGGGTGTGGTGGGTCCCACCTGTAATTCCACTTCCTCNGGAA 

GCTGAGCCAGGAAAAATCGTTGGACCTGGGAAGCAAANGTTGCAAGGAGCCCAAAATGNN 

CNCTACACTCCAACCTNGTGACAGAACNAAGACTGGGTTTTNAAAAAAAAAA 

Sequence 4097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I 1 1 1 1 1 I I I II I I I I 1 1 1 1 I 1 1 CCGNAGGC 

GCATACAAATTAAACCATGCTGCTAAACTAAAAAAAAAAAAATCATCATCATCATCATCT 

GNGCAmNTTTGGCANATGAANAATCTGATTCCAAAACAAATGATTTNTAAGGTCCTAG 

GGMNMCAAAACACATCCCTTCACTAAGTATTATTAATACTTTTTGANAAAAACTTCAC 

CATAAGTAAAATTTGAACGAAGTCAAATAACAATAGAAGTTAAGCTTCAACTGATCAATT 

ACTAGTCACTNTTTGTCAGTTACTATACACATGACACTTGATAGAATAATCATTTGTAAG 
TTAA 

Sequence 4098 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGGCAGACATCA 

CTAATCCATCACAGCATGCCTTCCCACTGATCACAGATGTAGCTTCAGGGCATTCGAGTT 

ACCACTTAAGATGGATATGAGTGACCCTTCCTTATCTCACTCTTCTCCTCCTTTCACAGA 

AGCAGGATTTGAGGCCCAGAGAGGGAAAGCTA 

Sequence 4099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGACAGTTTTCCTGAGGAGGAAGAGGAA 

GATGAAGAGGAAGAAGGTGAAGAGGATGAAGAAGGTGAAGGGGATGATGGTTATGAACAA 

ATTTCCAGTGATGMGATGGAATTGCTGACTTGGAACGTGAAACATTTAAGTATCCAAAC 

7TTGATGTTGAATACACTGCTGAAGACTTAGCTTCAGTTCCTCCTATGACATATGATCCA 

TATGACAGGGAGCTTGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 41 00 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGTGCTATAGGCAAGTATTCATGTTGAAGT 

TAGTATTAAGACCAAAATTATAATGCTTTTCTTAATGGGGGAACCCTAAGGCTACTCACT 

CAGTCCATTGAGGGGATAAGAGAGATGGCTCATTCCCATCCAGTTTTGTTTACAAACGAT 

GTTGCTCAAATTTAGGTGACTGGCTACTAGGGAAATAAATGAATGTGGAATTGAGGATGG 

MCAAAGMTTCAATGCTTTACAATAAATGGACTGTATTTGAGAGTrCAAGAGAGGATTG 

GAGAAAATAACTGAGTATGTAAAAAATGGTAAGTTTCTGATTGTTCAGTTGAAGGCAAGT 

GGCTGGCTCCGATGAAATGACATAACTGATAAGTTTTCATCTTGTGACCCTGATATCTTA 

GCCTCTATC TCAN GAATTTGAGAAAATGAGCCAGAGTTTATCAAGAAAGGAATTTTCATT 

GCTGGTATCTTTTGNGGTGTGCATGATGTATAGTACCTG 

Sequence 4101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCAAGACGCTAGCCTCAGCCTTGCACG 

AGAGAGGCCACCATACAGTGTTCCTCCTCTCTGAAGGCAGAGACATCGCCCCATCTAATC 

ATTACAGCCTCCAGCGCTACCCAGGGATCTTTAACAGTACCAAGAAGACACCTGCTATGG 

CGATGCGGGCAGTGCCTTTGCCGTTCACGACCTGGAGGAGGACACCTGGTATGCGACTGG 

GATCTTAAGCTTTGATAAGAGCTGTGCTGTGGCTGANTATGGNGTGTATGTGAAGGTGAC 

TTCCATCCAGGACTGGGTTCAGAAGACCATAGCTGAGAACTAATGCAAGGCTGGCCGGAA 
GCCCTT 

Sequence 4102 

cccttagcggccgcccgggcaggtacatatagaatagtataaatacaataaatgtttgaa 

ttatcgtataacttgagtctaaattttaagttagtatcctgtattaagaactgggttgat 

camtggttctttctttgcacatatcaa6gctttcgactattcccaatcaggtcttccca 

mrrtgggcatattcctgcctctgcctaccctgttctaatttggcactctaaagatagtt 

cataaaaagcaagccaaagatagaaaagagagctaaggctcaggaggaatttactcttta 

catttgggggaaggaaaatgaggc7tgtctacagcagggactggctgtcttccanaaatg 

gmcccaaggtgttccctacctctctttttcttggatatctttttgcattatag 
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Sequence 4103 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 I 1 1 I I II 1 1 1 1 1 1 I I I GCCGTTAAAAG 

AAAAAGCAGAAAATAATAAAGTNATATAATGNGGTCTTGCAAAAAACAGTCTGAGATCTT 

ACATTTCAAAACATGTNTTGCCCGTTCCCGGCACCTACAAGGCCANATGAGCTACCTGCT 

CCATCCTTCCCATTCTCCCTGCACGTCCCATTCAAGCTCTTCTGCAAGTGGCCATGTTAA 

AAATTTATAAAAATATCCGAGTCTGCCTGGCACGCTCAGAGATTCTCATGACAAGTTCTT 

CCCTNACTGAGCACTTCCCTGACCACCCAAAATAATCACCCCCTCCATNTACCTACACAC 

ATNTGCACGTGC 

Sequence 4104 

CCCTTGCGGCCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 I I I IGI I 1 1 I 1 1 I 1 1 1 1 1 I CTATAAGG 

TAGAGTGGATATTCAGGCTCAGATTTTAGCTAAATTAAGAAGGACCTTTCTCTGTCCAGA 

ATAGTATCACAAAATTAAGACTGGCTCTGGAAGAGAGACAGAGGATGCCCTCTTTTCATT 

GTCATACACCATTTGMTTGTATTTGATAAATTTATATTGTGACCTTGAAAATGAAACCA 

CTCAGAAATCCTGGTTAATTTCTGCCCCATGCGTCAGTCTCAAAGGGGAGACCTGCCTTT 

GCCAACAGACCATTCAGTAAGAAACAAAAATATTAAAACTCCACAATCACAACTTATATG 

GTCAATAATGGTTTCAAAAATTAAAAAAATTGATCCTGGCATATTTACAAGCAATTATAT 

ATAMTACAGGAACATGTATATTATGAATTTTCTTTAAACTATTTGCCTGCATTGATTAT 

AGAGAGAATGAACCTCCAATGAAATCTGATTGAATAAAT 

Sequence 4105 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTCTTTTCTCGGGACGGGAGAGGCCGT 

GTAGCGTCGCCGTTACTCCGAGGAGATACCAGTCGGTAGAGGAGAAGTCGAGGTTAGAGG 

GAACTGGGAGGCACTTTGCTGTCTGCAATCGAAGTTGAGGTATCTCATTTGCCATGAAAC 

TGCTACACCTGCTCATGGCGTTTAAAATCCTTACAACTTTTTGAGAAAACGACGTTGCAC 

TATGTGGCAAGAGTCACAGGATAGATTCTATTTTTAAGAATTTATCCTATGGAAATAATT 
AA 

Sequence 4106 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGNAAGGGTTTAGCTCATCCTCAGGAACCCC 

AGCCATGGTCAAGAGTCGAGCCACTTCCTCTCCAGGCTGGCAGTAGCGCCCACTAGCTAC 

AGGTGCATTCCCCTGCCTATTAATATTCTGCTTGACCCAAGGCAACTCCAGCCAGCCCCA 

CTGAACTATTCTTACCAGCCGCTGCCATGGCCTGCTATCTCTCAGCAGAGTCAAGCAACG 

CTGCAAGGCTGGAGAATCCAGCCAAGAGAAGAGCCAGGTAGCCTTATCCCTCCAGCCTAA 

CCGGTCACCTAGTCCCACCAGAAACCGCCATCCCAACTGTAGAAAGCCCAAAAAGAGGGC 

CAGAGCCAGGAGCAGCAAAGCACCCAGCAGCTTAAGAAAACGAGTAAACAGTCCTACTCC 

ACAGTAAAACCCCTGGCTTAGAAACTGAAACATGACCTGGGCCCAACCCCCTAACCGCCC 

TGTCCACACTTCCATCAAACTTCGAAAAAG 

Sequence 4107 

CCCTTAGC GTGGT CGCGGCCGAGGTACAGTAATCCTGTGAGAAAGACAGGACAGAAACCA 

CTGTGCCTATTTTACAGATACGAAAACTGAGACACAGGTAAAGGGGCTTGTCTGTAGTCC 

CATAGCTAGCAGATGGCTGGAGCCAAGACTGAGGCTCGTTCTTCAATGCTGAGCCAGGGC 

TCCTTCCGCTGCACCACAAGAACGCTAGTCCACTCGCCACCAGCCTTCTCATTCCCTCTT 

CCTCCATTCTAATCATTTCTAGCTGGCTGGCCTCCACAGAGCATAGGAAAACAG 

Sequence 4108 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTTCTATGGATTATAGAGGTAGGGAGGCACCTC 

ATATGAACTACAGAGACAGGGATGCTCACGCTGTTGACTTCAGAGGTAGGGATGCTCCTC 

CATCTGACTTCAGGGGCCNGGGGCCACTTATTGATTTTAAAATTTTTAGAAGGGCCCGGG 

GGMT GGGGA TCCCCCATGGCCAGAATTTTTTAGGGGGGGNAAAGGGGGGATTTTTATTC 

NAGNAAI I I I I G GGNAATTT TTTTAAGGGGGGCCCANGGAAGAAAACCAAGGTCCCCCGG 

TT TNCCTT GGNATTTT TTTTNAGG GGGAMTTTATGGMGGAATTGGTTNATTTCTTTGG 

AAi 1 1 1 1 1 GGGGAACC 1 1 1 1 1 1 I INGNAAGGNACCAATANANGGAACCCGNGNANANCCA 

ACCAAMTGGTTAAAGAMCCTTTTTTTANAGNAGGGGNNCCCTGNAGGGGGTTTTCNAA 

GGGGTTACCCCCTT7CTGGGGCCCCCGGTNGAAACCCNACCGNCCTTTANAAGGGGGGCC 
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Sequence 4109 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATCCCCCCAGCCCTGGGAGCAAGAGGA 

CAGCGAGACTTCAAGCCTTCACACCTTAGCACAAAGTGTGTCAGTCCCCACACATCACTC 

CTGTGAGAACTCTAGGACCCAGCATACTAGGAATATCTTATGGATCAGAGCTGTCACCAC 

AACGGTATCCATTATGGTAATGTGGAAATCATAATTGGCTTGTGAGGTTAGGAGAGAGAA 

GAMGTTACTGTATTTGAAGTTCAAGGGAGCAGTATTTGCTTCTAAATTGCTATACCAAA 

GCAGGGAGG AAAAG ACAMTGCTATCCTTTTTGTTTTAAATCTGTAAAGAACTAAAGAAA 

TGGAGCAGTATTTTGATTTATCCTTTTTATCTGATTACAGGGAAAGGCAAGACTACAAGT 

TACTGAGCACCTCCCTGAGAAAAT 

Sequence 4110 

CCCTTAGCGTG GTCG CGGCCGAGGTACTATGCTCTTGCATTCTTTTTTCTTGTCTCTTCT 

AATCTGCTTTGATTTTCTATTATACATCAGATAAATTGCCTTCCATAGAAGCAAGGGACT 

AGTGTAATTTGMAGCAAGAATTTACCATTAAATTGCATTAAATTGTATAGGAAATTGTT 

GAGATAAAGTAGTTMGGTATTTATATTMTGTGACCTTGATAGAACTTTAGAGAAACAA 

AGTMTCAGAGTGGGCMTACTACTTCTGAATTTCCACTCTGAGTTAAAAGCGAGGTTAA 

GCTTTAmCTMTATAMTTTGTTTTTTCCTGCTGTTTGTATGA 

AGAATCGTGTTTCTTAGGATTTACCCAAAAGAGTTATATTGTTATTNAGAAAGTCTCTGG 

GGTTAAATTGCTTGTGTCTATTMTTCTTTAAATATGATTTT 

Sequence 41 1 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTATTCCTTTTACCTAGCCCCTTATATTTTTA 

TAGCACTTTCCCTMT ATCAC ATATGTATTTGTTGACTTTCTTCTCTGGCAGAAGGTAAG 

TTCCATGAMGCAGAGTTTTGTTTGGTTCATTTGCCTGTTCCAAGTACGCGGGGGTAGAT 

CTTCMTTTGGATATTTGGAGGAGTGMCATCGTTGTTTTGCTGGAGGGAAGATCTTGAT 

GGTGTTTCTTTCCCCAAAAATTGACTTAGATATTAAAATTTGGTGCTTATAAGAGAGAGT 

TAAAAAAAAATAGGATTGCTT 

Sequence 41 12 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGACAGAAGTAGTATAAGAAAAGGAAATCAAACA 

MGTCMACATTTTMGTGTAGCTCTTGGTGCACTTTAAAAAATTATTAAATTGAAGCTG 

TAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTG 

TTCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGGA 

CTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGTTGATACATAAAGCC 

AGTGAGTGCTATTTGGTAAGGATATATTTATATTTAAAGGTCTTCATACCGGTTATTAAC 

TAGCTCCCAATATTACTGGAMTGGATTTTCTCCCAAAATATCCTATTATTTAAATTATC 

ATGCCTGGCAMATTTMTTAATNACCTTTGGGTTTTGAAAAA 

Sequence 4113 

CCCTT TGAGC GGCCGCCCGGGCAGGTACATGATTGTTTTGGTTATMTTTATTTATAGAA 

TGTATCTTTTCTATATTACATTCTTMTATTCGCCAGATATTATATTGACCATTCTCTTT 

MCTTCTTMTGTGGCATATTTCAACTCTCCTTTCCCACAAACAGCTTCATCTGTCTCCA 

AGGTTMCATTCTGMGCTGGAGAGTCCTTGGAGAMCTCTGCTCAGCTTTTTTGTGACA 

TTTAGAAAMTGCATTTGGTATTCTCCAAACCAGAATGATACATTGTCTCAAAATCTGTT 

AGACAGCTGATGGGTG I I I I IGAGCAAC 

Sequence 41 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATACATCATATGAAATAGAGAAANCTAACTAT 

MACCAGTATATTACMATCCTTGATACCGTTCTCAMTTGATTAATTCAGTGGTCTTCA 

MTACTAGGTCTTGTATGACCCTCACATATATTTAAGTTGCCATCTAAAACTTTATCATA 

AGCTTCCTAGTTATAAAACATGGAGTTTCCTGTGTACAAAGCAGACTGCCCGCAAATCGA 

CCGGTGGTAAAGCACCGAGGAAGCAACTGGCTACAAAAGCCGCTCGCAAGAGTGCGCCCT 

CTACTGNGAGGGGTGAAGAAACCTTATCGTTACAGGCCTGGTACCTTGCCCGGGCGGCCG 
CTCGAA 

Sequence 41 15 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAAAGGATAATTTATATCTTATTAC 

AGACTGATATTTTGCCTTTTCATGTGTCATCATACTGTCAGTATATTAAAAGAAATTACA 

GCCTAAAACTTAACATATACCATACATATATATTAAGGTGTCAAATAGCTATTCTCACTC 

ATCTTACAAATATTGTAAGAGCAATAAAAATTAATTGAGGAATTATAAGCCTACAGGTCA 

TCAGCCTTGAGGTGATTACTGATGATTTGGGCTTACACACATGTCANCAAGATAGGGAGT 

GTGGATAGGGGAGGGCTGGTAGCTAACAAGGGGCCTCACAGAGAAATATTAGTGACTTTA 

ACCAGGTTTCAGAATCTGGGCCTTACCTTTACAGGTTCAACAAAAGAATGGCATCAATAG 
AG 

Sequence 41 16 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTTCACTAACCTATAATAAATCCTTAGAA 
GCTATCAAAAAGAGATTACTCTTTTAAAGGTCCCATCTGGAGTAAAATTCCATGACTACA 
ATAG TCATT CTCGCTACGCTTTCTTATAATTTCTAAAGTAAATCTAGTAGTTACTCAAAT 
AACATTTTTCCTCTTTGAG I I I I I I I I I 1 1 1 1 
Sequence 41 17 

CCCTTTCGAGCGGCCGCCC GGGCAG GTAC I 1 1 1 1 1 1 I GTTCGAGAATAAAGACTATACAA 

TTAGTTTGMCTTCT GTTATG TTTTTTAATTAGGACATGGAAAGGAATATAGGGTAAGGT 

CAATAAGCCTCGCTGTT TTTGA TCTCAATGAAAAATTCTAGGGCCAGGCGCAGTGGCTCA 

CGCCTGTMTCCCAGCATTTTGGGAAGCTGAGGGAGGCGGATCACAAGGTCAGGAGTTCG 

AGACCAGCCTGGCTAACACAGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCA 

GGTATGGTGGCGGGCGCCCGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAANAATGGC 

GTGAACCCGGGGAGGTGGAAGGTTTGCAA 

Sequence 41 18 

CCCTTCGAGCGGCCGCCCGGGGAGGTACAAGTTGTGACATTCGTTCAAGTTGCTGCTACA 

TGGGTATTCTGAGCTGGCTACCAGGAAGGACTCCTGCGTTTCCGAGAGCCAGGTCAGCGT 

CTCTAGGAGCCGTGGTGCAGGTGCATGGTGCCCAGCACGGCACTGTCGTACCACCTCAAG 

TGCCTCCCCAGCTCAATCTCCTTGTTACAGTAACCAGTCAGATGACGGCTCAGATACAGA 

GATGGCTTCTGGTTCTMCAGAACACCAGTTTTTTCCTTTTTAGATCTCACTTACTGGAA 
AAGA 

Sequence 41 19 

CCCTTTCGAGCGGCCGCCCGG GCAG GTACCCAGATGCCACTTGTCAGCAGCAGGATACTT 

TTTGCAACACGAAAGCATAATTATTTTAGAAGAAGAGAGTAGAAGGGCAGAATAGAATTC 

AAC TTAC AGAAGCAC GGAG TAGTGTGTGGTTGGCTGTTATCTGTCCCCCTGGGAGGAGGA 

CTGTTTTGCTCCCTTGTITTGATGTTAAACAGTAGCTTAAAGGCTTTCCCCCCCATACCA 

ACTNA CAGCCAAATGACAAAAGAACCGTGGGGGTTTCAACAGAATTCTACAAAACATGCA 
TTTTTCCCTTT 

Sequence 4120 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATCCTGTATGTGGGGTCCATGCCTCTTAAGA 

ACTCCTTTCGAGGAACTATCCGGTAAGAAGTATCCTTTTCACATATACCTTAGCAACTGG 

MT AAGAT TAGG ATAGAC TAGGACACCAGAATTTTTGAGCAACAGTTACAATTCCTATTT 

TTTCTTTTGCCCGTTTTTCTTTCTTCTTTGTGCTTTGATTCTCCCCTAGTAGTATCCAAA 

AAATACATGGATGATCTAGGACAAAAGGAAAATATTAACGAGAGGGTTTAAAAGTAAAGC 

AAAGGCTGGGCCGCGGTGGCTCACGCCTGTTATCCTAGCACTTTGAGAAGCTGAGGCGGG 

TGGATCTCTTGAGAATCAGGAGTTTGAGACCAGCCTAGCCAACATGGTGAAACC 
Sequence 4121 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGGCGCGGGCCTGTGAGCCAGTTG 

GAGTTGCGGCGGCGGGAACGATTGGGCTGAGCAGAGGACGACATGTTGCTTTTCGTGGAG 

CAGGTAGCATCTAAAGGAACTGGTTTAAATCCTAATGCCAAAAGTATGGCAAGAAATTTG 

CTCCTGGAAATACTGATGCCACCCCAGTAACTCATGGAACTGAAAGCTNTTGGCATGAAA 

TAGCAGCTACATCAGGTGCTCATCCTGAGGGTAATGCAGAGCTNTCAGAAGATATATGTA 

AAGAATATGAAGTAATGTATTCTTCATCTTGTGAAACCACAAGAAATACTACAGGCATTG 

AAGAATCAACTGATGGGATGATTTTAGGACCAGAAGATCTGAGTTGCCAAATATATGATG 
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TTTCC 

Sequence 4122 

GCAGAATTCGCCCTTTNGAGCGGNCGTNCGGGCAGGTACCTGATTITATTTCCAGTTTTN 

NTCCGMTTCACTGGGGMTGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTA 

ATCCTGAAAGTCTTGTGAGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGG 

CGGAGAAAGGAAGAGCCCCGCGTACGCGGGCAGAAAGAGCTGAACACTCTGTGCAGCGAG 

TTACATGTTGAGCCATTTCAGGAAGAAGGAGAGACGACCATCTTGCAACTAGAAAAAGAT 

TTGCGCACCCAAGTGGAATTGATGCGAAAACAGAAAAAGGAGAGAAAACAGGAACTGAA 

Sequence 4123 

CCCTTAGC GTGGT CGCGGCCGAGGTACTCTTCTGACTTTTCCCCCACAAGCTGCTAAAAA 

GATCATTGCTTTTCGTTATATTTTGGACTGGTATACCTGGCTAATCAGCATTCACTGGCA 

AACAGCACTGTGAGGAAGACAGCTGCCTAAGGCCTGTTTGTCACCCTGGAAGGGAAGCAG 

CAGAGAGGTAGAAGTATCCTGAGAGAAGAAAATAGCGTCAAAGAGGGAGAAAGCAGCAGC 

TCCATCAAGCCCTTACCACATGCTGTGCCTGGACTTTGGTATCTCATCACTTTGGGTG 

Sequence 4124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGTCCGGGACCCTTGGCGACAGAAGACAG 

CCTCCGAGAGCGCGGGCTTCCTGTATAAATGCCTACTTGTCTGGCAATAAAGCAGCTCCC 

AC TAACC CCAACCCAGGCCTTAAGACTGGTTGGATGACTGATTTAAGCCTCCATTGAGCT 

TTATTTTCGCACCTGTTTAATGGGAAAATAATAAAAGCTTAGATTTATTGAGCACTCCCT 

GTATATTTGMGCATGGTGCTAAGCATTTAATACATATTTTGTCATTTAATTCTCATTAA 

ACCAAATGAGATAGGGATAATTATTTTGGCC 

Sequence 4125 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACTTTTTGAGGCTGCAAGATTAAATGAGA 

TGATGTTTGTAAGGCCCCTAATAAAATTGGTGTAAGCCAAGCCCTCATCAAGTGGTATTG 

ATACCA TGTTGG AGATGATGGAGGAGAACAACTTATGTTAATTGTCTTTAAAATGCCTTA 

ACTTCAATTTTTGGGAAATTTAGCATATTTCAAACAGAAATAAGATGTAAATATATATTC 

AACACTTTAGTAACAGGATAATTATTCCAACAACATATTAGTTGATCTTAGGTATCAAGG 

ATAAA A GGAAT ACATTGTAAGTGTGATAATATAAATAAATGTAAATTCTTTAAAAAAATT 

M 1 1 1 AATTTTTAACTTTTGTG 

Sequence 4126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTTGTGTCTAGTTTTAACCTTTTGATCCCAG 

GTCCTGCCATGACCTTCAACATGGGGGCCAGGTCTTCAGCATAGCGGCACATAGGACCAG 

TGCACAGAAACAACTCTTGGGCTCCCACAGCCAAGGGAAACTGACCTTTGTTGGGAACCA 

CACCTGGAGAAGGCTTGTGTCCAAATATACCATTGAAGAAAGCAGGCATTCGAATGCTAC 

CACCAATATCAGAGCCCACACCAATAACTGAGCAGGCAGCTGCCAGTGTGCAGCCCTCAC 

CACCAGAACTTCCACCTACAATATGCTGTAAATCATATGGGTTGTTTGATCGGCCATAGA 

TCTTGTTACTGGATTAATACCACATACAC 

Sequence 4127 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGACAAACAGTGTGCACCCAGGTGCCA 

CTCAGATCAGTGGTGCATGATCGGCCATGCAGACCAGAGCTGCTGGGGTTAGAACATTCT 

TACTTTGTTT CCTCCC CATATTCTCCATTCAAGGAGGGGTCTTTCTCCTGGCATGATTAC 

AAAGGATAGATTTTTGCCTGTTTATGGGGAAATCACAACCAGAAATATTCAACTTGAGAA 

GAAACTAATGGGCCTAGCAACTTAATATAGAGCAGACTCACACCAGAACTACATTCCCTG 

GCCCTCTGCCTGTGTGCTTCTGGCCAGGCCTTGGTTGGCAAGTCTGACCCGAGAAAAGGA 

TCTGCAGAAMTCAGACTATGGGATCACTTTGTTTGTGCATTGGGAATGACATTCTTTCC 

CACCCCAGGAAAACCTTTGGGACTTTCAGAGACATTGTGGCTAGCCAACCACATGGTCAG 

CCTCAAAGTTGAGAGGCTCAGTAACCCTCCTATCCCTAGAGAATTCCAAAGTGTGGATGT 

AATTTAACTAGAAAGCCATTGGGGACTATCTTGTGATCCTTTGGAAAGTATGCTATGGTN 

GGGGATATCTTTGCATCCCAAGCCAGAGGGAACCCCAATGACTAGTAAAAACCGGNGGGC 

TCMTGCCCCACTTANCCCTCTGNCCTTTGAATTTTGANCATTANTGGCGTTTCAACCTG 

ATAAAACCGGGGAANA 
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Sequence 4128 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACTAATTGCACTTAACACAATGAACCTTTAGTT 

TCCMCCAGTTTTCATTCTCTGCAGACCCGGGCTTTCTTTTTATAAAAACTGCTTTCAAA 

GGGCATAGAGACACCACACATGGTCCACAGTAAATTCAAATAGAGAGGTGCAATAGTTGC 

AGTGGTAMCACACAAAAAMTACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAG 

CATGTGCCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAATTAA 

GTTACAT GCATAATG CTAAAAGAATGTGAGCAATCCTATAACCAGCTTTAAGCCATCTGC 

TTGATTTCI 1 1 I I 1 1 

Sequence 4129 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTANAG 

TTGATCTACTCCANCGACTNTTTCGACTTCTTTGCGGCCACCATATGTCTTACCTGAATT 

ACTGCAACAGCCTCTTMTTTGTCCCCCATTGCTAATCTTATTTCATATCCTTCAAATTC 

GTGTCCATAGTTTAGCTAAAATGATCTTTCTAGAATGTATGTGTGATCTGTCTAGAGCAC 

CATTTAAGCCTCCCAGTGCTTTCCTTGTCTCTCTAGCTTTTATCCGTCACCAAGCCCAAA 

CTCCACATTCTGACCATAATACGTGCTTTCTAAGTTCCACCATGCCATGATCTCCTGCTT 

TCAATACATGCCCCTTTGGCTCTTCTTTAAACCTCNCCTACTTGTTTTNCTGNTATCTCA 

NGTGGTATTAAATGAN ANGAAGG AAATAAAATTG N AAA 

Sequence 41 30 

NNGCNCTTCGGANCGGNCGTCNNGGNTATGTGCTCAATTCCCCTTTCGAGCGGCCGCCGG 

GGCANGNNCTTTACTNCTCCTTATTTTGNGGGNGGGAANGCANCNCGGAAATGCCCTGTG 

ACTGGCAGCGGAAAAGGCGACCACCNCTTGTGTATCTTCACTTTAGATCTTGCAGGCATA 

T CAACT GTGGTTCTAAATGGCTATGATGTNNTAAAGGAATGCCTTGTTCATCAAAGCGAA 

Aim IGCAGACAGACCATGCCTTCCTTTATTNATGAANATGACAAAAATGGGAGATGAG 

ATGGATCMGGTNAAAATGACCCATCATCTACTTTCTCCAAAGAAAACCTAATTTTCTCA 

GTGGGTGAACTCATCATTGCTGGAACTGAAACTACAACCAATGTGCTACGGTGGGCGATT 

CTTTTCATGGCCC 

Sequence 4131 

CCCTTTCGAGCGGCCGCGCGGGCAGGTACAATATTGTAGCTATCTGT7TACCTGTCTTTA 

TTCCCCATCCAACTCTAAGCTCGGAGAAGACGGGAACACTGGAATCTCCACAATCTAGCA 

GAGTGACTGGCATACAGCACAGTAAAGGCTTCACAGCTAGTTGCTGAGGAATAAAATGAT 

GCCTAMGTAMGACTTTTCMCAAMAATMTTMTTTAATGTTTTAGAAAGCCCTCCA 

TGTMCTTTTGTAMTCATATTTAATCCTCTCMAATACAAAGMCTTTGATATTTTCTT 

CTGTTTCTTTCAAAATTCMTAAAAAGGCTTTMCTTAAACCCTTTGTGCTGATTTTTCT 

TATAAACATGCNCAACTCAAAAAAAAGTTNAAATCCCCANAATACTAAAATCAAAAAGGA 

GATACTTTACTGGCTTAAGTGAAAAATTCTAAAGTCTTGCCATGTGAAAAACTCTTTCTA 

TCCTMTCATAACAAAATCAAGGCTTACTAATTTAAACAAATTCTTGGAAAGTATTTCTA 

CCTTATNGANAACMNCCAAACCCCCATlvrrTTTNTTTCAACAAAAATATGGTATTGTTGT 

ATTMCTCTCCACATCCTTT7TTTGGTTATTCTCAAAAAATTTTAAAACCCTTTAAAAAA 

AAA 

Sequence 4132 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGATTGTATTTTCMTTTTTATTGAAAT 

CTGTCCTTTGCCCACAGTCGGGTTTCTTTTCAGCCTGGCCCAATCTCTTTCAGTTCCTGG 

GCTTGAAGGCCTGTGCTMTCTGTATCAGACATCAAGGCAGATAATTGAAGGGAGAACfC 

TCAGGGGGAGAGGGAAAGGGAAGGTCACCTCAATCTGTCCCACTTAACTAGGGAAAAATT 

TCTAGATGAAATTTGTGAAATGTTCAAATTACAAAAGGGGGAAGATGAAGATGGTTTGGG 

TCTGAAAGAAAAGTAT 

Sequence 4133 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACCACTGTGCCTGCTTTGAATCCTTTACGAAG 
AGAAAAAAAAAATTAMGAAAGCCTTTANAT7TATCCAATGTTTACTACTGGGATTGCTT 
AAAGTGAGGCCCCTCCAACACCAGGGGGTTAATTCCTGTGATTGTGAAAGGGGCTACTTC 
CAAGGCATNTTCATGCAGGCAGCCCCTTGGGAGGGCACCTGAAAGCTGGTANAGTCTGAA 
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ATTAGGGATGTGAGCCTCGTGGTTACTGAGTMGGTAAMTTGCATCCACCATTGTTTGT 
GATACCTTAGGGAATTGCTTGGACCTGGTGACAAGGGCTCCTGTTCAATAA 
Sequence 4134 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC7TCGTGTAATTCCACCTACCCAGAC 
AGGAATGGCACAAGTGATTATACCTCAGGGGCAACTTGTGGATGTNGAAATAGTCCTCGG 
GATGTCCCTGAAGAGAAACCCAGTNACAGAAACTTA 
Sequence 4135 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTCTATATTCTAACTGTAGCCNTTCCTG 

TGTTCCTGGTTATCCNNTATCTGCTGTTCTGGAAAGAAACAGACCAGTGGTATGGAGNAT 

AAGAAAAACTGATGCACCTCAACCCGGGATTGTTGAAGGGAAGAGGGAANAAGANTAAGG 

GAAGNAGGGAA ATTGG GACCAAGGGGAATATTNAAGGGAGGGAAGNGAAAGGGGAGGAAA 

NNAGNAANACCCTTTTGMGNGAGNAAAMCCANGNAAAAANAGGTTGAATTGCCTTGGA 

MGNAAAMMTTGGNGTTGGGGCCACCTTTGTTCCANGGTCCAAANGAAGGGGNAGGGG 

AAANGNAACANNGGAAAAANAACCCTAAAAAAAGTCNAAGTAAGGGGAAGGGGAATTGGA 

AAAAATTT 

Sequence 4136 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCAATGTGGGAAAGGTATAGAATCAATCTC 

CMGCCTTGMTAGAGCCTGATGAMTAAACGCGTTCTTATTTATCAGGCTTTATTACTA 

GCGATCAAATATAGCACAGAGAAGGATTAGTAGAGGAAGACATTCTGACATGAAGGGACA 

TCT GAAA AGGCTGGAGATAGGAAGACTAAAAACTAAAAAGGCTATTTAGTGTTAGCGCAA 

ATGTTTTACTATCTCACCTCAAAATn"AATGMGTATTTTAAATATATTGTGACAAAGTG 

TGATMGTMTCTTMGTTAAAGTCTTTMGMTGATTTAACACCGATATTCACTTTCTC 

TATTTNAAAANGCAAATAGCTGGACGTGGGTGGCACACGCCTGTAATCCCAGCTACTTTG 

GAAGCTGGGGCCGGGAAGGATCACTTTGACCCCAAAATTTGAAACCCACCCCGGGCNATA 

TAACGAGGAACCCGTCTTTTTAAAAAAAAAAAAAA 

Sequence 4137 

CTTTTTAMGCTGCTTGCAAAGTGTTGGTGATTTTACTGAAAACTTTTGAGATCT^ 

TTACAGGCAGACCTGTCTMCTACAAGCCAGACTTGGGTTTTCTCCTGTAGTTTGAANAC 

ACACTGACTCCTGACAAAATGCAGCCTGCAACTTNCTGGANAACAACTCANTGTCACATT 

AMGTTTATTATGTATTTMTGATACACTGTTTMTTGACAGTTTTGCATAGTT^ 

ACTTTAGAG AATTAA GAGCCTCTCAACTGAGCAGTAAAGGTAAGGAGAGCTCAATCTGCA 

CAGAGCCAGTTTTTAGTGTTCGATGGAAATAAGATCATCATGCCCACTTGAGACTTCAGA 

TTA 

Sequence 4138 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACTAGAGTGGGGAAAAAGAAGAAGAAAACAA 
AGGGACCAGATGCTGCCAGCAAACTGCCACTGGTGACACCTNACACTCANGTGCCCGGGT 

AAAAAATTAACTTGAANTTAGAAGAAGAAATTAAAAGACTNTCTTCTNATGGGAGNGAAG 
AATTC 

Sequence 41 39 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTTTATTGAATTGATGAATTG AI I I I I I 1 1 

TAGTMTCACATAAATTTCTGTMGATTTGTTATACATTGTTTACTGTCACAGAATCATG 

TTTTATATCTTCAAGCTCAMGCMGCTTTCAAACTTGMTTTAGTTCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGTTGATCTTTATATAtACAAGGAAAACGCANAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAGCATTTCTATAAAATAACAAT 

TAAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTTGATTGGATGGAAAGGAAGCAAA 

AATATT 

Sequence 4140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCATCGCGGTGCTCATAGACGAACTCCGCA 
ATGAGGACGTTCAGCTTNGCCTCAACAGCATCAAGAAGCTGTCCACCATCGCCTTGGCCC 
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TTGGGGTTGAAAGGACCCGAAGTGAGCTTCTGCCTTTCCTTACAGATACCATCTATGATG 

AAGATGAGGTCCTCCTGGCCCTGGCAGAACAGCTGGGAACCTTCACTACCCTGGTGGGAG 

GCCCAGAGTACAAAGGCATGGGGCTGTCCATGGGCACCATGATCTGTGGCTGGGATAANA 

GAGGCCCTGGCCTCTACTACGTGGACAGTGAAGGGAACCGGATTTCAGGGGCCACCTTCT 

CTGTAGGTTCTGGCTCTGTGTATGCATATGGGGTCATGGATCGGGGCTATTCCTATGACC 

TGGAAGTGGAGCAGGCCTATGATCTGGCCCGTCGAGCCATCTACCANGCCACCTACAGAG 

ATGCCTACTCAGGANGTGCAGTCAACCTCTACCACGTGCCGGGAAGGAT 

Sequence 4141 

CCCTTTCGAGCGGCCGCCCGGGCAGGCAACACATTAAGTTACTTCCTATTATAGCCCTTA 

TGCCTTTGCCTATGTCAGCTATCCCAATGGTCTCTAAACATTTTTGATCAAGCATCCTTA 

CTACTAAMAAATTTGTAACACACCCTGAAAAGTTATATGTATTATATCCACTTTCTTAT 

GTATTTACATAATAAATACATAGTATACACACTAATATATAATGTATGTAATACTAAAGT 

ATTACA 

Sequence 4142 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACAGCTCATAGGAGAAGGGGGAAAAAATTA 

AAAAAATTAAAAAAAGCTCTGGGCAGCAGGCAGCCAATCAAAACGCCAGAGCCCGTAATG 

AGGGCGATTGATGGCTGTTTGGCTTTTACTGCAGGGTAATGAACTAGAATCCAGTCTGAG 

GAGG GGGAAAAATATGAATATTCATGAGACTGTGCTCCTGCCTTTGATGATTAAAGAAAT 

TTTTAATATTCAAATAAGCGCTTGCCAAGTGATTAACAAAGAACAAGCACGCAGAAATAT 

GGAAATGGGAGCCGGGAAAGATTTGAGAGGCGAACGTACCTGTGGAAGTTACTTCAACCC 

TGGGAAGTAGGGACTTTCCAGCAGTCCCATATTCTGGATGGGATTTAATGATGGTAAATG 

TAAAACTGGAAGTGGAGAT 

Sequence 4143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGG 

TATCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAA 

CAMGTCAAACATTTTAAGTGTAGCTCTTGGTGCACTTTTAAAAAATTATTAAATTGAAG 

CTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATT 

AAATTCATAATATTACAATTCTGAATTCCT 

Sequence 4144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAAACTGAATGCTCATGTTTCCACCTGC 

TTCTCGAGAAAGACAAGACAGAAGCGTGATCTCGGATGGCTGCAAGACAGGTATAACCCC 

CCCGCGTACCTCGGCCCGCGACCACGCTAAGGGCGAAATnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnCGAAGCTCNGTACCAAGCTTGGGCGTAATCAATGGTCANTAGCCTGT 

TTTNCTGTGTGGAAANTTGTTATCCCGNTCACAATTTCCACACAACAATACCGAAGCCCN 

GAAAGCCATAAAAGGTGTAAAAAGCCCTTG 

Sequence 4145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAGAGGATCACGTAATTGCAGGAAATGTA 

GMGAATTTCGTAMGATTTCATTTNTAGAATATGGCTGACCTACAGGGAAGAATTCCCT 

CAAATAGAAGGCTCAACTTTGACAACAGACTGTGGGTGGGGCTGCACATTGAGAACTGGC 

CAGGATGCTNTTGGCTCAAGGACTCATACTACACTTTCTTGGTAGAGCTTGGACCTGGCC 

TGATGCTTTGAATATTGAAAATTCAGACTCTTGAATCATGGACTTCCCACACTGTCAAAA 

MTTTACTGCATCATTTGAAGCATCACTTTCAGGGGGAAAGGAGAATTCAAAAACCCCCA 

ACAAATTTCTTCTGAAGGAAACAATTTGGG 

Sequence 4146 

GATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I I 1 1 1 1 1 1 1 

' AAACAGATGGTCATTTCAGCTCCTGGCTAAGGCCACAAAGCAAAGTGTCCTT 

TATTCACTGATTGTTGTTTGAGCAAGGGTGCCCTCCTCCCCCTTGCCAGGCTGCTGGGAG 
TGAGACAGATACAGCCTTGGCAGCAGTGTCTTGGAGTGATTGTGAATAAGGGATGTTTTC 
TCTCCTGTCTCTCTCCCAGTGTCTGGATGCCAGCCGCCCATGGCTNTGCTATTGGATCCT 
GCACAGCTTGGAACTGCTAGATGAACCCATCCCCCANATAGTGGTTACAGAGTGAGTCTG 
TCTTTGGGAAATCTGGGGTGTTCTCTGAMTTGTNTTTTGAGTTTGGGATTTTGTTTATG 
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ATNCTGTTTTGGTNGTNNGGGAATGGAAAAAAAACAGTGCCACAAANAAAATCTTTGCTC 

TTTTTAATGACCTCCG 

Sequence 4147 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTAATTACTACTGTATTTGCAAATTAAGGG 

AMmAGGTCATCATTATGATTTTCTGAAATCTAAAAGGAACTGACCATCATTACCAAG 

TCTTTCTAGATMTC MGGGG TTAGATGGCCTGTTTTTAATGGTAGGGAAATrTAAATGG 

T AGGGC ATT TCCCT GCTTTTTNCAGGGTTTTTNAGGTATGGAAATTCANAAGGCCAATTA 

A 1 1 m i i AAA I I I 1 1 NGCNTAGGTTGCCAAAAATGGGNANCCCCANTTAAAATTTGNGTA 

AAGGGGGCCTTATTGTTAAAACTTATCCACCAAGNTTNTTGGCNATCNACCCCAACNAGG 

NCCCANTTGG CCCCCA G TTTGG TrCCANCCAAGGMTTTCCCTTCTTTTTGGTNNGCCAA 

TTTTCCAIsrTCCTTTTTTCCTTTTAAAAAAMMCCACCAATTTNAANAAAGGGGCCNTGG 

CCCATTAAANAAAAGTCCTTCCAATNAAAAAAAAAANCCTTAAAAANTTTGGAAAAGGGN 

MCCMGNGNTNGGGGATTTCCGGCCCCTTNGAAGGNGTTTTGGGGGNAA 

Sequence 4148 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGATCGATGATGACTATAAAAAAAATGGAT 

CTCATCGGAATCTGAACAAAATGAGTGACCAAATCATTTCTGTGCCACTTCTGTGAGCTG 

AGGTCCAGCACTGGGACCATGCCAGGCAAGCATGAGGAGGGAGTTTACAGGGACTAGGGT 

ATTGGAAAACTAACCTACCCATATATATTAGAGCAAATGAATTGTTCTCAGTTCTGTAAA 

TATCCAGCTGTGGTTTGACATAGCAACTCTCTTTGTATTTGCTTGGCAGCATTTATAGAA 

ACAGCTGGTAGACCCTGGGGAACCAGGGCATAGTGAGATTCGTGGGACCGTTATTTCACC 

TACTCTTGAGCCATTCACACATTTGAGCTCCAGAATTATCTGGTCAATGAGCAGTCTCTT 

GAGGGTMTGAGATGGTCMCATNCAMTNCAMGATACTMTGGAGAWACTTTTTTT 

TTTGAGATGGAGTCTCANTCTGNTGNCCAGCTGGAGTGCCATGGCATAATCTTGGNTTAA 

TGGAACCTTCACCTTCTGGGGTCAAGAANAATTTTCCCGCCCAACATTCCTGGGGTAGCT 

NGGGATTACAGGCGCCCCGCCACCACCCTGGGTAAATTTTTGGGGTTGGA 

Sequence 4149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGAGAAGCATGAAAAAGGTGCTCAGAAA 

ACAGATTGTCAAAAAACTTGGGAACCGTGGGTGCTGTTGCTTGGACTGCAAAGGGAATGT 

AGCCTACGCAACCTCCACAGGCGGTATCGTTAATAAAATGGTCGGCCGCGTTGGGGACTC 

ACCGTGTCTAGGAGCTGGAGGTT 

Sequence 4150 

CCCT TCGG CCGCCCGGGCAGGTAC 1 1 1 I I I I I I 1 1 1 1 I I 1 1 1 1 1 I 1 1 I 1 1 I 1 1 CTTTAAA 

TACTATTTTCCTTATATTGTTATCCACTCACTTTCTAAAAATTCATTAAGTCATTTAACA 

TAAATCTGAGCACCAATCATATGCCAATTNTATATTGGCAATACCAAATTGAATAAGACA 

TAGTGTATCTTCCA AGTAA TTAGAGAAGATGTTAACCTACAAAATACTGTATAGCGCTAT 

MTTGGCTAGAATATTTTTAGTCATTAGGTAATGAATGCAAATCACTGCATATCATTGTT 

AAATCTACTTTGGGATATTTTATGTTTTAATAGAAAAA. 

Sequence 4151 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCC 

CGGCTGGTTATGGAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAA 

TGACTGTTTCCAAGTTCATGGCAATTNAGAAGGCCCTTNAGCCAGACTGGTTCCAGTGCC 

TCTCCGATGGAGAA GTATC TTGTAAGGAAGCAACTTCCATAAAAAGGGTCAGAMGTCTG 

TTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAGTCATGAAGTT 

CTTCANAAGAGTGTGATCATTGGAGTGATTGA 

Sequence 4152 

CCCTTTCGAGCGGCCGCCCCGGGCAGGTACCCCGGGGATACCTCTTTACGGACTCCACTT 

ATGACTCCCTAAAGCCCATGTCGAACCCCCATCGCTGGGTAATAATTATGCTTTGTTGTT 

TGGATATATGGAGGATGGGGATTATTGCTAGGATGAGGATGGATAGTAATAGGGCAAGGA 

CCCCTNCTAGTTTGTTAAGGGACGGATCGGANAGTTGTGTAGGCGAATAGGAAATATCAT 

TCCGGCTTGATGTGGGGAGGGGTGTT 

Sequence 4153 
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CCCTTA6CGTGG TCGC GGCCGAGGTACGCGGGGCCTGTAGCCAGGCGCCATCTTTGACGC 

TGGCAGTCTTGGTTTTCTGCTAGTGCTGCTGCGCTGGGGGGACGACGGACGGCAGCGGCC 

AAGCAAGAAGAAAGACGTGGCANCAAGCGGGAGTCGGGGATAGTGTCATCGGTTCGGTAA 

AGTTTCTGTTCTCTGATTTGGGGATATTCCCTGCCCAAAAAATTNCTGGAAAATTGACTA 

GTATTAAGTGTGAGTAAAAGGNGTCCACI I I 1 1 1 1 I AMGTTTTGATTTTAGNTTTGNCT 

TGGATAGTATTTGGCAAGAATAACCTAAAAATTATGTAGTTTTATTACATAAGAATCAAA 

AMTGCTTTGGTACTGGGCTGGGTTCAAAAGTTTANMCTCATTTNTATGTATTAAAAAN 

NGGTTTTTTTGGGTTTGAA 1 1 1 1 1 I I I 1 1 I AAAATN 

Sequence 4154 

CCCTTTCGAGCG GCCG CC CGGGCA GGTACATGTGCACAATGTGCAGGTTAGTTACATATG 

TATACATGTNCCATTTTATATTTTTTGTANAGACCTNATTTCATCATGTTCCCCANNCTA 

NTCTCAAACTTCTAAACTTTAAACAATCCTCCTATCTCAACCTCCAATTACAAAACATAA 

ACCACCTTACCTAATCACATCTATTTTATTTCNATTTTTACTTTTTNAAAAMTTT^ 

NMCATMTNCACTNCATTTTTCCAAACATCCAATATCAAAATAAAAAAATTTTTATAAT 

ATMTCTAMTCAATACCAAAMCCATTCCATTMCATTTATTAAATNAAATTTCTTTCT 

TTMCCTTC CCTAAAM CCTTTNAAMTTTCNATTTTTAAAAAAATCTTNAAAATTCCTA 

AAAAAATAN 1 1 1 I I 1 1 CCCATATAAMTAACCCCAAACCTTTNATTTCATTTTTTCTTTT 

Sequence 4155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACACTACTAGATGTTAAAACTATATGAT 

TATTGGCATATA CTGAC TGACTGCAATATTTGTAGTAAATAGGGAAAATAAGTATTTAGT 

T GGAGG G GATMT TTTGAA TCNAAT CACCTTGAAATGTTNNTATGGNAAATGGTAAAAAN 

TATTTT CCi n il IC^NGCTTTTTCCTTTGGNGGNTAAAAAGGGNTAATAATAAATTT 

NCCTMTTTTNNCTNANTGGGAAMTTTCCTTTMTTTTCCAAAANTTAACCNAGGTTTC 

CTTATTTTAAAAAANG NAGGGTTNATTN ACCCTTCCCTTTATTTTTGG N NAATG GGAAAA 

AAAAA AAAC AACCC CTTN A I ) 1 1 1 1 I I I IGGNAAAANTAAGGGTCNANGTTNTTNGNCCA 

NNNCCTTTTGGATCTTTTGGTGMNTAAAAAMTTANCTTTAAAAAAANANAAANTAATT 

TCTCTTTAAATCCANGNNAATN 1 1 1 1 I I I I 1 1 I CCCCCCCCCTTTTAAAAAAAANTTGGA 

AAAATTTTAAATTCCTT 

Sequence 4156 

CCCTTTCGAGCGGCCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGG 

GGCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCAGAAGTTCAGAAGAATGCAAAG 

GATCTCAGTGGGAACGCGGACAGGAGAGCCCCAAACCAACACATGCTAGGGCTCTCTAGG 

CCCTTTCAGGCTAGATC7TGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACT 

GAGGAAACGA AAGTT TCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGACCTT 

GTCCCCTTTTGTTTTCTTTGACTTAAAACAAAAAGAAAATCAC 

Sequence 41 57 

CCCTTA GCGT GGTCGCGGCCGAGGTACGCGGGGAAGGTTCTTTTCCCTCAACACTGTGGC 
CAGTTGTTTTMCTTCACTACTTGGGATGGTMTTGGCATTAGGCGTTTTACCAAGTTCT 
TTA AGCC TTTCTTAATATAACATCTGAATTGGGAGATAGCTCATTGTGGCCTGGGTGCTG 
GACTmTCATATTAAGTCCTGTCTTAGCCAAGGGAGAAGAATGTAAGGATAGGACCACCA 

atatcacaggggctgtctgagcctttacctgtgattttctaccactctgtggccttctgg 
agcaatggacaaccaagtcagctatgcagttnataaaaagtgggacctggttatatgtca 
tccaacagcatatgggccctgcaagcctgt 

Sequence 4158 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTAGCTTTTATTCAT 

TTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTG 

TTCTAATAAATMGCATATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTA 

CTAGTTTTAATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGA 

AAATGTTTTCATTTCCTTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTC 

TGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAACCCATATACTTTNCATGCTGGGC 

ACAGCAAGGTGTGGGTAGGTAGAAAATATAAGATGACTCCCAAGATTTTTGCACCCTGGC 
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ATAdACATATGCCTTTCCAGTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTT 
TGTAGATGTGAATAATGTTCCAAATCAAGTGGGCCTTAAGATAGAAAGATGATCCTGGAT 
GGGCCAAGAATCTTATCAANTTGAGTCCTTAAAGGGAA 
Sequence 41 59 

CCCTT TCGAG CGCCGCCCGGGCAGGTACGCGGGTGATAAAAAAAAAAAAAAAAAAAATGA 

CTGCATTTTTAAGGCCTANCGCTTCAAAGGCTATATTGTCTTATGTGTCTGACTTTGGCA 

TCTGCCCTTTCTGACTTTTGACCCTGCAGCCTTCAGCATGCCGGAAGTGAATGTGGACTA 

TAATGCCAGCTCAAANACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGT 

GGTNTGGGCATCCCAAGTTGACCAGGGAGCCAACTTNTCGGAAGTNTNCAATACCAGNTT 

TGAGCTGAACTCTGANAATGTGACCATGAAGGTTGTGTCTGTGCTCTACAATGTTACGAT 
CAAC 

Sequence 4160 

CCCTTAGCGTGGTCGCCGGCCGAGGTACATACAATATAATGAAAACATGAAGAGATTCAA 

AAGCTTCAATCATATCTCAATATATAAAATATCTTCAGAACGTAAAATATTAAAGCAAAA 

AAGTNGG AGAAAA TAATTNTATAAATGATCCAAAAATAGGAAAGCATGAATAACCATCTC 

AACCACCAl I I 1 1 AAA AAAAAANCATGNTTCCAANAAAATTACNAGCCATAAACCCCTTT 

CCAATACTTTACTTTTGGTGGAACCTTAAACCTTCCAAAAAACCTTGGNTTTAATTAANT 

CCCCAMTTAATTTTCCTTNCATTTAAGTTGGCCCTTTAMTTTGGGTTTNAATTTTTTA 

CNTNGGAATTAAAGATAATTAANCTTTCCCCCAAAGGCCGGTTTAATTTCAANCAAAAAT 

TGGCCTTTAAATTTTCCMCCAACCCTTTTAAGGCCTTCCCTTCCTTTTCTCCAACCTTA 

AAAAANCCTTGGGTTAAAMNGTNTTCNTTTTNTTGGGAGGGGNTCCAAANGGGGAACCN 
CAAT 

Sequence 4161 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 

1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 NGCACAATGAAATACATTACCTCTTCAAAAAAATTT 
TTGTGAATTAATCAAAACCAAGTTTGATATGAAAATAAGAATAACACACTAAAATGATAT 
GCAGCAGACAGGTCGCAAACTTGGAGTGATATTTACAATTCAAAAACCTAAATGATTAAT 
GTCAAAATACATAAAAGACTCCTACAAATCAGTGAAAGAAAGCAATCCAGTGGTGAGGTG 
GAAATGAACAAGAGATGCACATACATTTCACTGATGATCAACAATCAATAAACATGAAAT 
AATACTAAACTTATTAATCAGCAGAGTGAAAAGTAAAA 
Sequence 4162 

CCCTTAGCGTGGTCGCGGCCG AGGTA CCATTCATAAAATGCCCAAAAGAGAGTTGGAATG 

GmTACTATATGATGTGTmGTTTTTGTTTTCAATGAAATTATAAATGAAAATGAAAA 

CMAT TATGC AAAAATTTATAGAATGCAGCTGAAGCAGTGCTCAGAAGGAGATTTTACAG 

GCCTAT TTTTAAAAAGAAGAAAGATGGCAAATCAATAATGCAGCCTTCAATCTTATGAAT 

■ M 1 1 I AAATAAAAAAACATACTAAACCTGGAGCATGTATTAGTAATAATACATACTAAT 

ACATATTAATACACAAGGAACAAGC 

Sequence 4163 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 I 1 1 1 1 1 I I I 1 1 1 CTGTTCCCC 

AGCANAAGAAAAGAAAATCTAATAAAGGATTTCACAACCTACCATCGGGATGATCTTGGT 

CACGCACAGAATGATCTGTCACTTCACCGCCTTTTGTAATATTTTCATCCTTTGCAAAAT 

CTMCMCAAACMGCAAAACCmGGTCAGCATTTTTAACTTGGAAACAGAGCAGCTTT 

CAGCACTAACATGATANATTTATGTTTGAGGAAMATANAATTTATTCGTTTTAAAAATA 

ACCACTCAAATACATATGTTTGCCAAT 

Sequence 41 64 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACATAAGAAATAAATTCAAGCAGAAGAGCATAA 

TAT7TTTATTCTTCATGMTACAGTGTATATGTAMCTACTTTTGTTTGGTCTCCTAGTT 

TTAAAAAAGCACTTTTGGCTTTCACTCAGTAACACTCCAAGTACAAGACTCAAGTAAATA 

GAAAGGCAGCTTTCAATCGCAMTCAGTTTTTCAGATTTTACTGTGGAAGCATATTTAAT 

GCACACATTTGAATGTTACACATAAATAATTTTAACGATGGAGTCCAAGTTCTGGATTTT 

ACATTAGATCTGCATATATAAGACACTTGTGGTCAAATTTCAAGATTGGTAAAGCCAGTT 
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TCAAGCTGCTTATATT 
Sequence 4165 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCACTCTTGTTTCCAATTCACCCCAGGTCAT 

TCAACTCTATAGCCACTCCTAATGCCTCTCCTGAGGTAGGCAAAAGTGGGCTTCCCAAAC 

CAAAAAGATTCACAGATCCATGAAGAAAGTGAACATTCACTTCAAATTTCCTCCTCTGAT 

CTTGGCAACTGCAGGAAATGAAAGCATTTGTCCAGATCTCTGGCAAAGATGGCACTGTGG 

TGTTTTCTCTGGGGCCAGGTTGTGCAAAACCTTATAGAAGAGAAGGCTGATCTCATTGCT 

TCAGACTTGGGCCAAAATTCCACAGAAGGAAGACCCACTACATTATCTGAGACAATGGGG 

GAMGCTGACGTATGGGCTTATTCGAAACTCCTGGAATTTTCAAGTTTCCATATCCACTT 

CTTACCAAATGTTTGGATTTTGGTTGGAGGGACTTCCACTGGCAAACCTGCCAAACCCCT 
GCC 

Sequence 4166 

GATATCTGCAG AATTC GCCCTTGGTCGCGGCCGAGGTACCAAGCATTCTGCTTGGTATTG 

ATGTGCATTATCTTTTACAACT ATTAT CTCCATTTTACAGATCAGGACATAACGGTATAG 

AGAAATTAGACAGAGGACCAGTTTTCCAACAGAGTGCTATGTAGCTTCCACTAAGACCAA 

AAGCCTCCTTCTACTGAGCACTTAATAAGTATGTAGGGCCGAGCTAAGCACTTTTCAAAT 

ATTATCTTTTCTACTGTAGGGTAMATGTTACCTTTTCTAAACTAGTCTTAATAGTTTTC 

TAAGGAAGCTGTTAAGCTGGATATATATAAACTAAAGTAAAACTCCTGGTAATTATCTAA 

TGAAAATAAGATTCfCAACATAAATATGTTTTGAACTTCGGGGCTGAAAAATTATAAACA 

TMTCTNMCCTGCATTATTTTTTCCATTTCCTTTAAAATATAACCCA 

Sequence 4167 

CCC7TAGCGTGGTCGCGGCCCGAGGTACTTTAAAAAAATTTTAACCTGGGAATATTTTAA 

CTCTCA GCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTAC 

ATTmAATG TTGACTT TGGAGTTGGCACACTGGAAAAGAATTAGAGGTAAGATGACTTG 

ATAMGMGCTTrrTTGCTGCTTACAGAACTAAATCCCTTCATATTGAGCCTAGAGTTGG 

TCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 

Sequence 4168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATGTTAATAGATATTCCTGAAATAAATAA 

AGGAATTAGGATGGTTAGGAACGTCCTTCCAGAANAAATGCAAGGCTGGCCATGAAAGGT 

GACTATATCGTAATAGGCAGAAGGTGGCAGCGCAGGTATGGGTCGTAAGAAGAACCTTAT 

AGGAAAGGAGGTCAACTTGCCCCAGTGCCATGAGCTCAGCACTACAACCTGGTGCAGGAC 

TTCGAAGTAATAGAAAGCGAGGCTGCAAAGGTGGACAGGGACCTGAAGACAGAGGGCCAG 

GTTAGTGAGAGCAGACTTACCACG GGCATA 

Sequence 41 69 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

MGTCAMCATTTTMGNGGTAAGCTCTTGGNGCACTTTTAAAAAAAATTATTAAATTGA 

AGCTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTCTAGCTTTTGGAA 

ATTAAATTCATAATATTACAATTCTTGAATTCCTATGTATGTATATGTTAAGNAATCCTT 

TTAATGGGGGACTTGACTTTCATATGGTGTGTTGGCTGCATTCTG 

Sequence 4170 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 

TMCCTCTATCCCTMTGGTGTTTAMTTTTGGTAAAGMMATTCATTTTTTCTTTATT 

TTCCAAGAAATG GTAA GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 

GTCTCTGATGTCTTTTGTGTG AGAC AAGATTTTAGGAAATAAATAAGTGGTGCAGGGAAT 

TGTGAGATTMTTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATAATCTTTATCTCT 

GCTTCTAACAATCTCCTTATCAGAATTTCTAACATATGTAATGATNAGAGAGAGAAAAAC 

TGCCACCACAGGATCAMTTTCATTTCTTAATCTGGAGAAACAGGAGTCTAGTTTTTCCA 
Sequence 4171 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATCAGAAACTTCTCCATAAGGAAAGAAAAC 
TGACTCTCTCTTGAACTAGTGTTGATAAMTACACTMTGTCTTTCTTAATTTTATTTTA 
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TTAGGAGAAAMTCAGMTATTAAATTTGCAAACTTTTGAACAGCAGTAATAGCTCCTTA 

GACACTCAGTAT CTTTCTT CCCTATCTTTCAAGCACATTTAATTTCTTTCCCCTGGTATT 

TGTTTGCTTTGTGI I 1 1 1 1 CA ATATT TTGTTTGCTAAAGAACAATAACAACAACAAAGCT 

GGTCCAGCCCTGACACCTACTTTTGCTTTTTTTCTTTCTTTCTTTTMTTTGTTGAACTA 

TAGGTTTCTTTCTGAGATGTATTTTTCATTCTTCCAATMTGCTCTCTTTTTCATTTGAA 

AACCATTACCACTTTCAATATGTAATTAACATCCTCATTCATCAGAAAGCTGGTAAGTCC 

ACACAGCATTTGTGCAGTATNCCTTCTGTGTNAAATGGTAAAGGCTTTAAGATGAMGAA 

AAAAA GAACTT TCTGCAAAAGACAAAAGCATCATACTAAATAAAATGGATGACATATGGC 

CTTGATTTTTTCTTAATGGAGGTCACANTGGCATTTAAGAAGGTAAAAAAAT 

Sequence 4172 

GCTCNAGCGGCC GCCAG TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGC 

CCGGGCAGGTACATTTTATTGTGGCCGGTGGCCAGGGGGGAGTGGGGGCGGTAGTCTTTT 

GCATTT ACTMCTCCTTATTTAGACATTACTCCTCCAGGTTTAGAAAAAAAAAGCCATAA 

1 1 1 1 1 l ATGTCAGCAACTGCTATTGATAACAACAACAGTAATAATAGTAGTAGCTATCTT 

TTATAAGATGCCAACTACATGTCAGTCACTATATTGGGTGTTTTTGGCTGCCCGGATTCC 

TTTCTGGAATAAGAGCTCTGTAGACTGTTTTTAATATAAGTAAGTGACAGAGAAAGGAGG 

CAAACCAGCTTGTCTAC TTCTT AAACTATGCCTTCAGTATTTATTANGAACCTCGATATG 

CTTGAAGTAGATGATACATTTTCCCCAGCATTCAGACTCTTGAACAACTTGTGAAATCTA 

CCCMGTGAATTAT AATT MCTGCGTCACATTTATCATTATACTGACCTTTGAGCATTCC 

CCCMCTCACANTATTTTGTTTCTTAANTATGGGATATTCGCTTGCTTTGTGAAAAACAT 

GAAMTGGTAAGCAGMCTCANTGCTTTCCCCACCANAAGGCATTTGNGGGAAGTTTTCA 

AGGATCCTTTGGMTTTGNCAATTGGCCAATACCCAATTTNrrTTTGAAMCCTTGNATTT 

TCCAGTTAATATTGCNCCATTTACATTAAANAAAAATGGGCCCAAAATTTCCGGAATCCG 

GTCTGGGAAACAAAANCTNGNCGGCGGGNNAANGGTTAAATTACTTTTGGTTAANNGGNT 

ANCCGGAAAANGGGNTNAAAAAAAATCCNT 

Sequence 4173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAACAAAGAAGCAGGTCTTATGGCCT 

AATCATCTCATAAAAGCACCACCTCTTAATACTATCACATTGGCAATACCTTGAT7TTGG 

AGGGGACACATTTCAAACCATAGCAGAGACCACTAAGTATAGGGAAGACTAAACCCGAGA 

ACCAAGTGGCCAGAAGCCTGCACTAGCTCAGCTGATTCTGCTATTACACTTAGATAAAGT 

ATGAGCCTTTTGCTACTGAATCAACAGAAAGGCTGCCCGAAAGCAGTGAGTCTCAGATGC 

CTCCCAT GAAG TTCACACATCACACCAGGGACTTCTACTCATACGTGGAAAAGCTAGAGA 

ATCATGGTTTTAGGTAGGCAAGGG 

Sequence 4174 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTC 
TCTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTC 
ACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCA 
CTCTGAMTCAATGTGMTTTAACTTCAGTTCCATACAGAMCTTTTTTTCCACAGGAGT 
TTAAGCCCA AGCTG GAGTGCGATGGTGCAATCCCAACTCACTGCAACCTCTGCCTCCCAG 
GTTCAAGCTATTTTCCTGGCTTAGCCTCCCGGAGTAGCTNGAATTACAGGATGTGCCGCC 



Sequence 4175 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGATAAAGGGCCTTCTTATATAGTCTCC 

CAATTCTATCTGGGCCATTTTGAAGATAGATATTGGAATGTTCCCTGCAAAGAAAAACAA 

GACAACTCTATCAGAAGCCATCATTTCTAGGGATGACATTATCATTATANTTCAATAACA 

TTATNATTAGAGAAATTAANGAGCACATCACATTGAATGTTNGCCTGTNGNAGGGATGCC 

TCCNAAATTGAANTGGAGGGCTGGTAGTTAGCCCTGTTATTTTAATGATGTGAGGCTTTC 

CATATCAGGTNTATTGTCAGAGAACCATCTGCGAAGGCATCATAGAAATGTAGGTGCATC 

TTACTGAAGTATTTTCTCCATGATTTTT 

Sequence 4176 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 IGCACAAT 



CCCAT 
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GAAATACATTACCTCTTCAAAAAAATTTTTGTGAATTAATCAAAACCAAGTTTGATATGA 

AAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATAT 

TTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCAG 

TGAAAGAAAGCAATCCAGTGGTGAGGTGGAAATGAACAAGAGATGCACATACATTTCACT 

GATGATCAACAATCAATAAACATGAAATAATACTAAACTTATTAATCAGCAGAGTGAAAA 
GTAA 

Sequence 41 77 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTCACATGGGGCCAATCTGTCTTTG 

CAAAAAAGAAGTGAGAAAGGAATCCTTGATACTTTCCCCTAGAAGTCCAGCATCTGCTTG 

TTTAAATACATATCTCATGTAAAACGGGAAAGATAAAAAATATTGAAAAGTGAAGTTTTA 

AAACCTTATACTAAAGATCTTTATACTGCAGTCTGTCTCACACAATATATCATTGTCTGG 

CTTTCAACAACAAAAAATTACTAGGCGTTCTAAAAGACAAATAAGTCACAGTTTGAAGAA 

ACAGAGCAAGCATTAGAACCAG 

Sequence 4178 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGACCGTTCATTTAGCAAACTCAAATCCAGCC 

CACCCTTACCGTTTCCACCGCAGCCAGCTGGAGCTCTGTGACAGCAGCATACAATTCTTT 

CTTTGAAAGCCGATTCTGGTGATAAATGTCACAAAGGAAATCTGCACTAGGCTGCTGAGA 

ATACTTCTCTAACCGGTTGTCGATACAAGCTTTGACTATTAGAGCAGAGAAGAAAGAGAG 

GAAGTCAGCTGAAAATTGGGATGAGGAAAATCACAGAAGAAAACCTCAGTCCAAACTCCT 

TCTTGCMTATCTAAATAGTCTTTTCAGGAACACTGACAATTTGCTACACACACTAATTA 

TATTATTGCCTTCTTGTCAAGTCGGCAAGGATTTTTCAATACCGACATGAGCAAGGCTTC 

TCAAACTTTAATGTGGATAGGAGTCACCTAGGCATCTTCTCAAAATGCAGAATCTGAATC 

ANGGCTTGGGTAGGCCTGGAACTCTGCATTCCTAATAAAGCTTCTAGGTGATGCTTGATG 

CCACTGGGCTGCAGGTCATAGTTTTGAGTAGTAAGAAGTTTAGATCTTGGGAGAAAAAAG 

TGTAAAAGAAGGTAGGANTTG 

Sequence 4179 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATTGGTTTTATTTATGGAATTGTTT 

TATAGTGCATACAAATCAGCGATCAGCCAGCAAATATTTTTCTTTGAGCTTGTGAAAGCT 

CTGTGTTCTTTTGCCTTCAATCTGTTGTCTTCAAAACAAACAAACAAAAAAAGCTTCTTG 

CGCCTTTCCCTCCCCtGTTTTCTTCCTTTTTCTTTTTGCTTGCATGCACAAGGTAGGACT 

TACTTCGTAAGAAACAAAATGCCAGTATTTTCTTAAGCCATGATGTGAAACCAATGACCC 

TGTGACCACATGGCACAGAACA 

Sequence 4180 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAACCATG 

CACACTACTATAACCACCCTAACCCTGACTTCCCTAATTCCCCCCATCCTTACCACCCTC 

GTTAACCCTAACAAAAAAAACTCATACCCCCATTATGTAAAATCCATTTGCCACTCCACC 

ATCCCCCCATTTCCAGAGCTTGTTTGAAATTGCTCATCTAATGGTATCTCTCCTCCAATT 

TTCT7TGTTCTTAAAMTACACATATTTAAMTATTTTTTAAAAATAACTCAGTGCTTAT 

TATTTTGGTGGCATCTTGGGCATAGAGGGAGGAACTAAAGGAGCATCGTAAATATGCCAT 

GATGAGGTGCAAGTGATATTAAAGACACTGCAATTTTTGAATGAAAAGCAGTTTATCCAG 

CTGGTTAATAATTAATATCTTGTAATAATGTCGAAATGATAGTATTTGGAAATTGTAAGG 

GAAGTATACTTAAAGGATATGCTCTTTCCATGTTTTGCTTATTAGAATCCACTGATGTTT 

TACCAAATGAGAAGAAGCATAGCATTCTTAANAAATATGAGAATCCNTNAAAAACAACAT 

TTCCAGGATTTTATCTGGTATT 

Sequence 4181 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTT A 1 1 1 I 1 1 I I I I 1 1 I I 1 1 NTTNNGAAATGAA 

CAAATATTTATTTATCTTTTATAACAAGTAAGGCAATGTTGCTTAAAGGAAGACAAACAA 

ACATAAAAGATTCCNGTTGACAATGCATTTTTTCATCTGTTCGGCACAATGCTTTTGTCA 

TAATGGAGATGTGACAGCAAACTTTCCAGGACATTCAGTCTTCGGCGGCAGCACTTAGGG 

CAGATGACTNGCCGCTCANATTCTCTATCT7TGTTTCAGGACAGTGGAA 

Sequence 4182 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

220/599 



CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACACTT 

AGTTTTGTAAGATATATTAATTTGATCACTTGCACGTGTAGTGAATTATTGCAAAGAATT 

GTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACACTGC 

ATCATATGATATAGAGGTTGTATCTTAATTTAGCATGGTCCTACTGGATTTGCTTTTTAT 

TACTAAATTACTAAATAACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAATTAGG 

GGGTATTGTCTTTAGCCTCTAGGGTTGTGGTAAATCTGGGCATCGTCTCACTGGATTCTC 

GACTCAGGATCTCATAAGGCTAAACTCAAGGTGTTGGCTTGGTTGCATCCTCATCTGGCA 
TTCAAAAGTTCCTTT 

Sequence 4183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGTCCTGAGTGAGTTGGAATTTAAAACCTT 

GGTCTCAGGTTCGTAACCTTGGTGCTCCAGGATTAGATTAGGCTTTTCTGAGTGGAATAC 

TACCATTTCAACCATTCTAAGGAGTCAACGTTCTTATATGATTAACTACAGAAATGACTT 

TCAAGAGCTGGTGTGATCAGTCTAACCCTC7TGCTTAATGACCAAATCACTTTTACTATT 

TAATTCTGTTCTTCTGGGGGTGAGTTAAATGATAAAATATCTTAAGANGGAAATCTTATT 

GMCAAATATTATCTTGGCAAAACATTTGTCACAAATAGGTGAGTTTATCCTGGCTTCTT 

AGGGAAAGGAGGCTTGGMTATATTTAATNGTGTTAAGATAAGCTAT7TGCTTCTTTTCC 

CTTTCTACTGNATTCCCAT7TGNAMTTTGGTCCCCAMCCATGCCAGCTTTTACA7TCA 

AAGGATACATATTTCACTCTCCTTTTTCCCCCTTNTGCTAGTGGCCTAAATCAGGATCCT 

ATTCGCTNTCATTCTGATCTATAAAAAAAA 

Sequence 4184 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTATTCAGACTTAAGAAACATCAGGC 

CTTAGACTTTTGAAAAACCACATCTTTAAATTCTGTAGCAGTGAAAGTCCAGAGCTCTCA 

CACAAGCTCTGCTCTTGTCTTAAAGAAGGGAAAGAAAAATATATCTCACTTTTACCAGTG 

AGCTTACAACTGAGGAAACAAGACAAAACTTATTCCTCAGTCAGATTACTCGGCCCCACA 

AATGTTGAGTAGAAATTGGTAAAGTATCAAAGATCAATAAGATGAAAGAAGGCAACACAC 

ACACACACACACACACACACACACAC 

Sequence 41 85 

CC CTTTCGA GCGGCCGCCCGGGCAGGTACAAAACTTGTGGATCCATCAATGAGGCATCTG 

CCA i n i mCTTTCTTCCCCTCTATATTACAAGTTCTGGAATGCCTGTTCTAATTCTCCA 

AGGAGAATTAGAAAATAAAAGGCAGAGTCTAGAGCCATGTCAATATCCTCCCACAGAATG 

TGTATGGAGAATATTCCACTGGGAACCATGATAGATAAAAACTTACCAGGAAGAGCAAAA 

CATCAAGAGAGTCTGACAAAAGCTCTGCCCTCCTCTGTAACCCAGCAGCCTCTGCAGAAT 

CATCCTTTCTTCATTGTT 

Sequence 41 86 

CCCTTTCGAGCGGNCGCCCGGGCAGGTNCAAGTGCATACAAGGGGATGATAACCNACTGN 

NCCATATGCMNAGTTTGTTTTCCCTMNTAMCMTAMTGTGCTGGNGCAAATNTTTT 

GTTNmGTTNrrTTAAAAMTCTTCTTCTTNCATNTAAAMTTGTTAAAAAM 

TCTTTATTTNTNTATCACANCCCANACATTTCAAAAAACTATCTATAATAATAAACATAT 

TTTTNANNTTTCCAATCCAACCCNAAAATATAATCAAAATAAATATTCCATTCCACATTA 

ACMTTCCM7TTAAANMTTCTTTACAAAAAAMTTTTTTAATAAACCTCNTTAACNCA 

ATAT ATTNT CCTTATAAAAAACCCTAAANTCTTTATTAAACATCCAAACCTNNCTNTATA 

ATNCTTrrTNCAATTNMNACCTTCNACAACTCCCCCCCCTTCATTAAAAAATTTTAACN 

MATTCTTCANCTATTTMCACATTCCNTAACCANNAATATACTCCTCTTNTTNNCACCN 

CTTACAAMGTTTAAMNMCTTTNTAATATTTCCTCCAAAAAATTNACCCCACTNTTTT 

TTTTN AAATTAAACATTTTTTATTG CAAA 1 1 I I I 1 1 1 I 1 1 

Sequence 4187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGGACCGGCAAGATGGCGGCGCGGACAGCG 

TTCGGTGCTGTGTGCCGGCGCCTCTGGCAGGGATTGGGGAATTTTTCTGTAAACACTTCT 

AAGGGCAATACAGCCAAAAATGGTGGCTTGCTTCTCAGTACATACATACATTTAGGATTT 

CCATGTCTTCTTGGAGAATTTATAATGTGTCCTGTTGGTTCGCAATAATACTTCTTATTC 

TGAAGTCTCCTTTATCTGAAATTAATATAGCCACTCTAGCTTTCCACACTCACCTAAATT 
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CAGCCTTTATTAGTTCATTAAAM1TATTATTTTAATCTTCCTACTGATTTGTATGGCAT 
TTGGTGGCATCAATCCAAATAAGCAGATGCATAGGTCCTGTTTCTCCCTTCAAGTTCCTN 
TCTCCCTACAGATTTCAA 
Sequence 4188 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTCTACTTGGTATATGAAAATAATATATG 

TTTGATGTATTCAGTGAAATTCCAGTTAACTCATAACTCTTTGAGGCCATGGATGGAGAG 

GTGGCATTATTAGTCTCTACCTCCAGTGCCTCACACAATTCCTGGGCACAGAAAGAGACA 

TACAATTCATGTTGGGTCAATCAAAGAATGATTGATCATTGGCACCTCCTGATTCTATTT 

GGTGGTCAGAGAAAGTGGCAGGACTTMGTTATTTTACATATAAACATTTCTTGCAAAAT 

TTGGAGAGGATGTTTTGATGGCTTGAGATCTTTTMTTTCTTTGAGTTACTTTCATTGTC 

CTTCCCACCCCCCAATTAAAGGCAAACAATGGGCACTTTGCTCTTGCTTAACCTAGATTG 

TCTTCAAAAAACTATTAAAAATGTTAAAAGGCTTAACANAAAAAACAAAAAAGACGTTTA 

ACAGATGTCAAAAAAGCTTCCTTANTGTTTGAAAAATAAATGCTTAAAACCAAAAGA 

Sequence 41 89 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGG 

TACAAAAAGGTATACAGAGTGACATAATGGACACTAGAGACTCAAAGTGGGGAGGGTAAG 

AGGGGGGCAAGGTATAAAAAACCACATATTGGGTACGCGGACTTGTGGCAATTCTCTTGT 

CTTGCTGCAACTGTTATTGAAGCCTTACTTCCAATTTCACTTTGAAAAGCACATAATAAT 

GGCATTAATTTTGCTTTGA TCTGA GGCTTTCTCTGATGACTGAATACTATAATTTGCCCA 

ATGCGCTGACTTTGAT ATGT TnTCTTGATTAAGCTTACATAGGTATTGCATGTCACAAC 

TGGTGGGCTATAATAATTTTATAGTTGACTGAATGTCAAATTAAAAATGTGTATGAGATA 

AGTTMGGATCCTATCCCAGTTAATTATTCACATGGGATTCCTAAAATTTTGTGTTAATG 

AGCTGAAACATTCTGAAAGACCAAATGCCTGNAATGTTTTAAAAGGGAGAA 

Sequence 4190 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAATATCCAAAGTCTGAAGGCTTAAGCTGT 

CATCACAGAGTTACTAGAGGACACTTATCTTTGACATGATCTGATATCAGAAACGAGTGT 

AGACTTGTAGTCATTTAGAACTCAAAAGAGATCTTAGAGTCTTCTAGATCAGTGGCTCCT 

AAAAGCTACTCAAGAATAGGGCTCATGTTTTTAATGGGGAACTTT 

Sequence 4191 

CCCTTCGGCCGCCCGGGCAGGTACCCCTTCACATACTCAAGGNCAAGATGGGTTTGCAGA 

AATCAT ATCTG ACCATCTGGCCTCTGCTAGTAGATATGGCCCCATCCCAGCATTTTTAAG 

AAGATGTTTTNTGTTTGTATTTATTTTCCCCCAATGGGGGGTATAAAAATCTACCAAATA 

AGGGAATTATTAAATTGAAATTCCAANGANATTAAAAAATACANTCTTCTACCTTCCACC 

AANAGNAAAAACCGNTT TCCT TTAGGGNGTTTAAAATGGNGTN 1 1 1 1 1 1 TA AG ATTTNGG 

CCIGGGAANCCCTTTAATTTTCCNAGTCCANCMTTTTNATNTTTTAAAAAAAAGGNTNG 

GGCCAAAAAAAAATNTTCCAAGNGGGNNCAAANTTCCTTGNAANNAAAATTTCCAAAAAA 

AAGGATNGGGGCCGGGGCCCCAACCAAGGGTTTTTTTGGGGGTATNGGGAACCAACCTAC 

CAATTNCCAATTACCAAAANCCCCCCCCATTT 

Sequence 4192 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAGAACTATTGGGAAGGTCACACAAGAGATA 

TGACCCAGGCTTAAAAGGAAACATGCATCAAGGATACATTAATATAAAACTTGGAATCTA 

GTAAGAAAG GAAAAA GGAAAGTGGTATATTCTTAAAGTAATGACAGATTGTTGGAAGAGA 

TGATACAAAC I 1 1 1 1 AAAAAAAAATGCCTTTTAACAAATATTAAAACCTGCAAAATGGCA 

CTTGTGGTGATTATTCTGGAGAATAAACAGATTACATAAGATTTTGTCAGGTGACAAATG 

TACAACTCGGACTAAATCTGGTGAAAAGTGTTTAATTGGACAAATAACTGATAAGCTTAA 

AGATAACCCAGCACAATTTCACAAGAGAACCAGCTCACCCAACTAAAAATTTCTTAATAG 

CAATTGACACTGAAGTTGTATTAAGTGTATAAATTAGTTGATGAAACTGAACAAATAGAA 

AACCCATTCCTCCNTTTCCT 

Sequence 4193 I 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG \ 
CTGi 1 1 i iCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTTGGAACACAGGA 

I 
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AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 

AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 

AGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGAAGATTACTTGMAAGAGTATGTAMCTTTACTCAGAAC 

AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAG 

MCCAAATCAAAGACAAGAGAATCCACATCTTCTGAGAMGTTTCACAGAGTCCTTCAAA 

AGACTTTGAAGAAAACCCTGCCACTGAAGAACGTNCAGAAAAAATTTTGGCTGAAACCCA 

ACCTGAATTGGGAACCGTGGGGAGAATGGCAAAAGGCGA 

Sequence 4194 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAAAAAATTTTAACCTGGGAATATTTTA 

AC TCTCA GCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTA 

CATTTTTAATG TTGACTT TGGAGTTGGCACACTGGAAAAGAATTAGAGGTAAGATGACTT 

GATAMGMGCTTTTTTGCTGCTTACAGMCTAAATCCCTTCATATTGAGCCTAGAGTTG 

GTCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 

G C AAATTGTTC AAACA 

Sequence 4195 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I I I I I I I I C I I 1 1 I I 1 1 I i I I IGTGG 

TATATGTATATAATTCCGTGGGCATGAATATAGGCATATGTTAATAACAAAACAGTATAT 

TCCATCAGTAATGCTGTGTCATTCTTCTTCCTTTCCCCACTATTCACAAGTAACAGTAAC 

MCTACCATTTATCAATCATAGGTAGATGCTAAGGGGCTTTTATGCATTATCTGATTAAT 

AACTCTATGAGGACAGTTCTATTATCCGGATAAGGA 

Sequence 4196 

CCCTTAGCGTGGTCGCGGCCGANGTACCTGCTGCCTATCCGCTGCATCTGAAAGGGTAGC 

TTATCTAAGMGTTGAATGAAACAGACTTCAAATGATAAACAGAAAGTTATTTCATCAGT 

C TTTAA CAC TTCC ACCTAAAGGTTCACAGAAGAAATAAAAGTCATAGAGACTAGCCTCAA 

GT TTTCC TCTTTTCTTGTTAMGGTCTGTGGGAGAGAAGGTAAAAATAATCAAMCATTT 

TTCTTTTAATTCAGTTA1TCATGTTCTTTCTATTTTAAATTGTTGAAGA 

TAGGTTTATTGTTTTAMTCACAGCTCTGACTTGACATACT 

GTGTGTGNGI I I I I I I I I ATAAAGMANGAGAAGTCATTACTTTGATTTTATATTCATCA 
TAGTCATTGAAACTCCTGACCTCANGGTGATCNGCCCACNCTTGGCCTNCCANAGTGCTG 
GGATTAATAGGCATAAGCCATTGCACCCTGGCCCCA 
Sequence 4197 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTm^ 

AGTAGAGGAGTGACATTTCAACAGAATCACTGTGCAGTGGTGAGAATAGACTGAAGGGAG 

AAAGGGACAACAGGAGGCTGTTTGATAATCTAGGCAAGAAATGATGGTGGCTTGGGCTAG 

GGTCGTAACATTGGTAGGGATGAGAAACAGTAGAATGCTGGAATACTTTGAGGGTTGAGC 

CAAAGAGATTTGCTGCTGGATTGGATGTCATATGTGACAAGTGGAATAGTCAAGGGTGAC 

TCCAAGGTTTTTGACCTGAGCTTCTAGAAA 

Sequence 4198 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGTCATGTTCATCATTTTATCTGAAG 

TTCTTATCMCAAAGTAGCTTTCAGTAAATAT1TATTAMTGAAGATAAAMTTTTAAGA 

GCCA TCTGC AATGTCAAATGTAGCCCACAGTTGAATGAATATGAGGACAGGGAAGTGTCC 

CTTGATTTTGGTGTTAAGCAGCTGATTGCCACCTTCTGTAGAACAGCTTCAGTGGAGTCT 

CCATAATAGAAATAAATGCCAGGTTGCTGAGGACTAAGCGTGGATATTTGTTGAGAGTGG 

AGACAGTMGTGCAMCATTCTTTTCAGAAAGCTTTGCTCTTTTTGAAGCTTTGCTCATA 

GGGAGATACAAGATAGTAG 

Sequence 4199 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGTGGACACCTGTCCTGCCTCTTAGAGTTT 
CTACTTGGATGTGGCCTCTGTCATGTCTGCTTTTGTTCCTTTGGTCAAAGCCAAAAGCCG 
ATGGGACAGGGATGCATGGGCCTCCCACTGGGGACATAGAAAGCTGCATGGCAGTGGGCA 
GGAATGCACTCCTCTTACAGGGAGAGGGGTGGTGTCAGGTTTTAACTGGGGTCCGAGGGG 
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AGTTGGTGGGGTGAGTGGCGGGTAGCTGGAGAAACACTCAAGGAATCGTANACAGTTTTG 
ACA 

Sequence 4200 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 I I I 1 1 1 AAAGAAAGCGCTTTAAAGTAT 

GGAAGGCCCACAGACTGTGCATTTAATTACTGTTCATATTTCATGCAGTCAAACTGAATT 

T CATT T GAAAAGA MATGATTTACCTATCTTTAAAAAGCCTTMTGTTCTGCTTTGTTTT 

GTTTTGI I 1 1 1 I ICTTCCAGGGTTATATATTTACAAATAGAAAAACTAAATTTATCTCTA 

GAATTTGGAAAATCACAGGACATATATGTTAAATAAAGATTCTGAATATTACAGTGATTG 

AAMGACATTTACCCCCACTTAATGCAATAATTTGAACCAGAAAAGCCTTGCATTTTGAA 

AAAGTTTAGAAATCTTTCTTTTAGGTTTACAAAGAAAAAGCGGCCTTCATTTTATCCCTT 

AGACTTCTGTGTCCTCCACCTGCTACATTACACTTCAAGAAATTTAACTTATATCAATCA 
AAATT 

Sequence 4201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGACTGCANCAGTTTATTCTAGGGGAGTT 

GGGGAAGACTTTNAAGGTAAGACATCCAAGCTGNCTCTTGAANNANGAAAGATTCATCAG 

TTAAAATGTTGTGGAAGAAGGACATCCAAAAGGGAGAGCTTGCACTGAANCANGGAGGCA 

TAAGAAATCCTGATGAGTCAAGGAAATGGGGTTTTAGGATGAATGGACTTNTGAGTGTGA 

GATAGANAAAGGCTAGAGACTGGNGTGTTGGA 

Sequence 4202 

CCCTTTCG AGCGG CCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 I I 1 1 I I I I I II 1 1 I I I GGGGGG 

AATACAAGCI I I I I ATTTAATTACAGGGTTCCTCCAGAGGTAGCAGCTGTTGCGATTCTN 

TCAAGTTGC CANA CCATCAGTTTCTCTACTCCTTCAAAGCTCTTCTGAGAATGAACTACT 

ACCAGAAGATTTTAAGGGCAGACAGGCAGTCTGCCCAGGAGACAGTAATATTCCTACCTT 

GACATCTAGCTTGGCCAAGTGCTGTAAAACCCAGATGCGATGGGACCAAGCATTATAGTT 

GCTTGGGTATCTCCCTGCTGCTTCACCACAGACCTCCATCTCTTCTTGTATGAGTCGCTG 

TGCCCTTTCTGTGGGAATTGTTCCCAAGTTTCCTTTGGTCACAAAGGAAGGCAAGGAGGT 

TTCCTGAATTANCTGTTGTAGCACCCATCGCCTGTGAATCCATGTTTCTGGACTCTTTGG 

AAACTTGGTTAAGGCGAGTTTTCCAGATGTAAATCCTTAATT 

Sequence 4203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTCTGCACCGAGGAGAGCGGCCTGT 

CGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCCAAAGGGAATAAA 

CATCTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCA 

GCTTACAATGAAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATTCCN 

ATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTNAGCTGTGTGAAGTCCTC 

CAGAATAAGTTAGGCTGTATCTCTACCCTGGCTCTCCAGTTCAGGAAGGCAACAGCAAAT 

CTCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGGATAGAGTTATCAAGTCTGGAAAGAT 

GACCTCACCACACATGCTGTTGATGCTGTGGTGAATGCANCCAATGAAGATCTTNTGCAT 

GGGGGAGGCCTGGCCCTGGCCCTGGTAAAAAGCTTGGTGGATTTG 

Sequence 4204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGGGAAAAGCATGTATGTGCAAGGGCCTG 

TGGCAGAAAGACCCAATGTGCTGAAATTTTGAAGGCCAGCTTGACTGGAATATAGACAAT 

G AAAGGG A GCCT GGCACAGGATGTGGCCCAGACCACACAAGACTTTGTAGCCATGATAAT 

GATTTTTACTTTTAGCTTAAGAGCAAAGGGAAGCCACAAGTCAAGAGAATGACATGATGA 

ACTTTGATTTTGATTCTGACTTCTGCGTGCAGAATGAATTGTAGAGGAGCAAGAGTGGAA 

GCAGGAACAGCT 

Sequence 4205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGCAGAGGATAATACTCAAGATGTTCT 

CCAAGGCCAACTAGTCATCAGTTTATTCATGTTTCTGGGATTGGATTCATGAACTCATCC 

TTTGAACTATTTCAACAAGCTTCTTCATGTAACTAATCTGCGGAAGGTAGAAAGGGGAAA 

ACTGTTGGGTGCTAAAATGACAACTGGTTCAAGACCCAAGTAGGTGTTGACAGTCAGTCC 

TGCAGGAAGAGATTAGAGGATCTAGTTACCCAGGAATCATCTCCATTCCTTCCAACTGAA 

I 
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AGGGAAACAAACAAGGAGGAGCACG 
Sequence 4206 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATCAGAATCGGATTGTCATCATATTCACTTCAT 

CATAGAGTTGATCATAAATCTTCCACTCCTGTAAAACTGACTGCATGGAGGTTTTGAGCT 

GATTGACCTGAGTGAGAACACTGCTTCTCTTTTGAAATAACTCATCAATTCGGGATGCTG 

TATCTTCTAACAATGGCACTGCCCCACTCTCCAAAGTCAGATAACTTTGTTTCAACTCAT 

CTAGTGCTTrGGATTTAATTGCAAGTTGATTTTCTATATCCTGACAGTCCAGGAGCAGCT 

TCTGCACTGAGATCACACTTTCAAGTTTTTGTAMGTTTTCAAGTCTCTCTTCTTGNGCT 

TCCAGCCAGTTGTNCMGATCTGTATTTTATTTTCACTCTCAGTGATACTTTCTAGAAAG 

TTGGGTCTAAATGGTTGGATCTTTCTATTCAGCAATTCCCATGTACTGAAAGGGAANAAA 

GMGAGGTCTGGGGAMCAGCTTTCACMTTGGTATTTTACTCATCAACCACTTATTTCC 

TGGNNTGGNCCTTTCCTGGTTGNAGCAAAAGNCCTTTTGCAACTGGCAATCCTTGTAGGA 

CA CAAA CACCCCCCCAGGTCTTGGGTCAACCGGTGAAAAAAANCCTTCCAGCATCANNGG 

GCTTTTNTCTTeNACCmCNTTTGANGCGGCCAACTTGCTTTGGGTGGGACCAAGCCCC 

GATAGNCCCCCTTCCNTGATGGGGCGG 

Sequence 4207 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTGAAGACAAANGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCATGACTGAAATCTGAAAACTTCATGAAACAGGGATCATTACAAATATCC 

CAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAAT 

TTAATCATGACATTGCAATGGACTAt AGGAAGAGTCAATAAAACACTGATAGTGGAGCAA 

AAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTGT 

TCTATGTTGTCTATAGCGGCTTTCACACAGAAACTGCACAGTTGAGTCATTGTGACAAAA 

GACTGTATATCCCACAMGCTTAAAATATTTACAATTTGGGCCTTTTAGAGAAAAAGTTT 

TTATGACCCTTGCAATATTANACACAGAAATCTCAGAGATGCTGTCTTCTTCCTAAACTT 

TAATATTTAATTTCTGATTGNGGGATTGANATTAGATTTCTCCAACT 

Sequence 4208 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAAATTGTGGCATTATCCTAGGGGGTAA 

ACTGGGTAAGACTGCAGATCAGGTCTCCTCACCCTCGGCCCCAGGTTCTTTTCTTTCAAC 

mGTTTAGTGAGMmMGTAAAAATGTCCTGGTGTTGATTTAGAATTGGATATTATA 

GATTAAATTTATGCAGGTATCTCTTACCTGTTTATCTTATTTTCTGTCTCTTACCTGTGT 

TCMTTAAATTGMCTTGATATTAATCTTTTTCCTCAGGATACTTATGCACTANNCCNAA 

MCTATAGNTGNTTGGAGAGAATTCAATATTCAGTGACAATAAATACATCCCCATATCCT 

mACCTATTGATAAMCTTAGTACCCTTTCAAAAATTTAAAACAAGAATCCACTGNTTG 

CTACTGAAAGGCAAA 

Sequence 4209 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTGTAGtCGGGTATGAGAACGATTG 

CAAGCAAAAGCAGTTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAA 

TACTTGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGG 

T7TTCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTC 

CTCCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGG 

ACAAAATGAGATCATCCACATAAGCCGTGAACCCTGTTCCTGGTAAGGAAATGAATAACA 

TGAAGTGAAGTCTTCGTCTCCATTCCCAACAGTCCCCATTCTACTTGCAGAAAGGTTGCT 

TACACTGAAAATCMTTTATTTTCCCCTGGTGCAAAAAACAGTCGTTTCTCCAAAACTGA 

AGCTGGAAATTATCTGAAATATCAGGTCCTTCGGAAAAAGGGACGCGAAACCCCCTT 

Sequence 4210 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I 1 1 I I 1 1 1 1 1 1 1 1 1 I I I I I I I II 1 1 1 1 

AAAGGAGAGACCAGACAGTCCTACATAGCATAATGGGTCAGGACAAGATGACTAGATACA 

GCAAAATGTTGCTGGGAAGCANAGTGGAAAACGCAATTGTNANAGGGGGTCACACGGATG 

GGTGGGAGGAGGCCCTGCTAAAAGGAATCCCCCGAGGGCAGGTGAGCAGAGCTNTGGACT 

ACCAAAATCAACAGCATGCAGACAGACACAAATCAGCGTCCAGGGCATTCCCTGGACTTG 

GGCTAGCCTAGGTTCACTGAGGCAAGGTCTTNCTTGGCGGTCAAAAGCCACCTANTTTCC 
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AAGGAAAATGAGAATC AGATNC GCACGTGATAATCCTGGACTCTGGAAGTGGGCTCAAAC 
CT^^X3CGTTCTTACCTGT7TTTGTTTTCCAW^^TTC 

GTNGGCANCAAAAGTTAAAGCTCAAGTCAGTGGGGAGGANCAANTTTAAAAGTGGGGAAN 
GTGGGGGANAAAAG I I 1 1 1 1 I I 1 1 1 1 
Sequence 4211 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGATGTGAATAATACCACATTTGTAAGTT 

GACTTAAAATTCTGAAATGATGCTTCATCAGACAGGGTTCTTGTATAAAAGAGAGTTTAA 

CCTCGAGTTATGAGCCTGGGAGGGAAAAAAATAAGGGACAGTGAAGAAGGATTAGTAGCG 

TTGGTGAGTCATTACCACCCTTCAGGCTGACCAGTCCAAGGAGAGTTGAAATCATGAAGG 

AGAGTCTATCTGGAGAGAGCTGTAGTTTTGAGGGTTGCAAAGACTTAGGATGGAGTTGGT 

GGGTGTGGGTTAGTCTCTAAGGTTG 

Sequence 4212 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTGAGTAGATGCATTGAGCCTCTCAGTAA 

TGTGAAAGCAGGCTGCAGAGATCACCATCCCAGCAACAGGATTATTCTGTTTGATATCTG 

TTGCCAACAGCCACATTTCCCAGCATCTTGGATGCAAAAGGGGGTTTACTGACAAAGCAA 

AGCTTTTACATTGGGCCTTACAGGCACAGGAAAATCACCAGCTACCTCAATGCACAGTCC 

CACGGTAGCATTCCTCCGGTCACTCTTAGAAAAGGCCCAAGTCATCTGGGCGCCTGGACT 

CACCCGCCCCAAGCAGAGTGGCCCTCATCCTTCAGAATGTGGATCTGCCGAATTGAAGAG 

GCCTGATTTCAGCTCCACCAGATGCAGATTTGTGTTTTGTTTTCTTGTTATCACTGTCAC 

ACAAGCTTATAACATGTATGCTTTTCAGAATACAGTTGTCTAGCCAAGCCATCAAGTGTC 

TGAAATTCAATATTGGTTTATGCAAATACAGCAAACTTTTATTTAAGTAGATAGGAAAAT 

ATGTTTAAMTATTANGAATNCTAMCCATATTTTCAAGTCATTTTAACAGCTAGGATTC 

TTAAAATGGAAGTGTTATATATAATATGTTAAAAAACANTTTGCNTTCCTGGCTNAATAN 

TTGANCCCTTTAAAAT 

Sequence 4213 

CCCmCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTT CATTG CACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGi 1 1 1 iCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAMTGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATA 

Sequence 4214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGGAATATCTTTACAGCAGCAGTGG 

TTACATGACTTTATATCACTATATATCTTTGTCAAAGCTCAGAATTGTATAGCTAGAAGG 

TTATATTTTACTGTATGTAAACAATATCTCAACAAACCTGACTTTGAAAAATAATAAAAA 

GAAAAGAACTAGGCTCAATAGTGAATTAGACTGAAATTACCTCATGAACAGGCAAGCACA 

CTGATTATGTAAAAATCTTTCTGATGTTTACTTTTGMTTGTTTATTCTCCATTTTTCTA 

CATTAAAGTATTAANATTAAATGTGTTA 

Sequence 4215 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCTATTTCAGATTTCCTCAAAGCTGGGCAG 

TTGTTAGCGAGAATGACCMTTTCGCTTTGCCTTGTCTGATGATCTTCAGAGTCTGCTTG 

TACAGTATAGTCACTTAGAGAAGCTTTCAAAACAAAACAAACATAAACCAATGTCCAAGA 

TCCAGGTTAGAAGAGGGGTCCAGAGAAGCTGACCAACAAAGTTGGGAAGCTCTGAGTTCT 

CTTCTCCTGGGACCCACCACCCTTAGTATATTCAGTAGGAGGGTGGTGATGGCTGCAGGC 

AGTGGTC AT6GCA GCCGTGACATTTTGGCTTCACCATAACTAAACTGGCCAACAGATCAG 

ACTGCAAG 1 1 1 I I ATTATCCTTTATTGG ATG CTTACATCTGAAATGACAAAATG AGATAG 

TTCGAAAG AATATATTTG ATC I I I 1 1 1 1 CTAGTTACAGATATCATCATTGTTCACAGGAG 

AAMCTTTGGAAACACACGAAGAGAAAGTTAAATTCATGCCCGTTATATCACCGCCATTG 

CTNATCACTTAGTAAATGTTCAGCC 

Sequence 4216 

GTATGTATATGTATATGTGGNGATCGTGGGTAGGGGGAAGAATTCAGAGGGAAGAAGCTT 
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GTGGCGTCTTTGCCTGGACGATTTCTAAAAACTAGCTGACTCGTCATCTTTAAAACAACA 

ACAATAAMGCT ATCATA TGCATATGTTACTTrGTTTAATATTTACAACAACCCTTTGTG 

GTAMTATTTTCATTTTTCAGATGAGGAAATTCAGGCACAGAATGATTAATAATTTGCTA 

NTGMGTCACANCAGTGATGGGGATGTTGGAGATTTAAATCAATGCATTTTGAGTTGCCT 

GAGCAMGMT TCCAA AATTTAGGAAGTCACTATTTCTGTATTTCCTTCTAAGGAAAACC 

ATCTAAAGTATATTTTTATCTCCAGTAGGCNGTGGNCATTGTCAAGAGAAGGAAAGGTTG 

GTGATTTTA TTTG GGGTGATGGGATTGGGACTTMTTTTCTCTTTTGCTTTTTGCTGTGT 

ANTTCCAGATTTTANNTAGTGAAACTTMTTTTAAAAACNCAACCAANTTTNATGTTTGA 

TGTATAAATTTATAT 

Sequence 4217 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTMTATTTTTTTCAAGTTTTGGTAAAGT 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

AMTTGTTTGMGCCTCAGTTTCCTCAACCTAAAMTAGGAATTATMCTTTTTGAATTG 

TTCTGTTGTATGAGA TAATGA CAGTGAAATATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTTGATCTTTCAGCAAGCCAGCTATAGTAGCTTTTCCTATAT 

AAACACAGTATGAATTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGMGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCMTTTAAACTTCTTTCAAAACAACTGGCAGTAGTTTTTTAAAAAAGAAAACAGG 

CTACTCTTCAMTTAAAAAAMTTGTCTTGCTTTAGGAAMATGTTCTTCTGTCTTTTCC 

AATTATCTTATTTCTTCTGC 

Sequence 4218 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTATATGAAGGCAAACGTTTCCAGGAGCCAT 

CTTCACATTTCTTCATAAACTGGTCAAAGAGCAGTCTTAGGTCCTTGTTCCAGCTGGGGT 

TGGGGACAGAACAGTCCTTAAGAATGACTTCCTCAGAAGAAAATGACCTTTAGCAGCAAG 

AATCCAAAGTATCTTTGGTGTCTGTTGTCTTCCCATGTTGTGCGTGCAGATGGAGGCACG 

AGCATAACGTAAATCTCT TCCAT TTATAAGAAAACTGAATGTCAGCGTGATGCTAGCTGC 

TTTMTATTTCTTGCTGMTTTTTCTTGGATTTGTTGTCCGTAGGTCTCACTCTTGGAAA 

GGATGTATTCTTGAATTGNTATCCATGGGGGCAAG 

Sequence 4219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAACTTCACCTATCTCCTTAAAGCTGGGATT 

AAGGGAAAAAGAATCAGTCAACAAGAAGGTAAGTTCACAGAATTATCAGCCATAATAGTG 

TA MTTTG CCATTAAAATTAGAAAAATAMTAGATGAAATTTTTTTCATTCAMTTTTCA 

TMATTTTCTGATGCATATGAACTTTCAAAGTTAATTAAAATGCTATGAACTTATATTTT 

T AAAAACTTACTCT GCAGACTCAACAAAATAATTAAAATTGNATTTTCTCTTAAGCACTG 

CI 1 1 1 1 1 1 1 1 1 1 I I AAGGTACATTCTAAGAGCAAGTGTGGTTAAACTCTCCAGTTTTCTA 

TGACAGTATGGTGNTTAGTTTAACCTACTAATTCMTCAGGCATTTTTTTGATTCCCCGG 

GMMGGGGATACAACCAGMCATTTTTMGMGGNCANTTTTANCAGTTTTANTTCACC 

AGATGCCATAAAATTAACTTCNTTTAGGGAAAAA 

Sequence 4220 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCAAACACAGATCAGCCTTATC 

TAGCGMCCATCACTCTGCTCTTGAATTTTCTTTTGGCCTCAAACTCTAGAGCTATAACA 

TGTT MCGGTT TAACACCAGAGGAGAAAGCTATTCTTAAACTACTCAAACATGGTTTTTT 

TTTCTATTTTTCAGACTCCTGAAACAGACTACTC7TTGCCTTTTTGCTGCAGTTGGAGAA 

GAAGCTGAATTTGAAAAATGTI^TGTTATGCAATGCTGGAGACATGGTGAAATAGGCCAAA 

GAmCTTCTTCGTTCAAGATGAATTCTGTTCACAGNNGGAGTATGGTGTTCGGCAAAAG 

GACCTCCACCAAGACTGAMGAMCTAATTTATTTCTGTTTCTGGGGAGTTTCCATTATT 

TCTACTGCTTACACTTTAGANTGTTATTTTATGGGGACTAANGGATTAGGAGTGTGAACT 

AAAAGGGAACATTTCCACTCTCAAGTNTTCTACTTTGCCTTTGACNGAAAATA 

Sequence 4221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 
AAATAATGGACACCTATGTATCTGCAAATACGCATTCAGTTGTCTTTAATAATCCTTTGC 
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TMTCTTGCTTCAGATGGATTAAGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTAC 

AGATTAGMCTTAGGTCCTCTGGATTCACAACCCCGAATCCCATTTGTTTTTCTTCCTTT 

CCAAAGTTGTCATTATCGTGAATTTGGTGTTTAGCTATCCCATGCATATTTTTACACTAC 

TGCTATMCATATGTAGTTATAAAATAGCATTGGTTTGTATGCTTTAMACTTTATTTAA 

ATGGGACCMCTGTTTATATNATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGT 

GATTTATCTGTGATGGTTCCATATAGGTCAMTTCTTTCATTTTNATTGCTTTTATAATA 

TTTCATCATATGAAAMNMTCANGGATTTATTTATCTATTTCCCCTATTGCTAGAMTG 

CATGTCATTTTAAAACCTTTTTA 

Sequence 4222 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTTTTGCAMATTTAGATGGCTTTATA 

ATCACAATMTACAAAAGAAAGTGACCCTCGAMTGGGTTTTACCACTMTTTTCGATTC 

TTGMGA TCATTT CGAAACATTACCAGCCCAMCATTTTTACTGCTCCTCAGAATACATA 

ACACCTGTTTTTTGATACTACTTTTGTAATCATGGTAATAACAGAGTATGGATATGTATC 

ATTCTTGTGCAATTTACMTGTATTGGACTGATTTTCTTTCTGACTTTGGGCTTGGGGTA 

ACATATAGCTTT 

Sequence 4223 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACTTTGTGTATGTTCCAGCAAAACAAGGGTTCC 

TCCAGTTTTGGTGGTGGAAATGTCACAGACATCAAGCATTGGTAGTGCAGAATCTTTAAT 

TTCACTGGAGAGAAAAAAAGAAAAAAATATCAACAGAGATATAACCTGCAGGAAAGATTT 

GCCCTCAAGAACCTCAAATGTAGAGAGAAAAGCATCTCAGCAACAATGGGGTCGGGGCAA 

CTTTACAGAAGGAAAAGTTCCTCACATAAGGATTGAGAATGGAGCTGCTATTGAGGAAAT 

CTATACCTTTGGAAGMTATTGGGAAAAGGGAGCTTTGGAATAGTCATTGAAGCGACAGA 

CAAGGAAACAGAAACCAAAGTGGGCAATTAAAAAAGTGAACAAAGAAAAG 

Sequence 4224 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGT 

TTGCAAGGGAAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAGGAC 

CCTACTGTTGCTGCCTTTAAAGCTGCTTCAGAATTCATCCTAGGGAAGAGTGAGCTGGGA 

CMGAAAQCACCCCTTCTTTCAATGCAATGGTCGTGAACAACCTGACCCTTCAGATTGTC 

CAGGGCCACATTGAATGGCAGACGGCAGATGTAATTGTTAATTCTGTAAACCCACATGAT 

ATTACAGGTTGGACCTGTGGCAAAAGTCAATTCTACAACAAGCAGGAGTTGAAAATGAA 

Sequence 4225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAMTAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

TTTATGTTTGMTGTTCCTTCCAGGTCTTTGMMTATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAMTATMGATGACTCCCMGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGMACACTAATTTAGGTGCTGCTGGGMGGGATTTTGTAGATGTGAATAATGTT 

CCAAATCAGTTGGCCTTAAGAAAGAAAGATGAACCTGGATGGGCCAGATCTTATCAGNTG 

AGTCCCTTM 

Sequence 4226 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCCTGAGCCATCAACCTTGCTCTCCAGTCCC 
TTCTTAGTATCCCTTTCTGGCTCTTTTTACTACTCCTGACACACAGACATTTTCTAAGAT 
TCT GCCC TTGGTCATCTTCTCTTCTGACTTTCCAATTCCCGTAGTTATGTTCTGATCACT 
TGATTTTGATCTCCAAATCTTCTAGCACAATATTTTTTCT^ 

TMCCTCTTGTAGTTACTGNCACATATCTATTCTACTGCCACCTCAAATGTAAATTTCCA 

AATGGCTATCTCTTACTCTGCCT 

Sequence 4227 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAACCAAGACAATATCAGGGTGACAGGTGAA 
TGAACTTAMTTCTCAGTTCTTGTCTATTCACCAAAAAAGTATACCTGCCTGTTTTTTCT 
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TTMTNTATTCAAAGGGTTNAATNGMCTTTTTTAA 

ACCCCGGT NA I II M I I 1 I I I ANAATTTTAAAAAAGGNCAAAAGGTGGCCCCTTTGGNAN 
TNGTTTAAA l l I I I CCCNAmTGGNTTAANAAAATTTCAMTTTTNGGCTTTTTAAAACC 
T CCCCN TTCNTTTTAANTG GGGGN GTAATTGGNAAGTGGNAATTNGTAATGNCTNATTAA 
Ailll I AANANTTGGTTAMTTTTTGGGCCAATGGTCCCCCTTAAACNTNTGGGNNAAAA 
AAMGGGGTNAGIvrTG GGGGG NGGNAMGGNTTTTTGGGGGNTTTTMNMTTAANGNTCC 
CAANGTAANTTAANCC i I I f i I NTTCCTTTTTNCNTAMGAAAAAAAAGGCCCTTTTT 
' Sequence 4228 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATTATCAAATGCTGTGAGTTCAGAAAAG 

ATGTTTCTGAGTAATTAAGGGATTGGGGAGGAGGGAANACCTTGAAAAAACCCCGTGTGG 

GGNATCATTTAGAAGCTACCAMGCATTGTTAGAAATGAAAGAGNATTCCGGGTTGTTAA 

GTCTCAATTCTTAACAAAATTAMGGGTMGGTTTAMTTTCTTATTCCAAAAAAACTGG 

G CC A GTTGTT AAAT TG GTTTG G AAG N C AA AGTTTT ACCTT AN CCCTT AAG G G N CCCTTTT 

TAAC N1 1 1 1 I I 1 I f (CAA AGGGGAAGGGCCTTGGGGAATTTIMCTTGGAATNCCTAATTNG 

MGGTTTTM TTTTTTT CCCCACCCCM^ 

GGGGGGMGTTTTTTNGGGCCTTGGCCCANCMGGTTCCAACNTTGGNTTTTNCCCAAAA 

AAATTAACCAAGGAAAAACNTGNTTGGGGGGGGTTTT 

Sequence 4229 

CCGGGCAGGTACTGACACATGATGTCCCCTACCATGATTACTTCTATACCGTGAACAGAT 

ACTGTATCATCCGATCTTCAAAACAGAAATGCAGGCTAAGAGTTTCCACAGATTTGAAAT 

ACAGAAMCAGCCATGGGGCCTTGTCAAATCTTTAATTGAAAAGAATTCCTGGAGTTC7T 

TGGAGGACTATTTCAMCAGCTTGMTCACATTTGTTNAATGAAGAATCTGTATTAAATC 

AGGCCGTTGAATGACCCTGNAAAACTTACTGGCCTACGAANGAGAANGCCGAACCCTTCA 

NCCCGNACAGNAGAMCAGTTNCTAAACTTTTCCTTTCAGCATTCCTCTGGAGATGTGGG 

CTTAGGTGCCAAAGGGGATNTTACAAGGAAAAGA 

Sequence 4230 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTTCGGAGGATGGATTTCTGATTTCCAAC 

AATGACAATTCCTCTACTTGAGGACTAATCATGGTTTATCTTAAGAATATAGATGCGATA 

GGTTATATCTGCTCGGTTATATAGAGTTTTTTCTGTCTTTATTATCTCTTAAGTGCATTG 

T CTGTGA TCCACATCACATATTTGTTTGAGGCTTATTCACTAATAAAACCATTTTTCTTT 

TCTTTTTCTTCCTTAGCTGGGGAGCm 

AATTACCCGCCGTACCCT 

Sequence 4231 

NGCCCTTAGCGTGGNCGCGGCCGAGGTAC I I I M I I M I II I NATAAATTTTTCTTTGGA 

ATCTMTTTNATNTTTCANGGATCCATTMGCATTTTCAAGGAATACACTGACATTACTA 

AATTGTTCANCAATGCACANAATTTGAAAATACACTTGAAAAATAGAACTTTGATATAAA 

CTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCATTCCCCT 

ATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAGAAAGTTA 

AGGMGAACATATAGAMAGGATTGTTTTGCGCAAACATCTGGCTTTGCTTCCCCAAAGC 

TACTGAATACAAAATTTA 

Sequence 4232 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTTATAAATACCA 

GCTTCTGTTA TTGATA AGTAGAAAGATGAATGGAAAACAAAAATACGTATAATCAATAGG 

CMCAGCTAGTTTT7TGAAAAGACCAATATGATACAGAAAACTCAGGAAAAAGGAGTAAT 

AAAMTCM TATGC TAAAMTGAMCAGAGATATMCAATAGTGATTTTTTTGGGGAAAA 

ATGGAAAGGTTTTACATGAAAAAATATAATTACTCTTACCGAAGAATAAAGAGGAACTTG 

MTTGACCATGAAACAATTTGAGTTCATAACTAAAAAAAGAGATATGGGCCAGGCGCTGT 

GGCTCATGCCTGTAATCCGTGCACTTTGAGAGGCCAAGTTGGGAGATTGCTTGAGGCCAG 

GAGTTCGAGACTAGCCTGGGCAACATGGTGAAGATCCTGTCCCTAATACAAAATAAAA 
Sequence 4233 

ATNTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCACATTGTATT 
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GAGTTTTGTGTATAAAAGCTACAGATGAGTCTAAATAAAATAAAAATTGTAATTTAGCCC 

AAATGCTGAACTAAGTCAGATACCTCTAGTCCTATAATGGAATAAGCTCTATGATATGTG 

TTAGTATTGCATATGGTATGATTGTMGGTTTTTGGAAAGCAGTTTAATATGCCAGTCTT 

GCATGTGAGCAGATGAGTTTTCTCCTTGAGCTGGATGTCTCTTTGAAAACTATCAGTCAC 

CTAGAAAATATATTTGTCCTCATATGGGAAACTAGGTCTAGGAAAGCAGGGTGTAGGGAG 

AGGTCTTAGATTCTTGGGTTAACAATTTAACAAAGGAGATTTGGCTATCACAGTCATCTA 

GTGAAAGTAGAATAGGACAGAAAAGACCTTGTAACTTGGG 

Sequence 4234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAAGT 

CTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACAAT 

ATCCCAAAATAATAAAAGCTCAGAACTAAAACTTTAGGAAGTATAGGAGAAAGGAAGAAT 

GGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAGAA 

AGGCTATTAAAATGGACGAAGTTGTAGTCCTATCCCTGACATTTTATGTCCTTGGGTTAA 

TGTGCTTAGCCATCTT GTGC TTCAGAAATGTCCTCTATCTGTTCAAACCTGTAATTTTTG 

AAGGTTTAAACCATGATTTTCTGATAATCTCAAACTGCTCACATCTCCTTGTTAGAACTA 

GTATCTT AGAAATGCTAAAACGATTAGNTCTGAAATCACATTGCTNCTAAAAGAACTAAA 

' IGNATTATCTTCGGCTTACTATTCCCTTTCACTTTTTATAAAGTCACAAGAGAG 

GMGCCCTTAAGGGTAAMATGAATGCTATGGTTTGAGGTTTTTTACCCATATTTTTAAC 

CTTAGAGCCTAAATTTTACCCTTTCAAMCCTCTAGmrTTTCCATACCCTGTCAACCTCC 

TAAATTGGTGGTNTTTTATACTGNGAGCCTCACTTGGGTATTCCGGAACACCACCCCCTG 

AAAAAGCCTTAACCNGANGTAGCNCAATGGGAAGAAACCAANCCAACCCCCAAACCAAAA 
CCAAN GCCC AAAAATT 

Sequence 423$ 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 

TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 

TGTTAAAAAAAAAAAAAAAAAAAAAGTTGAATAAATAGATCAGTGATATCCAGACCCTGG 

GATTTCGTGGCTCAATTAAAAACTGTGGGGTTACCATACATAGTATCTGACTGCTTATTT 

TGTCMGTAAAGACATATACAGGCATACCTTGTTTTTTTTGCATTTCACTTTGTTGTACA 

TATCAAGTATGATTAACGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTCGT 

TTCATTTGTTG AAACA TATAATTCAAAAAGCATTGATGAAGTTGTCCAAAAAAGANAGCA 

ATG CAAGTCCATTTTACTTATTATG AAC AAC AAAGCTTG GTAAGTTTATTAAGTGTAAAT 

AGGCTCTCTATGCCAGTGTATTCCCTGGGGATAAACTANGTGATTGAGATGGGTCGTTTA 
ACTT 

Sequence 4236 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAACCTTTCACAACCTGGAGAATGGCAATAA 

GACATTGCTGAAAGTAGTCTACAGATATGTTACTTCCCAACAATTACAGTAATCGAGAGT 

GTTGCATAGTTTGCAMGTACTTCATGAGTTCTTTTAATTAGCAAAACAAGGTATTGGCT 

AGGAAGAAMGTTATTATTATTTTCATTTTATAGATGAGAAAACAGAACCACAGAAACTG 

AGGGAGTTACCCAAGGTTACGTGGCAAAGGAGTGACGGTGGCACATCTAGAATCCAAGTC 

CACTGACTCTCATCATAATGGCCTTTTTATATCATGCTTCTCTTGAACTATGACTTGNCT 

TCTAGTATATGTAGATATCGTTTATACTTAAAAATTTGCCTAATACTATCTCATAATGAT 

GCTAAGATTATTAAMTGGGAAATTAAAGTTTGTAGATATCGNTTATACTTAAATATTTG 

CCTAATACTATCTTATAAATGATGCTAAGATTATTAAAATGGAAATTAAAGTTTGGTAAC 

AGTNGTTACTTT AAAAATT 

Sequence 4237 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTGGCTATCAATTCCACTTGGTCATGAGGTTT 

GTTr TMTACAGT GCTGM TTTGATTTCCCAGTATTTTGTMGGATGTTTGCATCTGTGT 

TTTTGAAA TTTAT C'I 1 1 fTAAATTGATAAACTAAGACTTAATATACATTTATTGTGTGGA 

ACATGTTGTTTTGAATCTATGTTAATGATrMTACAGATCTTTrGATTTCCTTGTAATAT 

TmGGTTTTATTrCAGGCTMTGATGGCTACTTAGMTGAGTrGdGAAGTATTCTCTTT 

TCTGTTTTCTGGAACTGT1TGTGTAGACTTATTCCTTACATGTTTGGTTGAAGTTCACTA 
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GTGM GTCA TCTCTTTTTGGMGGGTTTAAAACTGTGAAAGCATTTTGGTTAATAGATAC 

AGGTCTTTTATTGGTACCTCTTTCTTCTTGMGTGAAGTTTGGGAAGTTTGGNCTTNCAA 

MGGMTTTGTCCCCTTTTATCNTAMGTTGGNCTAAGTTTACTATTATTAAAANATGGT 

TATTMTAGGGMGTTAANAMTTTCNCAATGGTATCCCTTTATTGGGCTGGNANCCATG 

GGACTG G NTTTNAC ATCTTCCTCTTNTCG^NCCTGANACTGGATMNTTNGGGGGCTTT 

1 1 1 I I I ICCTTTTTTCTTGACNANCNTGGCCTAGGANNTTANTAATGGNNGNNGACCTTT 

GCAAAAAAAAAAAAAAAAA 

Sequence 4238 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTMGAGCTTTACATGCACCCGCTCTTTAAATA 

ACCCTATGAGCTATGCTTATTATCCTCATTTTACAAATTAGGACCCTGAAGCTGTGGAAG 

ATTAACCT ACTT AACTGTCTGGAGTCTCTCAATAAATATCAGGCAGGATCTTATTTGCTA 

AMTTGTATTTTATTTCTATMGTGATGTTTTGAMGATATAAAAAAATTTTATGCCTAT 

CATGMTMCCATTAAATGGTGCAATAAACATAACATTGTATACAGTAATTGTTTAAATG 

AAAGAACTTCT 

Sequence 4239 

GATATCTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCATTCATTTAAAGGC 

ATAAATGTCCAATGGGTCATAAAGGTCAAAGCTAATAGACAAAAAAAGCTTCAGCATGGA 

TGATGAGCAMTTAGATGCCTCTCTGCTCAGCATGAGGTTTTTTCAGCTGCAAAAGTAAA 

ATGAATCAACCATGGAATTACCCCAATGCACTAATAGCTACCGCTGTAGTGGTAGATCGT 

TATATATCTGGGCAATTAMTTTTAAATGCTAACTGTGAGACCAAGTCAGCAAATTCTAA 

TTGAGACACGTTCTACAAAAACACCTGACCACTACTCCTGAAACAGTCAAGGTCTTCAGA 

AATAAAGAAGGTTTAAAAAAATTATTACAGTCAAGATACACGGCAACTAAATGTGATGTG 

GTATACCGTATGGGATACAGAAACTGAAAAAGGACATTAGGGCCATCTTGTGATACATGC 

ACTGTCCAGGAAAAGTTTNCAGGAAAAGTCAAGCCAGGGCTTCACAGAAGATCAAAAGAA 

AGAGACCAGGAGAAGCTAAGTGTATTAGTCAGGATCTTCTAAGGGACCGAACTTAATNGA 

ATNTTTNTNCCCCNCCAACCCCCCCCCCCCCCNCCI I I I I I I ICCCTTTT 

Sequence 4240 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGAAACATTAAGAGAGCAAGCGAGCCTC 

ATTTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAMGCATTTCATGTTCCAAGAC 

CCTGCCTTTGTTAAAACATAG ATGCA I I I I I 1 1 I I CTTTGGGGATGTTCAGAGCCTTCCA 

GAATTATGCTTTCCCAGGAGAGATAACAACAGTCACACAGCCAAACGTCTAGCAGTGCTT 

CTGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATT 

CTGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGA 

GAGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGA 

GGGCGAGCTGGTAGAATTTCTCTCAATGCTCAAGACCGAGGAGTTTATCATTCCCTTGAC 

CCCTGGGCTTTAGCTAGAAATGTCCAGAACTCCCCCATCCTAACTGAGAANGGCAGTTGC 

TTGCCCCAAACCCCAAAGACTAA I MINIM 

Sequence 4241 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAACTGGGGCATAAAAATGGCCTATATCTG 

MAATAACTCCAAAAATTTATTATTAMATTAATTTCATTTGCTTCI I I I I AAA I ! I 1 1 i 

TCATGTGGCTACTAGAAAAATTAAAATGACAGATGTGGCTCACATTATATGGCTACTGGA 

CAGCACTGATATAAATTATGCTTTTCATGGTTTTATCATAAAGGGGACCAGAAGATGGGA 

TGGTAGCTGGTGGTGMGTGGGGTAMGAGAMCTTTTTTCCCCTGAAATGGGAGAATTG 

CAGCATGTTTGTATGTGGGAATAATATAGTCAAAAGTAGAAGTTGGTGATGCAGCAGAAG 

AGACAGGGGACAAATGATGTCCTGGAGTAGGTGAGTGCATTTGGGTTCCAGCGCATANGT 

GGAGGGGTGGCCGAAGGGTTATGGACTGTTCATACAGAGTGACAGGAGAGGAAGCCGAAT 

GTGAGGGTTGCAAACAAANGNGAGTATTTATGGACATGGGAGTGCCTTGGAAGTCCCTNT 

TTTGGAATCTTAAGGGCCTAAGGGAGCCANNTNTTANCTGAAAAAANAAGGATGGGGGGN 

A 

Sequence 4242 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGTTAAATATTAAGAAAAAAAGACT 



WO 01/070979 



PCT7US01/09126 



TABLE 1A 

231/599 

AAATAATGGACACCTATGTATCTGCAAATACGCATTCAGTTGCTTTAATAATCCTTTGCT 

AATCTTGC7TCAGATGGATTAAGTGTGCGTGCCTGTGTGTGGTGTGTGTTTTACATTACA 

GATTANMCTTAGGTCCTCTGGATTCACMCCCCGMTCCCATTTGTTTTTCTTCCTTTC 

CAMGTTGTCATTATCGTGMTTTGGTGTTTAGCTATCCCATGCATATTTTTACACTACT 

GCTATMCATATGTAGTTATAAAATAGCATTGTTTTGTATGCTTTAAMCTTTATTTAAA 

TGGGACCMCTGTTTATATTATCCTGATCTTCTTTCCCTTATCAACAGTATGCTTTTGTG 

ATTTATCTGTGATGTTCCATATAGGTCAAATTCTTTCATTTTTATTGCmATWATTT 

C ATCAT ATGAAAATATCATGATTTATTTATCTATTTCCCTATTGCTAGAAAATGCATGGT 

CATTTTAAACCTTTTTACTATTAT 

Sequence 4243 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAATMTTTTTTGTGGCTACTCAAATTTTCAT 

AATTAATCTAGATTTAAAATCAAGGAATATTCTTACTTGTAGTTGGCAATCAATATGACA 

TGCCAAAATTATATGTMGTATTTTATTGTTGGTGAGGATATAAGAAATTTACCATCAAA 

AGAGAGACGATAATCTATGCTTGCAGACTCCGGAAAGCTGCCTCTCACATAAGAATTTGC 

AATTTCTGGGGGAAAAGAAAAAGTTGATTGTGCAAATAAACATTACCATGGAGTCTTCTC 

TATGGCAACATCAAAAATGA 

Sequence 4244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAMATGTTTTCATTTCC 

TTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCT 

Sequence 4245 

CCCTTA GCGTG GTCGCGGCCGAGGTACGCGGGATTGTGCATTTTCCTCAGAAAATTACTG 

AMGGATTTTTGCCTTTCTTGGAATTCCTTTGTCTCCTGCTAGTTTAAACCAAATATTGT 

TTGCCACCTCTACAAACCTTTTTTACCTTCCCTATGAAGGGGAAATATCACCAACTAATA 

CTAATGTTTGGAAACAGAACTTGCCTAGAGATGAAATTAAACTAATTGAAAACATCTGCT 

GGACTCTGATGGATCGCCTAGGATATCCAAAGTTTATGGACTAAATGCTGCAGGTCAGCA 

GAMTTTGCACTAATAATACTTACCAACCCACTTTGTGGATATGAATCAGAAGAGTTTGT 

TTATTCTTTAGTGTGTGTGTGTGTGTGTGCACGCGTGTATGTGTTCAAGTGTTGTTTGCA 

CAGAGAGATTGTTTTAAAAAATGGGCACCATATTTGGCCTACAGGATTTATTTTTATGTC 

ATCACCTCCCTTGCCT7TGTTTCTGAAAATTTGGCTGCTAAAAAGTTTCTGCTTCAGAGN 

GGTAGAATGAAAGTTATATCATGGGGGGCAGGGGGAGAAGGGAAAAATT 

Sequence 4246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 II 1 1 I 1 1 1 1 I I 1 1 1 1 GGTGGGGGTAG 
GGTGGCAAACAAAMTTAAATTAGTATTAACATGCTTAACATTGCTAAGCTTCTCTTTGG 
ATCCCATGTTTCTGGTTCTCCAATGCCACTAATGGAAAAAGAGTATGGCCACAATAACTA 
GTCTTT GGCATATAATCCTTACCAAGATAAGTGGAAAGATTCAAAACCTCACTAATCTAT 

CTGT TCTAAGAATATCCACAGTTTCCCAAATGTGATTATGCATCCCCCTCACAT 

TTTCCCTTTTCACTAATGTCACCTAAATATTCGGCTCTATCCTATTCAGGAAACCAAAGT 
TCAGAGACATAAACAAAAGAAAAAAAACCCACAAAACTTCCTCAAGTCATAGGTCCAGTA 
ATMGGTAAGCTGGGAATTTAACTCACATTTTCTGACACTAAAACTATTGGTCATTCTCC 
TGCACTAAGCTTCTACCATAATTTATACACAATGGACTTTACCTAANGGTAATAT 
Sequence 4247 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAGTCATCCATCATAGAGATTTTAGCATG 

AGAGGATATTAAGAAAATACATGTAATTCTGAATAAACATATATGGAATTAATGTGTCTC 

CATGAGAGTGTGTGCCTGTGTGTGTGTATAATTCCAATATTAATAAAAATGTTATCTTCT 

TTGAAACCATCAGTGCTGACTCTATCCAGCCTCTCTCCACACAGTATAAAATGTGGAAAA 

TGTAAGTATTATGGTATGGAATTGACTCTTGCTCATATGTTGCACACCTAGGTGCTATTT 

CTAmTGGAGAACTAGMTTATATMTTrAAGTTTAATTGTGCCCCCTTTTCCCCAMG 

TTCATGTGTATTTATGCCATCTGTTTGGCCTTGTTTATTTTGGTATCACAGATAAAATAG 
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AAGTTAAAAATCTGAATTAACCGTGCTGATATGTTTCATGGNGATAAAATATAA7TGCTT 

ATATACATATGCAGGTATTTAAGTCTATAGCCTGNGTGGGTGTGTGTGGGNGAAAACCTA 

TGACCCTGTGCACATTGGTCTGGGGGTATTTTTTGGAATATGGAANTGGAGTTGGGACAN 

ANATNCNGCTCACAGCTTATGAATTACTTANCCCNTNCNTGTNTTGGTCTTAAAACATTA 
AAA 

Sequence 4248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTGGCTTTCAGCTCTGAAGGC 

TGTCAGCTCCCTGATCCCACTCTGCACTCTATTrCTGTGTCTGCTTTAATTCTTCTAGTG 

CTGCTGGGTTAGGGTCTTCACGACCGAACTGGTCTCGGCAGTGGAAGAACATGGAAACAC 

TAGGCTGACTTAGTCTCCCAGCCTACATCTTTCTCCCATGCTGGACGCTGCCTGCCCTCA 

AACATCAGACTGCMGTTCTTCAGCTTTTGGACTCTTGGACTTACACCAGTGATTTGCCA 

G GAGCT CTCAGGCCTTCAGCAACAGACTGAAGGCTGTGCTGTCGGCTTCCCTACTTTTGA 

AGTTTTGGGACTCAGACTGGCTTCCTGGCTCTTCAGCTTGCAGATGGCCTATTGTGGGAC 

TTCACCTTGTGATCATGTGAAGTCAATACTCCTAAATAAACTCCCCTTCATGTATACATC 

TAT CCTA TTAAGTTCTGGCCCCCTAGAAAAACNCCGACTAATNCAAAAAGGATTGNATTA 

MGTTTTACCGGTGGTATTTTTTNCNANMGGTTTANAAAATAGCNCCCATAATTTGNCT 

TTANCCGCAAGTTCCAAGT 

Sequence 4249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTCCACTGAATTGGCCAGCCTTTATAAAT 

GATTGTGAATCATCTCAAGGTTCAACAGGTGGGAATGGTTAAGAATAGTATAGATGCAAG 

AAATGAACAATTCAGTAAACACAATCCTTATGATAAAATTTATTTAATAAAATGAAAAAT 

GCTTACAAAAAATAAAAGTAACATGCTCAGCATGCTACCTAGAATTTAGTAAGCATTCAG 

TAATTATTAACTTACAAAATAGAAATGTAAAGTAGATAAAATTCTGTTTGGGGTAATCAG 

CACCTAATCAAATGAAAATTTCATTAAAGCAGTAACAAGGACTGTTTTGTTCATAACTGT 

ATGTTCAATACCTAGCCCAGTGCTTGACGGCAAGTAGGCATATATTAAATATTGTTGGAG 

GAAGGCAGGCAGGTAAGAAGAANGAATGCAGGAAGAAAGGGAAAGAAGGGAGAAAGGGAA 

TTTCTAACAAACAGAAAGTGAATTGTCTTGAAGAAATATNCTCTTTCATACCAAGGAGAA 
A 

Sequence 4250 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACCMGTTTTTGGTCCAAATTTTGTAGGATAAG 

TTAMCTTAA ATTTT ACTCTATTAACCAATATGAGTGTATTTCTGAAAGCATAGTTACGT 

TGAAATAAAG TTTTA AAAAGAGAAAATATGAAAGAAGAATCAGTATGAAAAATATCTATA 

CTTTATGTATATTTTATATATGCATGGCCACTCTAGGAATGTTTTAATAAGGCAGAATTT 

TGTTTAATCATGATATGTGTTATGATAAAATATTTGCTCTCAACCAATTCTAAAACATAA 

AAGGAAAT7TCTCACTTTCTATATTAAAAGTCAAAATATAAAATAACAAAAGAAAGAGTT 

AAAATTAAGCAAAAAATATGATACATGACCAAACCGTGTAACAATTATATATACCCAACT 

TTAGTAATATATTTGTTACATTTATTGNGCACTCTCTATGTGTGAGAAATTATATGGAAA 

ATTATATGTT 

Sequence 4251 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGTTTATTGMTTGATGMTTGATTTTTTT 

TAGTAATCACATAAATTTCTGTAAGATTTGTTATACATTGTACTGTCACAGAATCATGTT 

TTATATCTTCMGCTCAAAGCAAGCTTTCAAACTTGAATTTAAGTTCTTGCATAAATATG 

GATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAGG 

TGGGTTTCATGACCTAAGTGTTATTGTTGATCTTTATATATACAAGGAAAACGCAGAGTC 

ATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAGCATTTCTATAAAATAACAATT 

AAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGGATGGAAGGAAGCAAAATA 

TTAATCCTGAGTGTGTCTGTGAGGGTGTTGCCAAAGGAGATAAACATTTGAGTCAGTGTG 

CTGGGAAAGGCANACCCCCCCTTAATCTGGGTGGGG 

Sequence 4252 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I ATTTTTC AI I 1 1 I 1 1 1 1 1 A I I 1 1 1 I A 
CTTTAMCGTTGGGATCATTTGTTGGTTTTTACTGTTATTCCAAAATGAATTTCATAGCA 
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CTGAMGGMCTGTGTATTTTCTCCATCAGATTCAACCAATTGAAGTATGTTGCTGTTAT 
GAAMATGCTCACAGCTMGCTTTGAAAAAGTTAGTAAAAAACCCACCCCAATACTTACT 
TTGATCAGTGCTCTGTAMTCTCTMGCTGATCTAGTTGATCTTTTTAAAACTACCTTTA 
AAAAA 

Sequence 4253 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTTGTAGTTGTTTCCAGGTTTGGCTAATAAT 

CATTCCTTAACCTAGAATTCAGATGATCCTGGAATTAAGGCAGGTCAGAGGACTGTAATG 

ATAGAATTAAATTAGTGTCACTAAAAACTGTCCCAAAGTGCTGCTTCCTAATAGGAATTC 

ATTAACCTAAAACAAGATGTTACTATTATATCGATAGACTATGAATGCTATTTCTAGAAA 

MGTCTAGTGCCAAATTTGTCTTATTAAATAAAMCCAATGTAGGAGCAGCTTTTCTTCT 

AGTTTGATGTCATTTAAGAATTACTAACACAGTGGCAGTGTTAGATGAAGATGCTGTCTA 

CMGGTAGATAATATACTGTTTGATACTCAAAACATTTTTCATTTTGTTAAAGTAGAAGT 

TACATMTTCTATATTTTMGGTCTTGGGGTAAMAAGTAGTTTTACATTTTATA 

Sequence 4254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTATATATTAAAGTTCAATAATTATGATC 

CTTATTATMTTATTAATTCATCATTATTACATCAATTTAAATAGAMTTTCCCAGTATT 

AGTCTTAATTGTAATATTGAGCCCACATGGAACTGTCCCTAATATAGAATCTACATTCCT 

ATATTGCATATTGCATGTGGTTTGMTCTATTGTAAGTTTCAATATGGTCACAAAAAACT 

CATTAACACCCTAATAATGAGAAATCAGGCATTGCAATGGACTGTTTGTGTCTCTCACAA 

ATTTATATGTTGAAGCCTTMTTCTCAAGGTGATAGTATTAGGMGTGGGGTCTTTGGGA 

GCTAGTTATATCATGAGGATGGAGCCCTCACAATTAGGATTAGCACCTTTATAAGAAGAG 

MGTTTGTTCCCCTCTCTCTGCTCTCCATCATGTGAGGATATGAGAAGCAGACCATTTGC 

AAM GANG MGCTGATCCTCACCACCCCATTGAGTTTGCCGGCCCTTGGTCTCGGATTTA 

CCAGTTTTCAGACTAAGAGAAATAAA 

Sequence 4255 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTAATATTTTTTTCMGTTTTGGTAMG 

ATGAAATAACTCTGGATTAAGAGGAGAAGAACTAGAACTTAATAACCATGACATTTGGGC 

AAATTGTTTGAAGCCTCAGTTTCCTCMCCTAAAAATAGGAATTATMCTTTTTGMTTG 

TTCTGTTGTATGAGA TAATGA CAGTGAMTATTTTGGAGCCAAAAAGCAATGCATACTAT 

TGGGGGTTATTATTATTTTTTGATCTTTCAGCAAGCCAGCTATAGTAGCTTTTCCTATAT 

AAACACAGTATGAATTCAGTGCCCTCGCTTTACTGACCCTCACAGCATTCAAGCCCTGTA 

TGGACCGCTGAGCTCTCCCTTGMGCACCCCTTAGTCCAGTATTCTTTACTATTTTCCCC 

TTTMCMTTTAAMCTTCTTTCAMACMCTGGCAGTMG7TTTTTAAAAAAGAAAACA 

G G CT ACTCTTT AAATT AAAAAAA 

Sequence 4256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTCTGTTCATTTCCCTATTTATTTATATCA 
GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 
ACCCTGGGATACCTTCAGAGAAAACAGAAAAGACACTGCAGACTTTTT 
Sequence 4257 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTTCTGCCCTTGATATTCTAATAAAAAACTA 

TAGNGACAGCTTGACAGCTGCCATGATTGATGCAGTTCTAGATGAGCTCCCACCTCTTAT 

CAGCCGAAM NGGTGNATATNGCCANTTGmTTTCCAACAAAAATGGGCCCAATCCNAGT 

H M 1 1 NTTTTAA CCCAAC) 1 1 11 1 GGGCCAAANAAAGGTTAATTATTCCCCCTTTCCCT 

TCCCNCI I I I I 1 C CAAAA MGGMTTAAAAGNNTGGGGAATNCCCMTTTTTCCTTTCAA 

MTTGGGAAMCCTTTTMNTTTTGGGGAACCTTTTGGGTTGGGAAGGAAATTNCAANCC 

CCCCCTTTTAATTTTNGGCCMGGGGGGGGGGGGGGGAAGGNCCCTTCCTTTTMGNTT 

GGGCC CCAANT TGGCCCTTAAGGGAAACC I I I I I I II I 1 I I CCCCAAAAGGCCTTTCCTT 

GGGGGI I I 1 1 IGGTTTCNAACCCNTTGGGGGAAAACCCAAANMTTTAAMTTTTTTTAA 

NGGGGAMTTAACCAATTTGGGGGAANTTTTT 

Sequence 4258 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTGGTGGCGGAGGCAATGGCCG 
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GCAACCAGCTGTAAGCGGGGCACGGAAGACATATGCTTGTGAGACAAAGGTGTCTCTGAA 
ACTA TGGATG GGNACACATTNACATNGGTATTTGNAATAAAAGAATTGGAAAATTGGGAT 
AAAGu i 1 1 ICATGGCCAAATCTNATTGCACAANATACNACNCATTCTTTTAGNAGTATA 

ATGGTCAGTTTATCATTTCGTTMCAGCTGTGTTTAGACAGNTGGCTCTTGCTTTG 
Sequence 4259 

GATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA CI I 1 1 1 1 1 1 I 1 1 I 1 1 I I 

1 1 1 1 1 1 AAGNAAAGACGGAGTTTCACCATGTTGGCCAGCTGGTCTTGAACTCCTGACCTT 

AAGTGATCTG CCTG CCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCATAC 

CTAGCTGACCTTTTGTTTAAAAGCATTTGTTTCTAAGATCATAATTCAATTGACAGGAAA 

ATACCAGGTAATGATTGCCTCTAAGAAAATCAAGTCCCTAAACTTGTCCCATCTCTAGCT 

CACTGAGGGCATAATCCCCAGTGTAGACCCAATATGAGATCACTGACCTTCCCTTCATTT 

TACTCTTGAAAAGAAAGACAGAAGTTATGAAGAAATAGTCATTCCCTGAGGGACACGCAG 

AGGMTMCTAGCCCAAMCTCTTTANGGGAATTCTATGTGGAAAGTGTTTACTTGGATT 

AATAAGCGCCTTTGGTAAAAAGGCAATTATNTGAAAGTAATGGAAATATATTGGGGCTGN 

CAGTCATTCACACTTTAATATGAATTANATCAAATCATAATGTTTTCCTCTAACCAACTA 

NAATGAGCTCAGTGTCTCTTCAGGAAATGAAGACTATCGATGGCAAAAAANGGGAGCCAN 

AGGGCATTTACGTANCAAAAGGTTTCANGNGGGGACAANGCCAGGAAGAANGTTTTTGGN 
AAA 

Sequence 4260 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCAACCAACTCTTCCGAAACAGCAGCATCAAGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTTCGGAAAGTANACAGAGTTGCCATCTATGAGGAATTTCTGCGGAT 

GACCCGGAATGGTA , 

Sequence 4261 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATGCTC 

AGTAA ATCAG AACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGATATT 

TCACCT TTTTA TCTGTA GTGCTCT GCTTAAGAACAAAGGAAAAAACAGCTTCTTGCATGA 

TTCAG CTTTTAGCTTMTTTTTTTCCTTTAGGCATAGTGMTTGGGGTCCCAGGTTTTTA 

TTmCTTTCACAMTTAAMCTGATATTTAGACTATTTCTCGGTCCACTAAATTTCTCT 

CATCCTAAACTCCTGCTAACCACATGTAGTCTCTCTGTTCATTTCCCTATTTATATCAGC 

ATTTCCTTCTrGTTGCCAACTTCAGTGCCACATAAGGGAAAAACAACAGAAATCTAACAC 

CCTGGGAT ACCTT CAGAGAAAACAGAAAAGACACTGCAGACTTCTTTTTGGGAGAAACTC 

CTGTGTTTATTTTTGTTTGTTTGNTTGGACGGTTGGGTTTTTTTGNGGGTTTTTTT^ 
Gl 1 1 1 1 1 

Sequence 4262 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTTGTGACAAAGACTGTATATCCCACAA 

AGCTTAAMTATTTACMTTTGGCCTTTTAGAGAAAAAGTTTTATGACCCTTGCAATATA 

MCACAGAMTCTCAGAGATGCTGTCTTCTTCCTAAACTTTAATATTTAATTCTGATTGT 

GGATGAGATTAGATTCTCCAACTTTCCATGTTTAAGACTCATTCAAAAAATTCATAAATC 

TCAAAATATTAGAAATGCAGGATATTGCCTGATGACTTGTCAATTACATGATAAATTATC 

TTAACTATAGAATTAATATGCTGGATTAAGAAATGACCCTTGTTTATGCCTAAGCTTCTA 

GGGCAAGAAAAAAATGATCAGAAGGAGGAAGGTAGTTCCCCTCCACCTCAAGAGAAACCC 

TATTGTCATCTACATGTCTCTGGAAAACATTTTTTGAACAAATATGCCANCTAACCAAAA 

GG ATG AACATAAGAAAAG ACCCAGA 
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Sequence 4263 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I I 1 1 1 1 1 1 1 I 1 1 II I 1 1 1 1 GGGTAGAGAT 

GAGTTCTTGCTATGTTGCCCAGAATGGTCTTCAACTCCTGGCCTCAAGCGATCTTCCTAC 

CTCAGCCTCCTGAAGTGCTGGGATTATAGGCATGAGCTACCAAGCCTAGCCTATATGGTG 

TATTrCATCAAACCTAAGACACTGTTGATCCTAAGATGCACCCAGGTTTTAGAGATGTTA 

AAATGCACCTCCACCTCCACAAAAAAGTATGCTTTTTAGAAATGAAAATAACCACTACCT 

ACTCAGAATCTTTAGATAAAAAATGTTGTCAGGCCACAAGCAGAGGGGCTTCCCTGCCTC 

TGACCTTCTTCACACGGGGGTTTGTTGAAGGTGCTGGTGAGACCCGCTTACAGAGCCATC 

CTTTTGGGAGGCTACCCACACCCCAGATTTCTAGTCAAGGGGGAACCANAGACCATNCCC 

TTGAGGCAAAACTAAAATGAACCGCTGGTTAACTCTGGCAGTCACAGCATTTACAGGGCT 

NTGAAAGNGGCAGAAAAGCTAGTGATGGGTGGAAA 

Sequence 4264 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGGCCTGGCTCTGGGTTTCAGGAAGCAGTTTGACTAAAGGCAGCAAGCTG 

CTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAATT 

GTCTACAGCTTAAGATCMCAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATAT 

AAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGCC 

CMCTGATTCCCAATGGTGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAAGCCAG 

AACTGGTTAACATCATGGAAAGTAGATGGAAGTCCCTACCTTGGATATTATCAAAAAGAA 
TGGNG 

Sequence 4265 

G ATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTGTGGCCTTGAG 

TAi 1 1 1 1 1 AAAAGGCTCAACTGTAAGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCAC 

CTACCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAGAGCCATTGAGAA 

ACATTTCTCAMCAGGAAATCCTTCTTTTACTAATGTGGACATATAGATTATTCGTATTA 

TAGT TTGT AGMCTACCTAGTTCAGMTCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCT 

TGMTTTTCATAGACMTTGCAACAGTTTAGATGCCTTTTGAAAGGAATGCAATGAAGAT 

TCAGCATCTGACTATATGTGTGTCTATCCTGAAATAATAATGGAGAGTATACTGTAGATT 

ACATGTTTACCCATCAAATCTGACTTAAAAGGGTAAATGGAAGGTTTTATAGGTAANGTA 
ATTGAT 

Sequence 4266 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGACCTGAAGTAAGTCAGTATTCTTTG 

GAACTGGAGGTGCTGTATGATGGATCACTTGAGTGATTTCCTCAGTCTTTTTCACATAAT 

CATAMTATTATCTGGTAAACTTGGTTCCTTGAGATTTTGTCAGATGTAGTGAGTTCACC 

TGGCACTTATTTGGCACCATAAACCACGCTGGACTAGAGACTGAGATATCCTTACATAGT 

GGTCCATGGACATGGCCCCTTCCTGGCACTGCCAGGCATTTGGAAACTATTACTTTCCTT 

GAGTATATTTGCCTCCTCAGCTGGGGTTTCTCGTCTGAAATCACAGAACATAGAAAATGA 

TTTGAGGGACTCTTCTGGAGGGCACCTGACTTTTCTCTATACATATTTCTTGAATGATAC 

TAGGTAATTTATTACATACAAGAGATGCCTAAGGAATTAGGGGGTTAATTCTTTCCATGA 

AACCTTGGTTTAGAAGGCCCAGTGTCCATACTATGTCCAGCCAAATAGATGCACAAAATT 

CCM TCCCAG TAAAAGACCTTTTAGTTATACAGTTTTTTTAAAAACTATAGTTTAAGTTA 

TAGGl 1 1 ll lAAAACTATGTAGAAAAATGATTCATTTATNGGCTGGCNAATTGCCCCAGA 

CTTTGTC I 1 1 I ICA 

Sequence 4267 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATGAGTGTCAACTGCAAAATCTATGCA 

TTATGTAGTGATTTGMTCMTTAGTCTTTCTTGATACTCCAAMTTCCCTTTTTCGAGT 

GTCTTTATCAGAAATTTGATAAATCGGAACTTTCCTGTCTATTCATAAACAAGAGTGGTG 

ACTTAGAAAGACACGCACTCCAGAGTGGGGCTTCTGCGTCTCCCTTGTCGTGCCCCTTTG 

TGAGTAATGCTTTCCCCAGAGAACTGCAGAAAATGATCCTGCTGAGCTACAGGGTTTCCC 

ATTCATTGGGTTCCATTCCAGTCCTTGCAAGTTCAACAGCATCTCAGAACATTCTAGTAA 

GCTTGCTAMCGGCGTGTGAMGGTTGATCTTCTCATCTAMGCTTTTAAATTTTTAAAA 
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TCGACCATGTGCAGTGGGCTCACACATGTAAATCCCAGCACTTTTGGGAGGCTGAGGTGG 
GTGGATCACCTGAGGTCAGGAGTTCAAGATCAGCCTGGTCACATGGTGAAACCCTGGCTC 
TACTAAAAATTCAAAAAAATTTACCTGGGTGTGGNGGTGTGCACCTATAATCCCAACTGC 
TTGGGAGGCTGAGGTAG GGAGA ATCTTTTGAACCTAGGTGGGTGGAANGTTNNCAATTGA 

GCCCCNAAATGGNACCACTTTTACCTNCAGCCCTGGATTGACANAGNGGNGATTNCCTCT 

TAAAAAAAATAAATAAA 

Sequence 4268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGTGCCCCCTCCTGGCTGCTGCTTCCTGA 

CGCAGCTGGTCAAATGTAATTTCAGAAGTTTTGCTAAAACCTTCTCTGAAGGTGTTTTTA 

GCTACAGGTGAAAGGATGAAACATCAGGAACTTTGGCAGGGTTGTGCAGAGACAAAGGAA 

GGGAAGGATTGGCCCTAGTGTGTGAGCTGTGAGCTGCTATTAGCCCAGAGTTTTGTTTAG 

TGGATACTTAACCTGTGTGAGGATAAATAATGCACAGTTTGACAGGATAAACTGAAGTCA 

ACATGGTAGCTTCTTCTTT TAGG GTTCTCCTTTAMMTTTTCTTCTATTCCCCATTTTC 

TTTM CCAC TCT GCGTT CATTTTCCCGTTTTTCCCCATCTCCCTCTTTTTCCTCTGTTCC 

TGTCCTTTTGTGTTTTTGG ACCCCA ACCCATGTTGCCCTCTTTTTTATTTGGTTTATTTC 

TTCmCTACATTAATTCTCTTTTTTCCTTTCTTTMTTTMGTCCTTTCTTTCT 

Sequence 4269 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTGCGCTCTGCACGGTCCAGGAGCTGTGATGTGGCTGTGGTCTAGGGGAATCCTGCCTGC 

CCCATGGAGTTGC GCAGCACAACC CCGGCTCCAATTGCCAGAAGGCTCTTTTTAATGCTG 

AACCAAAATGTGCC 1 1 1 1 1 1 1 1 1 I IGAGATGGAGTTTCACTCTTGTTGCCCAGGCTGGAG 

TGCAATGGCGCGATCTCAGCTCACTGCAGCCACTGCCTCCCAGGTTCAAGTGATTCTCCT 

G CCTCAG CCTCCCGAGTAGCTGGGATTACAGGCATGCGCTAACACACCCAGCTAATTTTG 

TATTTTTAGTAGAGACGAGGTTTCTCCATGTTCGACAGGCTGGTCTCGAACTCCCACCTC 

AGCCTCCCAAACTGCTGGGATTACAGGTGTGAGCCACCCGTGACCAGCCAATGTGCCTTC 

TTATAGTGTCTACTCATTGGTCTTTGTTCTGCCCAGTGATAACAATGGGATAACGCCTGC 

TACACATCTT CATTG TGAAACCCTTNCCCTGTGCTGAGATTAAATGAACTCTAAGATTAT 

TAMTAGTATATriTCCTTTGACAGCCTANCCGTTGATGMTTTTNAAAGCCTTATGTNT 

TAAATAAAACCAAAGGAAGGTAAGCNNGTCATATTGCTTAAATTTGCTAACTCCTATTTA 

TTGGAATGGNGAAATTTTTAAAAANTTT 

Sequence 4270 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 I I A l 1 1 1 I 1 1 1 1 1 1 1 I I I I I I AACAG 
A AGGNA ACAGCCACAGTTAGGCACTTTGGGGTAACATGTGCAACTGAACAAAATACTTCC 
MTTTTGAAAAATNTGGATTCTGTNTNTTGCCAGGGCANAAAACTTTACTGCTCCTGAAC 
TCCCGTAACAGTTTGCATGGACATNATGGCACTCATCANATCCTACTCTGGCTTTTTGNN 

ACTGGGGCACATAAAGTCTCCTCCTACCCAAAGTTTAANCACAGAANCCCCGTGCATGGA 
GGC 

Sequence 4271 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGTrrATTGMTTGATGMTTGATTTTTTT 

TTAG TMTCACATMATTTCTGTMGATTTGTTATCATTGTtTACTGTCACAGAATCATG 

TTTTATATCTTCMGCTCAMGCMGCTTTCAAACTTGAATTTAGTTCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTATTTCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGNTGATCTTTATATATACAAGGAAAACGCAGAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCAAAGCATTTCTATAAAATAACAA 

TTAAGCTTAAGTGTGATGGTTAATACTGAGTGTCAACTTGATTGG 

Sequence 4272 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACCTGACAGGGACGGAGGCCAACGCCGGGA 

TCGGAGGGCAATGAGGCTTGCCAGGAACAGTGGCGTCGGCTTCAATCCAGAGCCGAAGAG 

TTCTGATTTGATCTGATGTGATAGGCAAATGGGAAACTGCTTTGTAAACAGGGCCATGAT 

GTGAGGAAATGGTATTCTCAGAAAGACTGACCTGGCCACAGTGGTGTGCAAGACAGGCTG 

CAAGGGAGAGAAAGAATAGTCTGGAAGGCTGGCTGGGGAGGCCAACCCAAGCTAGGTTGC 
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CAAGGAGTAATGAGGGTGGCCTGGATGTTAATGCANAGGGAGGGAGAGGAGCGGAAGGTG 
GCCCANGGGATGAGTCTAAGAAAACCCCCGGCTGGCAGTGCTGAGGGAGGCAGAAGCCCG 
CGCTGGTCAGGTGGCAGGTGTGGGGGCCAATGTACCT 
Sequence 4273 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTCACAAMTTTTTTTAAGTAAAAATTAGGGTA 

GTGGGAAAAAAAAAAAATTCTTCCCGTTGGCTTCATGGGGTAAGATCCTTCTCATTATTC 

AGGTCTCAGCTTAAATATCACTTCCTCAAAGGAATCTTCCTGGTCACTTTATCTAATGTG 

CTTATAGCCTCAGATGGCMTAACTTTCCACTTTCTTCCCCTAATTTTCTTTATAGCACT 

TACCAGTTGTGAMTGCTCTTGCCTATTTAGAATTTAAGCTCTACAGTAGCAAAGATGTA 

TGTTNGCCACCATATTTCTGGAGACTGAAATGGGTTA 

Sequence 4274 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTATCAGAACAAATACATAAAATAACTTCCCATA 

GAGAACAGGATATAGCAATAATAGCTCCTTAGATACTCAGTGGTTCTGACTCCAATCAAG 

GTCTTGTTGATATTATATAGTAAAAATAAAACCAAAAATAAATATTATTCAAGTGGCTCT 

TCTAAGCATGTGMTCATGMGCACTGAAATATGTATTTTMTGATGATCTTATTTATTC 

CCATTT7TGCCCTTAGTTAACATTTACTGGTGCTCACCTAGGATTGGCTATTCTGAGGGA 

TTGCATAGAAACCAAGCTCCACTTGCTGTCCTTGGGGAGGTTATAACTGAATGCAGCTCT 

TTATTTGGACTAAAGTGTCAGGATATGCATTAGATTCTCTCCTGAACCAAAAACACAACA 

GTCATTATCTGTGMCCATMTTTAAAMTCTTTCTAGAATAACAACAGCAGACTCCACT 

CTTGTTTGTCTMAAGAGCCCTACTGGGTATGGATCATTCTGATGACAGATTTATACAAA 

ATGATTCAAACCAGTAACTTANTAAAATTG 

Sequence 4275 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGACCACAGGCATAAGCCAGCACAACCGGCC 

TAAMTTTTCTAGAAAAGTAGATCTTATGTTACTTCTTACCACAAATAGTAACAGTGGGG 

GNNGGAAGAAAANCTTTNGGGGAGGGNGAAAAAGANATGGTNTATGGGCNCTTGATGNGT 

GGTGGATGGTTTCACAGGTGTATACTTAACACCAAATTTCATCAAAT 

Sequence 4276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTCTCTGTTGCTAAACAGAGAATAATA 

TMTTMTAMTGGTAAAAGGMTTTTTTTAATTTTACI 1 1 1 1 i CTATTATG AATTTCCA 

CTTCTAATGATAGTGCATTGTCAAGTCAGGAGGATAAGGGTATCTTTGAGTCACGAAACT 

CMCATCMTTMAAAGAATTTATTTCTTAATCTTCTCTGMGTCAGGAGGTTCTATTTA 

GTGMGTTCATGTCCTATCACATTTCAAAGAAATAAGTCTTACATGTGGAAAATATTCAA 

GCATATATGTATATATTCAGCTTTGAACTCCCAAAGAGCTGGCTGGAAATTATATTAATA 

GTAACTCCCAGCTGGGAGTCACTGGTAAGCTGGCTTCCAATTATTTAACACAATCGGATA 

AMTGCGCAGTCCTACCTGCCCTAGCTTTGCTTGATGTGGGTGCAAATAAAGTCTAGTTT 

CAAACTMCATATCACCATAGGAAATTGGCTTGNGGGTCTACTGATTGCTCAGAAAAAAA 

MATTCTCTGMACTTGCTTGATTAAAAATTCTGTCTCTGGAAATGGACTCCTGCATTAA 

CTGGATTCACTTTAGGGATNGGTGGAAAGGAGAAGTCTTCANATATTTATTAGAATCCCT 

TTTGCCAAMTACCCCGAATGGTTTTGGTTTCTAGMNMTNCAGCCTCAAACCTTTTAA 

ACACCCGGGGTCAGGCAAAAAAAAAAAAAAAAAAAAGTC 

Sequence 4277 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTCCGGCTGGGGCACTACCACGAGCCCAGA 

TGTGACCTTTCCCTCTGACCTCATGTGCGTGGATGTCAAGCTCATCTCCCCCCAGGACTG 

CACGAAGGTTTACAAGGACTTACTGGAAAATTCCATGCTGTGCGCTGGCATCCCCGACTC 

CAAGAAAAACGCCTGCGATGGTGACTCAGGGGGACCGTTGGTGTGCAGAGGTACACTTGG 

MGAGGGCCMGTGGGCAACTTGAGAGGTTAMCTGCATGGTTTGAGTTTTGATTTGAGG 

TTTTACGTGTTGGCATGCATTCAGGGGCTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCG 

GGTAGGAGGGAAGAATCCACCTGAGCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGC 

ACAAGTGTGTTTATGGGMGTTGTGCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGT 

CGAGTGTTTCTAGAGGMGGTCATAGACTAATAGTCTAATAAGTCTATGACCTTTAfSlTCA 

TACTAGTGCACATGCCTGAGCCCACTCCCTGTGAACCCCCAAAATTTGAGACAGGTCTTA 
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AATTAATTTAA 
Sequence 4278 

CCCTTTGGTC GCGG CCGAGGTACMTGTTTAATAAAAGTGATGAGAGTAGATATCTTTAC 

CTTGTT CTCAA TTTTAGG MGAC ATAGATTTTTGTGTAGATGGCCTGCATCCTATGAGGA 

CTCTTCAT TTTATC CCTGGTTTTGTGAGGGCT^ 

CTMGTGCTTTTTCTA TTMGA TGATCATATGCATTTTTCTTTTTAGTCCACTMTATGG 

TAMGTTCATTTATTGATTTTTGMTGTTAMTCAACTTTATCTTCCTGCAATAAAGTAC 

MCTTTAATGCTATATGAATTTTGCCATTTTGCTAACACTGGTATGCTCCGGGCATCCAC 

CATCCCACTGGAATTATTTATTCCGTTCATATTMTTTTTGTTACAAAATCTAACTGACG 

GAGGAGCTTCTGGGTATTTAGGTCCCATTCTACTTTCAGGCTATATATTCTGTTTTCAAT 

AATTNGTCCTTGGGTGGCCCAATAATCGTGCCTGTCCACCTTNGAAGGTGTCATAATCTT 

CMTCATCT7TCMGGCCCCAGCTAACTGGNCCTGATTGNMTCTTTTCAAAATATCTTG 

TTGMAATAAATTTCCTNCTTTTAAAAATTACCAGjGAAAAAA 

Sequence 4279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGTCAACAGTGAACCTTATTAGATTCAGG 

GTGTCATCGAACTTATAGCANGNTTMANTCAATCAGTAGGAATGTCATTTTAAAAAGTA 

AAATAGTGGGACGGTTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGACTGAGG 

TGGGTGGATCATTTGAGGTCAGGATTTCGAAACCCGCCTGGCCAACATGGTGAAACCTCA 

CCTCAACTAAAAATACAAAAATCAGCCAGGCATGCTGGAGGGCACCTTGTAGTCCCAGCT 

ATTTGGGAGGCTGAGGTAGGAGAATCGCTTGATCCCAGGGGGCGGAGGTTGCACTGAGCT 

GAGATCACACCACTGCACTCCAGCCTGGGCAACACAGCAAGACGCTATCTCAAACAAAAA 

MGGA AGTCAAA TAGAGCTTTMACCTGMTCATTTACATCTTTACTTTATAAAATGTAA 

AACTACI M M 1 AC CCAAGACTTAAAATATAGAATTATGTAACTTCTACTTTAAACAAAA 

TGAAAAATGTTTTGAGTTTCAMCCAGTATATTATCTACCTTGGTAGACAGCATTTTTAT 

TTAACACTGCCACTGGGTTAGTA 

Sequence 4280 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGAAGGGGCTTTCTCGTGT 

GGATAGCTGTTCAATTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 

ATTTGGTCGTCTTGCTCCACCTCATTTCCTGACATAGMTTTTTGGTTGGAGAT^ 

CMCTGGAATTTTGAATGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 

TATCTGATGCCTGTTTATCTTMTTTGGGTTTCACCAAAAGCTATGCTTAGTANATGACG 

AGCTGAGAAAAGGACTTGGGTGCAAGTAATTCATTTGGGAATTGACCTCGGAAATTAGGG 

GCAGGTAAGACATAAGGATGAGAAAAGTCAATAAGGAAGGATATTATTGAAAAAGTTACT 

CCTGTGGGCAACTGCACTCAGTCCTGCTGGGACCCTTTCAGACCNATGAAACACACCTTA 

AAATTGTTCNCATGCANGATCAAGGGAAACTGGGATGTCTGTCTNCCAATTACTGCCCTT 

TTGTTGCTTGAGGGT 

Sequence 4281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGTCTACACAGGTAGAATGGCCTTA 

CATC ACTGTTCA GACACCTTGGCCTCATTGTATAGGAMATCTTAACTCTGTTTTTTTGT 

TTTCGTTTTTTTMTTCTTGTCAGTCMAGAAATAGCTTCCCTGGTTTMTACTGC 

CTTCATAGACTGAMCAMTMTACAGCTTTCCTTTTAGTCCTTGTTCAGCCACACAACA 

CAMCCAGTATGGCCTTTGGCATTTTACTGCAAGCTTTCCATTCGATTATTMTGTTTCC 

GGTGCCCATGATCAAGCATGGAGMGACCTATMTTMTTGACTTTTCCTTTCCTTTAGG 

TG CAGTCGCTTTCAATCTG AAATC AAA 

Sequence 4282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATATTAGCATGTGGCAATGATGATTGCAG 

MTTCACATATTTGCTCAACAMATGATCAGTTTCAGAMGTCTTTCTCTCTGTGGACAT 

GAGGATTGGATTAGAGGAATGGAATGGGCAGCCTTTGGTAGAGATCTTTTCCTAGCAAGC 

TGTTCACAAGATTGCCTGATAAGAATATGGAAGCTGTATATAAAGTCAACATCTTTAGAA 

ACTCAGGATGACGATAACATAAGACTGAAAGAAAATACTTTTACCATAGAAAATGAAAGT 

GTTAAAATAGCATTTGCTGTTACTCTGGAGACAGTGCTAGCCGGTCATGAAAACTGGGTA 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

239/599 

MTGCAGTTCACTGGCAACCTGTGTTTTACAAAGATGGTGTCCTACAGCAGCCAGTGAGA 
TTATTATCTGCTTCCATGGATAAAACCATGATTCTCTGGGCTCCAGATGAAGAGTCAGGA 
GTTTGGCTAGAACAGGTTCGAGTAGGTGAAAGTAGGTGGGAATACTTTGGGATTT 
Sequence 4283 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTTTTTTATGAAGGGGCTTTCTCGTGT 
GGATAGCTGTTCAATTTGGCATTCCTGTTGGGGGGTGGACAGTGATTGCTGGAGGGTTTT 
ATTTGGTCG TCTT GCTCCACCTCATTTCCTGACATA 

CMCTGGMTTTTGMTGGGCTACTTCATTGATTGTTTATGTTCATTGCAGCTGTTAAGA 
TATCTGATGCCTGTTTATCTTMTTTGGGTTTCACCAAAAGCTATGCTTAGTAGAT 
Sequence 4284 

CCCTTTCGAGCGGCC GCCCG GGCAGGTACGCGGGTGAATAAGGCTGTCAAATGATTTAGT 

ATAGATTMTGACATCT7TTTTAGAMTATTAAAGTGAGTATTCCTCATTATGTCATCAT 

TTCTGATAATTAGAGTGCTMTTTGMTGTTAGATAATGTTTCCACATCTATACCTATTT 

CTTTCTAGGGCACTTCTGGCCCTGGGGCTTGGGGATGGCCTTTAGGCCACAGTAGTGTCT 

GTGTTAAGTTCACTAAA TGTG TATTTAATGAGAAACATTCCTATGTAAAAATGTGTGTAT 

GTGAACGTATGCATACATTTTTATTGTGCACCTGTACACTAGGTAATAAAACTGATTCAT 

ACAGTCTMTGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTA 

TGACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGGTCATTGAAATGTT 

TTCAATCATTGCCTTCCCATTGATCCTTCTAACATGCNGNTGGACATCACACCTAATATT 

CAANAGGGAATGGGCCAAGGTATGANGGGAAGGAAATTAAAAAATTAAATTAATTAAAAT 

TGAATGGCCCCAAT 

Sequence 4285 

GATATCTGCAGAATTCGCCCTTAGCNNNGNCCCGNCCGACGTNCTCAAANNCCNGAATNN 

CCMTNGCCTGCTTTNGATGATGN^f^ACAGGAANATGCTGNCTGAGCTGAACACATTTGC 

CCMTNTCANGNGTGCACAGAAAACCGAGAATATNNANAATTCCAMTTTNTTTCTTAGG 

AGCNNGAATATAATGCGGACCTAAAGGNGGNNAGTNGNNGGGNAAGGGGTNNTGNGCTGT 

CCATCAGGATTATAAGGTGTTCCTTGACTTACTGCTCGGTTGGACTGGTCTATCATGGGC 

TGCACTATTCTTCTCCGGGCATTAATAAACCAATTGTTCACTTGAAGGATGGTGAGTCCC 

CGTGTCTTGTGCCAACTGCTTTTTCTGTTCTTCANAAAGGGTAAGGGTGTGTTAGATGCT 

GGAACAGCCACGCCCTCATGATATTTTGGGGCTACTT 

Sequence 4286 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCGCAGACAGCTCACTGGAGCCTCGACC 

TCCTGGGCTCAAGTGAT CCTCC CGCCTCAGCCTTCGAGTAGCTGGGACCACACACATGTG 

CCACCATGCCGGCTACGTTTTTGTAGAGATGGGGTCTTGCCTTGTTGCCCAGGGTTTCAT 

CAGCTGTTGAGTGCGTCGGGGTGAGAGGCGCCTGCTGTTCTCGTTGTAAGAGGGAAGTAG 

TTCCTGACAGAGCCCATCTTACCCTGACACAGGCCTCCTTTTCTTTTCCTTGTTTTAGCC 

ATTGCACCTTTGTCATAGAAGCGTTGAAGTCTTTGCCATCAGATGTGGAAGAGCCGAGAC 

CGCCAGGCCCGATGCATATGGTTTCTGGATACCCTCATCAAATTTCGAGCTCATAGGGTA 

AGTTMGCGGAAAAGTAMGTCTATGATAMCATTTTATTCTTMTTGTTTCCAAGTATA 

TTATTTGTCTGTMTTCTTAGATGAAGTTCTGATGAAAAGAAGAAAATGGATATGTCTTG 

TCCAMGTCTTTACTGTC AACTG GGAAGAATTCATTCTTGGTACAAAAATGATGTCCGTT 

TTTG A N G G AATTTA AAGTATTTTAA AATTG CTTCTAG G CT AAAATTATTN AANTTTCTTA 

MTAAMTAACTGGTTTAAACATTNATTTGGAGTTTAANAAAAAAACCTTAAAGGCAAAA 

AACAACCCCGAAAAAAAAAAAAAAAAAAAA 

Sequence 4287 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGMTACAGAGGTGATGGGCAGGAAAATTCCCGGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGAAGAAAACTGAGAGAGAGGGTTAACATAGATCAAATATTAGAGAAMTTTTA 

TTGAGGAGG GGACA TTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCTGCATAGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 
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TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGTTCCAGCTACTAGGTACACTGCCA 

TGTTATAGTAAATTATCAATAACTAAAGGTGTCMCATTGTATTTAAGCCATCTTTCTAT 

CTCTCANGGCCCCCAGTGGAGTCTCTTACATAGTAGTATGTGCTCAGACTGTAATCAATT 

TCAAATGAAATT 

Sequence 4288 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGCAATTATGTAA 

GAGTGTTCAAATAGTTAAATAGTGAATCAGATTGCATTTGAACATTAAGAGTGTGGTAGC 

TAGCTAMTAGAGGAATAGCTGGGTCCTTTCTTGTGAAMGTGAGTTTTTGATAATCCGT 

GAGTCCTAGTCGTAGGTAATGCAAAATGAGGTAGCGAGGAGCCTTATTTAGATGAGTTAT 

AAMTCCACAAATTATTTTGAATATAACACACTTGGTTTCAGTGCCCAATATTTCACTTG 

TTCAAGAANGGAAAAAGTATCTCTATGAATCTAAGAAGCAGATNGACTGACACCAAACTC 

TTCAATGTGATCCAAAATNGACACTTAAAATACAGAATCTTCTCAGGTCCCAACGTAGTA 

TACCTGCAGTGCCTGAATATGGCCCTGTAGTACCTGCCCG 

Sequence 4289 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I H I I I I I I I I M I I I 1 GGAACTTAG 

AT CCTT CTAAAAGTAAAGGMGTTTTATTGCANTGACGGGGTTTGAGTTGGGAGAAATAA 

CATTTTAMCGTGTATTCAAAGGCAAGATGTAGAAGGTAAAGGAATGAAAACAAATTTGG 

AGGCCTGCCTACTAGGCCATCTTAAATAAGAATCGATTCCAGCCTAGCACCCAGCTAGTA 

ACTTACGGACGGTCTTTTGTCCATATTTTGGCCAGTTATTCACAGCACTGTTGAGGGCAA 

TMTAATCCTTTCAATCCACAAGTAATTAAAAAACATGTATCTTAAGCCTGGTGCAAGTG 

GCTTACACCTGTAAACCCTGCACTTTGGGAGGCTTAGGTNGGCAAAACACCTGAGGTCAG 

GAGTTTGAGACCMCCTGGCCAACATTGANGAAACCCCATCTTTNCTTAAAATACNAAAA 

ATTTGCTGGGTGTGGNGGCACCTGCCCTGTAATNCCAACTTCCCCGGAGTCTTANGGANG 

ANAMTTCTTGNACCCTGMGCAAAAGGCTTTCATNAACCCCAAAAAACCCCACTTGGAC 

TTCAACCTNGGGGACAAAAGGGGGAACTCCCTNTTAAAAAAAA 

Sequence 4290 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATCTGTTAA ACTGA CMTGCCACTGTAAATTMTTGTMCCTATTTTCAMGMGATTT 

CAGAGAGCCCTTTTAAAMTATTAAGACATAGTTGCTAAACAAAAGCACTTATTGGATTC 

MGTANGCTATTTAATGACACCAATATTTGATCTTTGTGTCCAGGGTCCCATGAGCCTAC 

GTGGCATATTGCAAATATMTAAAACCCTCCTTTTCTCTCCCCAGCCATTACAACACAAG 

CTAGCATGGAGTTTCGACGGAAAGGGGCACCAAATGTNCACAGACACCATGGTTTCCAAT 

CCTATGTTTGATGCAAG TGAATTT NCTGATAACTATGAAGCAGGAAGAGCTGAGGCTTGT 

GGGACACTGTGTANGGATTTTTTGTAGCAAGAAGACTGGAGAAGAGATTCTGCCAGCTTA 

TTTATCCAGGTCTTGGMTTTTTGTTTGTTTmNCAT^ 

GCCATTGGNTGGNTGGGCCGACTGAACCCGATGAGTGATGTTTGGT 
Sequence 4291 

GATATCTG CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTA I I < 1 1 1 ) IN 

i i i M I I I iGTTTCCCTNAGGGGTTATATGTTTCTAACAATCAATGGCATTTTANATTTG 

ATGAAATAGGGTATAAATATAATCCANATTAATAATGCTTGTCTATGGCTGGTGATTGAA 

GTTGCCTAACACACTGAGTATAAAACTTTCAACTGGCCATCATGGGTCCACACAGTAGAA 

TCCCAACTACACTTAACAGTCTTCTCTCTCACTCGCTACCATTTTTCTACTCCTGCTGNG 

AGCAATAMCTATTCACMTGCCCTGAACATTGACTCCATCTACTTGCCTTANAAGTTTC 

TNATGGTCTGTTTCTGCTAGGACTCATTATCCTCACACTGCTCTAGATTTTGCTCTAGAG 

TCTTTATTTATCCT 

Sequence 4292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTGTCATTATTTAGCATGTATTAAGCACC 

CCACAGCACATGCGGTGCACAAGGAAAGCATAGTTCCAACCCCATGCTACAACAAGGCAG 

GACACAGAAACTGGGCCCCCTGACATTCAGTAACTACACTGGCAGAAAAAAAAATGTGAA 

AATGAAGA AAAG GGAAACAAGATGAGTGGGGTGGGTTGAGGATACTTCANCATTCAGCTC 

CTCTGAGCTTTTGCCAAAGACGATTAGGACAGACAGCTGTGCCACCTGGGCTGNGCCTTC 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

241/599 



CCTTTCTCCTCCATAGCTGGGAAGTGATGGGGACAAGTGACAAGACTTGACCCCAGAAGC 
CTTGCCC 

Sequence 4293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGACATNTTTGTGGTTTTATACACACACA 

CATATATA TATTT AACATAAGCTGTCTAAAATAAGTCACAAAACTTGCAGATTANAAAAG 

GMGCACATTTTGGCTGTTTTGGTGTCAGCATCTTAATTAAGTAGAAAATATTATGGACC 

TA TAAAT TGAACTTGCGACTGTTCACTCACTAGAGAGAACAATTTCCAGGGAGTTAGAAT 

AGTTTTTCCTGAAGGA GAGTCA AATAAATTTGGGAAATAAGGGTGCTCTTGTAAAACAGT 

MTAGATTTAGCTTTTATTTTTTAATGATAAGAACATTAAATGTCTTCTAAGTCAGAATC 

AGAGTATATCTTTGNTAACTGAGCTCACCAAGACAAAAGTGATAATAACACATAACTGTG 

GNrrTTTGG TAGTN TMTCMTTTACMTGTTTNATTGTCATGTTAGTTGATTTTCTGNCN 

TTATTTGNAT TTTCA CNTATNCTGGTNATAGGAGACTTTTAAAAATCTATGANTTAAAAT 

AANGTGGNGi i i i iCCCCCNTAGGGGCTTTTGAAGTACCAGTGGAACTTTTTTGCTTACC 

CTCATCCACCAGAATGGGATNAANAATAGAATTTGACTGNNGTGCTTTTTCCAGGNGGAG 

GAATTTNNAATATTCNGGAACNAGGAANGGCCANTAACTTCCACCNNGNTTGAAATCCNC 

TGGGTTTACAAAAAAANACCCTTNGCNCTGGANAAAAAAAAAAA 

Sequence 4294 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGATTAGAAGTCCGTCTTCCGTCTCATAGGGA 

AGTGTTAG AGAT GGATAATGTTTCTGTGTAGCAGAAGTAGTCATTATGTCCCCTTAAATT 

CGGTCACCTTTTGACCTGGCAGGTAATAANCTTTNTTTAGTGGAGCAGTCTGTTGATGGA 

GTATACTTTCGGAGAAGCTCATGGTGGGGGAAACCTGGAATTTATCTAAATATTTCATTT 

CmGATAMTTACATTAAAAMTTMTMGAGTATCTATTTGGTGAMTCATTTTCCTC 

CACCGTGACCAAATGAGAMTTTAGTGAMGATTTAAAATCATTTTTTCTGACTTTTTTC 

CACATTAGTTTGGGGAAG 

Sequence 4295 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTNCTCTTACATTAATGTTTGCGTTCT 

AATTACAAAGTTAGCTATTAGATCCTCATCAGATGGCTCCCAGGATGATTGAGAAAGGAA 

TTGGTTTCTGGGAGTTG TTATA TATTCAGAAGAATGTTTGAAAATCGGGGAAATCCAAAA 

GGTATTCAATATACTTTATTTTAAAGTGGTAATTCCCAGCCTTGAATGAGTAATGTAAAT 

ATTATGCAAATAATATGCATCACACAGAAACCAGCACTTTATCTATGCACCTTATCTCGC 

TCCAGGCTTGCTTGGATTGCCCGACACTTTACTTGAGTGTTTTGATGTGTGTAGTAAGAG 

GAGGAAAGTAGATGTTCATTTACCCTTGTGAATTTTGTGGGTAGGGGTTTAAAATTCTAA 

NGCATGT GATTGC ATGGGTGTGGGGGTTGGAATATNAAANTATTAACCCANTCATGGTTT 

TATTTGGGI I I 1 1 AACCIMGGAAAAAAACCCCANAAAAAAAA 

Sequence 4296 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACGATAATTAAAGAGT 

AMGTTGTGCTCAACGCTGTTTACTTCTMTTATTTCCTGATTCACAAATTAATTTTTGC 

AATTCCAACTTCAAGAATACTTGGACTATTGGATTCAATCCATAGTAATCTGCAAAAGAA 

GAGAAGCAGAATTATACCTAGAAGTCTACTAATGGGACAGTTAGTCACCCACCTACATTT 

GAGATTCCTGACATTCAGACAACTGACTTGTAACTGACTTATAACTGACTTGTAATNCAC 

TGCTACTATATCAAACCGACANTGAATTGGAATTGAAAAACCAAAGAGTGCTACATTACC 

ACCACTGGTATCCTAAMGCCAGCCACCTTTTTTTGCACCAGTCTTTAANAAACCAAATT 

ACCACAACATCTCAGAGTTCTTTCAGCTATCCTGGAAGTAACCAAGAAGCATGCATGTAT 
CCCGGTA 

Sequence 4297 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTTAATGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CAATCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGGGTCTGGAAATCT 

CMCCACTCTCCCTTCGATTTGCCTCACTTCATCAAACAAGCTGTTCATTTCACCAATTA 

GTCGCTGATTTTCCTGTTCAAACATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTT 
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TGCCATCTCCCCACG TTCC CMTTCAGGTTGTGTTTCMCCAMATTTTTTTCTGGACGT 
TCTTCAGTGGCAGGGTTTTCTTCAGAGTCTTTTTGAAGGACTCTGTGAAACTTTCTCANA 

AGAAGGGGGATTCTCTTGGCCTTTGGTATTTGGGTTCTGGTTCCAAGCTTAAAATAAATC 
TTT 

Sequence 4298 

CCCTTTCGAGCGGCCGCCGGGCAGGTACTTTCACAGCAACCAGCTTAGTGCTATCATTGA 

CTTGGTCTGTTCCACTTTGGGGATGAAGATTGTAATAAGCCAAGCTCCTTGAGCAGGATG 

MGACMTCTTCACACAGGAMTTTTTACTGAGCAGGTTGTCACAGCATGGTGGCTGGGC 

CCAGGCAATTTCCTGCAACCAGAGGTCCAAGAGACCAGCACAGATGTTATCAGGCATCTT 

CCGACCTGGGGAAGGGGACCTGAGTGTTTGCACCTGTTTTGTTATCCATGGGAAGTATCT 

ATCAGCACACCCATCCCAGGGCTGTTAGAATGAAATGAGGAAATGCTTGTAAGGCACTCA 

GCACTTTCTTMCACATTATACATCCCCAGTCACTGACTATTTGTTATTTATTAATGAAG 

CATGTGGGGAGGCTGTGACCTTGTGCTTGGCCTTC 

Sequence 4299 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I < I I 1 I 11 11 I I I I I I I I I AGACAAAGGGTAT 

CTTTAGTTTCTTCAGTATAAAACAGTTACTCTTTTTTCATAAATTTTTAGTG 

GCATATATAMTACGTATAAAGCAGACTTGCTTTAAMTGTTCTGAATCTGAAAATTTTA 

GTATGTTTGTATTATAAAACTTTGAGTATAAAATATTGAAGGATACACACCTGAGATTTT 

TCTCATAGGTATATCCTTGTAAGGTCAGGTCTATGAGATCTTTTTAATGAAAGTTAATAG 

CTAMTMCAC ATGCCCTNA GGCAAAGAATMTTAGCCNGTTCTTGMTTATTTCTGCTG 

TAGTTCAAAGC I I I I I I I I I NGATTACTNGTTNNAATAAATCCACTATTTTTGCAAATTA 

TAACA ATCTT GGGAAAAANCCAAACACCAGTGANTACCANTTGGCCTTTNAATTGGNGAA 

ATNATATTTTCNTTANCTTAAGCAAAATAGTTCCTTTGTTAAANGGGTAAATGGGGANTA 

AATTTATTNANGGCCTNANAANGNTNNNTNGCCGGCCTAAAATTNAAAANAATNTNTTGG 

GNTTGGNAAGNTCCACTTNCNTAANATTATTTCNTTAAAAAAANAAAAAGGAAATTNTTC 

TTTTGGNTCCCCCGAAGATCCCATGAANTTTTAAACC I I I I I I I 1 A 

Sequence 4300 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCNCGAGGTACACAAGTCACGATTAT 
ACAGTTTANTGAGTAAACACTGATCACACCCATATAAACCACTGCCCAGGCCAATAAGTA 
AMTATTACMGCMCCCAAAAAAMCTCTAGGCCTCTACCTTTAGAATGCGTTTGCAGT 
ATTT AAG ACTATTGT AG NTCC AAAATTACT AAAA 
Sequence 4301 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCAGGAAGCTGTTCGTGAAGGATCTCCAGCA 

AACTGGAAAAGAAAAGAGAAGTTGCCTCAGGTTACGAGGTCTTGGCACAATTATATGTGT 

MTGTAAGTMCCCTCATTCTCTTTACAAAAATGTTACAGGCTTTTTGCATGACTATTAA 

AAAAG TTATATATA GGCTGTAMTCCTTGANTAAMTATGGGCACTTTATATTTTCAAGC 

TCTTTAI I I I I I I I ATTA CTAAATACATTTTGAANATTAAATANAACATGATCTCANGGT 

CACACTCTATA7TTTTTAATGATATTTTACTAACCAAAAAMCTTTTCTNGNGAAAAGCA 

TGCTTTTCATACTTNGCCCAAACAAATCTNTACAAAATTACTACATACTCACTTTGGATT 

ACTATGGTNAGACCTGGAAMGGMTTTTNNTTTTATACTATTCTTAMCCATTTTT^ 

NCTTAAAAAAAATGGTTTTTAAGGTT^ 

TTCTATTCCCCAACATCAATTCANCAATATTCAAAAAAANTTN I I I I I I I I ICAAAACAA 
AGGMCCCCTTAAMAATTCTNTTTTNCTNAMACCCATCTNTTAAACATTTNGCTTACT 
NATTGGGGAAAAAAG 
Sequence 4302 

CCCTTTCGAGCGG CCGC CCGGGCAGGTACCAAGCATTAACTGTTCTTCATTTTCCTGCCT 

TT TATGG GCATCAGTTTTGATTGATTCCTTGGCTTTCGGAAAAAAAAAGGAAAAAAAAAA 

ACTTTTTAAAGCTTACATAMATTAMTTCATCTTTTNGGTGTATAG^^ 

CAAATNCATATAATCATGTAACCATTNCCAAAATATACAATTTAATTACTCCCAAAACCT 

CC CACAT GA CCCTT TAAAGTTCAACTCCCMGCAGCCACAMTCTCTTTTCTGTTCCCCA 

MGTTTTGCCTTTTCMGMTGTCACATAAATGGAATCCMAATACATAGCTGCTTGNTT 
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GGGCTCTT 
Sequence 4303 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGAAGAGCTCAAGTTCACATAACGAGGTTTTC 

CTGCCGGGATCACGTGGCCCTCGGCGAAGGAAATCCAAACAACATTTTGTGGAAAAAAAC 

AAGCTCACTTTGGGATTACCCACCCCGAAAACGGACTCTTATCTTCAACTTCACAATAAA 

AAMGAGGGGA ATCTC ATCCAGAACTGGTCATTTTGAGAGTAAATTCTCTCCCACGTGAT 

GGATTCAAAACCTTTTGGAGCCAGTAMCTTAGTTCCATTTCACAGGTGCACATAAAGAC 

CTTCCTGCCCACCTCCTATGGACATGTCCAGGGATACAGGACAAGAGTGGGGTTAGAATG 

G GTAGA GTCCACCACTCTTACTGGAAAGAGCTTGAGATTTATCACCTGCTAATGTGAGGN 

CATTTTCAMTCCAAAGGAGAGGGTTTTATGTTAAATGNTGGNfTGCCCTTAGACCTATTN 

QAAATNCCAACTGGN A I 1 1 1 1 1 1 1 

Sequence 4304 

CGAGGTACAGTTACCTCCAGTCTCTGTGTATCTGGAAATGCACTTACATGCTATTCAAGT 

TCCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATCCATGGGGACTGAGACAG 

AGCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACACTGATCCATGGTCACAG 

TTTGGAATGTGCTGAGAAGCTTCCATCTACAATCAAGTTTCTCAGTAAGAAGTCCCCGCA 

GAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGCNAATTCCAGCA 

CACTGGCGG 

Sequence 4305 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 

GTCTTCCATGTTCMGTTTTATGAATTTCCATTCCTGTATTCTTGAATGGAAACATTTCT 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACAACACCATTTTGAATGGTGTTTCTCCATC 

TTTTTCAAATATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAA TGAG T ATGT GTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTAAGTTTTCTTTTGAGGTAACCGGGTAAATCATGCAGTTAAATGACAATGCTGTGTGA 

ATGCACTGCTAGCTAACTGGCCTTCATCAACTCATGAGGGTATTTCTCTTCCTGGCATCT 

CTTAAAAGATGTCAACTAGCAGCAGAGCAGAGGAAGAATAGAGTGGTTAAGAGAATGGCC 

TCCGGTGCTAGACTGMTTTGACTTCCAGCTCTAGAGTTTACTAGTGGTGGCACTTT 

Sequence 4306 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCTTAATATCGTTAAGAGATGGCAGCCAAG 

GGTAAAACTGAGTCTTCTTGGGCTGACTATGATGAAAATGCCAAGTGTAATCTGAGCACA 

GCCCTGAACTTGGGCTGGTAGCCCTTCTGTCCACTTTATCTACTGGGAACTCTTGGGACA 

CCCTG CAGAA GGAGCTCGGGCTGGAAGCAGAAACAACCCATCTGAGCTAAGAGAAAGAAT 

TTMCCTTTTTAAAGGCAGCCTGTTATGCCTGACAGAATAAACTTACCTTTCCTCACTAA 

MCTGTCTATCCTTCACATTCCANGAATCCCTTCTAAAAAACATATTCCATGCCCTTTTT 

CAAGAGAATCCAGCCAATCATTTCAGCTCAGACATCTCTCCCATGTAAATGCTGGAAGCT 

ATCCTCCAAGCCTTTCCTTTTTCTAT 

Sequence 4307 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTCTTTGAAAGTATCTTAACTG 

GTTCTTTTCCCCTTATGTCACACCCAAGCAGAAGAGGTCAGTAGCACTGGCTCCCTGGTA 

GATATMTGGGTTTAAGGTCAGTCTAGGAATATTCATTCAAGGAGGATAAGATAAAGCGG 

AAATTAGAGAATGTAAACACAAGATGCTGTAAAGAAACATATTGGCCACTAATATAGCTA 

CTACATTTATCATGCTTTCAMTTATTAGAAAAATTGACTTGCTTTCTTGCTAGGCTCAT 

TGAGAAAATGTTGAAATGATA 

Sequence 4308 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACTAAGATTCCACGAACAACTGAAC 

TAGCAAAGACAACTCAGGCGCCACACAGATTTTATACTACTGTGAGGCCCAGAACATCTG 

ACAAGCCACACATCAGACCTGTTCTGAATAGGACAACTACAAGACCTACTAGGCCCAAAC 

CCAGTGGGATGCCCAGTGGGAATGGAGTGGGAACAGGGGTCAAGCAAGCACCCAGGCCAT 

CAGGTGCTGATAGAAATGTATCAAGTGGACTCTACCCACCCCACTAAAAAGCCAGGGACT 

CGCCGCCACCCTTGCCACCCAGACCTACACACCCACGAAGAAAACCTTTACCACCAAATA 
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ATGTCACTGGAAAGCCAGGAAGTGCAGGAATCATTTCATCAGGCCCAATAACTACACCAC 
CCCTGAGGTCAACACCCAGGCCTACTGGAACTCCCTTGGAGAGAATAGAGACAGATNTAA 
MCAACCAACAGTTCCTGCCTCTGGAGAAGAACTGGAAAATATAACTGACTTTAGCTCA 
Sequence 4309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGAGGAAACTGAGGCACAGAAAGAGATT 

ATGTAACATGTCCAGAGTTACACAGCTAGTGAGTGCAGCACTAGGATTTGAACCTGGGTA 

GTCTAGCTCCAAAACCTATGCTTTTAACCACTCTTCTGCATTGCCAAAGCAGAAAGAATT 

TAMGGAATAAGACATATTTACATTGTCCTCAGMTATCTTTTTTGACTGTCACAGCATT 

GGAACTGTMTATATTCTCTCCATTCATTTCTGTGTTCATTATTTTGTAAGAATTATAGT 

GGCTCCATATGTAAGTTAGAGTGCTAGGCCTTGTTCGGCAGACAAAAAGAATCAACAGTC 

AGGAGCCCGGCCAAAAGAGTGCAGAGTCTTTAAGAGGGAMGTGAGAGCTATTCAGAAAT 

GCAAAGTAGAAGTCAGTATGAGTTAACAAAAGTAAACTAGATAGAAGTTCACTAGTAGAA 

MAGTATTCATGAGTCAAGAAGGCTTACTAGAAGTGTGGMTTATAATTGGATTTTAAAT 

AATGTTATATTTAAATATGTGAATGGTATATTTAA 

Sequence 4310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 I I I I I I I I I I I I I AGAATATAAGATT 

TGACCATATATTAGTCATGTTMCTTGTTTTTCTTTAATGAAGCGCATTACAGTAAGAGT 

CAATNTATGCTT ACAC ATAGTTACAGCTCTGACAAATTANATATCTAATNGGGGTCATAT 

CTCTGAAAAGCATTTTAAAACCAGGGGCAAATAGCCTGTGTATCAACATGGCAAGCACCC 

TTTGTCCCAAGATAGGTAAGTCAGTTGGTAAAT 

Sequence 431 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTTAATTGTCCTCCATCTGAGTGGACTGAA 

GGAGACTCACATACTAGGCTACTGGCAATTTGGCCAGCACAACAGGTGCACCAGGTTCCT 

CCTAAGGTGGAAAAATTTGGGTCAAAATTAATGATAAATGAAAAAAAAAGAGATAATACC 

TGAATGCAAAGTGTGGAATATATGGACACTGTTGAAGGGAATATCCAGCACTATATCAAG 

TGCCTTGAGAGTTCCTCAGAGCMGAGMTAATGTTTTCTCTCAGCTTAAATTCCAGATG 

TTCAGAGGGGGACCGTAATACTTTTGCTMCGTTTGCACCAATTCTGAAATCTTACTAAG 

TANAAAGGCAACCAGCATCCCTMGTGCCATCTCTTCAGGGGACACATTTCTTCCATGTT 

GGGCTAAAGAAA AAGGG AACAATTCCTGATGAAGTAAGCAGGACTC I I I I I I II I ICTTT 

CCMTGCCAAACATTTTAATAGGNAGTCCAAATATACCGTTATTAAGAAATATNGTTAAA 

TATCACGTANTAAAMTTGGGTTTACCACATTAGAATGATTCTNNTGAAAATAAAAACCC 

CAMTTCACCCCATTGGCCNATACCCCCTGCAGGTCCAAAATACCCCCCCCCNNTTCCCN 

CCAAATTNCAAACCCCNTTTTTAAAAAAAA 

Sequence 4312 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGTGTATTTTTATTCTATGGGATTGAMGATTT 

TTTAGGGCCAGGAATTATGTCTTACCTGATTCCATATCTCATTTCTATCATTGATTTTCA 

TTTTGCTCMGTAACCMCTCAMTTGGCTTGAAMTMCTAAAACAACTAAGGATTTTG 

ACATTAGT GGGT TCTTTGCAACCTGGTATGGGACCTGTAAATGTTTGAGAAATGAAAGTA 

ATGCCTTATTTTCCMGMGTTTGCATTATGCTCACAGGTTMTTT^ 

TAGGAAAACTACATCTCAGACCCAACTATCTTATGGAGGGCTTATCCCCATAACCTGATG 

ACCGTMGTCATTTTTAGCAGCCCTTTCTTTGTTAAGGACCATGGTCATGTCACTATTAA 

TCAGMTTCATTCTTGNTATTCTCTTTAGGACCTTAGGCAAATGCATAAAATAGATGAAA 

ATATGTCTTTGACAGTCCCACTGCCGTAAAGAAAAA 

Sequence 4313 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTGGAACCTGTNNCTATACAAGAGAAGGTT 

TTGACCTGTAAGCCAMCANTTCTTTTTTGTTAATCGNNATGGAGTATMTTGTTTCATT 

TGAMCTGTCAGTTTCTTCAAGTCACTTCTCTGAAAAAAATTGTGATAGATTGATAGCCT 

GCCAGAAMTAGTMTTTCTAAGGTGCTGCCATCCACACTTACTTATTGTGAAATATGAA 

MTCCAGAGTGGTTTGTATGAGAGGGGGAATACTGGCTCTAAGCTTTCTACAGAAAACAG 

GAMTTCATGCTGTTGTTGACATMTTTTAAAGGAAACTTTTAACAAGAAAATTCATGAG 

GGATACAATCAAACATAGTTAATCTCTTGAGTGCTAATCATTTGAGTATAGTCCACATCA 
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G GMGTT TTATGAGGTTGAAAACTTTACTTTGAAATA"nTAATTGGGAGACTAGACCATT 

TCTTTTTCCAAAGTCATTCTGATTTATTGNCCTANTAAATGTATGTGTATGCATATATAC 

TGATGGATTGACTGAATGGTGTGTGTGTGTGTGTGCCCCGTGTAAATCTGTTTTCATANG 

GAACATACATTGGATGGCTCCCANTCTATTTTATACTAAAACCTAA 

Sequence 4314 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCNAGCGGCCGCCCGGGCN 

GGNNCANATGCTGGCATGTNCTGCCTGGGGCCANCTGAGTGTACCCTGTCACGGNCTTGC 

TTACTCTTCCTCTGAGGTTACAGNTCCTANTGAGCCATGGNGAAGAGGGTNTTTNACACT 

GANCCCTCACTGTTTATGGCAACTGCCTCGAACAGTCATTGATTTCAAGCTTGCCTACAG 

GCACNAATGTATCCCAGAAAGCCAAGGATTNTGTTAATGTTTACAGGCCT7TGTAGATCC 

NCACAGGANAGCTNAAATAGTAATCCTGAAAATGACAGTAGGGGTGACCCCTTACCCACT 

CTGGGGCTNAAACCTATGGCTCAGGAGGCTTTTGGTGGCTGCCACANAATTAAGAATAAA 

ATGGGAAAGGTCAAGTNTAAAAGTCAAGAATATATTTCACTGA 

Sequence 4315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGACATGCGCAGACAAATAAAGATGAAAA 

ACAMCACATCTTCTTTACCAAAGAGTCAGAAAAACCATTTTTAAGAAAAGCAAAATTCT 

GAGTAAGGTAGAAAAATTCCTCACATGGGTTAATAAACCAATGGATGAAGAAGCATCACA 

GGAATCATCTTCTCATGACAATGTGCACGACGCTTCCACAAGTAGTGATTCAGAGGAACA 

AGACATGTCTGTTAAAAAAGGTGATGACCTACTGGAGACTAATAATCCAGAACCTGAAAA 

GTGTCAGAGCGTATCTTCAGCTGGTGAACTTGAAACAGAAAACTATGAAAGAGACAGCTT 

GCTAGCAACTGTTCCAGATGAGCAGGGATTGTGTTACTCAAGAAGTGCCAGACTCCCGCC 

AGGCAGAAACTGAAGCTGAAGTGAAAAAAAAAAAAAAAAAAAA 

Sequence 4316 

CGCCAGTGTGATGGGAT ATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

" 1 1 1 1 i i 1 1 1 I I I I | | | | GGCTATATACCCAGAAGTGAAAGTGTTGGATCATATGATAT 

GTTAC I 1 1 1 1 CAAATAAGAACAAGTATAAAACAGCAAAGTAGAAATGAGAATAAATATTA 

TTAAMTTACGTTGTCTCCTGCTTCTTACACCTAACTTGCACACACTAGATTTTCAGTGG 

CTGGATAAAAGGT GGTTT AGCTGAAGACAGCAAAATCTCATTCCCGCCATTACTGAAGAG 

C TCTTC ACTATGTCTTTTACGTCATACACACTTGAACCATGGAAACTATCAAAACAATAA 

MTmAAMACAAMTGMGTAATTTTmCCTTTTTACTATmCCTACTTACTTAAA 

TAGGAATAAGGCAACAAAAGCATATAAAGTATAAAGATCAGAAAGGAAGAAATAAAACCG 

GAGCATTTACAGATAATTTAACTATTTACATAGAAATCCCCANAGAATCTAAAAATAAAG 

AAGAATAAATTTAGCAGAGTCACAAGATGCAAGGTTCATATGCAAAAATCAACTGTATTC 

TTATAGACTAGCCAGGGATAATCAAAAATAAAATTTTTT 

Sequence 4317 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAACAACTCTCAGCAGAATAAGGAGAAG 

GTGTATATCATAGCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCA 

ATGAGAGAA TACT ATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTGATGTCATT 

GCAGGACMTTTTATGGACACACTCACAGAGACAGCATTATGGTTCTTTCAGATAAAAAA 

GGAAGTCCAGTAAATTCTTTGTTTGTGGCTCCTGCTGTTACACCAGTGAAGAGTG 

Sequence 4318 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 I 1 1 I I NCCAGGAA 

CCATGTTTAACATAGGGTTCATAAGCCAGTAAATTCACGCAGGCCTTTGCACTTGCTATG 

CANACCTAGGGTAAACGTTCAGGCCTGCAATTAGCTCACCATAGTGGAACTGATNTGTAT 

TANACCTCCTTAGNGGGGAAATCACAATTGAAATTTGTATATATTGACACACTGACAANA 

GTCTGGCGCCTGAGGAAAGAGATTCATGGATGGCATGTGCTGATTACAANAAGAAAAATA 

ATGACCTCTGACTTGCTGTTCGTCTCCAAATATTCTACATAATAAATGATTAGCAGCCTT 

AGAAATAATCTCAGCCTTTTCTTTAAAATGTCTAA 

Sequence 4319 

CCCTTANCAGCGGCCGNNCCGACGGGCNCAGANCTCCNATGGGTGAAACCANTGACATAG 
AGACTGTCCCTGTCCAGTGAGTANGGGCCCANCTCAGNGATGCTGAGGGTCAGCTGGCTC 
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AANTCCAAATNCANCTGCTCTNTGTCCANCCCACGGCCTGNGGGGTCATGGCNGCGGGTG 

CAGATNGCACTNCACTCCNGAGGCTTNCCCATCTTTATIMTGGCCTGAGCAANGTCAAGCC 

TGCNACCAGGAATACAGANGGCCAACACTGGTGCTCTTGAACAAAGGCTTGAGCACACCC 

TGGAGAACACTCTNCGTGATGTTGAACTTCCTGGAGCCAGNGTGACCCATGTTCTCCTCA 

TACTGTAAGNTANTGATGNTGAAGTTTATTGTGAATGGNATCACGAGAGGGCCGGTGGCT 

TGTAGTTTCAGGGAGGGAAGGTGGGATCCCAGAGGTTCCCAGGTTCAACTATGGAGGTCC 

CAGGAGTGCTGGNGGTTGGTATGGN 

Sequence 4320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATACTGTAGAACTCCAGTCAAACTTCAGTGC 

ACTGCT7TCTTACAGGAAGACAACTCAGAACACACAGCCATAATCTGCTTTGGTGTCAGT 

CACATCACAGTGGTTATACATTTGTCCTGAATGGTGATTCATTCCTTTCCATCTAACTTC 

CTTGTGACAMTAGCATTTACTATTGAAATAGTCTTAAAATAGGGAAAAGAGTGAAAGTT 

ACTCTTATGCATGGGAGTGGGCTTAAAGGGTTGACTTCCACCAGCTGAGTACCTGCCC 
Sequence 4321 

CC CTTAGC GTGGTCGCGGCCGAGGTACTGAACATGGTTGTCTCTTAAAGATGTGAAGATT 

TTCTTTTTGTCGATTCTGCTTTGCTTTTGTTCTCTTCCTTTAGAGAGTGCTGAACTTTGT 

TTTGGC AAGTA GGAACTTGTGCATCACCTTGACATAAATTAACTGAGTAGCTCACGGGTG 

GGTGGATTTITATAGGGGACATATTTGAAAACAAAGGTTGCAGCTGCTTTTCATAGCTAC 

MAGMTTTATCATCTCATTGAAAAAAATTCTACTTCTACACTAATTTATCTATTCTGTA 

ATTTATTCATTAATTCATTCATTACCTACTAAATACC 1 1 1 1 1 1 I 1 1 GTTCAAGGAACTAT 

GCTGGACACACGATGATATATCTTATTTTCCTTCTCATCCTACCAAACCTGGAGATGGAA 

CGCTTAMGCTTCTAGCTGACAACACAATCCTTTTATTAGGAACTTAACTTTGCTCCCTA 

ACTCTTTGATACACTGAAACTGGMGGAGTTCCTTTGTTTATTACCAGGGTTTATTATTA 

TGGGAGTCTGGGTATGACTCTGGACTTTTAATTACCACCTGTCCTGTGTCTCAAAAAAAA 
TTAACC 

Sequence 4322 

cccttagcgtggtcgcggccgaggtac 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 i i ctngttag 

attctaccatattggtcttgaacattaagacccagtaacgaaggacacagaacatccagt 

cmccacmcctntanagagttaagggttaagcatgtgtgatgccctcgaagcagtttt 

cctgaacctgctganAgtgaaatgtgaggaggaagcaccctgtccctttggtattaaaac 

tctgtaggggaagggagaaggtggaaactgctaanagaatttgggggactgcctaagcan 

aagtgattcttgtctcaaatcctaatgtccagctcaaanaaagggcacatttctaggana 

agcagggtcttgaagtgagggaggcgatggtgaatg 

Sequence 4323 

CCCTTAGCGTGTCGCGGCCGAGGTACTGCATGCCTCCTTGCAGAGTGTTGTGCACAAGGA 

AGAAAGCCTGGGGCC CAAGAG ACAGAAAGTTGGATTCCTGGGATGATTTGCACATCAACT 

GCTCMCTGTGGATTGTTTTTTACTTTTCCT7TTAAACCGGTTCGTATATAT7TTTCTTC 

GCTG7TACGMTTTACAGCAGCATTTGTACCTTCTCAGAAAAGAATGTTTGCAATGTTGG 

CCCTCTGTCCAGCCACAGTAGTAGTGGGTCTAAGGTTGTAATTCAGCCTGATGACTCCTG 

TTGTTAGGAGTTTCACMGTGTGTGGTTTTTCTTATAGTAGGTATTTAGAAATTTGCTGT 

GGTMCCAGGCCCTGAGCCCTCMCCAMGGGTMCTTTGTTTTATTAACCTTAGGGCCT 

ATCTTMCTGTAAAAGGGCATCTACTTTTGGTGTCCCAAGATCACATTTTNCTGCCNCAA 

AGCATTTGTANGGGGGACTTAAAAAAAAAAA 

Sequence 4324 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCACTTAATGGGCAAGTTTATGAACTTTTAA 

CTGTCTTCATGGACTGGATTTCGGATCATCATCTTAGCAAAGTGAAACATGAAGAACCTG 

GAATGGATGGTAAAAAACCACAACTCAAATTTGCTTCCCAGAGAAATGATATTCAGGAGA 

AGTGTGTAAAGCTTTTGCCTCTAATGACAGAGCAGCTACAGTGGATGCCATTTGTGAATA 

TCAMCTTCACGAGCCTTTTGTAAAATTTATATATTGGTCCCTAAGGCAGCTAGATGCTG 

GAGCACAGCACTCGACTATGACATCAACATTGAGGAGATTGGGTGAAGACATTTTTAAAG 

GAGTGGTAACTAAAGGAATTCAGGATAATTCTCCACAGCATTCTGTGGAGAATAAACCAA 
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AGACAGCTGCTTTCTTTMGAGCTCCMTTTGCCATTGAGATTTTTATCAACCNTAATTG 
TTCTCAMCAGTCACTCAAAGCTGATrACCTGGCTCMGCATrTGATTCTNTTTGGTTGG 
ACTTGAAGGNCNGAANAANGGAAAAACCC 
Sequence 4325 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAAGCTTGGACCGCATCCTATCTCGC 

CGACTCACACAAGGCAGGTGGGTGAGGAAATCCAAGAGTTTGCCATAGGAGAAANATTCC 

AGNTGTAMNCNMTTCTNTGNCTNCATTNNNGGGGCNCTTNTTTATTNAACNATTTTNT 

TGGACCCNATTAGAATANCCNAACAAGNTTTNAATANACTCTTTGGGTAGGCCTCAANAA 

ATAAAGTNGGATCNAACCATAATANGTGTAACNTTNCTTTTCNNNNANCNCCCCAAAAAA 

ACTATTGGNCNCCTACCCNAANATAANCTCNCCCTTTCTTTANTCTAAAGATAAGTGGTT 

TTTTTGTGTNGTGGATTGNTAACCNCNAAAAACCNTTTCTAATTNTCNTTGGTGGTAACC 

CTTTCTAAGGAAACCNATTTAAATTTGTAAATMGNAAANAAAGNGCCCTTCCTTTAAAT 
TT 

Sequence 4326 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAANNATNAAATNAAANGNANAACCGAGGGAGGAAGCTTAATTGTATTANTTCAAG 

GATTCTNTAANGGACATGAACTAATTAGAATATTATATNCACACACAAACACACACACAC 

ACACATATATATNCATAAATTTAAAGGGAGTTTATTAAGGAGTATTAACTNACACAATCA 

CAAGGTCCCACAACAGGCCCGGG 

Sequence 4327 

CCCTTAG CGTG GTCGCGGCCGAGGTAC I I 1 1 1 1 I I I 1 1 I I 1 1 I 1 1 I I I I GGNGCTAAGTA 

NTANCCATT TTAAGCCA AAATAAAGTCCAAATTTCTTGTANACTGATNTGCATACCTGAT 

CATTATATCAI I I I I I I ICCCANAGTTTTCTTAAAACTCAAATATTGAATACCTAATCTT 

TCTAAGCTAAAAGGTTGGAATTNTGGGGAACCCGTrTATAAAAATGAAAAGGGGTNTTAA 

TNACATCAACATGCTGGCCATAAGGNAAAAAACATTCACAATTTTCCCCCTCATAATTTA 

TGAACNTTTTATNCACANGGATNGAAAACCT 

Sequence 4328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCAGCAGGCCCAGAGGCCACCAGAGGGCA 

GAGGGCTTNTGTAACANNTCAAGCCTCTGGCTGACCCAGGGACTGGCTGCTTCACACTTG 

CCCCCATGGCTCCGAAGTGGTAGGAGACAGGTTCCCTCACACCGGAGGCAGATTCCAGCT 

CCAGCTATGCCCGCACACCTGGGTCTGAGCCACAGTCTCCACCTCTCTCCTCCAACCTCT 

GCATCATTAATACTGCTCTGGGGTCTGAGAAAATACCTGCTTTTTCAGGCAGAGGTCACA 

CACAGCCACATGACACACACGCCAAACCCTGACAGTGTTGCCCACGCAACCACTTCAAAT 

CCCGTGGCACATACACCACAGTTCACTTGACTCTGATATGACAGCATAATACACA 

Sequence 4329 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAATATAAAATMTACATATGAAGCCACAAT 

ATTCAATTACAGTTCAAACTAGAAATTACTAACTACATGTAGCTGCTTCATTTTTCGT7T 

TGCATTTTGGCCCCTAATTCATTATTTACAACTGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAMCTTTGTAT GTTTTG TGGAGGGTGCACAATTTCTTCTAATATATCTTCAGGTGT 

TTTAA MTTT AATTTGTTTTTAATCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

MCAATTTTATTCTTTCTCCTAAAGATTGTGATTTTATTATTCCAAGATCTTATGCTTGA 

ATTACTTANCAAGAAGGCATGATTATGCANAATACAGGGAAATGAAGAAGAAAAGAGCGG 

GAA TATAC GAAAATGAAGCTTCCTTAACAGAGTTCATGGTGGAGATGGTAGACACTGGTG 

GAGTTTTTATCCAAGACTTAAAACTTAGGAAACGCCTATGATGCCCACTTTAACTGGAAG 

TAATGGAGACATCTGGATTCCAAATTCACATTTTAA 

Sequence 4330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTTTCCTTGTAGTTCTTTTCCTTCAGAGA 
TGAGTAGGGAAATGGAGATCAGCACATACCATTTGTAATTATACATGTTATAAAACATTA 
TTTCCMAGCCATATGTTACAATAACTTATGTCAGATTTCTTACATTTCTATTCACTTTT 
GATGAGCCCATCTTTATCCAAATCCTTATATTTTCTAAAGAGAATAAATAAGTGGTTACT 
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GAAMTTAATATCACAATMGTCTTTAATMCATTTTATTAATAAGTGCTTAATTACATT 

TCAGAGTATTCTTAGGTTATTGGCAAGTATCCCTCTTCTTGCATATATGTCTTCAAAATA 

ATTTCAMCCATTATTCATATATATCTGNTTTATGCTTTTGGGGGCTTTCTCCCTAATTT 

TATCTGNGCCTATTTATTGAACTACTTATTATACAGATTGAGCATCCCTAATTAGAAAAT 

NCAAAATGCTCCA 

Sequence 4331 

GATATCTGCAGAA7TCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTATACTTAAA 
AAMTAGTAGTTTCATT ACTTCCTT TAGACTTTTCCAACCTTTCCTCTTTCTAAATGTGT 
CCAATATAGTTACAGTA I I 1 1 I I I I AAGTTTTAATATGTAAAAATTTCAAACACACAGAG 
AGAAATAATAGCGCAATGAA CTACC ATATACCAACTACCTAGATTGAAGTTATTATTATC 
TCATATTTACTT AATTG CTTTCTTTTCTTCTGTGTCCTTATTTTTTCTCTCTCTCCCTTT 

CTGTTTCTCCCCTTTTCTCCTTTTTCTCTCTTTATATTTTGGTGNTGGTGGTG 
Sequence 4332 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACTGTCTGAACATCAACACATACCCAATGAAGA 

AAACTTGTAATGTTTTCATCAACATAAAATGGGTGACATTTGTATGTGAGGCTGCATCCT 

ATTAAGAGTTCAGAGACTCCAGATCCATAGCAATGAAGTCGCCTCTAGGGACAGGTTCTT 

CCATTMGTGGTMGAMAMGTAGCTTTTGTTGCTTTTAAAAGGTTATTTAACACTTGG 

ATATTTCTAGCACCGTCMTTCTGAGGAACTCTACATATTTCAAAGCAAGTGGCTTTTGA 

TCCTATGAATAGGTTCACTTCTAATTCAGCATCCTTCAGAAGAGCCCATTACTGGCTCTA 

GAAAGCTGTCAATGT CCAG AGCAACACATTATTACTCTGTAAACTCAGTGATTTAGGTGG 

AGAMTAATATCCACATTTTAAGTAACAAAAACCCCGAGGCAGCTTAAATGACTTNTTCA 

AGCGACCTGGTGACTCTAGGACATTTATCTTCACTGCTGGTGCTTAAAATCCATCANAAA 

ATAGCT CTNG A CAGTG GAATAAACATCCCCACCATGGAATGAGCCCAGGAGACCTGCANA 

GCCCCCTTTTAATnTAAGAACCCCATGTGTNCCCCACCCCCCCCCNCTTCCTTCCCC 
Sequence 4333 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCCCCTCGGAATGGTAGGCAGCTGCCATTT 

AGAACTCTGTGATGAATAAAGAAAAATCTATATGGAAACAGAAATACTATAGAAATATTA 

TACCTCTTCNAGGCNAA AAAAA AAAAAGGTGGGGGGTNGAATTTGGATGGGCCAAAAATG 

GCCACCCCGT ATTAA AATTTTTGGGGGGGTTCCAAGGGGGAAGGAAAACCACCTTTTGGT 

TTCTTGGAAMTTTTANCCAACCAAGGGMANAAMTTGGTNTTTNTTCCAATTAAAACC 

NCCTTTTCCAAAACC I I I I I 1 1 1 1 1 1 AAAANTTCCANCCAAGGGAANAAACCCAATTGGG 

CCAACCTTAAATTTAATTGGGCCAAAAANAAAACCNAAAANGGTTGGTTTGGAACCCANG 

GNAAANTTCCMTTTGGGGGGGMTTNANAAAAAMGNTTNANTTTTTTTAANCCTTTTG 

GGAMAAAAAGGGGGTTNCCTTMAAAAAAATTTANTTTNCAATTTCCAAAAAAAGGGTT 

NCCTTMCCCCCAATTTCCTTTAACCTCCCCAAMTTAAATTTTNTTTTAA 

Sequence 4334 

CCCTTTCGACGGCCGCCCGGGCAGGTACTTAGTGCTAACAGAAGCAGTGAAAAACCCCGG 

TGGGCAAGCAGGAAGAGTGAAGCTGAGCAGCCTAAGAGGATCTTTCATGGGCAATGATGT 

GTCAMTTTAGGATCAMTACCTATAAACATAAGTAAMTGTTTACTTCTTAAGTTTTAT 

TAAAAATTACAACTTGGCTGGGTGCGGTAGCTCACGA I 1 1 1 1 I 1 1 I I I 1 1 1 1 1 AGCTCAT 

CAGCTATTGTTAGTGTTAGTGTATTTTATGTGTGGTCCAAGACAATTCTTCTTNCATTGG 

GGACCAGGGAAGCCAAAAGATTGGACACCCCTGTCTAGGGCAAGGATTCCAAAAGTATGT 

TCTGTATAAAACTTGCATAGAGATTCCAGGAACACTTGTTCAAATGCAAATTNCTGGTCC 

AGATNTCAMGATCAAGCTCTGCACGTTTGGGACATTTTTAACAAGCAACCCTCATGATT 

TTTATGATNCTTAAGTTTGACAATTTCTAGGGCCTTNGNCTTCAAAATNGCACATGCATA 

CCCTTTGAGAACCACACCAACATTTTCCCATGGGGGGTAAGGGATACATGCCTNAGCTTT 

ATTGGAAACCCANTTAAAGANNGCCCATTTCCTTATNNGTTGGCCTAAAAAATGTGCCTT 

GNNTGAGGCCCCTTNANAANTACCCATTNCTTTTTACCCTCCTTTAAAAAACANGCTTAC 

TCCTTATTCTTCCAAAAAAAAAAA 

Sequence 4335 

CCCTTTCGAGCGGCCGCCGGCAGGTACAAAAAAAACCTAAAAATTGTTTCAGGAATGTAG 
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AGAAATATCCAACTTAAATAGCGAAAAAGTGCACCATACCCGCGTACGCGGGAATGAAAC 

AGATTTATATACAGAGAAGTGTTATTTATAATCACAAAAAGAAAATAGAAAATATGCCAA 

GTGTTATGGGAGTGTTTAATTATMTTTGTAGAGACMTGAMTATTTGACTACCMTTA 

AMTGATATTTAAGGATTTTTATGATATGGGAMTATTTGTGACATATGCTAAGCCAAAT 

GCAGGATACAAA 

Sequence 4336 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTGCAAAAAGTCGACTGTGACTGTGTAGCA 

TTATGTTCTGTAGAATTTTTTTCAAGTAGCATMTTTATTTATTGGTGTGAAMCAGCC^ 

AAGGTTCCGATATCCTCACMATCATTTATGCCAAACATCTGAGGGCAAAATTTAGCCGG 

TGTTATTTACTAGATTCTTCCCTTTGAACTCACAGACTCAAGAGACAGACCAAGAGTTCT 

TATATACTCACCACAGCGGACCMTCCMGTGGCATTTTTAGGAAAGGTTGCAGCATTTA 

ATGCCATGTGGTACCGTCTGTTCGTCAAGTGGGTGGCAAGGGAATATCCAAGCTGGCATT 

TTGGATATGATGGGCCTTTTACTTTCCTGAGTGACATGCCACATGTCAAGAAATACTGCT 

CCCCCCCCCCCACTCCCATCACATTTACGTGMCAATTTTCATTTAGTTATTTCCCGTTC 

CATATGGTGTTAAAACAGTCGTATTAAATAAAGATTATn"CTAGTTTTCAAGTGGTA 

Sequence 4337 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTNTAAAATTCTAAGTNTCTANGATTAAAA 

GTCCAAAMTAATCATTCMTTTTTAAAMGTMTTTTATGACCTTCATAAGGGAGAGAC 

CTCTAACCTCCCGCAGTTGAGCAAATACACTCTGAGAGACATTANGGACTGTGGCAAAAA 

GCAGGCAATCCATGTGTGTCACTTAAGCCTTGAGCACAGTTCANTAGGCAACAAACCAGN 

AACTGTCCTGGCAGATAAAACAGACTGTGCANGGCATNGTCATCGGGATGGGAAGGGCAT 

TATTA 

Sequence 4338 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I I I I 1 II 1 1 I I I I I I 1 I I I I I GGCAGATT 
CCTTGTCATGAAATAGTTTTGTATTTTMTTAGAT^ 

AGTAAGTTGTGGTTCATGTGTTCAGCACTATTCTGTTTTGTTTTTCAGCGTTCCMCATT 

CCAGAGCCTTCCTGAAGAGATCCTCAGCAAGCTTGCTGATGTCCTTGAAGAGGTAATTGT 

TTTTAGCCTTTGAACTTTTTGAGATGGGATCCAGCCTGCTTGGCTGGCTTCTTTCACAGC 

TGTGTGATGAGGAATCACAAACTGCAGAGATCTTTAAAAAATTTCTAAGCTCTGGGATGA 

GCTATATAT1TGGCTTCGTATAGAAAGCAGCTTATCATGTCTGACATTTATATGCAGAAA 

GGTGCAMTCAACCTMTTATAGAGGGAGACMACTTTTTGTTGTGATAAATCCATGTTA 

CmGACTTACTAGMTAGGMCTGGCATATTTCTCTTATTTAACTAGTGTAAAAGTAAA 

ATTGNAGTTA TCACCA CTCTGAMCTTCAGATTACAATTTACAACTANGGATTAGTAGNT 

GGGGCACATATTTTTATTCCCTATMGTlvn"GTTTGGMCACATAATTTTNTGNCTGAA^ 

GNGGAAAGCCCCCTTTTANTTGN I I I I I I I I NAACCCCCAANCTTTNGTrTTGNGAAAAN 

AGGNGAAACNCCCC 

Sequence 4339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAATGGGAGGAAATAAGGTAAAAAAAAAAGA 

TATGACATACAGAAAAGAMTAAATAATAAAAAAAGTAAAGTAAGTCTTTCTATATTAGT 

MTTACTTTCATGATAMTGGGTTAAATTCCCCAATCAAAAGTCATACATTTGCAGAATG 

MTTAAAAMTGGATTAMTTATACGCAGTTTGCTAGAGGATMTTTTGATCTAAAAGAT 

GAGTGGGTTGAAAAAAATAAATAATGATATAACATGCAAATAGTAAACAAAAGAGAGCAG 

GGGCGGCTATACTTATTTTAGACAAAATAAACTCTAAATCAAAAACTGGTATAAGAACCA 

MGAAAAATATTATACTTTGATAAAAGAGTCAAATCCCAAAAAGGTATTAAAATTATTAA 

CATATATNCNCCAAAACTCAGAGCTTGGAAATGTATGAANGGAACATTGGCNTTATGAAA 

CATNGAMTTCACAGCTCCCAGTMGTCANAMCTTCATTATCTCATTTGCCATAGTGGA 

TTAMCCACCNGACTTACNTTTATTAGGNAATNGAGGACTCCGCCGANATMTTGAGTTT 

TTAAACCAT 

Sequence 4340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCACCACGTCCAGCTMTTTTTGTATTT 
TTAGTAGAGATGGGGTTTCAGCATGTTGGCCAGGCTGGTCTCAACTCCTGATCTCAGGTG 
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ATCCGCCCACCTNAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCAGC 

CTCAGAATGGTTTCTTTTAACTGCTTTTAGTAMGTGCAAGAAGAGAGAMCTATTTACA 

CAGATGGMTTTATAATTTAAAMTAAGCAGMTATAAAGGTTAGTGATTTATTAAAACT 

ACATGTCTTATCTGTTGCCAGCATCATGTAGGCACAACTCAAAAATGGGACATGAACAAG 

AGCATAAGCTTCAAGAGAGCGTTTGAACAACTACAGATGATCACTACACACTCAGTAGAT 

TTTA AACCGTGTTCTTCTC ATTG GTC ATTT ATTTTG G G G ATTG AATTG AAG C ATTTC CTT 

TCTTGMTACTTTCMGTTCCAATGGGCAGCAAAMTATTACTTGGATTTTGGGGTTCCC 

AACCTACAMATTCTMCCCATTTTTCAAGGTGACAGAAAAAAACCATTTGTACCCCGGC 

ATTG GGAAAA MTTT CCTTGAGGCCTTTMCAACCACATAGMAAANGGGCTTTGATTCT 

TTTTCCAAMCTTTTAGCCCTAGGGTCTTTTATTGACNGGGGATAGTAMTGGAMTTG 

NAAATTTTAGATGAAAAG 

Sequence 4341 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCTGCAGAAAGCAGAAGACTATATGA 

AAACAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAAACCAT 

G CinTGG AAGCAG ATAAACC AGTTG AAG AC ATACTG ACGTATG AG G AATTTCATCCTTTCT 

TGTTT TCTC MCATTCACAATGTCCATATATAGMTTTGAATCATTTGACAAGGCGGTGG 

ATGAATTTTATTCCMGATAGAAGGCCAGAAMTTGACTTAAMGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTT 

Sequence 4342 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCACAACAAAGAATTATCTGGCCCC 

AAAGGACAATAATGCTCAGATTGAGAAACCCTTGGCTATCAGGTAAACACAGGCTCTGGA 

ACTAGATTTCCTGGGTTGTAAGCTGCATAATATTGGAAGCTCTGTTTGGATGGACACGTG 

GGGGTGATCTGGGACATAGAAACCTGGAAMGCTGATGAAAGCTGATTTTCCCTTGAAGA 

AGACATTTGGMTGMGCMTGTGACCTTTAATCACCCTCAGACCTCTTTTTGTTCTTGT 

TCCANGACATTCTGGGTTTTAAGCCAGATGATACCAAAATGACCCCAGAACCAGAAGATG 

GCAGAGCCACAAAAGTGAAAAATCTTGGGTCTCTGAATCATAGCTTGGAGGAGGGCTTNC 

TGGAAAACCATCCMCAGAGACATNCGCATTAAACTTTGTGTNAACAAAAAATAAATCTT 

TCTTGTGGTAGGCCACTGAGATTTAAATTGCTTCAGCAGCTTACCGATCTGCCAATCAAC 

AN ANM CTTCTTCAGTGCTTTTAAGTGGTTTACAGACCCCTTAATTNTTAAATGGTNGGA 

ACTTTTGGACCCAAAAAACCTTTCACTGGAATGATGCCAACCAATCTTGGTTGNGGGAGT 

CAMCCTGAAMGTTNGGMTNCCTAAAATGGCCTCCAACCTTTANTTCTATTACANAGC 

TTTGATTTTACCGGTCGGTTTAGGAANCNTNTTTCTNTTTGANAAAACTTGTTGGGGGCC 

TAATTTNATGAAAACCNAAAGGCCTTAAAAAAAAAT 

Sequence 4343 

TGAATTCGCCCTTT CGAGC GGCCGCCCGGGCAGGTACCTTGCCCATCACAAATGTAAAAG 

CACAMCATACTTGTTTTTGTTTCTGACCTCATGGTTGCAGGAAGCTGGCTGAGAACAGG 

AGAGAATGGCTTGGGGGAAAAAAAAGCTCTTTCAAGTTGGCCACCCCAAATCACCCAGAT 

GGGTGTC CAGG CAAATCAGGGCCTCTAGACACTTGCTCTTCTTTTCCTCTTCTACTTGGC 

TGGTATTGTTTTGAGAGGTGMTTTCTAGGAGGGCAAGATTTTTGTGTGTGTGTGAAACA 

AGAGAAAGGTTATCTGCTTAACCTAGCTCCCTGAGGAACTTAATCAAGTCACTCCCATTC 

TGGCATTTGGGTGGGTCCAGGCAGCACCCAAGAGTCCAGGACCTNACCAGGTCCAGCTCA 

ATGACAGACTTTGTATGGGAAGAACTGGGAAGGAGAAAAAAAGTAAGCATGGATTCCTGT 

TTATTTTGCCC 

Sequence 4344 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CTCCCTATTCCTTTGATAAGCCATTGCAAAGCCTGTCTAAAACAAAGCTATTTGCTTCAT 

TAGCTMGACTACGACTATTTTTCAACATGTCTGAGGAACGAGACCAGGCTTCTCTACTT 

TTCAAAACTCCTCAGGTGATTCTTAGCAACCAGATTAGCATCAGTCCTTAGAACAACCTC 

AGACACCCACTAACACATGCCCTAGAGAGGCTAAGTAACCCGAAGGTCACAGAACCACAG 

AGTTMTTAACAACGACAACAAATCACCCTTGGTGTTCCTGATTTCCGTCAAATAGCCCG 

CCTTGCTGAGTCAGCACAACAAAAGATTTCATAACAAGGTAAAGTCGTCTTAGTAATGCC 
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CCCTTTCTAAGAAGTTACNAATATTT 
Sequence 4345 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAGTGGAGTCATCAAGTTTATCAACC 

AACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATA 

TTCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGA 

GGATGCGCTCAACCAACTCTTCCGAAACAAGCAGCATCAAGAGTTATTTTTCTGACTGTC 

AAGTTTCAACATTCAGGTCTGTCCCAACCGGCACCACAC 

Sequence 4346 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTCTTTCCCAGGCCGCACCATTTCTG 

TCACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAA 

GAGTTCCAAGTTGAAGGGAAA CAAAGA AGTGTTTGATGGTGCCAGAGAGGGGCTGCTCTC 

CAGAAGGCTAAAATTTMTTTCTTTTTTCCTCTGAGTTCTGTACGCGGGTATGGTAGTTT 

TACATTACTTACTGGACATTGTGGGTGATAGATT7TAAAGTTTATCTCCCACTAAAGAAT 

GTTGMTTTTGTCAAGATTGGCAGATCATCTTGATCCTATGGATGCTAGGTTTTAGGACA 

CGTTAGGGTGGGCCTACTTCTGTTCTGCCCTTAGTCCGATGACACAAATCTTANTCATGG 

GATAGGGCTCTTATTCCCAAGATGTGACCCTTCTAGGGGTTCAA 

Sequence 4347 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGATATTCCAATGCCTTTAGTTAGCTCAG 

GAGTAGAGCATGGTAACCTGAGAGAGCTGGCACTTGCAAGAATGAAAGACCTCGGAATAC 

AGTTGTCCANGATGTTAAG AAACC ANAATAAAGTTTGGAANTCCCAANNAAATTTNATCA 

CAAAAAGTNACCCAGGGGGTTTTAATNGTATACCACTTTAAGNATnTGGGGGGGAAATG 

GCAAAMGGGGAMGGGGTTGACTTGTTTAGAATTTCCTTTGGAAATGTCTGTGCACATT 

ACAACCGTCCCACGGAGCCAAAATTTCCTTCCAAACTGATGAGCAAGCTCTTTGATTCTT 

GANGTCATGATGTT A I I I 1 1 CCTTCTTAATTT 

Sequence 4348 

CCCTTTCGAGCGGCCCGCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACTG 

GGAATACAGAGGTGATGGGCAGGAAAATTCCCTGATTTTATAGAGCTTAAATTCTTGTAG 

GAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTGT 

TTGCAGTGAAGAAAACTGAGAGAGAGGGTTAACATAGATCAAATATTAGAGAAAATTTTA 

TTGAGGAGG GGACA TTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATGT 

TGGGATACACTTTTATATGGCT GCAT AGTTCTAGGCAGATGGAACAGTAATTGCTAAGGA 

TCTCACGCAGCAGATTTATTAGTTTTTGCCACATTGGTCCAGCTACTAGGCACACTGCCA 

TGTTATAGTAAATTATCAATAACTAAAGGTGTCAACATTGTATTTAAGCCATCTTTCTAT 

CTCTCAGGGCCC CCAGTG GAGNCTCTTACATAGTAGTATGGTGCTCAGACTGTAATCAAT 

TTCAAATGAMTTATTTTTACTGATGTAGAMCTCATCGGATTAGCTGNTTATTTT 

Sequence 4349 

CCCTTAGCGTGGTCGCGGCCCG AGGT ACGAGGTTATCTGTGTTGTGCTTAAAAGGNNTCT 

CTACATAGACCGGAMAMNGACTTTTGTGAAATTGTTATANNNTAACATTTATCATTCA 

GAGAAAATATTCTGTAMTGTTGATTTAATGTAATAGTTTCCCTTAAAATAGAATTTATA 

GAGMTTTGAAAAGAAMCCACAAGTTMTTCACTTTTTAAAAAACTTCATGTCATCTGA 

ATACTTMGCTGCTTTGTTTGGAAAGTGTCTTTTTAAAGAAAATAGTTAATAAAATTACA 

AGTA AGAT AATTGTCACAAAATAAAAATCTTAGGTGGCCCAGNTGTGTATTACAGAGATT 

TGGGTTTTAACAGTTATACAAGTTATTTAAGGTGGGAAACCATTAATATTAAATTTTAAT 

TAAAGAAAAAATTTTNGCCACCNAAAAAATCTNNCCTTTCACTTAAGAATATAAAAATGG 

TATTAGCTGGACCCCCAGCCAGGTTGGCNACTGGNGGATNACNATGGTTTTNCCC 
Sequence 4350 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 
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TMCCTCTATCCCTAATGGTGTTTAMTTTTGGTAAAGMAAATTCATTTTTTCTTTA^ 

TTCCMGAMTGGTMGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 

GTCTCTGATGTCTTTTGTGTGAGACMGATTTTAGGAAATAAATAAGTGGTGCANGGAAT 

TGTGAGATTACATTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATAATCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAG 

Sequence 4351 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTAAAAATGTAACTTATAAACACAGGGA 

AAMCAAMGGTAGACCTTTCCACAGATTGCTAGACTACTTTATGCATGAAAAAAGTCTG 

TTTCACTGATATGAAATGTTMTGCACTATTTMTTTTTTTCTCTTTGTTGCTT 

GAGGTTGGTTTAAGATAATAATAGGACATCTGCAGATAAGTCATCCTCTACATGAAGGTG 

ACAGACTGTTGGCAGTTTCAAAATAATCAAGAAGAGAAATATCCTTAGCAAAGAGATGAC 

TTTGGGGATCATTTGAGGMTACTMCTCTGTTGCATTMTGCTTCAAAAAATCATCAAA 

TGATTCATGGGGGCCCGATTTGCATTTGAAAAATGTTTGAAATTAGAGTCTCATTTGTT^ 

CANGAATGCAGCTACCTGAGTTTTTTGTCTTGGCAAAAGTCACAAAGCCCATATACTCCA 

TTGTGTGTCTATATTTGCCMTTMTTCTAAACTTCTANGAAATATGCCCTCTCTTAAAG 

GAGAATTTTT 

Sequence 4352 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAGGATCCCCAAGCCCTTCAGGCCCGAGATCA 

GAGCCAGATCAGCCTTAAGTCACCTCCCATCCAAGAACTTGGCCTAAAAATACTCCCCTA 

I I I M NAAACCCCTTNANNGMCNGGGATTCTTGNANTTATTTAAAATGGCCTTCCCCCT 

TGGGGNA AGGNA MAGGGGNTTGGCmTTTTCCCCCCNCTCCCNCTTMGGANGGGTTGG 

CCNCNCMT TTTTC CCAATTAACCCCCCNTGGNGTGNATGAAANCTTGGTNANNGNAAGT 

MGNNCNANTTTTNGNGTCTTTGNNAMGGNCNACTCMGATTTTCCCCCTTTTTTNCCC 

CCMTTNCCCCAATTTCTCCCCCCTAAAACCCTTCCTCCAAAAATTAAAAATNTCCCCTC 

CCCCCMCNTTNCCACTTTCGNGCNAMGGGGIsriTNCTTTTCTMGGGTTNGGTATCTAA 

NTNGGCCNTTGGNTTCCNTTTTGGNGNGNGNCCAAGGNGGGGNTTNGNAAAAAAN 

Sequence 4353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCCACTCAGAAGACCTTCACCAGATA 

CTGAGCCTTGATTTTGGACTTCTCAGCCTCCAGAACTGTGAGAAMTAMTTTCAGTTTT 

TATAMTTGCACAGGPTGTGATATTCTGTTTCAACAACACAAAATGGGACTAAAACAGCC 

TCTTAAAGCTCAACGTCCCTGGTGGGTGGTCAGCCTTGTGCTGTTTGGCCCTGCAAAGCC 

AGTTAGTTCACTAATG CCATGA ATGGGACAGAAAGTAAAGATCAAGATGCCCTTGGGAAT 

TTGTMGCT TTGGT GCTTTTTTCTGCCTCTTGAGAGAAACACCTCTCTGAGTTAACAATA 

TAANCTCTC 1 1 1 I I AACACTTTAAMTMTTATTACTGGGCGGGTGAAGMTTTTAGTTT 

GATTCTAAAACATCGGGATTTGAGACTTTCTTMCTGGMATCCAGAGGTMGTTTT 

Sequence 4354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTATATTAACGMCTTTATAAACCAGCAAA 

ATATGCMTAGGAAAATGATTTAMAGATTATGGTAAATATTTTTAGTAGGTTAATAAAG 

AGGTTGAGAATGAATTCTGAGAACCCCTGACTATTAGATTATGAGTTGCCTCTAGCTCCC 

TTGATCAAAGA GAAAC AGGCTTTCATGTGCATACTTGGCATAATCCCTGGAGAGAAGTAT 

ATTMG AAM TGTTTTGAMTGCTTCTTTTTAATTAAAAAAACACACCCGCGTACTTCC^ 

CTGCTGTTTTAAATTTCCCAATGTATGGAATCTGGAGATCAATTCTCAGAAACCTCTACA 

MTGTTCA GATTA TGAGAAAATACTGCACAGCCTTGAAACAACAATAAACATTTGATCTC ' 

TCACACMTTTTTGTGCATCAGAAATCTACGAGCAGCTTACCTGGGTGATTCTGCCTTAA 

GGTCTCTCATATGTTGCATTT 

Sequence 4355 

GCTCCAGCNGTCCGCCNGGTGCCGACGGTGTATCTGGATATATTCACNNTTAGCCNTGGN 

TCGCGGCCGAGGTACCGCGGGAGAGCAGCACGTAGCAGGCCCCCGTGGAGGATCCACACA 

GTGGCTGAACACTGGGAAGGAACTGGCGCTTGGAGTCTGGACATCTAAAAGTTGGTAAAG 

TGACTGTGTCAGGAATTGGTGGGTTCTTGGTCTCACTGACTTCAAGAATGAGGCCGCGGC 

CCCTCGCGCTCCATTGGGTTAGAGTCTCCCCGAGCGAGCTGGTCTCGGCAAGTGGCGTCC 
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ATTCNTGGAGGCTCGAATCCAGGTCAAAGGGTTGCTGGAGCGACGGTTGGAATGGAAAAC 

TAGCTGGAAAGACACCCAAGCACTCTTAAAGCAATCCCCGTGTTCTGGAGGCTGGGAATG 

CCCAAGGTCAAGATGCTTGACAAAATGATGANAGCTTTTTGCTGCATCCTCACATGGAAG 

MGGTGNMGGGCANGGAGAGMTAMCTMTGCTAGGAMTGCCTTTTTTAAAANGGGA 

CTTAGTCCCCATTANCAAAGAAGCATGTCCTTATGGCNTAAATCATCTCATAAAAGCACC 

CACCTCTTTAATTTCTCAAAAAAANAAAA 

Sequence 4356 

AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTCTTGCCCAGGATTTGCACTCCACTGAG 

MTCCMCTATMTTGCCMCATTTTCCACTTCTGTTGTTTAATTATTTCAAAATTCAAG 

TA ACTAT AGGCATCCTGAAACAGTATGCATTCCCTTATATTGCTTCGAAATCTCATATCA 

CCTTTTTGACTACATTTAGAAGGCACGAAGTTTGGACCTGGAAGCACAGGTCTACTCCTC 

TTCCATGGGAGACCAATAGCAAATGGAATCCAATGGAGCAGCTTCGACTATCACTTGGAA 

GCCCTCTGTGAGCCACTMCCCACCCTTCTTCTTTGTGGCTTCTTTTTGAGCTTTAGATT 

TGT CCAGC TAAMTCCTGTGTATCTTTAAAGCTTANCTCAAATGCCATTTTCCAATGTAA 

AGCTTTTTGCCCACTGGTGNAACCAGAAATGATGTNACTTATGACATAACCCCACTTTTG 

GACAAAAGTTGTATTCAAACCCCTTGCCTTTTTCCTTNTTGGTTATTGCCTAATTTATTA 

ATTGGCCTTCCCCGACACCTMTGCAAGTGGCTTTGGTAAAATNTTTGCTTAAAGGCACC 

CCAMANAT TGCTTT GGAGNCCAAAACCTTGTNTNCTTTGGNANGTNTTATTAAAAAACA 

ACCCCNCCCTTTTTANGGGGAAAAAATTTTTTTAAAC 

TAGGGTCCCTTTGGGCNGGATTTTTNCTTGGCCNGGCTTCTNNAAAAANTTTT 
Sequence 4357 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATCCCTCAGTGAGAATCAAGGTGTGTGCCTT 

GGTTTGGAAAGGAGGGAGTTGACACTGTGGAAGGCATAGGAATCTGAGAGGCAACTGTGA 

GCTGCAAGACTCCCTGCAACTCTCTGGGCTTCAGTGTTCTCACCTGTAAAATGAGGATGT. 

GCCMTTAGATGATGTCTGTTAACTCAACAAAAAATTACAAGATATAATTTTAGAAAAGG 

AGAGGCGGAGACAGGACTTTATTTCTCCTAAATGGTTGCAGCCTGCCAAGTGGCCAGCCC 

ACAGGCTGGGAAGCATGCCTCTGGCCAAGGCCCAGAGACAGGCACTTTGAAAGAGGAAGA 

ACTTTATACTGAACAGGCTGGCTCTCTGCACTTCTCTTCCTAGAGAATCTCCTGGCTGGC 

TCAGCCGACTTCAGCTCTCTGCTCAAAAGTCATTTCCTCTGAAAAGTCTTCCCTGCTGA 

Sequence 4358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCTAAAGAAAGCCATGAGGATGATAATCC 

ACTTTGATACT TCCAATCT GCTGGTCTTGCTGAACTCTTTGGATCATGGATATCATAAGT 

TCGACAAAATAI 1 1 I I I I IGTAGAAGCACAAATGTGAAGTGTCACTCGTTCTGAGACTTC 

CTCCTCTGTGAAATTCCACMTCTCTTTCTATTTATAGACTTTTCCACAGCAAACATTAG 

TCTACGCAGGGCATTTTGAAAATCATTTGCCAGTTCTAAAGTAGTAATAATAAATACTCC 

AAGAACTAAAAGTCCCCCTGGTAGCATTCTG 

Sequence 4359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 I 1 1 1 1 1 1 I I I I I 1 1 1 1 I 1 1 GNCATGCA 

TGCATCCACNCTGGCTTTATCCTGACTTATGAATCCAGCAAGGCCCACAGAGGAACATCT 

GGTTTTGACATTAATTTCTTCTACTCTGCAGGATGGTTGGGTTTTTAACTCATTGGGGGC 

CTTTGGCTANACCTTGAATTTCCTGGNGCAACTTGACAGAGGTGAGAGGGCTTGAGGGAG 

TTAAATAAAACTATGTGCTGCCCTTGAAAGGACTTGCAAATGCTTTATATATTAAACAAA 

GAAACTCCAC 

Sequence 4360 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTTGAGAGATATCAAAGAAAGTCCAATATC 

CGTTCTTCCCCATCACTCTACAGTGTATCTAGTAATAATTATTTGTCTTAATCATAAGGA 

CAMTMTGAAAATTATATTTCAMTTTCTAAGCTTTTGTGGTTAAAAAAAGCTTCTAGA 

MCTATTGTTTCTCCTCCCATGCAGTTATAATATGCTTMCTTTCTTTAAGATGGGTGTT 

TGGTAGTATCATTTACAATATATTT A I I 1 1 IG 1 1 1 1 I I A AGCATG I 1 1 1 1 A TATTTGTTT 

AAGGTGGATAGGCATGTAGACCTGCTAGAAGTTGCCCAGGAAACTGATGGGTTTTCAGGA 

AGTGACCTAAAAGAGATGTGTCGAGATGCTGCCCTCCTCTGTGTTAGAGAATATGTTAAT 
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TCTACAT CAGM GAMGGTATGTTATTTTGACTTGATTTTTAACACTTGTCAAAAATCTT 

TTANAGCTTTTAAGGTAGhrTTCTTTTATTTTGCCTTTATATTANAAACACCCGCTTATGA 

AMTAMAGGTAAATTTGGGATTATCACCCCCCTGCMCCTTTATTTATTGGCCATTTTT 

TCCAAAGCAGAATTCTGAAAAATGAAGGANGGGCANAATTGGTGGGGAAGGGTCTTANAA 

TGG AAAGG AN AAAAAAAGG N 

Sequence 4361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACACAATATAGAGCAAAGAATAAAGAAAC 

AAAAAAAAAGGTAAAAAAAGA CAAAG AAAATGTAAATCTTGATAGTTGAAAGACAAATTC 

AGCTCAMTTCTCCTCTGTGGTTTTTCTCTTCCACTTGTCCATATTCACGGACAAAGAGG 

CTACTGGGAGAAGTTCATGCTGCCGCTGAGTTAAAAGGAAGATGGCGGCATTGATTCAAG 

GTAGGGAATCATGAATATCCTGTAAAGGAACCACCATTGTAGCANGACGAGCTGCATACA 

AAACCCCTCAGACACCGAGTTGTAGAAGGAAGGGCTTTATTCAGCTGGGGGCATCAGCAA 

GCTACTGTCTTAAAATCTGAGCTCC 

Sequence 4362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTT 

ATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCA 

TATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTACTAGTTTTAATAGAAA 

CATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCC 

mATGTTTGMTGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTT 

ATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCAGGTGTGGTAG 

GTAGAAATATAAGATGACTCCCMGATTTTTGCACCCTGGCATACACATATGCTTTTCCA 

GTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTTTGTAAGATGTGAATAATGT 

TCCAAATCAGTTGGCCTTAAGAAAGAAGGATGATCCTGGATGGGCCAGATCTTATCAGNT 

GAGTNCTTAAAGGGGAACAAGCACCCTTCCTGACAAAAGAGAATCAAAAGCATGGAAG 

Sequence 4363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTACATAACATGTCTTAACCCATTTATAA 

ATATAAGTTMTTTCTTTAGAAAACCAGAGGCAACTTCTCTGTTAAGGACTAGACA7TTC 

ACMCTTTTACAAGGTATGGTGTAAATGCTCACATTTGTTTTCAAAGATTTCAGATAGCA 

TCTAAAATGAACAATATTAAGATTCCACTTCCACTGACCAGTTTATTAAGGAAAGGGGAA 

AGCATTTAAATCCTGGTCAGCATATTAMTTATTAACTTAAAATCCAGCAGTTTTATCAT 

ATTTCAGTGATTCGAGTAAAATTTATAGTTNCCAAAAATGCAAATCAAGTAGCAGTACAA 

TAATATTAGGGGACTTTGATACCCCACTTTCAACAATGGACAGATTATCTAGACAGAAAA 

CAATAAGGAAACATTGGACTTGAACTTCTGTTTAGACCAAGCCGGACCAGACNGGACATA 

TAMGGAAGATTCTATCAAAACAGCATCAGCATACACATTTTTCTTAAGGTGGCACGTGG 

AACATTCTCCATGATAGAATCATATCNTTAGATGATGATACCAGGTGATAACNAATTTAA 

GMGAMGGMGTC ANTT TCAAGTATTTTTTCCTTCCAGGGGGGNTAAMCNNGGAAATN 

AATCNCAGGAGGAATTTTGGGAAATAAATTGGNGGNAATTTAAACCNACCGGGGCAAAAA 
AAAAATTGGAAATT 

Sequence 4364 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACC 

TAGCTnTATTCATTTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTC 

TTATGMCTCTTTGTTCT AATA AATAAGCATATCCAGGTTTTTCATAAATAAATGAGGAG 

TCTATAAATTCTTACTAGTTTTAATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTG 

TGTGAGCTTTTGGAMATGTTTTCATTTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTT 

GAAAATATACATTCTGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAACCCATATAC 

TTTCCATGCTGGGCACAGCAGGTGTGGTAGGTAGAAATATAAAGATGACTCCCAAGATTT 

TTGCACCCTGGCATACACATATGCTTTTCCAG 

Sequence 4365 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTGTTTTTTTTGT^ 

AGACAAGGACTTCAGGGGGCTCATAGAGCAGAGATGTCACTGTAGAAGAAGCAGGCTGCC 

ATATCATTCTCTCCTCATCCAGCTCCAAATAGTAACATAGCCTATGGGGACTGACTGACT 
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TTAGAACAGAGCATGAAGGAATTCATGCCTAAAGTTATTGTTGAAAACAGCAGAGATTAT 
AGTAGTGAACATTAGAGAATTACATATTANTAGCAGCTAGAAAGAAAAAAGACCAGCCAG 
ACATTTCAGAGAGAGACCTGTGGAAAGAGT 
Sequence 4366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 I I I I I I I I I I I II I ICTGGATTAT 
ATCTAAATTTAATATTGAANACAGCACTTAGCATTTCTCTGGCCTMTCTTATTTTCCAT 
GATAMTGTGTGCATTTGCCTCMTTACCTTAGGAATTACTAGAGATTGCTTCAAAGTTT 
TTTCCTGCACTTTMTGTTCTGCCTTCTTTTG 

TAGCTCTATTGCTTGGAGAGATTTCACAMAAAMTT7TAATAAATGTCATGTGCAATAT 

ATTTGGCATGAATTGCCTNATGAATTTGAAATTCCANAA 

Sequence 4367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTGTGTTCCAGGAATCCTTCTTGGCACT 

GGGAATACAGAGGTGATGGGCAGGAAMTTCCCTGATTTTATAGAGCTTAAATTCTTGTA 

GGAGAGACAGACAATAACAGTAAGTAAATGCTAGACCTTTATAATTAATAATAAATGTTG 

TTTGCAGTGMGAAMCTGAGAGAGAGGGTTMCATAGATCAMTATTAGAGAAMTTTT 

ATTGAGGAGGGGACATTTCAGTTAAGACAGGAATTCTAAAAGGGAGCAACTAAAAAGATG 

TTGGGATACACTTTTATATGGCTGCATA 

Sequence 4368 

CCCTTTCGAGCGGCCCGCCCGGCAGGTACGCGGGTGAATGAAGCCTTAGCAAGTCTGTCC 

AGAGCTCCCCTGGTGCCGCCTGGCATGCTGCTGATAGTTTGAATGTCTTCACAAGAAATG 

GTATCAGAAACCTCCTGTCATATCAGCATGGGTCTCTTGCTTCCTGCAGGAAGGGCGATA 

TCCTGGGAG GCAC AGAGGTGGAGCCCGAGAGACGCAGTGTTCCAGCGCTGCTCGGCTCAG 

G ACTGGGT CTTTTCTTCCGTATCCTCAAGCAGCTTCTTTGACT^ 

TGTTTTTTTCTTCATTGGGCTTTMGCGTTGCTTCTCTTTAGTGTATGTGTGACT 

CM ACAC MCATTGCTTTCCCTTTGCCTGCAAATAATCTTGTTGCCCAAGCCCATCTCTG 

CCATTTTCAAGTGACAGCTGGCTGGCCAATGAGCCTGAGCACTGGGAATGCCCAGCAGGG 

CACATCTAGGGGGCTGCTTTATATTTTGGAGCTAGCAGGTCTCTTTTCTANGGCTTTCCA 

GGAAAGMTTA NMT TAAMCATTGGATGGATTTTGGGTGTTCATTTC 1 1 I I I I CCATCA 

CTGGGCCTTTATTTTCTTGGGGCTTCANTTAAAAGCNGAAAACNGATTATGGTNGAAACA 

TTTATAGCATGCTTTCCAAGAArvrTTAAAGATTTTTATTAATTTT 

Sequence 4369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGGGGACGGAGGAGCTAGGGACTAACT 

GTTGCTCTTGGTGGGCTTGGCAGGGACTAGGCTGAAGATGTGTCTTCTCCCCGCCACCTA 

CTTGTATTGMCACCCACANTTCTTCCCTTAACCAGCCTGGGGGTTTTGTTGAAGGGAAN 

TATTGMAAAAAGAAGCCCCTAATTTTCGNATNAGCCNTAAGNAAAGNGGGNAAATTAAT 

TGGAAATAGNGTTANGGAAAAGCTNGAACCTTTNCCANAGGGGNTCCAACCGGAAGGGGT 

TTCTCCCCCTTCNCCCAACCACTTCCTTGTTTCCACCAAGNGGCCTTTTCCTTTTGGACC 

ATMCCGGTTAAGTTTTTGGGGMGGCCNTAATTTTTTCCTTTTCCNCCCCCCCCAAGTC 

CCMAMAGGNCCCCATGGAAAGNAAGNCCTTTTTTGGTTCNCCCCCGGGGGCNCCTTNC 

CCTTGGG GGA ACCCAACCAATTAAGGGGGCCCCCAAI I 1 1 rAATTCCCCCTTGGTTNAAT 

TTTCCCCCTTTTTTGGGGGCCTTT 

Sequence 4370 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGATTTCTCAGAGCTCTCTTATCAAGAG 
TAAGGAGTGAGATTGCANAAGGGGCAGTAATGTCAATACCAAGTTATTGGAAACTACTTA 
ACCAGCCA CTGC ATTACATACTGGAGCCCGTCTAGGACACTTGCCCTTGGAAATGGTGGA 
AAGACTTTGTTTTATTTCTATTTCATCAACAGMC^ 

GGATAACATCATATTATMTGGAMGTTATTTTTAACTACMCTGTTATTGNTAAATTTA 
GMGAAAATATTGTCTTTGMGTTTCAGTCCAAMCTCTMGGAGAACAAGGTTTTTACT 
GCCATCGGTMTCCTGTGAGAAATTTGACACTCCAGATCTTATTTGAGACAGATMGTCT 
ATGATAAATTTATGTATGAGACTTAAMTATTCTTGGATATTCTCAGGTTGGTCTCACAA 
ATTCTGCATAGATTAAGTTGN I I I I I 1 1 I I I I I ATGAGAACCCTTTCTTTATCAAAAAGG 
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ATTGGA 
Sequence 4371 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTGCTTACAACAGAATCTACAAGGACAACAAC 

TCACCGTGTTTTTCMTTCAGATTTTTAAGTTATGAATTCAAATCTACTAAATAAATATC 

AGAAACAAACAAAAACAGATAAAGCTATAGCTCACTGCATTTTAGAACCTGAGTGATGTC 

ATGGTTCTCTAGAGCTTTCATTCCACAGGAGAGTTCTTGTCTCTAGGGCCTCGCACACTA 

TGCACAGGTGAAGGGACGAAGTGTAGCCCCACAGGGTAGAATTCATGATCAGAGGACAGG 

GAAATACTGNTTTATTCATTNNT 

Sequence 4372 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I I I 1 1 1 1 I 1 1 I I II I GAATTTANAAG 

TTTCTTACMGCAGTAAMAGGTCCAAAATGCTTTATAGGTAGGTTTCTACATAAATTTC 

ATAGTTTACATTATGGCATAAGGGCAAAAAACTTCTCATAAAAGATATTAGGTAAGTAAG 

GCTACCATCAGTTAAATCTGCTTCTACACACATTAACTTACTTATCTTCTCTCACCTGAA 

GCAC ATTNTTGCAACTCACG CMCAGGGATTTACTTTCTTCCTTTTAAATTTTCTACCTT 

TAAGNTTTTC 1 1 I 1 1 I I 1 1 1 1 CTTACCTTTCAAATTTTTAAGGTNAGCCCCTGGATTTTT 

ACCAATT 

Sequence 4373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

AAGTCAAACATTTTAAGTGTAGCTCTTGGTGCACTTTAAAAAAATTATTAAATTGAAGCT 

GTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATTAA 

A1TCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGG 

ACTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGGTGATACATAAAGC 

AGTGAGTGCTATTTGTAAGATATATTTATATTTAAAGTCTTCATACAGTTATTAACTAGC 

TCCAATATTACTGAAATGATTTCTCCAAATATCCTATATTNAATTATCATGCTGGCAAAA 

TNTATTATAACTTTGGG 

Sequence 4374 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCAAAATGCTGAAGTTTCCTGTGAGGGTCT 

ACAACCATACCACCGTATGAATAATCTCAATCACAGCATTTTAGGGCTGGAAAGACCGTT 

CTCCATCCAACCTCTCAT7TCAGATGAGCGGAGACTCAAATCTCTCACAGGGTTCCATAG 

CTAGTTGGAACCAGAAATCCAGCAGAAATACTGTAAGCAAGCTTGTCCAAGATGTGGGTC 

CAGGACA GCTT TGAATGTGGCT CAACACAAATTCACAAACTTTCTTAAAACGCTATGAGA 

1 1 1 1 1 1 i iGCAAl I I I I I I I I 1 1 I AGCTCATCAGCTATCGTTAGTGTCCGTGTATTTTAC 

GTGTGGCCCAAGACAGTTCTTCTTGTTCCAGTGTGGCCCAAGGAAAGCCAAAAGATTGGA 

CACTCCTGGAGGTGCCAGCACAGTATCTAACACTACCTCAATACTT 

Sequence 4375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCAGTCAACCCTAAACAGTGGACTCAACT 
TCAAAGACGTTCTCAAGGAGAAGGCAGACCTGGGGGAGGACGAGGAAGAAACGAACGTGA 
TAGTTCTCAGCTACCCCCAGTACCTCGGCCGCGCCACGCTAAGGG 
Sequence 4376 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCAGCCAACCTGACCTGGAATGCGGATTTT 

CAAGGGATCTCTTTATTCAGTGGTGTCAGGACCCTAAAAACTCAATCATTCTAACCTACA 

GMCTACTCCTGGGACTTTAGCACGTTTCCTAATTGATAATCCTTCTGAAAAAATTACAG 

AAATAGAGTTGAGGAAACGTGTGAAGCTTGAAGGGAAAGAACTTGAAGAATACTTGGAAA 

AAGAGAAACTAAAGAAAGAAGCTGCCAAAAAGCTTGAGCAGTCAAAAGAGGCAGATATAG 

ATTCCAGTGATGAGAGTGATATTGAGGAAGATATTGACCAGCCATCAGCTCATAAGACGA 

AGCATGACTTGATGATGAAAGGTGAAGGCAGTCCGTAAAGGAAGTTTTTTCAAACAGGCA 

AAAAAGTCCTATCCTATGTTTCCTGCCCCAAAAAGAAAGAATTAAA 

Sequence 4377 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCTGGAAGATTGGAGATCTCTCTC 
TAATCCCTACCCCGCAGCTGGTTCGGTGTGAGTTTATAGAAACCTTGGGGTCTGAGTTTA 
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TGTTAAAAAAAAAANNNNNNANANNNAGGTTGAATAAATAGATCAGTGATATCCAGACCC 

TGGGATTTCGTGGCTCAATTAAAAACTGTGGGGCTACCATACATAGTATCTGACTGCTTA 

TTTTGTCAAGTAAAGACATATACAGGCATACCTTG I MIN I 1 GCATTTCACTTTGTTGT 

ACATATCAGTATGATTMCGGTTCAGTGTTCATTTTCAGGAATCTGATTGGATAACTGTC 

GTTTCATTTGTTGAAACATATAATTCAAAA 

Sequence 4378 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 I I I I I I 1 1 1 M I I 1 I I I I I I I I NCAC 

AG CANTCA AAANAACCACAANGGAGCAGTAGTTTNTAAGCTTCCATGTAGGNGAANACAA 

MATTTTTATAMTTTCATGMTACTTATATCCCAACTGTTCAAAATNTCAANATNTTTA 

ANAAMCTTGTAGGACTACAGTTAACTATTCTTTCCTCCAAATTTTThrTTTANANC 

GAGNCCAAAAATAAAAA ANTTAA AAAATTNCCATNGNTCCTATNTAAATCATAANAATAA 

AANNNGGCCAAGANAANTTTTTAAGGACCCCCTNTTNNTCCNAAGCCAAGAAATTTTNCC 

CACATTGGGCATTATCAATAATGAGAACNTTCNTGANATCCTATNANCTTGNGNGGCCCT 

GTCTCATAAANACAGTAAAGCCACACAAATAAGGGTTTCCACTCCCTGGGCCTGAGCTNT 

GAAACCCAGCC AANACAN AATCCNAAACAGCCANAGAGCTTCNTTTCTGANGGCAGNTGA 

ANTGMCAtACNTpTTTTCCCGGNGTACAAAAANGTAAA 

CCCCCMANNTTTTGGGTGTTAAAACTTTTAAAAAAAA 

Sequence 4379 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CATATTGTGTATATCATCTGGGATATTTTAAAGGACAATTTATCTACCTATTAAGTGTCA 

CTGGGTTCTAAACAATGAAACTTGTTATCTGGATAGCAAAAAACACTAAGTTGTAAAGCC 

ACAAGCTTCAATTACTTTAAAMAATGMAAAGCCAGTGTAAAAA7TCACACTTTGAAAG 

MAMAGTTCACAGTGATACCTGGGAGCATCACTTGCTCTGTTTTAGGATTTCCCTTAGG 

AAGTGGCAAGCGTCTAAAACCTCATTTAAAAACAAAATGAGCTAAGATGCTGTCTTTCTC 

TGCAGTTTCTGT 

Sequence 4380 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M I I I I M I I I I I H I 1 GTTATCTAAATGG 

GAGATTTAGTCCTGGTGCCTGAATTTGAGGGTCTCTCACACTGCTCATCTCAACAATCAA 

TTTTTACTGCTGTA NAANA TAATAATGGTAATAACACTATAAAAAAAAACTACCATGACC 

TATMGTTATTAGTCTTTTAAAAATMCTGTAGTGTATNCAGCTTCTTCATTTCCTGAAG 

TAGAANANAAGCTGATAGTTGGAGCCTCTGAAGCTGTTCATATATCTCCTGAATGCATGC 

AAGAGGTTGATTTGCTCACAAAGGA 

Sequence 4381 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGTTTCTTGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATCTCTGTCCTGATCCGAATCTCTGCAAAGCACTGGCAAAGTGTCATAAGGA 

AAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGATTCTGAAAC 

CTTAAMGAGTGTATGGTGTGCTCAGATATGMGAGAGATACTCTTTTTGGTCCATGTGG 

ACATATTGCTACCTGTTCTTTATGTTCTCCACNTGTCAANAAATGCCTCATCTGTAAANA 

ACAA GTTCAAT CCANGACAAAAATTGAAAAATGTGTGGTATGCTCTTACAAAAAANCAAC 

TmTC TTTTTT CMCCCTTTTGCCACATTTT^ 

AAAAAI I I I I I CCANTNTCCMCCANTANTTTAACCMAAANNCCTTTCATTATTTNCTT 
TNNMGGAAMATTCANAAMTTCCCCTTATTATNTNCAAATTNNMTTTTCCANTTTTC 
CAAANGNCCAGNTTNTTCCCAmCATTCAAATTTCCAAAATTTCACAC 
Sequence 4382 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I )» I I I I I M I HI I I I GGTAAAAAATAT 
TCTTCTTGGTMCTTGTTATTTTTGMCCAGTTrATTTCCCAGAAAATGCC l ) 1 I 1 CTTT 
TGTG CTT CTTAG AAG G AG AAATTG CT AC AC ATCG GT AG GT ATG CGT AG ATCTG CATC AAA 
CmATTCAGATTATCTCAGGCTAMCMCTTTCCTTTATCCTACTTCTCCTTA^ 
CTTCMTTGTCTTTMTTTTGGGCTAMATGTTTAAGTATAGAAGGATCTAGATACATTT 
TTGACAATGTGAACTAAAATCAAACCTAAAATTTCAAGCTTGTAGTGACACATCAAGACC 
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AMTATMTTTAACCCACTGAAGAAAGTGACCTGACCTCAMGATTTTGGCCTAATTTCG 

AGTGACCTGGCCTGCAAAAAAGCATGACTTTAAATACT 

Sequence 4383 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTATATTATTCAAATAAGAAATCAAAAG 

AGAAATTGGAAAGTTCATTGAGCTGAAAATGAAAACACGATTATCAAGAATCAGGGAGTT 

GCAGCTMTGTATGCTTGGAGGCAAATTTAAGCACTAAGATCCTATATTATAACAAAAAA 

GAAAGGTCTCAAATCAGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGAGAAGAGCAA 

ATTAAACACAATGTAAGCAGATAAAGAAAATAATAAAAAGAACAGAAATCAATGAAAGAA 

MMGGGAAAATTATMGAAAAATCCAAGAMGTAMTGCTAATCATTTTAAACAATCAA 

TTAAATTGTTAGACTTCTAGTCAGCTGATCAAANNANAAAAAAANANNNNNNNNNGGTCC 

TCCAMGATTCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAA 

TTGCTATGTGTCTGGGTT 

Sequence 4384 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATATAGACAAGA 

C TTAAC AGTGCATACTCTTAACTGGGACACATGCTGCCTCTTAACTGTGAGCAAAGGGNC 

MTTnCCGACATCTAAAATAAGGACTGAAGTTTTCACCAMAGTAAGMTTAATGAGAT 

GGCTAGGGTAAGACT GAMC TNCAAGATTATTCACTCAATATCCATCCTCCCTTTATCTT 

GGCMTAGMCCTATATTTTTCAAAAGTTTTCCCTACGGATAGAAGGTGGTCAGAAGAGG 

ATGTMGCAAGAATTCACTTGGGTANGGANTTCCTGGMGAAGGCCCTTTTGAAACTCTT 

TGGCTTTCATTCTGGCGGGGMGTCAAACTTCATGGGCTGGAGCAACCACAGCCATTTTG 
TACC 

Sequence 4385 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTAATTTTATCCATTTTATATATTAGATATCT 

GAGGCTTCCAGAAATAAGTGATTTGCTCAAAATCAGCACTCAAACCAAGACTCCGTGGCC 

CTAAAGCCCAGGCTCTTGCAATATAAGTATCATGGTTATTGAAAGCACGGAGAGTCATGT 

TTMGTTAGGTrrATGATTTCCAGAAAATATTGGATTTAAATGATTCCTTCAATGAGGGG 

GCAGGCATGAGATAGA 

Sequence 4386 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAATTCCAAGCAGCAAAGGAACAGGGCAG 

CACCCAGTGTAACTGATAAGGTAATTCATGCCACACAAGACGCATTAGGTGAACCTGGTG 

GTGCC CTCTGC CTGTAGGGGAACAAGAGAAAACTATCCCCAGAATCAGCCACCTCAGCCC 

CTAGTAi mm I CTATCAATGCCTTGTATCAGCCTCAAAGCAGCCTGTTCAAGTTAACTC 

CCTGTTGAACTCCAGGGCCTATACCTCTCTTGGCTGAATAGATATAAGAACATCCTTGCC 

TGATGGGTTCATATTCCTCTTCAATTCTGCTGTCTAAAAGAA 

Sequence 4387 

NCCTTACCGTGGCCGCGGCCGAGGTACNACTAAAGGCAACTGGCATGGACTCAAATATTT 

TGGGGMGAAAAAGACTAMAGTTCTMGGAAGAMATTGCGGACCTTTGATAGTTTTGA 

MTAGTTNTNMMAGGANNAGTTNGTTANMMACCTTGNTTTNAGGGACAGNTTTTTG 

MTNTMTTGGGMCCTMTTTNAGGMTTGAMTTACCTTCTGGGGGTTTCCTNGAANT 

AMNTTGGGNTTANTTAMCGGGGGAGGCAAANGTTAAMAAGGTTAATTNTTTTTAAGG 

GGGGG ATTTCCCCAAAAANTTAAATTTTAACCGGTCCCCTTTGACCAAGATCCTT^ 

NTTTTCCNCCAAMMATTANAGTTCTTCCMTTTGNNGGNGGNGNGNAAAGNGGG 

Sequence 4388 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCTTTGTCACATAACGTGACTGAAAATGA 

^CTTGCAGACCTCACTATTTTATTTTCAACTCACAGGTAACTAAATATGCTTATTTTCT 

CAAAAGAAGAGTTTAGGGAAGAAAAGAGGGAAGCTATTCACTCCCAGGGTAAAGGGAGGA 

G GATM TANGTGCTTTATAGAAAACATGTGATTAGCTAATTATTGAGGACTGTGAAGAAA 

GTTTTGGmACATCTGAAAATAGATTGAGMTTGAGATAATCGTATGGTGCTAATAATT 

GACACATTCAGAAGTGAGGATATTGATCATACTTNATGAACAGAATTAGAAGGAATGGGA 

AGCTMTTCACAMGGAAACTTAGGCTTTGATTCTAAGATTNGTTTACATAAAATATATG 

CTGCNNGAMTGTGACAGCATGAGTTCGNTACATCANAATTAAGTANGATTTTTTACGTN 
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TTCTTNCAGACTGTCTATGCCTGTGCCCAANTCTGAATCCTTTT 
Sequence 4389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCAAAGCCACAGGATGAAATTATGCAGAA 

GTCTATCTTGAAAAGGTCCTGATTACTTTCACTAAAATTCTACCTATTAGAAAGATGACA 

ATATCCCAAAATAATAAAAGCTCAGAACTAAAACTrrAGGAAGTATAGGAGAAAGGAAGA 

ATGGGTAGGTAGACTGGGGTAAAGACGGAGGAGAGGATAGTTTAGTTTATTACCTAACAG 

AAAGGCTATTAAAATGGACCGAGTTGTAGTCCTATCCCTGACATTTTATGTCCTTGGTTA 

ATGTGCTTAGCCATCTTGTGCTTCAAGAAATGTCCTCCTATCTGTTCAAACCTGTAATTT 

TTGMGGTTTAAACCATGATTTTTCTGATAATCTTCAAACTGCTCACATCTCCTTTGTTA 

GAACTAGTA TCTTANA AATGCNAAAAACGATTAGNTTTTGAAATCACATTGCTCCTAAAA 

AGMCTAAMTTTTTTNGAmTATCTTCGNNTTACTATTCCCTmCGCTTTTAT 

Sequence 4390 

GATATCTGCAGAATTCGCCCTTTC6AGCGGCCCGCCCGGGCAGGTACATTCCTTATGAGG 

GCmCTTCCTCAGTGTTCTCTTTAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTT 

TGGGTGTGCCCTCAGAGCCTGCAACAAGTGTATTTGGATATACTCTATTTGTAAAGTTTA 

GGCCTCTAAG AAGGC CACAATGAAGCAACTAAAAATCTGATGATTAAGGGAGTCAATCAA 

GCTGATGCCATTTTTAGTTTAAAAATGAAGCAGAGCTCTAAACTCATAGATGGGTTTTCT 

TACTGGGAAGAAGATTGGCTCTCTGAAGACAGCTTCCAATGAGGAATGTATTGAACAATG 

GCAGCACTGTCTGGCCACCCACAAACTGTTACAGATGACCCAGTTACACTGTTGCATAGG 

AACCCAAGTGGAAAGAAGACAGAGTCCATGTCTGTCCATGGCTTCAGCTACAGAAAGGAT 

AGTATGGGAACATTACAANGGGGG 

Sequence 4391 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 

ATGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 

AACAACTTAAGACACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 

CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTCCTAATTATTTTAAAGTCGATTA 

CAAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGT 

AGAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAG 

GATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAA 

ATTACATATGGGAAAGGGGGAAA 

Sequence 4392 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGTCTCAGTTATACAAGTGGCAAGAAG 

AGGACAGTGGACCAGCTCCTGGGACCTTCCAAAACATTGGCTTTGACATCTGCCAAGATG 

ATGATTCCATCCACCTGGAGTCCATCTATAGTAATTTCCAGCCCTCCCTGAGACACATAG 

ACCCTGAAACAAAGATCCGAATTCAGAGGCCTCAGGTAATGACGACATCATTTTAAGGCA 

TGGAGCTGANAAGTCTGGGAGTGAGGAGATCCCAGTCCGGCTAAGCTTGGTGGAGCATTT 

TCCCATTGAGAGCCTTCCATG GGAAACTCAAT 

Sequence 4393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGTCAGGAGTTAACCTGTGTTCAATGCTTC 

ATCATTGCTTGTTTACCTACCAGCATTTTAGGAAGGATTAGTTTATCATCAAGGCCTTGT 

TTGGAGTGGGAGTAAGGGGGTGATTTGTTCTGATCTCAGGAAGGAAAAGTGAGCAGGATC 

TGGATAGCTCCAAGGAGCTCAAAAGCCTATGTGTGAGCACCATGGCTGGGGACGGCTCAA 

GGGTAAAGGCCACTTCGGGGCACAATCCAATGGACACCAAAAGGATAGGTAAGGAACACG 

AGCTTGCTTCCTTCATAGATTAGCCTGGGCCCAAGCCCAGCCTACTTTGACAGTCTTTTA 

TTCTATTCATAAAGGAGGTCTTATGCAGGAAAACTAAGACTCTTATCTAGCAGCTTTCTT 

TTCTTAAGCTAAGAAAAAGGAATGTCATAAAAAAGGTGAAACATTACTTTTGGTGAGCTC 

TGCTATTTTTTTTTTTTA 

Sequence 4394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCCTCTTCCTTTCTCCGCCATCGTGGNGT 

GTTCTTGACTCCGCTGCTCGCCATGTCTTCTCACAAGACTTTCAGGATTAAGCGATTCCT 

GGCCAAGAAACAAAAGCAAAATCGTCCCATTCCCCAGTGGATTCGGATGAAAACTGGAAA 
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TAAAATCAGGTACAAGAACCAGTTGGCAGTATGTAAATTCAGAGCTTTGTGGAACAGAGT 

TTCAAAGTAAGGCTGCCGTCCGAAGGCACGAAGTGTCCATAGTCCTTTTAAGCTTGTAAC 

AAGATGAGTGAAAATTGGACTCCTGCCTTCAGATTCCAGTTGTTTGAGTTGCTGTGAGGT 

TTGGAGGAAATATGCTCTCAACATAATAAAAGCCACTATCACTGGCACTGTTGCAACAAA 

NATGTAGGGTTGTAAAACTGCGACAACTGCTATNGCTCCANTCACAATTAATAACA 
Sequence 4395 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTTTTACAGGGTATACAACGTCCAATAATT 

TCCCTTCATCAACATGCCATGATTTATCAGCCTTGAAAAGTATCTCAAAGGCTTAGAAAA 

CTrTATTCATTTATTCATTCATTCATTTATTCTGTGGATGATCATTGAAAGCCTATTGCA 

TGCCAAGAAATATACTA GAAAT AAAGGATCATCAAAATAGTCATATAATCCCTCTTCCCA 

GGCCAGAAAGCTTACAGTTTTACATCCGGATGAGAATAGAAGGAATCAACTCATTTAGCA 

GATGGAGAAGAGGCCCAGAAAAATTACATAATAATCGATGTTACTATTGCATTCTTCATG 

ACCTACCACACCTTGAATTTTTCCTTTTCTCCTAACAACATAATTTTCCACCATATAACC 

TACAGTATTGGGAGATTTCTGGGCATACAAGACTTCACTAACTCATATCTTAGCTGGTAT 
AGGGAAT 

Sequence 4396 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTATTTTGAATGGTTTCCCACTTTCAAATGG 

GAAMCCGACTGTCTrrCTTCCCTTCCCCAGTTATTATCCAGCTTTGTATTGCAAACAAT 

GACTCTCCTGTTGTTCTCATTGAAGCGTGGGTTAAAGTGGAAGGCAACATCATTCCCTCT 

TTGGAAATCTAAAGCAATTCTGTTTGCATTGGGCTTCACCGTGCCCAGAATTGTTATCAG 

CATGCGAGGCACCACTCCCCCAGGCAAAGGCAGGTTATAAGGCACAATCAGTGGCCCCCC 

GCGTACCCAGCACCACCTAGGAAGTATTTTTGCCACAAAATCAGACCTCCAGATCTAACT 

ACCATTTTATAGGAAAGATAAGTTCAGAGAACCATGTCAAATGACACCTCGGGATTTCAA 

CCAGCAACGTTCAAATGTGCTAAACTCTGTAGATGGAAAGAGACTTACAGACATTTCAAA 

TAAATGCAATATATGGGCCTTGCTTGAATCTAATACAAACAATTCAACTACCAAAACAGC 

CAAACATTTGGTGGGACAATGGGGAGATGCTTGGAATTCCGATTGGTTANTTTAAGGGTG 

TTTAGA AATATTTATN GGCCAAATGGATGTAATGCTCCGGAAATTGCTTTAAAATGAATC 

CAGGACI 1 1 1 1 I I I 1 1 1 I I [ I 

Sequence 4397 

GGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCAGCTATTT 

TATAGACTATCCCTCMTTGGGATTTGTCTGATGTTTTTCTTATAACTATACTGGGATTA 

TAGGTTTGGGAGGGGAAAACTACAGAGATAAAGCACCTCTTTCATATCAAGGGTACACTC 

TATGATGGTCACGTNACNNTNAANTCACCTGGCAGACNTANTTCTCATAATGTATCTCCT 

TTGTCAAGCANCACATGACTGTATAATATTTTACCTAAGAAAGAATTCTTCGGTGAAAAT 

ACCAATGCTGTAGAATTACTGTANTCAATTTTTAGGTTCAA 

Sequence 4398 

GCATTGCTTTTTACATTACAATTCCAGATCAATATAAGCACCTGGAGAAGAACCCTGACA 

CATGTAGCCCAAGCTAAAGAAGTAGTATTTTTCATTAAGATACTATCATAAAATAAAGTG 

ATTACAGCTACTCCACATTTTAAMGCMCATGTTTTTATAAGAAAATTGTTATAAATGA 

AAAACGTGACTTCTTGAAGACAGTTTTGAATGTCTAAAAATGTTGTTATCACTACTGAGA 

GGAAA CTTGCCTATGAAAAATATTATAATGAGTTTGTGGAAAAAAGTTAACAGGTTAAAT 

ATTTTAAGCCATTTAACTATAGCATAATATTAGTCATCTGAGCACTTTCAGTATCACTCT 

TATmATTAMTTTATCCCATTTATTAATAGAAACTAGGGCCCTGATTGGCCAGGTTCT 

GTTATTTACTAATGGGGTCAAG 

Sequence 4399 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTAGTAACATAGTCTGTTGGGTAATACT 

GCCGCTGGTGGAACTGGAAGCCTGGGAACGGCTTATTAACTGTGCAGGTGTAGGAGAAGT 

GGAGAGGTTGATAGACGTTTGGGACATACTTGACTGCTGTGTGACACTTCCTGTGGGAGA 

TGTAGATGGTCTTCCACTGGACAAACTTGCCTGAACAGCAGCAAGGCTCTGAAGCTGGGA 

GCTGCTTAAATGCTGCTGCTGAAGAGCTGCAGTATGCAGCATCAAGTGCTGTTGTTGGGC 
TGC 
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Sequence 4400 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTTTTGCCTAGGGCCAGCTTGAGATATAACT 

GTTTGTATAAGGTTTGTATAAGGTTGCAGTGAGCCGAGATCATGCAGAGAACCCTAAATG 

CAGAGTAATTATCACTTATAGACATTCATCATTACTATATCAACTCTGTGACGAGGGGAA 

TMTGTGCTATTTACATTAMTGTGCAGTTTATAAATCAAAAAATGGATTTCAGTAGAGT 

AAAGTCGGGTAGAATGAGAGATATATTTACCAAAAAATCAAAAACAAAAAAGAGTCCTAT 

TCAGCCCTGGAGTCTAGGTTCCAATCATTTCTAGGATACAGATATTCAATATACAATATA 

GTTCTTGCTGTGCTMMGAATAGMTTATTGGAGACGACCAGTATGTATTGNTTTTCAT 

MTATGACCTCTGCCAGAAAMTTGTGATCTTGCMGTTTTAGTACCTGCCCGGGCGGCC 

GCTCGAAAGGG 

Sequence 4401 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATCATGCACTGGGGTAAAGAAGATTCATCTG 

CTCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCA 

CCTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGC 

CAACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCT 

AGAGAAAMGMCCMTCAGATGTGTATATATAGAMGAGAGAATTATTTTAGGGAA7TA 

GCTCACATCATTATGCAGGCTGGTCAATCAAAAATCTGTGGAGTGGGCTAGCAGGCTNGA 

GACCCAGGGAAAGGCTAAATTGCAGTTTANATCAGAAGGTCATCTACTGGCAGAATTCCC 

TCATCTTCCAGGAAGGTGGATCTTTTTC 

Sequence 4402 

CCTTTCGAGCGGCCCGCCGGGCAGGTCCTGCTT^ 

ACTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTAAT 

ATCAATTCTMTTTAATACATAMTGACTTGTTCAAATCTTACTTAGACTCCATGTAAGG 

GGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTGGAC 

CACACTACANCAATTGGMGCTACTTATCATATTTCCTMGATAAAGGTTTGTTGGATCC 

TMTATGGGMGGATTTAAAAGAGATTTAAAAAGGTAGGACAGCTNMTTTAAAATCCCA 

AAATTCTCAACCAAGTTTGATCTCATTNGGCAGATGGTNGATGATCTTGAATGACTGTGA 

GCCTAGAMGGTNGMAGTAATTTCTTTATTGGAGAAAATAAAGACCTTGGNTCCTAAGG 

AAAAAGGGCTA 

Sequence 4403 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGATCAGAACCTTGAAAGTCAGTGAGGACT 

AGGGGMTAGGAAGTAGTATTTGGGCTGACTTGAAGTTGAGGGGAAGGACATCTACAGTT 

GAGGGAAATGGTATGGGGAGAGTCGTGGTCAGTGGTTAGGAAATGGTGTATGGTGTATAT 

GGGGTAGTCCGAAGATCCACTGGGATAAAATAGAAAGCAGCAAATGTGCATCTGACAATT 

TTGGAGMCCTTTGGATATCTAACTGTATMTTTATTATTC 

GATAGGGTCTTGCTTT 

Sequence 4404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTCGGCTTTTTGTCTGAATTTATTTGG 

AAGTCACTGGMGGTMGATAGGGTGTGATCTGATTTACAGTTTTTMCATTTGGAATAA 

TCCCGMCTTTCAGMTCATTACTMTATTTTAATAAAAGTAAGTTGCCAAATTGATGCC 

CCATCACTCCTGMTACTTTAGTGTGTACACCACAATGGCTGAGCACTTCCTGACGTTGC 

TGGTAGTGCCTGCCATCAAGAAAGATTATGGTTCCCAGGAAGACTTCACTCAAGTGTGGA 

ACACCACCATGMAGGGCTCMGTGCTGTGGCTTCACCAACTATACGGATTTTGAGGACT 

CACCCTACTTTCAAAGAGAACAGTNCCTTTCCC 

Sequence 4405 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGCATTATACCTCTAGGCGTCATCAGAAA 

TTTGTGCTTAATATTGNNCACTNACATTCCNTGAACAACGNTNCCTACTNANATCCCTAG 

ACTAACAACATGAAGTCTTAGGGGTATAGTCTATAATCATTACAACACAGGAAGAAAATA 

CCTGGTATTCCATT AAGC GGNATAMCATTACTTTAGCATAGTGATTGCAGCTTNCAAAT 

ACACCTGACTCANATTTTGAATATTATAGTAAGCAMTTAAGTACCTGGGAAGAGTATTT 

TGAAACCTTCATCAATGGAAAAGTGGTT 
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Sequence 4406 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCTGCCTCCTATACCTAGCTGGTCTCCTCT 

CTGTTGCTCAATGTTACCACAGCAGGCtTTCTAGAAGCACTCTGACAGTGTTACTCCCTA 

ATATCCTTCAGT GACT TCAGGMCTTTCAGGAGAAAGCCAAACTCCTCTGTTTGGTGTAC 

TCAGGATTATTGTT TTGTAG GCAAGGTGATTGTCTTCGTGTTTATTATTCATTTGTGGTA 

AGTTCACCT TGGA CTTTTTATTTTGGGTAMCATCACATACATCATCATTAATCAGGCTT 

TGGGGCTCCTTTTCCCCATT ATTCAA TGTCTCTCTGCTC 

CTTAAATTTTAGGGTACTTNNTTTTTTNTTNNNNNNNNNNNNNNNNAATCAMGCNCATT 

TTAATCATTTANTTTTAAAAGGGG 

Sequence 4407 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTTCTAGCATGGCATATTTTTCAC 

ATATCTAGT ATGA MTTATATMGTATTCTAAATTTATATCTTGTAGCTTTATCAAAGGG 

TGAAMTTATTTTGTTCATACATATTTTTGTAGCACTGACAGATTTCCATCCTAGTCACT 

ACCTTCATGCATAGGTTTAGCAGTATAGTGGCGCCACTGTTTTGAATCTCATAATTTATA 

CMGTCATATTAATATATTTCCATTAAAAAATCAAGTTGTACCTCGGCCGCGACCACGCT 

AAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnAGCCGGAAGCATAAAGnnnnnnnnnnnnnnnnnnnnnnnnnnnNGA 

nnnnnnnnnnnnnnnnnnnnnnnAGCGCTCACTGCCCCGCTTTTCCAGTCGGGAAACCTN 

TCGNGCCCGCCTGCATTAATGGAATCGGCCAACNCGCCGGGGAACGCCCTTTGGCTAGGC 

NGGGCNNTTGTNCACT TGGTTNNNA GCTGACNTANNGNGCCCTTCGANTNNCNCGNCNNG 

GGNNCAMCNGGNNTNTTTTNTTTTNTTCCCTTTTTTTCTCCCC 

CCCCCCCCCCTNTCTCCCTTTTTTNCCCCCNTTTNCCTNNNCCCCCCCCCCC 
Sequence 4408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTTTTAAAGAAATATGAGATTTGCAAGA 

MTTTCCAGGTTTCCTTTTGGGTACTGGCAACGTGGCTCTTTTCACCCTGAAAACTGAGA 

AAACTGCCAGTGCATTCACAACATACACAGCCTCTTCTAACCATGGGGGGAAAAAGGCTG 

GGAGATGCGGTAGTAACAGAMGTTGGTAGTCCTAGGAAGTTATCATTCAACAAGGGTTT 

TTGCTGAAAGATAAATCAGCCCCTCTGAGGAGTTTTATGACTCAAACTGCTCTAAAGCCC 
CCAAGGCCC 

Sequence 4409 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCTCCATATATATTTGTTAAATATCCAC 

TAGGTTCCAGGAGCTATGCCAGACACCAGGGGAGTGTGTGATGAGCAAAAGCAGTCATGC 

TCCCTACCCTTGTTGAGCTTACCAAAAAAAAAAAGAAAACAGAGACATGAAACAAGCAAT 

CAC AATC TGATGATGATAGTAAAGGGAACAAGCAAGGTGTCACAGGAGTGCAGCACAAGG 

GAATTTTACCCAGGCCAGGGTCTTTGATGAATTGCAGAGCANGGGATAAGTGCCAGAGAA 

GGGCATGATGTAGGTCAAAGACTGGACCCCTAAGAAGAACTGACTGGGGTGTTCCCTAGC 

CTTGTTTCAGTGTTTGCCCTCTATTCATCATTCCTCCAANTGCTCCAAGCTTCCCGNCCA 

AGACAGCTTGTNGGCAATGTACCCTGCC 

Sequence 4410 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGGCAAGAATCCAGGGCAACGTGGTTCCCT 

CGCTCACGGTCCCGGAAATGTCCAGGGAAGCAGGTCTGAGCCTGCTGCTGTTAGTGCATT 

CAGTCGCCTGCCTCAGTCTCTCTGTAGAGCCTGCCCGCGTACAGACTAT7TAGTTGTTTG 

AGAAAACAGGGGCGTTTCCTMTTTGGTCTTTATCCTGCGACAACACTTTCAGCAGACTA 

GCCTCTCCTTATCTCACAGATCACAAGCACCCCTAGATAGTGTGATTCTGTCAGATAGCA 

TTTATGCAAAAATCTATGAAGTTAAAAGATCGTANGAAGCCAAATGAAATGTTACCTGCC 
C 

Sequence 441 1 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAATCAA 
TGGTTAATGAi mm rAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAAA 
ACAACTTAAGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTACC 
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ATATCTTGTTCTTATATTAMATGTTCTATCATTTTCCTMTTATTTTAAAGTCGATTAC 

AAAAATATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTA 

GAATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGG 

ATATGGAGCAGAACTTCCTACTTCTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAA 

TTACATATGGAAAGGG 

Sequence 4412 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGAGGAAGTTTCTGATCGTTACTGTTTTA 

TGGATGAGAAGACTAAACCTCAGAGAAGTTTATTCCTTATCCATGGTCACACAGCTAATA 

ATCAGCAGAATCAGGATACGGTCTCAGGTCTGTCTGACTCCTAAATCTGTGCTCTTAACC 

AGTCTTATGTGCTGACTCAATGAAATTAGTTGGGAATAGAATGAAATTCACTCAGCTACC 

CTCAGCCTTCTGGATGGTGAGCCTTCCTTCAAGGAAAACAGAACAACAAATCAAGATAGT 

AACTGACATCTCTCGGGAGAATTACTTTATATTACTACAAAGTAATATAAAGTGATAAAT 

CCTTATTCACATTTACTGTTTTCTCTTATTGGCTTCAAGTGTTGCATTTCCCCATAAACT 

AGAGGATTAATTTAGAMCATGMGAACCTTGTCAGCCmGGCCMTTCCTTTTGTTTG 

TGAAGGAAACAAAAACAAAATTGGATAGGAAAAAAAAAAACCCNAAAAAAAAAAAAAGAA 
AA 

Sequence 4413 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACCTGCTTTGCATTTCATTTGCTCTGTTTTTCA 

GMCTACACTTTACGACATGAGAAAAACTGGTATAAGCAGAATGTTCCTACATTTAGTTA 

ATATCMTTCTAATTTAATACATAAATGACTTGTTCAAATACTTACTTAGACTCCATGTA 

AGGGAGGAGAAAAGGGGAGAAAATTAGAGTGGGGGAAGATGAATCAAATCACATTTGTAG 

ACCACACTACAACAATTGGGAAGCTACTTATCATATTTNCTAAGATAAAGTTTTGTCTGG 

ATCCTAATATGGGGAANGGATTTAAAAGAGANTTAAAAAGGTGGACAGCTAATTTAAAAT 

CCCAAAATTCTCAACCAAGTTGATCTCATTGGCAGAATGGTAGATGATCTGAATGACTGT 

GAGCCTANAAAAGGTGNMGTTATTTCTTTATTGAGAAAATAAAGACATGGTTCCTTAAN 
GGAAAAGG 

Sequence 4414 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGCTTCTGCATAGCAAAAGCCCCCCACAATT 

ACAGGTAAATAAATGCTACCCTTCCCAGCAAGGGCCAGGAAGTGCAGGAAAATATCAAGT 

TGCCTGAGGATCTGAATGCAATAGAAAAAGTTCTGAAAGTCAAAGGTCTTGCAATAGAAC 

ATTCAAGAGGTGAAGCCTTATGATTCATCAACTTGGGTTCACTCAGTGGTCAAACCAAAA 

AAAAAAAAAAAAAAAAAAAGTACTTNN I I I I 1 1 1 1 1 1 1 1 1 

Sequence 4415 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAAACTACATGATAATTAAATATGAGAAAGG 

CAAATTCTATTTCACTCGTTACGTTTGACCAAAACACGGTAAACAGCATTAGCTTGCCTT 

TTGCTCTCCCATACCACCTGTGAACTCTTCATCAGCATCAGACCAAAGATCCTTATGTAA 

ACTTGAAAACCGGAAGAACATTACCTTCAGAAACACAGAAATCTAAAAGCAAAACAGCTG 

TTGTGTATACAAGCAATTAAAATATGAAGGCTAAACCTTCTATAAACCTACAGAATGCCA 

TTTNTTAGATAGAACTTCTAACAGCCCTTACAAAATAGGAGGTCACCATAAAGTTAGGCA 

ACAAGTGTCACTGCTATATGTAAGGCGGACAGGAAGATATCTTGTTTTGGAACTGAATAT 

TCCTAACCTCATCCCTACAAGTATTTAAGGACACCTTTGATACTTGGCACTGCAGGAGAA 

TTCAATTTGGAAAGTAGAATAA 

Sequence 4416 

CCCTTAGC GTGGT CGCGGCCCGAGGTACTGTCATAAATATTGTTATCTTTTCTTGCACTC 

GATAAGACATTTTACACTACTGATACGGACAGAGGCTGTATCCCCTCAAAGTATTTGAAG 

AAACTACAAAAGGAGAGGACAAAAGGATGTGAATTGTAGGAAGAATGGGGAGAAGGGGTC 

ATTGGCAGTCATCTTGGGGACTGGCTATTGCCTCACAAAAGGATATGTGATTTGATTTTT 

GCCNAANAAAAAAANGANAAAAAAAAAGGTNCCTGCCCGGGCGGCCGCTCGAAAG 
Sequence 4417 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTTAGAGACACGGAGGATTAAAGACTCAA 
CGACTGAAAATTTGGGGACTAACATGTAACTATGTTAAGAAAGTAATTCTTGAAAAATTC 
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ACTTACCCGGGACAMGAAATGATGTTMTAAMCATTTGTTTTCCACTTI^TCACCTCCA 

MGGCTATAGMGAAMCAAAAGTTGTATAMTACAGATTTTCTTTAAAGCAAACCAAAT 

ATCCATATTACAAATCTGATATTTGCCAAACTGTCAGACAGCAATGAGTACCTGCCCGGG 

CGGCCGCTCAAAGGG 

Sequence 4418 

CCCTTAGCGTGGTC GCGG CCGAGGTACTTGAMCATGGNCATTTTTAGCCCTTTTCCTTA 

GGMCCATGTCTTTATTTTCTCAATAMGAMTTACTTTCMCTTTCTAGGCTCACAGTC 

ATTCAGATCATCTAC CATCT GCCAATGAGATCMCTTGGTTGAGMTTTTGGGATTTTAA 

ATTAGCTGTCCTACCTTTTTAAATCTCTTTTAAATCCTTCCCATATTAGGATCCMCAAA 

ACmATCTTAGGAMTATGATAAGTAGCTTCCAATTGTTGTAGTGTGGTCTACAAATGT 

GATTTGATTCATCTTCCCCCACTCTMTTTTCTCCCCTTTTCTCCTCCCTTACATGGAGT 

CTMGTMGTATTTGMCAAGTCATTTATGTATTAAATTAAGAACTGATATTAACTAAAT 

GTAGGAACATTCTGCTTATACCAGTTTTTCTCATGTCGTAAAGTGTAGTTCTGGAAAAGC 

AGAGCCAAATGAA 

Sequence 4419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCACNACAAATCNTGTACCGTATANNCTN 

CACATTCTTANANATANNGTNTGTGANCTNNAAAAANTGCCAGAGGACACGTTTNTGCTC 

NNCNNGNCCANTGATTATTNGCTGGNGATNGTGNCCANNGGNTCNTNCANTAACNNACNT 

TCGACTCCANAGGGTNNTNCACTCGATCNNNCTNAANAGGGATATCCAGCAGNTGANCGG 

TNCTNI^NNTCTNCMGTACTCACACACTGTNGTNTMGCTCWTNCATTTAGTNCGANCN 

GTNCC TCACA CNNNCTTGGGGCGATNTATGGNIsrrMTNnTTNNAATATANTTGNGTCCGA 

NNNGATTTTTCTCTTATTCNT^NGANACTNTATGGNTMNTACATNTNATTNGAGCGTT 

NCTAGACACAANTANAGNNAATNCNTCNNAGNCTTTNNNATTGAATAGATAATNTATNGN 

TMTNGGATATGNTANTA NNTGA TTN™^ 

NNCATACNMTCANTACANnTTTNCTATATTTATNATANTTTNATNTNANGTTANTNGTT 
CTTNCCCCCCCCCCCCNTNGNNCCCNNATTAGTATTTATTNNTTTTTTCCCCCCCCNCCC 
NTTTTNTTTCCC CCCCCCC CCCCCCNCCCCGNTTGT N I I I I I I I I I I I I M ICCTCCCCC 
CCCCTCTATTTN I I I M I I ICTCI I I I Hi I INCCI M I N I UM I CNCCCCCCCCNCC 
CTCCCMIMIMIIMI 
Sequence 4420 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCACCACCACTGTATNGATGCTCATGAGCTCT 

GGCATGCCATGAAAGGGAGTAGGGCACTGATGAGAAATTGCCTCATTTGAAAATACTAGC 

CTCAMGAACAAATNGGAGGAAAATTTTTCCAAGATGCCGAGAAAGCCTACTGCTTTGGC 

AMTTACMGCAAATTAAACCCTTCCCAAAGANGGACCATTTTATTTTCAAGAAGAACCC 

TTCGGGGGGACCACTTTCAAGNAGGAATTACNTCTTCAATGGAAACNTTGGGTTCCAAGG 

GGGGAACCCAAGAAGAAGGGGAAAGGGGATTATTAACCGGGACCCCCNfTGGCCGAATNGG 

GCCTGGCCTTCAAGGGNATTGGCCAAAATGGGGTTCCCCTTAATGGGGGGNAAAGGCCCC 

TTGGTTCCAGGCCAAGGAAAGGAACCGGGGGGGGGNAGGNCAANCAAAAAAA 

Sequence 4421 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 

MGCCCAGGATTMTGCAGGATTGCGACATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAMTGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAAGGGGAA 

Sequence 4422 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATGCACTGAGGTAAAGAAGATTCATCTGC 
TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 
CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGTCTTCCCTCAGCC 
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AACTCCCCTGCATAAAGTGAATGAATGAAAAACCCATCTTATATTAATCAGAGTTCTCTA 

GAGAAAAAGAACCAATCAGATGTGTATATATAGAAAGAGAGAATTATTTTAGGGAATTAG 

CTCACATCATTATGC 

Sequence 4423 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTNCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTTCTATGA 

AAAACAGAGGGAA 

Sequence 4424 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTTAGTCCATTCTCTAACTGCTGCTA 

GAATAGTCTTCTACTGTCTTCTTAATGATTATAGAATAAAATCCAAATTCTTTAGTGTGA 

TATGTAAGGACCTCAATGATTTCACACTTCCATGTCAGATAGCTTATGCTACTTTCTCTA 

CTGGAAATGCTCCCTC ACCTTG GCCTTCTAATAAGCATGTA CI I 1 1 1 1 1 II 1 1 I 1 1 1 1 1 1 

TTCCCTTGGACCATAAATTTTTA7TGGCAGGTCAAGANAAGAACCGGGGGTAAGGGTCCC 
TTC 

Sequence 4425 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I I I I I I I I 1 1 1 1 I 1 1 I I I I ICTGC 

TTNAMTCATGTTTATTGNGGGGCCAGGGGGTAGGGGANAATGTTATTTTTTTNTACTGA 

AATGCACCTTTAACTTTATAATATCTGGTAATGGNGAAACAAAATTCACTTNTAGTAACA 

AGACCTAAGCCACAAAATTTCANAGT 

Sequence 4426 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCCACCATACAGCCAAGCTTGCTAAAGG 

AAAACCCAGTTTAAGATTTCTCCAGGCCAAGAGGAGGAATGAGAGAAGGATTAATTTCCT 

CMGTTAACACTTTCCTTAGGTCCAAGGAATCAATGCCTTAAAGCACACTGAAGTTTAGA 

ACACTGTGGTGACAACAGACATTCCTACCTCTCCTGATTTCCACTGGATTAGCACCTTTG 

CTAATCTTCTCGMGQCTTCCTTGGCTATAGAGCGTGCCAGTACCTCGGCCGCGACCACG 

CTAAGGGCGAATTCCA 

Sequence 4427 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCTCCCTTTACCTGTTTCCCTACTGGAAAGTG 

GGATAATACTTTTTACCTCATGGACTTGTCAGGAGGATTCATTAAAACGACTCGCATAAA 

GCCTATGCCACATGGTAGATGCCAATTCAGGGTCTCAAGAAAGAACAGCCCACAGGATTG 

ACACTGAACCTTAACAAAGTTAACAGGACCAAGGTGCAGAGAGGGTGCTAGGACAGCGAA 

GCCAAAGAGGACCCCTCAAACCCAACAAGAGCTGTGCGGCTCCCTGATTCCTCGCCAGTG 

TTGCTACCGCCCTTGGCTCTTCTTGCATGGCTGGCTCTTGAGACCCTGGAAGCTGATGGA 

GGCAACGTGAGAAGCACATGGACATCCGACCTTGAGCTTGAGAGGCAGAGGCCTGAGTTC 

TAGTTACAGCCCCAGCAGTACCTTCGGCCGCGACCACGCTAAGGG 
Sequence 4428 

GGTACNCTTGNNNTATCAANGNNANGNTCCAGCACNTCNNACANGAGCTTTTTATACCTA 

NCNNTNNTGGGAATAANAANNGATNCTATATGNNCNAAGCCCNTANCTTATNCNCTNGNN 

TTAIvrrATGACNACNTTNANAATGANCACAGACTCTGNAANTGCTNCTNNCCTTTCAGCTG 

NGGCNANCGTNNGCATAANTANAGNAGTGCTGNNCATGGTGGNTTTGATNTACCNACNNT 

GGNGTATTNTrNGATNTTTNATGAAGAANGGNAANTTCTAGNACANTGNNNGNNGNTNNNA 

ANNGNANCGNGCTCNGATACNAAACTAGCNGGNNTNGTGCGTCATAGCTNGGGCTGGCCA 

GGGCTTG ANTGG GAGTTGCAAAGGGATTTATTATACCATGATCTCTGCTTGTGCATATGT 

TTTGGAGATmCATMTCNAATGTGMNATTTTTGATTTTCATAATCANAAATCAATCA 

AAATATGAATGGTATAACG 

Sequence 4429 



# 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTGGCAAAGGAATGAAAAAAGTT 

AGAAAGTTGTCTGTCTGTGGGTTAGGCTCTGCCTGCAAGATCTTACAATCTAGGTCAGAG 

GTTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGA 

CTATTGTAGAGTCTTACATGMGCTAMTTTGTTCATTTATATCACTTCTCTTTTATTAT 

GAGATTATGTCCTCTGCAGTTTTTTC^ 

GTTAGATAGTAGTC I I I I I I 

Sequence 4430 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACATCCGGCTMTATTTTTTCTTATTTT 

TTGTAGAGCAGGTGTCTCTCTCGTTGCCCAGGCTAGTCTCAGACTCATGACCTCAAAGAG 

TCCTCCCACCTCTGCCTCTCAAAGTGCTGGAATTATAGATGTGAGCCACTGTGCTGGACC 

AGTGAAAGCTATTTTAAMTGTTTTTATAATTTTGTGCTTCTCTTTTAGTGGCTGCT 

GTCTGAATATTTGTGTACCAGCTCTGCTTCATTCCTGTCTGAAGAAGGGCAGATAGTTTG 

GCTGCTCCTGTGTTGTCACCTGCAATTCTCCCTTATCAGGGCCATTGGCCTCTCCCTTCT 

CTNTGTGAGGGATATTTTCTCTGACTTGTCAAATCCAACATCTTCCCAATTCCCTTCAAG 

ATCCAAATTGAAACATTCCAAACCTNNCANTTAMAANNMGAGGTTTTCTTTGGGGGTC 

ACTTTCCTAAAATAATATTNTGCTTANTTTTCTTNCATAACCTCTGNNATTCACCTTTGTA 

TTTGGACCCACCCACATTATTGCTAAATANCCTAATCTTACCTGCTTGGAGNTTTGTCNA 

GTTATGNNTNTTCACCTNGGAAAAACCAAAAGAAAAMATTGGTTTTTAAT 

Sequence 4431 

CCCTTTNGAGNGGNGCGCCCGGGCAGGTACCGCGGGGAGGNTGTGGGAGCGGATGGAGC 

GCTACAGTCAGCGCTTGGGGCTGGCCTCANCTTGTAGACCCGAGCCCTGCANAACAACCC 

CCCGTGGCNGCATGAGAGCAGAAGAAAGGGGGCCTTTATGCCCTTTTGAGGGAAGCACAC 

ATTCNTGCAAGGCCCGTGGAAACAAAGGGAGGGAACTGTTTTGTTAGCCCTCGTCCAGNA 

CCGCCCCTAANACAAACAATGGAGGAAGGGAAAGGGCAAAGTTGACCTTGTCCAGGAGNC 

CACTTCTGTTCAAAAMGGGGGGACCTTGAGGTCCCTTCAGGGGGCTTGTTTGAACTCCA 

AMGCCTGACAAAGNCAGGGTGGGCATTTNTTTTCTTTCANGAGCCAGGGGCCAANGTGT 

TAMTTCTTGGGACCCAATGGNGGTGGATTTCTTGAGGACCAGGACCCAACCCAAACTTG 

MGNGAAGCCANAGTTTACACCCCTGTTTAMCCCTGCCTTTTCAAAGGGGGACCGACTT 

CTTNTTMGAATTGCTTTTGCTTACCTTTAAlTTCAMGTTTTGACCACCGAAATNGCCC 
CCTTTTC 

Sequence 4432 

TTCTCTTTGGTGGCCTCAAGATGCCAGGATAGAANTTGAGGTANTGGGATGCCCCAATAG 

CTAT TGAC CC AGACC AGTTAACAGAAGCCACCNCATGAGGAAAATGAGCTCTACTCTCTC 

CTACTTTTGGATTTTATCCCATGCAGTGGCCACCAGATNGAATAGGTGAGGCACGTGTGG 

ATTCACAAAAGCATTGAGTTTATATGTACCTGCCCGGGCGGCCGCTCNAAGGGCTNAATT 

CCAGCNCACTGGCGGC 

Sequence 4433 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

MGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAG 

Sequence 4434 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCTGGTCTGGCAAGTCCATGGGTGGGAAC 

MGCACTGTGCTGAGATGAGCTCCMTMCMCTTTTTAACTTGGAGCAGCAACGAATGC 

AACAAGCGCCAACACTTCCTGTGCAAGTACTAGCTTCATAAAGTATGGTGCCTGCAGTCT 

TAGATATATTTATGTTTATGTTTAAATACAGATATATTTAAAAGGCTACAAGCAACATCT 

ACCCGCTCCTTACAGCCTGGTCCAGTGAGGGGTATTCCCTCCTCTCAAAGTCCACCTCCA 

GGCTTCTTGTTCTACTTCAGGTACCTGCCCGGGCCGGCCCGNTNGAAAAA 

Sequence 4435 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

267/599 



CCCTT AGCGT GGTCGCGGCCGAGGTACAGCTCTMTTTCMATTTTATTGTTTCGTATTT 

CAGTATTTTTAGGGGAGGMGGAGAGTCGTGATTGATGCATCCCTTTTCTTCCTTGTTAA 

AAGCAAAAAGAACATTACTACCATGCAAGTGACTAGGGTGTTATATGGCGCTGTGGAATA 

AAAGTTAAGCCTCCTCCCACCCCAGCAAACCAGAATTTCTGGCATAAACATACCTTATAG 

MCAGATATATCAMTCTACTATGAMTATTTAGCATTCTGGATATCTTTAGMGTTTAT 

TCTAGTCCTGGGCTGTTTATTTCACACATATTTAAATAACTAAAAGAGATATTTATAAAT 

TAAATTATATTTATGGAACAATTACTTTACACATATTAAT 

Sequence 4436 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I I I II I I I I I 1 1 I I I I 1 1 I ICCCCTC 

TATGCCCTACAAGGGAGTTCATCACTTCAGATTATTTTAAAGATGAATGTGGAGGCAGAG 

ACATTCCAAAGTGGGAGTTAGATAGCAAGTCAGTGGCAAGGCCCAGGGGTAGAGACCTGG 

GAAGACCAGCTGCMTTTGTGCTGTTTAATACTAGCAGCCTCGAAGAGAGCAGACCCATT 

ACAGCTGCAGGCTTGTTCMTTATTCTMCTTTATCTTTAAATATTGCTAGAGCATCTCA 

TAAGCTAAAGTGCTTTAAT 

Sequence 4437 

CCCTTTCGAG CGGCCG CCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 

ATGGTTAATGATTTTTTAGCTCAACCAAGCTAAAAGATGTGAACAAGAAATTGAACTCAA 

MCMCTTMGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 

CATATCTTGTTCTTATATTAAAATGTTCTATCATTTTCCTMTTATTTTAMGTCGATTA 

CAAAAATATATATATATTCTTGTAGTGCCAGAAAATTGAATACATTAATAAATGGGGTAG 

AATAGATGAATCTCCCATGAAGAAGAATTCCAAATAATTTATGAACTCTGCCCTCAAGGA 

TATGGAGCAGAACTTCCTACTTNTCTAGTGTGAGCTGAATAGTGACTTCCTTCCAAAAAT 

TACCATATGGGAAAGGGGGAAAATAACTTTTGT 

Sequence 4438 

AGATA TCTGCA NAATTCGCCCTTTGAGCGGCCGCCCGGGCNGGTACAGTATATTTATCAG 

CCGANTT TTTTN TTATCGTTCCAMTTACATTTGGGGTTTCGGNATACGANTTTGA 

ACNANCCTTTTATGTTTATTGTAGTAGGGCCTTAGATTTGCNCCGAAAAGGCTAGGGTAA 

TANGTGTNTTGTTTACCTTACCACTTTTATTTT 

Sequence 4439 

CCCTTTCGAGCG GCCGC CCGGGCAGGTACCTGGAACTACAGGCACATATCACTACAGGGG 

GCTATTTATTGTATTTTTAGTAAACAGTGTTCATCATGTTGGCCAGGCTGGTCTTGAACT 

CCTGACCTCAAATGATCTGCTTGCCTTGGCCTCCCAAAGTGCTGAGACCACAGGCGTGAA 

CCAC TGCACCAGACCAGATAGGATAATTTAGCCCTCTATAAAATTGAAAATTGGAGACCA 

TTTTCTCTTAGAACTTCAAACATTATTTTTTGTCTTCTGGCCTCTATTGTGCTATTA 

MTGTGTTATAATTTTAATTGTAAACCCATTGTAGATCATTGTTCCCACTTTAACTGATT 

TTAATATCTTATTCTCTTTATAAGTATTTMGTTTCMTGATGTATCTATATTTTAAACA 

ACTTATAGGATATTTGCTTATCCTATMGTTTTGATAAAATTCTTAGGTCTATGACATCT 

TT GMT AATCTTGTCAAATCTTATCTATTATCTCATTAGANATTTCTGCTTTCCATTCTT 

ACTTTTGGTTGGATACMCTTTCMTAAMTTATATATTAACATTTTTCCATTCTAACTT 

TCATTTCACCCATCTCNTmCATMTMTMTTCAMTTGGCCTTCCCTTT 

Sequence 4440 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTTTTAMTTMGGAGTTTTAGTTATA 

ATGAMTTGATT TGTAGT CTGTTTTGCCGTAAACTTGTTTTCTTTAM 

TGATATCTTACTATTTTTMCTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGTT 

MTCAGTC7TGTCCCTACAAGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGAAC 

ATTTCTTGGCTGGGCGCTGCGGCTTGCGCCTGTNATCTCAGCACTTTGGGAGGCTGAAGG 

TGGGTGGATCACCTGAGGTTGGGAAGTTCGAGACCAGCCTGACNAAACATAGTGAAACCC 

CGTCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGTGGTGGGTGTCTGTAATCCCAG 

CTATTCGGGAGGCTGAGGCAGGAAAAATCGCTTGAACCCGGGAGGTGGAGGTTGCAATTG 

AGCTGANATCCTGCCACTGCACTCCAGTCTGGGTGGACAGNAGCAAGGACTCCATCTNCA 

AAAAAATAAAATNAATAGAAAGAAGANANGAGAGGGAAAAAA 
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Sequence 4441 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACANTGGATGGAACCCAAAAAGGCCACGTTACT 

CAMTGTTTCAGAACAAACTTCTCGATTAAAAGGAACTCTGATGAAATTACAGCTTCTTT 

AGAAATGAATGCCAGTGAAAATATTA7TCATCAAAGTCCGCAGGGAGCAGCCAGGAGCAC 

ACAGGAAACACAGCCGGAAATGCGCTTACAAAGACTTGGCGGGCACGTGGGCTCACGCCT 

GGAATCCTGGCACTTTGGGAGACTGAGGCAGGTGGACTGCTTCAGCCCAGGAGTTCAGAC 

CGGCCTAGGCAACACAAGCAAGACTCCATCCATCTCTACAAAAAATTAAAAAAG 

Sequence 4442 

CCCTTrCGAGCGGCCGCCCGGGCAGGTACTGCTTCTTCTCTTCGTTTTCCTCCAGCTTCC 

GGATATGGCGCAGGACAGGCTGCAGATTCATATAGAGGCGGTGGCTGTTGCTCAGAAGTT 

GCAGGAGGTGTCTGGAGCGCATGGGGCACCCCGTGTAGTATATGAGCTTCCGGGCTGAAG 

GCMGCCATCTGGCAAMTCTCAMTTTCTTACCCACAAACACCAATTTTCCAACATTTG 

TCCAGGGGAAATCATAAAGTAATTGTTTCTCTTCATCTAAATTCTGAAAAATCTGTATTC 

CCCTCATGGTCAATCCAAGAGTCAGCGATGCTTCAATTTCCCTTTTATCCTTATACAATC 

TGTAGTAATGAACAGCGACGTCATCCAGTCGGACAGCCTCTTTGATATATTTAAGATGAG 

CTTCGGAAGCTGTTAGTGCAAACTGATCTTTGTGCATGTTTGGAATGTGCTTCAAGATGT 

AAGTCCTTCC 

Sequence 4443 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCCCCGGATTGATAAATTCTGGGGTGCAT 

AACCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAAGCTTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGG 

GTCAGGGTGGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCT 

GAGGGAGATCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGG 

TCTGAGCAGGTGCTGAAGGACCCCCTCGGTGGNAGTTGAATGTAACCTGAAGCCCT 

Sequence 4444 

CCCTTGGCCGCCCGGGCAGGTACTCGCCCCGGAtTGATAAATTCTGGGGTGCATAGCCAT 

TGATGAAGAGGCCATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCATGGGTCA 

GCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGTCAGGGT 

GGTAGGTGCAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGAGGGAGA 

TCAGTTGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTCAGGTGC 

TGAAGGACCCCCTCGGTGGAGTTGAATGTAGCTGAGCCCTTGCCCATATCTGGTGAATAC 

TGGAGATTGGAGATGGTGAAGTTGAGTGTGAGGGTCTTCAGGTGGTACCTCGGCCGCGAC 

CACGCTTAAGGG 

Sequence 4445 

CTTAGGGAGTCGACTCAAGCTCTTTCTTTCTGTTCAAGAAAGGTGATGCCTATCCCTACA 

TGCACCAAAGATTAAAGTTCCAAGGTCCACAATGTAAGGCAGAATTCTCCCTGAGTGCTG 

TGACCCCAAACATTGGGGGTATCTTTACGTGCTTTGGTTCTCAAAGCTCATCTCCTTACC 

TGTTGTCACACCCCAGTGTTCCTGTGGAGATCAAAGTTTCAGGACTGGCAAAGTACCAGA 

AGTCTTTGATATGGGTCTCCGTAGTCTTCTTCCTACTGTTCTTTGTCCTCACCCTCTTCT 

TTTTCCTCAGACTCTGGCATCAGAACAAGCACAGGAAAGGAGTACAGACAAAGATTGACT 

TGCAACATCCAGAAGGAGCTGTAGAGCCAAAGAGCATTGTTGGACACCTGCAGAAGAGTT 

CCAGACCAGCTNCTGCCATCCAGGAAGAAATCTTGTGTGAGAAAAGATGGCCTGGGAGGG 

AGATAACTGAGGTCTCAGCATCTGATGCTACTGTGAANGTCACAAGGTCTTGCAGACAAT 

GTGGAGCTAGGCATACTGAGCCCACATCAGGGATGACCCCTCATACACTTGTATGCCGAA 

GGTGAAACCTGCTAGACTCAGAANGGCACAGACTACCTCTTCTTTCCTGTTTNCAAANGG 

AATTACAGGCACTTCTTAACCCCAGACCGGAAAAA 

Sequence 4446 

CCCTTAGCG TGGT CGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 
ATATCTTGCATTTTCGTCCTTATAGTCATCTATGCAATAGGACCTTTGCTTTACTGGCTG 
CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 
CGAGATTTAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCANTAAG 
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CAGTGGTAA 
Sequence 4447 

TCGCCCCGCGTCCGGAAATTTTGAAGAATATTAGAAAATATCTGAAACTGAATGAAAATA 

AAACACAACATATCAAAATTAGTGAAATAGAAATAAAGTAGTACTTAGTGGTAAGTTTAT 

MTTMTTTACTTAGGTTAGAATTAATTACTTTTATTCGGAAAGAATAAAGGTCTCAAGT 

CAACAC7TTAAGCTTTTGCTTTAAGAAATCTAAAAAAAAA 

Sequence 4448 

TAGGGAGTCGACCCNCGCGNCTCGGCCNGACCGGNNCGATGGCTCGCTCGGTGACCGTGA 

TCTTTCTGGTGCTTGTCTCTCTGGCCGTCGTGCTTGCCATTCAGAAAACTCCCCAAATTC 

AAGTGTACTCTCGCCATCCACCGGAGAATGGGAAGCCCAACTTCCTCAACTGCTACGTGT 

CTCAGTTCCACCCACCTCAGATAGAAATTGAGCTACTGAAGAATGGAAAGAAGATACCAA 

ATATCGAGATGTCAGATCTGTCCTTCAGCAAGGACTGGTCTTTCTACATCCTGGCTCACA 

CTGAATTCACACCCACCGAGACCGATGTATATGCTTGCAGAGTTAAACACCGTCACTCTG 

AAGGAGCCCAAAACCGTCACCTGGGACCGAGACATGTAATCAAGCTCTATGGAGCTCTGA 

ATCATCTGGACCAGTTTAACTCCAGATCCGGTTTCTAATATGCTATACAATTTATCCACA 

AAGTAAAGAATAGCAATGAGCACACCATCTTCTTCATATCTTACCTTAAATATTTTATGC 

ATGTTTT AAAAA AAATTGGAGACTAATATCCTAGATTTCCCGGAATAAATAAAAGCTTCA 

ATGAGTGTTTTGATCAAGAATAATTAAAAAAAAAAAAAAAA 

Sequence 4449 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAATGCGATCACTGfGGGAAGGCCTTCAGCA 

TAGGTTCCAACCTGAATGTGCACGGGCGGATCCACACCGGGGAGAAGCCCTACGAATGCC 

TTGTCTGCGGGAAAGTCTTCAGCGACCACTCATCCCTCAGGAGCCACGTGAAAACTCACC 

GGAGAGAGAAGCTCTTTGTGTCATCCGTGTGGAAAAGGCTCCAGTGAGCGCGCCTGCTTT 

AGAGACACAGGATGATTCAGACCGGAAACAGACCTCGTGGGTGTAAGAGGAAGCCTCTGT 

GAGCTCGCACCTTACTGGGTGCAAAAGAATCCACGGAAC7TGGGAGAAGTCCAGTTCCTG 

TAAAAACTGGGAAGACGAGGCGTTCTCATCCCATAGGAGGTTTGTGAGAACTCACGCCGG 
GGGTGAAAATG 

Sequence 4450 ' 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGCTGAAATTCCCTATCTATACAAAAATG 
TAATTCACCTTTTCTACTGGATCCTTAAACATATTTATAAAAAGGATTTTACAATCCTTG 
TCTGTTAG TTTCAA CATATGGCTCATCTGTGGATCTGCTTCTATTGACTATTTTTTCCCT 
CAGTCTTAI I 1 1 1 ICTGCTTCTTCCTGAGTCTTGTAACTTTTTATTTTATGCCAGATGTT 

GTGTGTAAAAGTGTGGCAATAGGTATATCCAGAAAAGGACATGTCCCTTCCGCTGTTAGG 
CTGCTAGGA 

Sequence 4451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGAGGTTGCAGTGAGCTGAGATGGA 

GCCATTGCACTCCAGCCTGGACAACAGGGCGAGACTCCATCTCAAAAAGAAAGAAAGGAA 

TGTCCCCACATCTCCTTTGTGATGACAGATTATGGAGGAATTGAGGGACATCCTCTGGGA 

ATTAGGGGTGATGCTTGCTATCTACACTGAGCATTACCGAGGCCCTGACAAGGAGCTTTT 

CACTGCGGGCATGAGAAATGCCATCTTACAGTAGGCACACTACCAATGGTGTGGCACACT 

GGCGTCTATCTTGAGTCCCTTCATAGGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGT 

GAGCCAAGATCGTGCCACTGCACTCCAGCCTGGACCACAGAGTGAGACTCCGTCT 
Sequence 4452 

CCCTTTCGAG CGGCCGCCC GGGCAGGTACCTACACTTGGAATAAGACACTGTTCTGAATT 

TGTGGCATAG 1 1 I 1 1 I I I I ICATATTGACATTAATAGAGGCTTNTATNGGGGTTAGGCtA 

AAAATCTTTNGTAAAAATTTTAMTGACNCTGCTGATTTTTATCCGTTAATTATCAGTTT 

ATAANCTAATAAAAACTTNGGCTNGATATTACATTCTAGNGGTTAAATTNGNCATAAAAG 

GAATATGTGCTGA GTTACT TATGTATNGNMTCTNGANATTNCNATTTTTTATTTGAAAA 

TTANACAMGTTGGTTTTTMTTTTTATTNCATTTTAATAATNGAGTTCAAATTAAATGG 

GAAGGCTAMTTNGAATTCTGTTTTTCTCTCAAAATACTGNTTTTCTATTATTTAAAGGC 

ATTCCTTGGAGGTCTAAATTGGGCATTTATAGGTGTTGATGAACCNCACCGNTTAAAGAA 
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TGATGACTCCCTTCTGTATAAAACTTTAATAGATTTT 
Sequence 4453 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAATCAGAGGATTAAAAATAATAAAAAAG 

CATAAAGGAAGTCCAAGTGACTTCTGGGACACCATCAAATGAACCAATTTGTGTGTATGG 

AAG7TCCAGAAGGAGGAAAGTGAGAGGGGCAGAAAGCATATTTAAAGACATACTGGCTGA 

GGCCAGGTGTAGTGGCTCACACCTGTAATCCCAGCACTGTGGGAGGCCAAAGTGGACGGA 

TCACATGAACACAGGAGTTCGAGACCAGCCTGGCCAACATGGTAAAATCCCGTCTCTACT 
AA 

Sequence 4454 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 I I I I I I 1 1 I ICTT 
H I 1 1 1 1 1 I 1 1 1 1 I | 1 1 | 1 1 | 1 1 | 1 1 | | | | | 1 1 1 | 1 1 1 1 1 1 | 1 1 imtmtaI | 1 1 1 1 | | | | 

1 1 1 l l 1 1 NAAAAMNTTTTNTNMTTTTTNNriTGGNTTTTGGGNAMAAATTNAANTTTT 
NAANAAAA ANN 1 1 I 1 1 1 1 1 1 1 AAAAAAAAAAAAAAAANGGTTNTTGGGGGGGATTTTTTT 

NAAAAACCCCAAAAAAANAAANCCCTTNTTTNAAAAAAAAAAAAA 

Sequence 4455 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCACAGGAGCGAAGACACAGGTGGCTTGTCTA 

ATATCTTGCATTTTCGTCCTTATAGTCATCTATGCAATAGGACCTTTGCTTTACTGGCTG 

CCCATGTGTGTCCTTGCAAGCATTATTGTTGTGGGACTGAAGGGAATGCTAATACAGTTC 

CGAGATTTAAAAAAATATTGGAATGTGGATAAAATCGATTGGGGAATATGGGTCAGTAAG 

CAGTGGTAACAACGCAG AG ACTTTN NTTTTTTTT 

Sequence 4456 

CCCT TTCGAG CGGCCGCCCGGGCAGGTACCACACAGAACTGTTTCATCGTCCTMCTACT 

ACTACTTTTTGTTATTCTTT CTCCTCCT CCTCCTGCTTTTCTCCGTCTCCCCTTCTCCTT 

CTCCTTCTGCTTTCTTCTTC I I I I 1 I I I AGGAAGGTCTTGTTATATTGCCCAGGCTGCTC 

TTAAAATCCCTGACTCAAACAACTCTCTCACCTCAGCCTCCCAACATGCTGAGATTATAG 

GTTTG AGCTATCAAG CCTAGCTTG ATTATAATCAATCTCT ATAACTTTCTTTTTCf ACAA 

TGCCATATAAGTGGATCATGTAATATGTAAGCCTTTTGGATCTTACTTCCTTCACTGAAG 

GAMTGCATGTCTGACTCATGCATACTGTGGCGTANATCMTMTTTGTTTTTTGTTGTT 

GTTGACAACTAGGATG CTATTT TATGGATGCACCACAGTTTATTCAACTGCTATAAAGCA 

TCTGGTTTATACCCAGCTnTTGCAATTGAAAATAAAGTTAGCAATACACAGCCCCAAAA 

AGGTTTGCATTTCAAACATTAGTTTTCACTTTG 

Sequence 4457 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAGTTTTGAGACTACCTAGTCAATTTTCT 

TTCTGTAGATATACAAGATCTATGAAGATCAGTGTTTCCTGGCTCTCCTCATCCACCTCC 

CTGTC CAATA TATTTATTCTGTTTTCACTGGTGCCTCCTCCTTTGCATAACCTGTGGACA 

CTAGTCTTTTCCAGGTTTCTACTCTAAATTATCTTTGCTTTTCTTCTATATCATTCTTTT 

TGAGTAAGTTCATCTACTCCTATTCATTCATTTGCAAACTTAACAAAACTATTTATTGAG 

TGTCTACAATGTGCTAACACCATTCTAGATGCTGGGAATGGGGTGGTAACAAAACAAAGT 

TCTTTCCTTCATGGAGCTTATCTGCTAAAAGGAAGATAGACAAATAAGTNTATAATATAA 

TTTCAGGGGGTAAAAAATGGTATGAATGGGGCT 

Sequence 4458 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCTGAAGACCCTCACACTCAACTTCACCA 

TCTCCAATCTCCAGTATTCACCAGATATGGGCAAGGGCTCAGCTACATTCAACTCCACCG 

AGGGGGTCCTTCAGCACCTGCTCAGACCCTTGTTCCAGAAGAGCAGCATGGGCCCCTTCT 

ACTCGGGTTGCCAACCGATCTCCCTCAGGCCTGAGAAGGATGGGGCAGCCACTGGTGTGG 

ACACCACCTGCACCTACCACCCTGACCCTGTGGGCCCCGGGCTGGACATACAGCAGCTTT 

ACTGGGAGCTGAGTCAGCTGACCCATGGTGTCACCCAACTGGGCTTCTATGTCCTGGACA 
Sequence 4459 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I NGAGACGAAG 

TCTTGCTCTGTTGCCCANGCTGGACTGCAGTGGCACNATTTCNGCTCACTGCAANCTCCN 

CCTCCCNGATTCATNCCATTCTCCTNCCTCAACCTCCCAAATAACTANNACTACAAGCNC 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

271/599 

t 

CTACCACCACACCCAGCTMTTTTrTNTATT^ 

ACCAAAATANTCT CAATC TCCTAACCTTATAATCCACCCATCTTNACCTCCCAAAAACCA 

MAAA TAAAAANCCTTTTNCCACCNCACCCMTCCCTAMTATATMNTATTTMCTTTC 

ATTTTCCT TMTM CTAATATCC 

TCCCMCNTTTTCAAAAAAMCCCTTCTTAAAAATTTTMATTTCCNA I I I M I I I I NAT 

TCAMTAAAMCAATTTTNAAMAMAATITACTTTTTTNNCCCM^ 

TN ATAA MCNTAAAAAACTCMNTGATMNCTTTTCACTTTANTTAANATTCATTTTTTA 

ACTTTTNTCNNCNNAMNTTTTTTTCTTTTTNCAMNC 

CCCCNTTNCCTTNCCCAAACNACCCTTTTAAAA 

Sequence 4460 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTATTrTTAAATTAAGGAGTTTTAGTTATA 

ATGAAATTGATTTGTAGTCTGTTTTGCCGTAAACTTGTTTTTCTTT 

GTGATATCTTACTATTTTTMCTGTCTGGGGTTTCTGATATGGGGATTTCAGCCCCTGGT 

TMTCAAGTCTTGTCCCTACMGTCCCTGATGCAGTATGTTTATTTGTGATGTTTAAAGA 

ACATTTCTTGGGCTGGGCGCTGCGGCTTGCGCCTGTAATCTCAGCACTTTGGGAGGCTGA 

GGTGGGTGGATCACCTGANGTTGGGAAGTTCGAAGACCAGCCTGACAAAACATAGTGAAA 

CCCCGTCTCTACTAAAAATACAAAAAT 

Sequence 4461 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTCTCTCACTGTGGGTCCCCTGTATTTCTTAT 

CTCCCACTCAAGATCAGTGTTTCTGAGGCTAAAATCCAAGCAAGTGTGGCCTAGAGGTAG 

GGGGCTTTCTTCTTCTACCCACCCTCCACTCACAGAGTCATGCTCTACGGTAGGCATGGC 

AGGCTGAGAATACAGGGGTCTCTCCTGCTCTCATTTCAGCTCACAGGGCAGMGTTTTGC 

ACCAGATGAGGCAAGCCAAGACCAGAGGCTGCTGTCACTGTCTAGTCCCTAGCTTCAGAG 

CAGTGNGTTAGAGATTTTTTTCCCAGGGGAAGAG 

Sequence 4462 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAGGAACAGAAMTTGTATTTTGA 

GTTTCCTTAGAGATTCCAGMCATTCTGCAGTAMTAMCAAGATCMGCTTATGTTTTA 

AAMATTATCAGAGAATTAGAAAATGTTACTGGAAAGAAAACCATTAAAAAAGTGTTAGA 

AAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAAAAAATGAGAAAACT 

CTGAGAGAAACATCAAAGAGAAACATCGAGATAGAGAGGCTAGAATTCCATCATGTGACT 

MTGCCGMCTTTGGAAAGATCAGAAAAAATAGAGACAAGAAACTAGTCAAAAAACTAAT 

TGACATTATTTCACAACATTTAACAACAAATATCAAATTGGGAGAACCTGACAAGTTCCT 

AGMTGATGGAAAAAGTCCTATTTCTAMCACATTCATGAMTTTCAGACATTAAAGATA 

CAAAGATGGTCTTAAAGGTGATTGGGGAAAAAAATGCCAGTTTATGGATAAAGTGAACNG 

GAATCAGATTGGCANTAGAAAATGAAGCCGTGAGACAAAGANAAAATTGTATATTCTTGG 

CCAGCCATNCTAATCTGGGTAANGGTANACCCCAAAGTAA 

Sequence 4463 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCCTTGGGCTGCAGTAAGCATGTCAGGTGC 

CACATGGTTCTGCAGGACAACTGTGCGCAGTTGAGCACGTTGATCTAATAATAACATAAG 

CCCAGMCTACTATCATTAANAGCCTTTTCTGTGTGCMGCTTMGACTTTGGTTTGCTG 

CTGGAGTAAGACAGTGCCTGCAGCAGGATAGAGTATTGTGACAGGATACCACCACCATGG 

GGTTCGACGCACTTGCMCCAGCGATATTTATAAGTTTCTAAATTACT 

Sequence 4464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAGGTCAATAACTAATATTTAACA 

CATATTCATTCACAGATATGAATTGAGAACAAAATAGCACCAGAAATTTTCAAGAAGTGA 

AGAACAAATGTAGAGAAGCATAATGATAACAAATAGAAAAAAAAAGATGCCCCAAAAAAC 

AGAACTCMGGAACAGAAAATTGTATTTTGAGTTTCCTTAGAGATTCCAGAACATTCTGC 

AGTAMTAAMCAAGATCAAGCTTATGTTTTAAAAAATTATCAGAGAATTAGAAAATGTT 

ACTGGAAAGAAAACCATTAAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCANAAGAT 

AGAGCAAAAAAGTCAAAAAAAATGAGAAAACTCTGAGAGAAACATCAAAGAGAAACATCG 

AGATAGAGAGGCTAGAA7TCCATCATGTGACTAATGCGAACTTTGGAAAGGATCAGAAAA 
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MTTGAGACCANGAMCTAGTCCAAAAACTAATTGACATTATTTCACAACATTTACAACA 

MTATCAMTTGGGAGAACCTGGCCAGGTTCCTAGAATGATGGNAAAAGGTCTATTTCTT 

AMCCCATTCATGAAATTTCANMCNTTTAAGATCCAAGATNGNCTTAAAGGGGATTGGG 

GAAAAAAATGCCCGTTTTTGGATAAGTGGAACGGGAATAAGATGGCATTTNAAAATGAGG 

CCGGGGANAMAANAAATTGTTNTmGCCCAGNCATCCTMTCTGNGTMGGNTTACTN 

CCAAGTANAAAAAAAAAAAAAAAAA 

Sequence 4465 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGNNNCANAGACACCTATA 

CAMGNCATNTNTTNTCTNNNTCTATAACTAATATTTAACACATATTCATTCACAGATAT 

GMTTGAGMCAAAATAGCACCAGAMTTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAATG ATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAA 

ATTGTATTT TGAG TTTCCTTAGAGATTCCAGAACATTCTGCAGTAAATAAAACCAGGATC 

MGCTTATGTTTTAAAAAATTATCAGAGMTTAGAMATGTTACTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 

AAAATGAGAAAACTCTGAGAGAAACATCAAAGAAGAAACATCGAGATNGGAGAGGCTAGA 

ATTCCATCTGTGACTTATGGCGACCTTNGGAAGGATCAGAAAAAATTGGGGNCAGAAACT 

TGTCCAAMCTAATTGCATTATTTCACACCTTTTACCACCAATNTTCAATTGGGGGAANC 

CGGCCAGTNCTTGAATGNTTGGMGMGTCCTNTTTCTTMCACCTTCATGAAATTTCAG 

AACNTTTAAGATTCCAAAGTGGNCTTAAANGGGGTTNGGGGAAA 

Sequence 4466 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATGGATGCATGAAAT7TTAGACATGATTCT 

AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCANACTCTAGATAGACACGCTTTCCT 

TGMCTGAAATTTCCCCATAAAGAAMACCAGATTTGGAGTTCGTTCTTGAAATGTCCTC 

ACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGA 

AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGGATTGCCTGGTGTCCTACTACC 

ACTTTCCAGGATGGCTTCCTTTATGCCTGGATCCTC 

Sequence 4467 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTTTTCTCCACAGAGCAACAAAGACACCTATA 

CAAAGTCATAGGAGATCAAGGTCAATAACTAATATTTAACACATATTCATTCACAGATAT 

GMTTGAGMCAAAATAGCACCAGAAATTTTCAAGAAGTGAAGAACAAATGTAGAGAAGC 

ATAAT GATAA CAAATAGAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAA 

ATTGTATTT TGAGT TTCCTTAGAGATTCCAGMCATTCTGCAGTAAATAAAACAAGATCA 

AGGCTTATGTTTTAAAAAMTTTCAGAGMTTNGAAAATGTTTCTGGAAAGAAAACCATT 

AAAAAAGTGTTAGAAAATAAAAGAAAAAAAGTCTCAAAAGATAGAGCAAAAAAGTCAAAA 

AAAATGA 

Sequence 4468 

CCCTTAGCGTNNTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAMTGAGGTATGGTGGACMTCTTGTTTATAACATCACCTGACCAAGTTTTCTC 

CAAGAATTCCAACACCTTGTGGATCTCATGTTTTGGA I 111)11 I AATATCCTCGTAGAA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCCGCCAACAACTTTTNCGGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAG 

GATCAGGCATAAAGGAAGCCATC 

Sequence 4469 . 

CCCTTTCGA GCGG CCCGCCCGGGCAGGTACGAAATATCGTATCAGGMTTGTTAMTTTT 

ATCAG CTGC TTTTCCAGCATCAGATGGTATATTTGACTTTTTGATCAATATCAATAAGCA 

TATTMTTTTATTATATTAATAGATTTCCCAGTATTGAATCACCCTGCATTCTTGGGTTA 

AATACTATTTGCCTGTG GTAG GTTGTTG AATG AATATG ATC7TATAGTATTTGTTTATAC 

AATCATATATATGAGACAATGAATATTTATGCTCATGTACCTCGGCCGCGACCACGCTAA 
GGG 

Sequence 4470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATGTGGGTATGGGCAGCTGAGGAACTTA 
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ACTCMTGTT1TMTTTTATTAATTTGMT7TAGCCACATATGGCTAGCCAGTGGTTACC 
ATATTGGACAGMCAGATGTANACTANTAGAGTGTNAGTTTCAGTCATTTGAACCAT 
Sequence 4471 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTGTTC^ 

GAGTTGGGATCTTCTGTAGCATCCTGCCTGAGATATATGAGAGGAAATACGGAAAAACAG 

GGM CTCAT TGCCATGCCATTCTTCAMTCTAMGGTCCCTAGGMGCCCACCTTCTTTT 

TCT ACTT TTCTGAGACTTCCTATACTTGTTTGTTTCGTTATATATGGTTTTTGT^ 

TGGTTTTGTTATACCTCTTCAGGTAAAAGAGGGAGGACACGGGAGGAAGGGGATACTCCA 

TCTTGGCACAACTAGMGTCTCTMGTTGCTTTTTTGTAAATATAAAACTCTCAAATAAG 

AGAAATAATNAATGGTGGAAAT 

Sequence 4472 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTANAACAGTGCCTGGCCTGAAGTAAGCATTCA 

GTAMAATTACCAATTGTTTATTATTATTTrMGGCANAAACATGGGCAGATMTTTTAT 

AATCTTGGGGCAGAGAAGGCCTTTCTAAGCATAACTCTNAACCTANTGACCACAAAAGAA 

AAGATTMTTATTTGATTTCATAAAMCTAAMGCTTTTACATGGCAAAATCTCCATGAT 

AAGAATCAATGAACAAATACCCAAGTGGGGGAGAATAATTGCAATATGNTTGACAGAAGG 

AGGATTGATATCATTAATATTTAGG GATCA CTGAATAAGTCAACCAGNAAAAGAGATGAG 

NATNAAATTCAGT TTGAA CAGAATNTTTTTCANAAAANANTANAAAACANAAANGTTCNA 

TTGAGGAGCCANGTTTTCAACC I I I I I 1 1 I GGGGCANAAGAAAATGNTATTGATTAAACC 

CI I 1 1 r 

Sequence 4473 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAA I I H II I I I I 1 1 I I I I I I I GTAGAGACAGG 

GTTTCCTCATGTTGGCCAGGATGTTCTCCAGCTCCTGGCCTCAAATTACCTGCCCGTCTC 

AGTCTCCCAAAGTGCTGGGATTACAGGTGTGAACCACTGTGCCCGGTCCAGTCCAGGAGC 

AAGTTCTAACCAGGATCAGGGGTCAAGGTCTGGGTTTGTCCATTATCATAGGCTAAGTCA 

GGGTCAGGGTTCAGCCAGGGATCAGGGCTCAGTTCAGGATTGGGGCTCAGCCAGGGTCAG 

GGCTCATCTTGGAGTCAGAGCTGAGCCTGGGGTCAGGCATCAGTCTAGGTTGGAGGTTGG 

GATTGGGACCTGGGGGTCTTGGTCCAGGATTGGAGGCTGTGTCTGGGATT 

Sequence 4474 

CCCTTAGCGTGGTCGpGGCCGAGGTACTTTGTAGAGATTGACTTCCTAAGCTACTTAAGA 

CMCCTGCACCACTAAGAAAAAA ATGTA GMCCATTTGGAAAAATGAAATTTAGTAGTTC 

CMGTTTCAAAGAAAATGTCAACATTTTATTCCATTCAATAAAGAACAAAACCAATAGTG 

TTTTTATTACTTTCATCTGAMCATTCCATGTTTTMTCTGAG 

TGGAGTTTGAACCCGTTTTGGTTGCAmCATTTTTGGAGMCTTA 

GGGCMTTGAAATGCCAGGTGCAGTTTTCTGTTMTGTCATGCTGTTGTTTAGGTAATAA 

GAAAATATTAAG 

Sequence 4475 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I I I I I I I I I II I I I 1 1 I I II I CCTGTAGTT 

TATTCAAAGTTGAAAAAAAAACATTCATTATTCTTTAATATTACATGAAMTCTTGTTCA 

ANAGTGMMGCCCAMTTTTTATCCTTGCATTATTGCCATTTACTACTGGTTTTCTTCT 

GACCCAGTCANATGTAANAGGCCTNTAACTGGATCCAAGCCACTTAATTACCANATCTAA 

TTTGATTCTGGACCCAGTTCAGT7TTTGGCATGACTTCCAMCNCAGTTTTGGATT 

Sequence 4476 

CCCTTTCGAGCGGCCGC CCGG GCAGGTAC I I I N I I I I I I II I I I I » I I I ATTAAGAGAA 

AGCTTGTTTCTMGATCCTTTTGGGAGCAAAGGCAAGTAAGTATTCATTAMTGTTTACC 

TTCTTGACTTTAATTCACTTCAGCAGATGATAACTCAGGNGGGATTATGTNATGACAGTG 

ATCTGACAAGGTCCTTGTTCAGGGNAGTTACTGACTTTT 

Sequence 4477 

CCCTTAGCG GCCG CCCGGGCAGGTAC I II II I I II I I I I II I I II I I I GCTAGTTTAGTG 

TTTGCAmATTTTAAAAATACNCAAM™^ 

ACTTACACATTGTTNNCATACTTACCT 
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Sequence 4478 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCCTGATCTCTCTTTTCCCCACATTTACAAA 

CGCCACAGTGAAGAACTTTGTTGCAAACACATGCAGGCTGTGAAAAGAACTCTGTGCCTA 

MGTCCTTTCATTTCTTTGCTGGAGTTTTTTTGAGGCAGATTCTAGAATTGCTGAGTCAA 

AGGGCAAATGCCATGTAGTrTTGTTAGACGCTGCCAAATCCTCTTCCATGAGGCTGCAAT 

ATTCTGCATTCCATAGTGACGTATGAGAGTCCTTGTATCCCACAGCTTCATAAACAAAGC 

ATGA CGGCA CATCTGCA CGTTT ACCAATCACACAGGTGAGAAATCTTATCCTAGCTTCAC 

CTTTGi 1 1 1 iGGTTTGCATTTTTGTGACCAGCTTTTTTATGGTATAATGCACAGAAGGTA 

ATGAACACATTCTACCCACAAGCTTCTTCCTGTGCCTTTGGAATCTGCTCCTACCAGTCT 

GCAGGCAACCACGGATCTG 

Sequence 4479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTGTTGGATGATGGATATTTTTGTATCCCTA 

TAAATATC CTTGA TCTTTGTTCTGGGACACAGGTATTTGGAAACAGGTTTGATCCTTCCC 

AGGCTTGCTTTTCAGCTTTGTTAGGCTGGGACCACGGAAACATTTAGTCAAATGCCAGTT 

TTGCTCCACTATTGAGACAAACTCCTGAATACTTTATCCGATGCCCCATGAATAATATTT 

TCCACTTTGGTTGAAGGAAACAGGAAATATTCCCAGCCCTGTGTAAACCATAGGAATTGT 

TCCTTGTAATCACTTTGAGTGGTCCTTTCTCTGGTCTTCAGTAATTTCCTCACAGCCATG 

CACTTATTAGCTGAAGACTGAAGAGGGCCACTCCGCANGTCTTTCGGCGAGCTTTCTCTC 

TTGCAGCTCTCTGCTCACCAGCCCTGACCCTGGTAAACTCCAGCTACCTTGGTGTCTCAG 

AATTCCATTTCCATCTNCTCAACTTACAAGANGCTGCCCGGGCTGTGTTTGGGTTCCCCC 

CTCCCTNTGCTTGNANCCTGGAAAANATTTTCCAGGAAACCGACTGGGNAAATGCCCAGG 

GC TCATT AACATTTATNTTTTCAAAAGAGCCCTTGGCCTTAATTACCCTGGACCCCCCAN 

NGTTTTTGGGAAACTGNTTGGTTNCATATANTTTTAANCANGGGGGGGTTAANTTGGTTT 

NGGGG 

Sequence 4480 

GATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACACAGAAAGGCAGAAGTTGAA 

ATTAGTTTGAAGACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGT 

GMGCMCATCAATGCCGmCTGGATGGTTACAGCAGTTATGTCAAAATTAGATTnTA 

AAAGTAAAAAGGCAAAGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCA 

MTTAGAGATGTTAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACA 

TACTATGTATCAGGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAG 

ATAATTAAAAATTATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTAC 

AAATTATATACTACAAGGAAAACAAAGAAATAAAGGGAATTAATGGAGGATTTACCCTAG 

GGGTGGTTAGAAAAGGGTT 

Sequence 4481 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACACAATCACAATTCACTGCAGCCTTGAC 

CTGCTGGACTCAAGTCA TCCTC CCACCTCAGCCTCCCAAGTTGCTAGGGACAGGCATGTG 

CCACCACGCACAGCTAATTTTTAAMTTTTTCTGTAGAGATTAGGTCTCACTATGTTGCC 

CAGGCTGCTCTCAAAACTCCTGAGCTCAAGGGATCTTCCCACCTTGGCCTCTCAAAATGC 

TMGATTACAGGATGAGCCACTGTGCCTGGCATGCTTTTGGTTTTTTTCTTGCAATTTAA 

CAMGTGGTGTCCCATATATTTMGTATCAMTGTATMCTGMTTTTCTTGCTTTTCAG 

GGATCTCAAGGGTATTTCCCTTTGCCCACCTCACCTTTTCATATTTGGTAAACTGGTATG 

CATTTGCCTTCAGCCCAAGATTATAAATATGAACTGGATTATGANCTGCATGTTCTCTCT 

TTNGGTTCAAGCAATTTTCCTTACAGAAAAANCACCCGGTGGGAAGTCATGGGGTAAAAT 

ATGGTGGTTGGMTTNGGTMCTTCCCTNTTGGGAGAAATTTCTTTGTGAAATTACCACA 

NCAAATAA GGGGA ACCTCAATTTAAACTGGGAAAACATAAATCTTNATTTNGNAAAGNGG 

GGGGCCCATTITrWMNATTTTTNrrTTTTGGATMCCCTTCCCCTTTT 

Sequence 4482 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 

TGGCCTAAGGCATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 

TGATCTCTTTTGGTGTGGGAGGACATGGGGTACCCATTATCTTAGAAAATCTAGTTTAAA 
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CTGTirTCTTTCACCGCAAMGAATTAMTGGGAAAATCATTTGTTTATCTCTAAGTTAT 
ACTMTTAGTAGAACCAMCMATTATCTTCTTTTAAAAAATAAATCTTATAGGAAAATA 

GACAGTCCAAAGTCATGTCTTTGAACAGTGGATTGGAATCTGTGCCAGTAATGACAAAAT 
TAI 1 1 1 1 1 1 GACTTGCT 
Sequence 4483 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I I I I 1 1 I 1 1 1 I NI 1 1 1 1 1 1 I GAAAGAGA 

TAGGGGTCTCATTATGTTGCCCCAGCTGGAGTGCAGTGGCTACACACAGGGACAATCATG 

GCCCGATCATTGCTTCAGGCTCCTGGGCTCAAGCAATGCTCCTGCCTCAGTGNCCTGAGT 

AGCTGGGACTACAGGTGCATGCCACCACGCCTGGCTTATTTTTNATTTTNCTTTTCGTGT 

GGCTGGGAATATTACAACAGAGACGTTGGGNAGTNCAGCAAACANATGGTTNTTAAACTG 

NN CAAT NAAAATGCAACANAAAAGGGCTTCCTTTCAATCAAAGGAATNAAGGGATGCTTT 

GCTTTTAAAGGGGGCCATTCAA 

Sequence 4484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I I 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 I NACTAGC 

ACAAATGGCATTTTATTMAGAAMTCTMTTTACAAAGCTTTGTAAATTTTAAGAAAAA 

CATTTNTTGATCATAAACCAMAAATTTTCAANTTTGCAATATTCAAATTTACAAGGAAA 

AATAAGCCCCAAACTTTTAAACAGTGCAGGTTATTGCTGCACTCCTTTAATTCCTTATCC 

AAAGCCCAAAANAATGTA GGACA AACCCCTAAAAATGTTNCCAGAAGCATTTCCCCCACA 

CTTGGTNTCCAAAATCTAGTTTTGTGCAAAAAATGTTTCCACCTNNATTTATAGAGTNCC 

CCGGGGGA 

Sequence 4485 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I I 1 1 M C I 1 1 I 1 1 1 1 1 I 1 1 1 I 1 1 1 GGTATTT 

TTAGTAGAGACGGGGTTTCACTGTGTTAGCCACGATGGTCTCGATCTCCTGACCTCGTGA 

TCTGCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCC 

GACTTCTCTTrANrrCAGGTGGGTATATATGCCACTAATrrTGTTTGATTGNGTTTTTCCC 

TTGATTTCATTTTGTTTTGGCCMGTAATATCCTATTGATTGNATGATTATCACNCAATT 

TGATATCCATTTTTNTGAATGGGAGACAGGTTTTAC 

Sequence 4486 

CCCTTAGCGTGGNCNCGGCCGACGTACATATCAGAAACNGGATCTAACTCACAATATTAT 

TATAMGCAT ACTGN TTACATAATTNACTAANTAGGTAAATTATCTAATTCATTANACTT 

GCTNGGAATCTTTTTCTAGNTACACTCCTATGTATTCCAAAAGCTACCTAATACTCTATT 

ACCCTCCCCCTACAAACTACNGAAAAACTCAAGTCANCAACTGAGGGTGTAACGTGCCTC 

CCCGGTTCAAGCNAT TCTTGT GT CTCAG CCTCCTGAATAGCCAAGACTACAGGCACACGC 

CATCACACCTGGCTTATTTTTACCI I I I I I I I GTAGAGNCAGGGTTTTGCCATGTTGGCC 

AGGCTCGTCTTAAACTCCTGACCTCAAATGATNCACCCGCCTTGGCCTCTCAAAGTGCTG 

GGATTACAGGCGTGAGCCACCGNGCCTGGCCAMTAAAGTATTTTTAACATACAAGTTAA 

GCATTCTAGNTNNATTCCAAAGTAAATACAGNGTGCTCAACAAACATATTCTTGGGTTCC 

AGGACAGANTCAACCAACCTANATTNAAAAATTTAAATCAAAAATTTAAAACCGGTNAAA 

ANACAGTGGACCAAGGTTTTGAATGGCTCACACCCTGTAATNCCAAACACTTTNGNGNAG 

GCCAANGGCNAGGACAAATTTGGACCTTGGGANGGTAAAANGNGCAAGGAGCCTNAAACC 

ATNCTTNNCGCANTTCCANCCTTGGGGAAAAANAAAAATNTGGNCNCAANAAAAAAAAA 

Sequence 4487 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 1 I I I 1 1 I I I 1 1 1 1 1 1 1 1 I 1 1 1 GAGATG 

GAGTTNNGCTCTTGTCACCTGGGCTATGGAGNGCAATGCCACGATCTTGGCTCACTGCAA 

GCTCCACCTCCCCGGTTCAAGTGATTCTNCTGCCTCAGCCCCCCAAATAGCTGGAATTAG 

AGGTGCCCGCCACCACGTTTGGCTAATTTTTGTATTTTTAGTAGAGACAAGGTTCGTCAT 

GTTGGCANGCTGGTTTNNAACTCCTGACCTTAGGGTGATCCACCTGCCTTGGCCTCTNAA 

AGNGCTGGGATTACAGGCATGAGCCACTGTGCCCGGGCGAAGTTrAAAGTTTTAATTCAC 

AGGGATGCT NAAAAGCAN GCTTGGGTAAGGNGTTTTCTTTTCTTTAAAANAAAATTCATT 

mCAATCCCTTTTmTRGGGAMTNTMNGGGGTTGCTTTTCNATrTACAGATTNGAC 

CAAAAAAACNTATAGGTGTCNnTCTGGTTTTTTTGATTGGGAAGAACN I 1 1 1 I I 1 1 I 
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Sequence 4488 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATAT 

GCTAMCTTTTGGCCAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAATTGCG 

AAGA GACGCA GACTTTCCTCTCTGCGAGCTTCTACTTCTAAGTCTGAATCCAGTCAGAAA 

TMGATTTTTTGAGT AACAAATAAATAAGATCAGACTCTAAAAAAAAAAAAAAAAAAAAA 

AAAMAAMGGTCCGCGGGATCGCCAGAGTCCCTGAACTCTCGCTTTCTTTTTAATCCCC 

TGCATCG 

Sequence 4489 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTAACTGGTATATAACCATCGGGGGCATTC 
CACTGGTAAAAGAAAGAATGCCTCAAATGAGCATGCATACAACTCCAGTAAACACACTGC 



Sequence 4490 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCATGTTCTGACAAGGTTTCATTTATTTCA 

TTTAGATGATTTCTGCTGTTlvrrCACAGGTMCCTCCTTTCTCACTGCCAGTGTCCCAGTT 

ATATCTATCT 

Sequence 4491 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGAGCCCAAGGCAGGAGATCACTTGAGCT 

CAGGGGTTCAAGACCAGCCTAGTAACATAGTGAGACCTCGTCTCTACTAAAAATTTAAAA 

AATCAGGTGTGGTGGTGGACGCCTGTAGTCCCTACTTGGGAGGCTGAAGTAGGAGGACTG 

CTTGAACCCAGGAGATGGAGGCTACAGTGAGTTATGATGGCGCCATTGCACTCCAGCTTG 

AGACTGTTTCAAA AAAAA AAGCTAGGTAAGAGTAATAGGTTAAAGTGATCCCACTGGCCC 

TCCCCCATCCTTATTT1TMCTTTGAAAGTTATTAGAAATACCTCAGGAMGCTTTCTTG 

AMGGTTATGTGTGAAGTCTTTCCCTCTAGACTAGTGGTTCTCAATACCTATGCCGGTAT 

CAGAATTACCTGGGGAAGCTTAAAAA 

Sequence 4492 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCACAGGACTCCCCAGAATAATGGAATAG 

AATAGGTAGTCTAGAACTAGACTCAGTTACATGTAGAAATTTGTATATGGTAAAGTAGTA 

TCTTAAATAGGTAGGGAAAAGATGGGCCATTCAGTATAAGTTTGGGGGACATATAATAGG 

TATTTGGAAAAAAATTTAGATACATACCTTACACCTTACAGCAGGATACGTTGCAAATGG 

ATTAAAATTTTAAGTGANAAAAAAANAAAAAAAANANGGTNCCTCGGCCGCGACCACGCT 

AAGGGCGAATTCCA 

Sequence 4493 

CCCTTGGCCGCCCGGGCAGGTACACATTAGCCTCCCAGAAATGGTTCTTAACCAGAGTGA 

GCTGACTGTGGACATAGAATTCAGAAGTTGGATGACAAGGAAGCTCAGTGAGAATGAGGA 

GAAA GTTGA AACATAATCCAAGGAATCCAATAAAACAATTCAGTAGCTGAAAGATAAAAT 

ATCCATTTTMGAAAGAACCAAATTAMTTTTTGGMCTGAAAMTTTACTTCCA 

CCACAATAGAATCTGAAGCATCAGCAGCAGAAAAATTAAGATGAAGAAAGAATCTCTGAG 

CTGGAAGACCAGCTTATACAATCAACTCAGTCAGACNNAANANAAAAAAAAAAAAAAAAA 

AAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4494 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTGCCTCTCAGAGGTATTTTAATTGATATGTAG 

TTAATGAAGGACGTGGTGATGTTCTTAGAAATTGCTGTGAAATGTGAATTAAAGAATGAT 

CAACGGGACTAGTGGGCACAGCTTGTCAGGCATGTTTTTAATTAGCATTTATGTMCTTT 

CCTATT TCTGGGCATCCTTGGGAAGACACATTTMTTTMGAMTTAAMAGGMGATTT 

ATTTTTCCAAAACGCTTCCTGACCTTCACAGAATAAAAACCAATGAACCCGAGCTTCGGA 

GACGACAGACTGTCGGGAATTGTAAAGATGATTTGGGCAGCGCATTGTTTGGCGGGAGGA 

GCTCAGCCTTCCACTAACAGAAMGTCTACGTCAGTNTTTACTTAGAAAATTTATTTTA 

Sequence 4495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTMTTTTCTTTTGATGTTGTATCAAATTACC 

ACACACTTCATGATTTAAMTAGTGTGGATGTATTATCTTACAATTTTGTATGTTAGAAA 

CCCAACACAGGTCTCTCAGTAGGGTAAAATCAAGATGTCAGCAAGGCTGTGCTTCTTTCT 
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GGAAGCTTTAGGGGAGAATTCATTCCCTTGGCTTTTCCATTTTATATAAACTGCCCACAT 

TCC TCGGC TCATGGGCCCAGTG GGAAAT GCTGGGAAGAGTNCTTCTCATGCTGTCGTTCC 

CTGTTTTTCTCTTCCAAGTTTCTCTTTTTTACTTTTAAGGACTC 

TCCACTGGAAATACTCCAGGATAATCTCATT 

Sequence 4496 

CCCTTAGCGTGGTCGCGGCCGANGTACATTCGGNCTGAGGGCCAGGACAGTNCTTTCTCC 

TGGACGGACCTGCTGCTGAAGAATAATTCTGAGCTGCTTAACAACCTGGGCAACTTCATC 

MCANGAGCTGGGATGTTTGTGTCTAMGTTCTTTTGGGGGCTATGTGCCTGAGATGGTG 

CTCACCCCTGATGATCANCNGCCTGCTGGCCCATGTCACCCTGGGAGCTCCNGCACTATC 

ACCAGCTACTTGAGAAGGTTCGGATCCCGG 

Sequence 4497 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTATACATAACAACAAACTTGGAAGAAAT 

CAGAAGAATAAAAAAAAGACTGACAGTTTGGACCACACATACATGCACAAAATGAAAAAT 

AATAACTTCTATTAGTAAAAAAAAAAAACCTCACTGTTATAAAAAGGGAAATGGCAAATT 

GAAAAAGGATACTGGTGAGATTATAAAAGATTAATATCAGTTCTCACTTCTTATAAGCCA 

ATAAAATAAAAATTAAACAAAAGAGAGGGACCAAGGATAAAAATAAAGGTAAATAACAAA 

AGGAGATACAAATGGTTAATGAGTATGGAAAATGTCTAAATCCCATAGAAATAAAA 

Sequence 4496 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAACCCTGCCTGGAACCGCAGCCCTGCTNTCA 

GAATCAAATTCCTGAAAGTGGGCAAGCGGAAGCGGAAATAAGCCCTCTCCCAACGCCAGC 

TGACTCGATTTCGTCTCGGTCTTCCCCAGAGCTGGACACGAGGCACCATGATCAGAGAGA 

CACATTCCCTGCGGACGGCGCTCCCATCGGATACTGGAGGGACGCGACACTAGAGGCAGG 

CAGTACCTCGGCCGNGACCACGCTAAGGG 

Sequence 4499 

CCCTTAGCGGCCGCCCGGCAGGTACAGAAAGATCTGGAAGAAGGCCTGGCAGTGAATCCA 

AGGACTCTGGGCCCCCAACAATAGATGGTAGCCGTAAGTCTGGAGCAGCGGTGTTTCACC 

ACCAAATGCCTTTCCAGGCTGCCCTTCCAACACTCAGGAGAGCATCCAGATCCCTGGGCA 

GAGGCTCTACATTCTTGGCTTTAGAGGTGGTGGGCAGCGGCAGCAGGTCAGAGCCACTTC 

TGGCGGT7TCCCTCCCCTTTTTAGTGCCCATAAGTTTTTTTGGATCCTCCCTTTGA 

TACCAGCACMGCCATTCTTTGCCCCTGTTCACATAACTTGAGCTCAAGCTCTTGCCAAA - 

CCCAACAAGCAAGATGGTTGCAACCTGGCAACATTGAATC 

Sequence 4500 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACACATTATCAATCCCAAACTGATTTTATGAC 

TCTTGTCATAGAAACCCCCAAAACATCAGGGAGGGTAAGATATTCCAAATGGACCAATCA 

CMAMG GATTCC TGTGATTCAACTATCCAATACTTATGGCTATCAATTTAGTCTGGCTT 

GGGGCTGTTTTTTACAGGGAGGTGGCCTCCCATGGCGCACAATGTGTTTTTCTAAGCTAT 

CCAGAATGGCCACAGCAATCTGTTGGACATGGGGATCAGTATGTTCATGATCTTTGATGT 

TGTATAAATGCTGCAATCCTCCTTCTTCAATCAGCATiGCTGCAATACCTTGAAGCTGAAA 

MGAAAAAAAMCACACACAAAACAGGAGAAATAGCTTTTCTTAAAACACTTGAAAATTA 

TTCCCAAAAAAATGACTTCTAGGAGCCA I I I I I I I I I AGCTGGTTTGTTATTG ATCACTA 

ACATGCTTCAGCTTGGTAAAATAACCTCTATTCTTGATGTTACGTCTACCAGNGCAAGGG 

CCTTACACATTTCAATTCNATAAAATTAGCTTAGCTTGGATT 

Sequence 4501 

CCCTtANNAGCGGCCGNCCGGGCAGGTTCNAGGATATTGTTCACCCCNTCAACGGAAAGT 

GAAAAAACAGCNACCCCTGGAACCTNATTTCATTNTGAGGGACACTGGTCACCGCCCAGT 

GGCANGTAAAGAGAGCAGCCACCAGCCAANCGNAAAAGGAATNCAATGCNGGAGGCGGGA 

ATTTTCTTAAGAGAGAAGAAGGGCCTTCCCTTTGCTGTAGGTGGAGTC 

Sequence 4502 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTATTCACAAAGTTGGGGCAAGGTGTGGTG 
GCTCCTGCCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCACTTGAGGCCAG 
GAGTTCGAGAACAGCTTGGGCAACATCATGAGACCTTATCTCATTTTTTTAAAAGTGGGC 
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MTGATAMTAAMTGATACTQAMTTTTTGMCAC7TCATATTTCATATACGTTTACAA 
ACCTGTT ATAAT TGGCTACCAAMTCTTCACATTTTTATCCCCTTCCAGTCTCTACTTAC 
TCCTTGTAT TTTAGAGCATCTGGGTTTTTTGGTTTTGGTTTTGGGA I I I I 1 I I I I 1 1 1 I I 
1 1 in l l l l GGTCATTACCCTATCATGCTCTTGTCCTTGAA I Mi l I CTCAATTTCCTTA 
TTATCTCCAAAAATATCTGCAGCACATTGATAAAGGGAATGGTATAGATAGACAATAGGG 
GAMACATCCCACAAAATATTCTAGCMTACTAMTTCTTATCTGCMGTTTTCTCTGGC 
TGAAAANTTAGGTGGAAAMGAMGGGGGTGAAAAAMAAGCCAAMTTCCCCmCTTC 
ATGCCTTGAAAAACCCTGGGNGGGGNCCCTTATTTAAGGAGACCCCGTCNAGGAAAAAAT . 
Sequence 4503 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGACACTATAGGTCACATATAGGA 

AAAAGT ATT^TCCCTACAAAGG CTGCTTCCTAAAATTG AAAG AAGC AACTGTTTCACCGG A 

GGCACAGATTTTAATGTTGTGACACAAGAAACATGAAAAAGCAAGGAAACAACACCCCAA 

AAGAACACAATAATTCCTCAGTAGTAGACCCTAAAGAAAATAATTATGAAATGCTTAAAA 

GAAATTCAAAATAATAATCTTAAGAAAACTCAGCAAGATATAAGAGAGTATAGATAGATA 

ATTCACTGAAATCAGGMCACAATTCATTATCTGAATGAGATTCAACAGAGATAGATATA 

AAAG G AAAC AAAC AG AAATCTTG G AGCTG AATAATTCAATG AATG AAATTTTAAAATATA 

ATAGTGATCTTCAACAATAGTCTAAGATCAAGAAGAAAAATTTCTGACCTTGAAGGCAAG 

TATTCTAAAATACTCCAGTAGTCAAAAAAAAAAAAAAAAAA 

Sequence 4504 

CCCTTAGCNTGGTCGCGGCCGAGGTACGCGGGGTISTTTAATTCTTACATGCAGGAACACTC 

AGCAGACACACGTATGCGAAGGGCCAGAGAAACCAGACCCAAAAAAAAAAAAANAAATNG 

AANGAGGTNCGCGGGGGGCCTTATATATCAAGAGCACCATAGGCAAGCCCCAGCGCCTAT 

ATTMGGCACATTTGAATAAATTCTATTACCAGTTCAAAAAAAAAAAAAAAAAAAAAAAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGGCAAN 

Sequence 4505 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I I I I I I I I M I I M I I I II I I I I I I H AT 
1 1 n I I I I 1 1 I I I I II I I I I I I I I I I I 1 1 I I I I 1 1 CCTTCATNTTTNACTNGGNCAAAAT 
TTTTCCTNhnT^ATTNCCCCAAA^ 

NTNG NGNGGGTCNCCCCTTTAAGGGGGNNCCCCNCCCNANGGNNAAAATAAAGCCCATNC 

TTTTNGGCCNNCNCANNANCCAGGGAAAGCCCGG 

Sequence 4506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCCACACCAGCCTAGAGACTTCTGCTTATT 

TTCTGCCGCATCCTCAGTTCCCAGCTCTGTAGGTGTTCACAAGCATGAATTCAACACTGT 

GCGAAAGAACTGAAGCTCACGTAGTCCACAACTTCCCCCAGTGTGGGGTGTGTGCCACCA 

GTGC TACACAMGTGTTAGGTGGTGTGCMACATTTTGTATTTTAATAGTTATACACTTG 

TTTTAATGTGAATTAGAAAAAATATAAGAAAGACAACAAAGGTG7TATAGATACTAATAA 

TTAGGACAAGTTGAAAGGTTTAAAAAAATACCGTTACTAAGTAAATGATGGTATAGAGAT 

CATTTAAGCATGGCAAATGTAATAAAAATGACACACACACAACAGTTTAAGTAAAACTGA 

CTCAATGGCAAAGAAAAA 

Sequence 4507 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACGCACTGCGGCCGCGTAGCGCCGC 

GGGTTTGATGMCGCGGTTCCCGGGGAGACTGTATGATTTTTCAMTTTTTATCAAGTCT 

AAAGTATAAAGAGAAGAACTCTAACCTCCCCAGGTGATTTGGATATCTACTCTGGAGATA 

MGTTGGTTCATCGTTAAAATATTCTGATGAAAGCNAAGCATTGTAGAACACCATTGGGC 

AGCTTATTCAAGCACGTAMTGTGMTTGATGATGAACTGGATTCTTTCCATTGATTTTG 

AAGAAACNNGGAAACAGAAGAAAGAAGTTAATTGAAAATGATTATAGAAGTTAGTACCTN 

CTGTGTGGAMGGTCCCTGGATT7TTCCTAACACCCACCCTCTTCC 

Sequence 4508 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCC 

TCCTTGTCCTCCTCCTCATTGTCACTGCAAACAGGTCAATGTCATCATCCTCGTCATCCT 

CTGCTGGTGTGGCTGGCTTCTTGGCTGGGGCCCGTGGGCTACGGTATCCGGAAGCTACAG 
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ATTCAGTGTGTGGTGGAGGGCGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACC 
AAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCANCTNTCAACAANGATCTGAAGCCT 
GAGTGTGTGTACCTGCCCGGGCGGCCGTT 
Sequence 4509 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACA7TGTTTTTTAGTTTTTATTATTTTTCAGCA 

ATTT GGGTT AAAACCTGA ATTGT ATCCTGGCTCAACAAATCTCTAAAAAAGGACCAGCTT 

TTTMTTTTATTCATG ATGTTT TTAGTTGACTGCCCCAAGGGAA 1 1 1 1 I I 1 1 I I I ACTTC 

TGAMTACAAATTTGCTTTTTACCAAAATTCTTATGTATAGAATACTTCTACTATGCATC 

TGTTTTACTTCTGAGAAAAGTAAATTCATGCTACTACAACATGTAGAGATGACAGCAGCT 

ATAGATCAACCAC TTTG ACAGGACGATCGAGGATCGAGCCTTCCCAGTGATGAGGGATAC 

CTTGACACTCAGATXITGTTCATCAATGCGTTTCAAGAAGAAAAGATTTTTGATCAAAAG 

GGGGGAAATGAGAAAAGAACTTTTATNTAAAGTAATGCGAGTCCTTCTTAAATTACCAGG 

TTCANGAGAGATGTTAAAACGAGAGAACCATTCTTGTCCTGNTTTCCCTCT7T 

Sequence 4510 

CCCTTAGCGTGGTCNTTGCCGAGGTACCTAAGGTGATGGGGAACTCCATTCAGATAATAA 

AATTCTCTTTCAGCTAGAGAAGTTAACAGGAATAAATATATGAACAAAAAAGCTGCAAGG 

ATAAATGTGGAGAAAATGATGAGAATTAGCTAACATTT1TAAGTTTTTTTAAACTTTCTT 

CCCCTCAGT TGTACA GTTAAAAAGGAAAAAAAAAGAAAACCAGCTTGGCATTTCAGAATT 

GTCTTATTCCTTTTTAGTGTATTGGACCGAGTTCCAGATGGGCCAGTATTTATTGCTATG 

TGTTTTCTAGTGGGAGTAATGGATGCAGTTAGCTTTGCTGCAGCAATGACTGCATCTTCT 

TCTATCCTGGCAAAGGCTTTTCCAAATAACGTGGCTACGGTATTGGGAAGTCTTGAGACT 

TTTTCTGGACTGGGGCTAATACTAGGTCCTCCTGTAGGTGGCTTTTTGTATCAATCCT 

Sequence 4511 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G AG ATAGAGTC 

TTGCTCTGTCGCCCAGCCTGGAATGCAGAGGCGTGATCTCAGCTCACTGCGACCTCCGCC 

TCCTGGGTTCAAGTGATT CTCAT GCTTCAGCCTCTCAGGCAGCTGGGATTACAGGCACCC 

GCCACCACACCTGGCTAGTTTTTGTATTTTTAGTAGAGATGAGGTTTCACCATGTTGGCC 

AGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCTCCCGACTTGGCCTCCCAGAGTGCTA 

GGATTTACAGGCATGAGCCACCACACCTGGTCCAAAGCAGAATTCTTAACACTTCCATTT 

TATAGATGAGGAAGTAGAGGCTACTACAGAGCCTCCTACATAATGGGGACTCAACAAATG 

TGmATTGAGT TTGA ATCTTTCCCTTACTTATACTTTCATTACATTTATAATCTCTTGC 

CCTATGTTTAACTTTTCTCTMNAATATTGMTGTGTCMTTTTATCTTCAAATTACTTT 



Sequence 4512 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGGGTTTNACCNTGTNGGCCAGGCTGGTN 

TTGAAGTCCTAACCTCATGNCGGTCCACCCACCTAGTGCCTCCNANANTGCTAGGATTAC 

AGGCA TGAGT CACCATACCNNNCCGNNTATNTGCAGTNATNAATTNTNATATTANNTNCA 

TGAATATTTTTANCCTACAAAATTCACTATNATCTTATGAGGAAATGAAGGTGTGANAGA 

CACCGTGTAACCNGNACAAAAATCAGNTTAAGNTACNCACCTTANCGIMTNNGTNNTTATN 

N AAAC AGGCANATTNTTAG NAAATAAGA 

Sequence 4513 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGGCTGAGCCTAGAACTTGAAGCTTCCAAACT 

CAGTGCT CGCTT TAACGCAGCTCCCTGAAACGTTTTGGAATCGGATGGTCTCAGGTTGAA 

CTTTGCAGTTTTCCTCAACTGTAAAATGGGGATGACAGTGCATGAGGGTGTTGCGAGGAT 

CAAATGAAATAAAGCATGGTAAACATCCAAAAAAAAAAAAAAAAAAAAAAAGTCCCAGGA 

ACAACAGGTGGCCTAAATACATGAAAAGCAGTGTAAGCTAGTGACACTAAAGCCAGTCTT 

GTATTACTGTATTTTTGACAGA 

Sequence 4514 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCAAGGGATGCAGTTATTAAATGCT 

GTTCTTCTCTCCTAAGTTGAAAATCAGAAACTTGTGGAAAAGAGCACTTGAATGTTGGTA 

CATGAGGAATTCTTATCAAAGATCATGCACAATCCATGCCACTTAAATGGGTTTTAGCTG 
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AGGTTTTGCTCATGTTACTCTGAATTTCTAAGGACAGATCAGTGACCCTCTTAGCCTGAG 

CAGAAAGCATATTCTTCCCACTGCAGTTTCCTACACAATTTAGTCCTGATTAGATGAGGC 

ATTATAGCAGCACCTGAAGTAGAGCCTCCAGAATCCACTGCCCTTTTCATCAAAGGCTAT 

TTGGTTCCCCCCTCAGGATTGGCATACTCACGAGACATTTTCACAATCCTAATGCATACT 

TTAGGTTACTTAATTAACCAAGCNATATGCTCTGTCAAAGAACTTATTTCAAGTCAAAGC 

AAAAAAAGGGNCTTAATGCNNGNACAAAAACCAAACANAAAAAGCNCTTTTCCCAATTAA 

AAANAATTTCCCAAAAAAAAAAAAA 

Sequence 4515 

CGCCAGT GTGAT GGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TGTTGCTAi 1 1 1 iCCTTGTGGGTGATTGATTGATGGATGAGTGCTGACACTTCAATGAAG 
CTATTTCGACTGCCATCTCAATCCGATGATGTGAGGGGTATATTTTCTGTCCATGCCTCA 
TTA CTTCAG MTGACATTCCTGGAACTTCATTTACTTTTTCCCTCCTTCCCCGAAGCGCC 
ATA 1 1 1 1 1 iCCCATCTAGGTTATGCATGCCATAAAAAAAGCAATTTGCTATTATATGTGG 
CATAAGGGCAACACTTTCCCTAGGAGGTAAATAAGAAG I I 1 1 1 1 1 1 1 1 1 1 1 1 1 AATCCCA 
ATGTTGMmAGGGATCATGTCAAAATTTCCAAAACAATTCCAACAGGCAGCCTCCTTG 
AGAMTGGTGAGGMGAGATATTTGGTTTCATTTTGTCAGTGGTGAGAATAAAAA 
Sequence 4516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGCCAAAAAAAAAAAAAAGTCCCAAAA 

CACCAAGAGACAAAAGGTAGGAGGAAAGACAAGAAAGGAAGATACAAAAGGAGCAGGAAG 

AAACTTACTTAGGGACAAGATTAGCATCATACATACCTAAGAGTGGGGGGTGAGGGGGAA 

GAACAAGATGAGAGAGCATTTAAAAGCATTTACCCACACAGCCCTGGTGATAATTGGATT 

GGAATCAAMCAMCACAGCATGAGATTATTAAGAGGTTTTAAAAGGCAAACAGTGGTGT 

GGGACTGNTTATTGCCAGTGTTAAGAGAGAMTAMCTTGGGTTTTTAGGCACXJAGAAGA 

TTGGAGCACCACCCATNCCTTTCCAGAAGGATGACAGACTTNGGAAAGGGGAANCAGGCC 

CCTGGGACAAGNTGCCACTTGGTGTGTGTANATGGTCTTCCTNAANGTCAATCTCANGTG 

TATCTTCCCCGMGTCmNTGNCCCTAAACTTCTANGTTANGGCCTTTGGGGANTTCCC 

TGGGGAGAMGGGGATNNTCAAAAMTNTGNMGACCTTCCCCTTTTTCACAAANGTTNA 

AAAACCNTTNCCGGGGAAANTGGAGCCCTTGGTTNNAACAGAACCCI^TATTCCCTTGGGG 

MAAGGGNCATGGTTTNTTTCTTGAAGGCCAAGANTTTGGGNAAACCNNNCTCCCXJACCC 

NGGGTTTNAAMMNTCTNCCTTNTTTGCGGCCCTTTNrrTANTCCCTTTGI^NGGGTTT 
I I ■ 1 1 ■ I I I 

Sequence 4517 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACACTTATTGAGCTTTCANGGCCACTGTAA 

GGGGCTTGCAGMTANCCTCTTTGCAACCCAGAGAATTAATCTGATTCCCCTTTCCTNAN 

CCCACGCCTACCTNCMCTTCAATTTTACAGGAGTAGTTTCCCAAGAGTCCCCACCCCCT 

CCATTTGCAGAATTAANGAAGTGGAAGGACTGGAGAGTTCAGNGTGGAAAAACGTGTGGA 

GTAATCTGCTTGAGACMCTGTGTTTTAAAAAAATTCAAGCTGAAGTGTGGGTCTCATGT 

CTATGTGGCTCTCCATGAA C 1 1 1 1 I I 1 1 I IG 

Sequence 4518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAGCAAATGCCAGGTCTAGCAAACATAATG 

CTAGTCCTAGATTACTTATTGATTTAAAAACAAAAAAACACAAAAAATAGTAAAATATAA 

AAACMATTMTGTTTTATAGACCCTGGGAAAAAGAATTTTCAGCAAAGTACACGGGTCT 

ATTTGGCAGTGACCTTGCTCTGGAGACGATGATATTCCTTCAGCCTGAGGGAATTGATGT 

TGATGAACCCGGTGGCATCAGTTGGCTCATAATCACCCCTGCACGTTCA 

Sequence 4519 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGCCAGTCATCCATACGCTAAGGCCTAG 

T TGAG AAAMCCTTTGATTCAGGATGGCTGGGTTACTAACCTTGAAATGTAAGAGATCTG 

GTTTTGMTGTAAMGTTGCAACACACAAACGGAAGTCTTAAAMCTTTTTGCTCTGGTC 

AGTTACAGGTGGATCCCCMTAATCTGTTTTTGGTTTTCTGATGGAAATAATAGAATTAG 

GGGAAATCAAATCTGGTTGGTTAGGTGTCTACAGTATTAGAAGAGGGTATAAGGGCACTG 

TTTAACACCTAAGTTCTAATACTTCCAGAAACTGTGCATTCCAGATCTACCATACTAAAT 

i 

j 
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GCTCTTATCATT 
Sequence 4520 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAMCMAAATMAGTTTTCTACATTATTTT 

CAGCCTTGGGTTATGGTATAGTTTCTTTGTGTTTGTCGTMTATGCACATTGTCCTTCTA 

GGACCTGTCACCCCACCATGGGMGAAAMGAGTCTTTTTGGTTCTTTTTAACATAAGTG 

ATTAAGTTTAAGAGTATGCTGAGGAGCCACTGGGCTTAAAGAAGGATGTAAATAAGACCC 

AAATACATAGGGACCAGGCGCTGCTTTCTCATGTTCACAAAAGCAGTCCTCCACCACTGA 

ACTCCCCCGCGTACCTCATTTATTATTTGTGAMTMTTACAACTTCTGAGTGCCATTAT 

GAGTTMGMGAAGMGGGGTCTAGCTTTTNGGACTTTAGGTCTCCCCATCTACCACCTG 

CCTGCTACCCATC 

Sequence 4521 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGTAACCTGGGAGGTGGAGGATGGAGAGTT 

GATATCACCAGAGTTGGGAAGAAGGCAGGAAAAACAAGTAGAAGAAATAAAAAACTATAA 

TTATGAATGi I I I I AGTTCAGTGTTCTAGGGCCTATTTGATACCATAAATTACTTTTAAT 

AATGAATTGGAATAATTAGACAAAGATTAAATAACGTTCTGAGCTTCCTGCCAAGGAAAG 

TAGGTAMTGTGTAATTGA TTCTG GAGAMTTTTTGTTCAAGATATCATAACTATCTTAA 

ATMCTGATGCCCTGMGGTTTTGMTTTTAGMGTTTTTGATGTATTTTTA^ 

CACAAATAATTGAAAGGTTGAAATAGTAAATMTACTGTTTTCCAAAGTTTAATTAAAAT 

ACTTTATAMGCTTAAMGAATCTCMGTTACTTAAATTTGAAAAAAATGAA 

Sequence 4522 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACCTCATCAGGTGGTGGTGATGAACTGTT 

TATTTATTTAAAAAAAATT7TTTTGAGACAGGGTGTAGCTCTGTCACCCAAGCTGGAGGG 

CATTGGCATGATCACAGCTCACTGCAACCTTGACCTCTTGGACTCAAGCAATCCTTCCGT 

CTCAGCCTCCTAAGTAGCTAGGACCATAGGCATGCACCACCACACCCAGCTAATTTTTTA 

TTCTTTGTAGAGAAGGAGTCTTGCTATGTTACCCAGGTTAAGTATCAAACTCTTGGACTC 

AAGCAATCCTCCTGCCTTGACCTCTCAAAGTGTTGGCATTACAGGTGTGAGCCGCCATGG 

CCAGCCTATGAACTGTTTAAGTGGATGACCAGCCTAGGCAAGAAAGATGCCATCTCCGGN 

AANAGAAAANAAAAAAANGGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

Sequence 4523 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTTTTATAAAACTGCATTTAAAAAAAGA 

TC TATG ACCAGATATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGTTCATTGAAA 

TGTTTTCMTCATTGCCTTCCCATTGATCCTTCTAACATGCTGTTGACATCACACCTAAT 

ATTCAGAGGGAATGGGCAAGGTATGAGGGAAGGAAATAAAAAATAAAATAAATAAAATAG 

AATGACACAAATTTGAGTTTTGTGAACCCCTGAACAGATGGTCTTAAGGACGTTATCTGG 

AACTGGAGAAAAGCAGAGTTGAGAGACAATTCTATAGATTAAATCCTGGTAAGGACAAAC 

ATTGCCATTAGAAGAAAAGCTTCAAAATAGACCTGTGGCAGATGTCACATGAGTAGAATT 

TCTGCC CAGCCTTACTGCATTCAGAGGGATATATCAATGAACTAAACTTGGAACTAAAAA 

HIM IAACCAAAAGTTATTAAATTGAAGACACATGGNTGGTGAATCAAATGAANGATTT 

TCTTT 

Sequence 4524 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCG 

CCATCTCTAGCTATCTGTAGCACCAACCCTCTGCTACTACTGCTGCCTTCTCCCGTGGGA 

TGMTGTGGTGAATTGTGCATTCATATTTCAGGAATGATTAACATTCAAGGTTGGAGATA 

TTCCAGMTCACAATTTGATTTTATMGATGCTTTGCAGAMTATCTTAGATAATCTAAG 

GATTCCTAATGGCTTATACAAAAGAACTAAAGTGAGTGTGACTATCCAGCTTCTTCTATT 

TCTCCCTACTCTTTCGClTCTTTTGTTCCCTTCATGATTCTGCTGCATGCCAGGAATGGA 

CTCACATGACTTCTCAAACTCCTAGCCAATGTAAACATAGTGAAACATAATAAAGTGGTA 

AAMGCTATCTGGACCTAGATTTGAGTCTAAGCCCTGTCTTTTCTTGNGAACATTTGAAC 

AAATTCCCTCACCTCTCTGAGTTACAATGTCCTT ATGTATGAA 

Sequence 4525 

NNTNNTCAAGNNGACGGNTATNTGANGAATATCGNCCTTAATNAGCGGCTNGCCNGNGCA 
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GCGTACTGGCNNGTTC I I I I I 1 1 I I I I I I I I I GGGAATGAAAATAAATGTTTTTTATTAG 
GCANAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGG 
GAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT 
Sequence 4526 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

TTTAGAMCTTCTGCTTT GCAGG TGGCATACMGGCACAGTATGTCTACCCTTGGCTTTC 

TC TGGGG MGATGCATTCTTTTCAGCAGTATCTTGATGAGCACTGCCTTCTTCCTCTGGC 

TTCTTTTTGTTGTTAGAMCTTTCATTTTCTTAGAGGGTAGAATTTCA 

GGAGTGGCACATCTCTTGGCTTTCATTTTTACATGATGCTTTTCTTTCTGTTCCAAATCC 

TTCTGAGCAGAAAGCCTAAGAGATCTTCTCTGAGGCTGGGCTGGAGTTTTTCTTGATATG 

G CTGCCT CAACTTCCAGGGMGAACAAGCATTTGACGGAATGGATTGTTCCACAAGATTT 

TCTTTTTCTGCCTCTTTGTAGTMGTGTTGCAACTGGTTTCAAAGGTGTGACAATAGCTT 

GCTGMGATTMCCTTTCTCMAGGAGTTTTGCCCTGAAAAAGCCCTCCAGTTCCATTCT 

TTCCCCAGTAACTTA 

Sequence 4527 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 I 1 I 1 1 I I I I 1 1 I 1 1 I I I N I I I ACAAC 

ATTGCCCTTTGATGTCCCCATGAGGGCCAGGCCCAGGCAGAACCCATCCCATTTTATCCT 

TAAACTCANAAGGAAATTTGTCTAAATATTAAAGGATTAATATGGGAATAAAAAATGAAC 

CTTAAACCCCGC 

Sequence 4528 

CCCTTTGAGCGGCCGTCCGGGCAGGTACCATGGAGGGCAAGAGAAGGACTTGAGAAAATG 

GTAGCTGAGGACAATGAGCGCTACCGATTAGTGAGCGACACCATCACTCAGAAGGTGGAG 

GAGATCGATGCAGCCATTCTGCGATCACAGCAGTTTGACCAAGCAGCTGATGCTGAGTTA 

TCCTGGATTACTGAAACANAAAAAAAATTGATGTCTCTGGGTGACATCAGGCTTGAGCAA 

GACCAGACTTCTGCTCAGCTTCMGTTCAAAAGACATTCACCATGGAGATTTTGAGACAC 

AAGGATATTATTGATGAC 

Sequence 4529 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I 1 I I I 1 1 I M I 1 I i I I I i I I 1 I I GGNCAAG 
GCACTAMTAGGTTGCTTGATCAAACTTAG 

ATTACTTTMGTTCTGGGATAAATGTGCANAACATGCAGGTTTGTTACATAGGTATACAT 

GTGCCATGGTGGTTTGCTGMCCTATCMCCTATCATCTAGGTTAMCTTAGTTTTGAAG 

GGCTACTTATGTCATGTCCATATTACAAGTAAAGATCAATTACTAAGTTGGAAAGAACAA 

TTTGATGGAAMAAACATGMTNATTATNAAATGATAGGTCATGCTTTTACAGCCCATTG 

NAGGTGATCCAAATGACTGGGGTAGGGCAGGACCTTGAAAA 

Sequence 4530 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTGCTCTCATGTTTTAAAAAAAAAAAGG 
TA AATGTMCTTAA TAGT TTTGTA AATGGGAGAGGGGGAATCTATAAACTATAAATACAG 
TT ATTrTATTTTTTGCACATTTTTAAGGAGMAMATMATATTCATMCATAAGACAAA 
AAAAAAAAAAAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4531 

CCCTTAGCGTGGTCGCG GCCGA GGTACTTTN I I I I I II I I I I I I ) I I I II I II I AACCTT 

ATCTCTTTMTTTGTCTMT1TTTGGTTMGAGMTGGGAACCTTGATCCCGCTGCCTGG 

ATGAACTCCACGGTTACTGACTGATACTTCCCAAAGTCACAGTTTCCTCAACTGTAAAAT 

GTGGATMTMTAGCACTTCCCCTTAGGGTTTTAGTAAGGATTAAATGAGATAATATATA 

GAGAGAATTTANGAMGTGCCTGACACATTTAGGNGCTCATTAAATGTTGGCTAATGTGT 

TACTAATATTAATCT 

Sequence 4532 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGTAAGAAATTGGCACTCAAAGGAAAAATGCA 
AMGTATTTTCMCATGAAAACACAAGACAGTGGAATTGGAACTTTCGGATAAAACACTG 
TAAC CCAGTT AGCTCTGTGGGGGTGTGGGGGGAGAGATGGGCCCTCAACATTTCTGCAGA 
TAACTTTTTTCCCCTAAATTCATCTAAATTACCTATCATTATCCCAAACAGGCACTTCAA 
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ACTATTAMCTMMCACAGATCTTMTCTAGTTATGACTATTCTTCAAGAACTCATGTG 

AGTATCTTTCTTTAGMAGAMGTTTCATTTTATGACAGCTATTCAGGTTCTCAATGTAG 

MTTCATGCTATCCAGTATTAACACAGMGTTACTAAATATAAATTCAGCTTTAAGGTAA 

CTGCTGGGTTCTAMAMCATTACTACACMTTATCAMGMCCATTACTTTTTGACAAA 

TGGAAAATCGTCAAGAATAGTTTTTGCTGNTCTAAAAAAAAATNCCCTAAAAAAAGTTAT 

ATACTGGTTGGAAGAAAAAATTNTTAAAAANAAAAAA 

Sequence 4533 

CCCTTCGAGCGGCCGCCCGGGCAGGTNCAATTCGTGTCAATTTGGCCAAACCAATGAGAA 

TTMGGMGGCTCTTCCAGGCCAGTTTGGTCAGATATGACTGGTTGMGMGTTTTCTGG 

GAAGACGCTTGAAGAGAATAAAGAGGAAGAAGGGTCAGAAGCCTCCCAAAGCAGAAGACC 

CAGGAGGTGTACCTCGGNCCGCGACCACGCTAAGGGCGAATTCCACACACTTGGCGGCCG 

TTACTAGTTGGATCCGAGCTCGG 

Sequence 4534 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCTTCATGTTCTGGTTTGGTTTTCCCTTTT 

TCTGCTGCTCTTGGCAGCAGCCTGGTCATCATCTGCTTGTGGGAGTGGGAAATGGGTATT 

TTAGACCCAACACAGGTTCTAAATTTAAAACAAATAATAATTGGAACAAATAAAGGTTCT 

TGTACGTGTTAGTTNTTTT GTTT TTTG I I I I 1 1 I I 1 I ATTGCGAAGTGCTCTCTCTTTCC 

TTGAMCTTTGTGAGAATATTTTGAGGGTTGAGTTGAGGTTGATTTCGTCCACAGAGGTT 

TTGTCTTTGC 1 1 I I IGCC 

Sequence 4535 

CCCTTAGCGTGGTCGC GGCCG AGGTACGCGGGGATGATGCTGAAGCTATCCTTGCTGCAG 

ACTTCGAAATTGGTCACTTTTTACGTGAGGGTATAATCCCMGATCAGTGTTATATTTTA 

CTGGAAGAAGCTATTGAAGATGATGATGATGATTATGATGAAGAAGGTGAAGAAGCGGAT 

GAGGAAGGGGAAGAAGAAGGAGATGAGGAAAATGATCCAGACTATGACCCAAAGAAGGAT 

CAAAACCCAGCAGAGTGCAAGCAGCAGTGAAGCAGGATGTATGTGGCCTTGAGGATAACC 

TGCACTGTAATAGCCTAMCACAACTCTTATTTACTTACAGCCTTATGTTTTTGTATTTT 

CTTGGTAGACTAGGGTAA I M I N I M 

Sequence 4536 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I II M I M M M M I I 1 I ACAGTAGAGAT 

GGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCTTGACCTGAGGTGATCCGCCTGC 

CTTGGCCTCCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCGGCCCCGCCAAA 

GCAACTCTTATTCACTGTTGGTGGGAATGAAAAACGATGCAGCCACTTTGGAAGACAGTT 

TGGCMTTTCTTATAA AACTA AACATCCCGCGTACCAGACACTCCAAGTGCTTAGAAAAT 

TAAAT TAACTCATTTMTTTTACTAAAAACCTGTGAGATAAGGGACTATTGTTATGCCCA 

TTTTTCAGATGAGGAAAGTGGGACAGAGTTTACTGAGTGGTAGAGATGAGATTTGAACCC 

AGGCAAGCAGGCTCTAGGTCTGGAC 

Sequence 4537 

TGGTCGCGGCCGAGGTACTTN I I M II I I I I NGGGGGNNGTTTTGAGACGGACTCTCACT 

GTNACNCTNGCTGTTGGAGTGCAATGGCGTGGTCTCGGNTCACTGCAAACCTCCGCCTNC 

CGTGNT CAAGCG AT TCTCC AACCTCCACCTCCCTGGGACTACAGGCACGTGCACCACACC 

TGGCTMTTTTTGTNTTTTTAGTAAAGCMGGTTTCANTATIsrTTGGCCCCN 

TATNCTGACCTTGTNAACCGNCCACTCAGGNCTACNAAAGTNCTTANGGANTAACAGGCG 

TGAGNCCANTGGCACCGNGGCCNANGAAA 1 1 1 1 I I 1 1 ATTTNTAANTTTTTAATTTTTG A 

TGAAGTATNTNCGGTGCTATATATTNACGTGANATTTTCTTTTNAAATATGTNAAANGGT 

NTNAATNTCAGTGACATTTCANATGGNAGGTGCAGGNGAAAAAGA 

Sequence 4538 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGTAAAATGCAGTGGTTTAAGATAAT 

AACTTTGGGGTC TATC AGACTGAAATCAAACTCAGCTCTGTAAGTGTATGCACTTGAGCC 

TCTATAMTCTAATTTTCTTCATTGGAAAATGGATATAATAATAGCTTATACTTCAAAAG 

ATTAAGAGGATAAAAGGAAATAATGTAAGTAATGTGT7TAACAGAGTTCCTGACACATTG 

GGCATACTCAATAAACACAACTTGGTTTTTTTAAAAAAAGGTATCAATTTTTAAATTAGA 
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AAGCATGGTATCAGATAAGTTACTCAGCCTCTCTGCTCCCCCTTTACCTCATATGTAATG 
ACAGTAATAACTACCACTAGCATCATGGTACCTGCCCGGGCGGCCGCTCAAGGG 
Sequence 4539 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAACACCTCTTACGATAAAAGGAAAA 

AGTGTGAAAATATGTGTTCCAGGAAAGAAAAAAGCACAGAACAAAGAGGTGAAGAAAAAG 

ACTTTAGAGTCAAAGAAAGTATCTGCATCTGCCTTAAAAAGAGATGCAGATGCTTCAAAA 

GCTGTTGAAATTGTTACTTCAACTTCTGCTGCCAAAACTGGACAAGCCAAGGCATCTGTA 

GCCAAAGTAAACAAATCTACGGGGAAATCAGCAAGTTCTGTAAAATCTGTGGTAACGGTA 

GCTGTTAAAGGTAATAAAGCTTCAATCAAAACAGGTAAGACTATTGGGGAGGAGAGATTT 

TATTGGTTATTCTTTATTTATGTTTTAMTTCGTATAATAATTTTTAGCATCTAATA 

GMGAGTTTAGTAGATATTTCCTTGATATTTAMACCTGACCCATTTTGGTTGGAAT 

Sequence 4540 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN 1 I 1 I I 1 I I I I I I I IN I J 1 I GGAAAAATA 

AGCATMTTAAAMCTGTTAGATTTGGAACTTTCTATTTCATMTTMCACATATTTAAC 

MATATTTATAAAGCCTAT AAATC TACAAAAAAAGATAAATAGNGNGCTGTGTAATGTTT 

GG7TATATGTCTGTTTGGA7TTTATAGCCTTACTAATATATACTATAAAACATTAAAAAA 

TTCAGMTACAMGCTGTCTTCCANAGAAAGCTTTGTTTAGATACACTAAAAAAAAAAAT 

CMG TMCT TATAAATAATAATGTGCTTTACAAATAACTTCAATGTAATAGATGACAATT 

GTNTATTTTAGCCAAATCCATTATTCTGCTTATACAATTCATCTTCTMTTTTTACCAGT 

GGAAAGAAACTTTGGAGACAGGTGAAAATGAATTTAGCAGACATATTCCTAAAAACTGGA 

GAGTTTTAI I I I I I A 

Sequence 4541 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAGGCCAACGGGCTCGGTTTCTATGGTTTTCT 

GGGGAGACGGCTGAGGGAAGGTCGGCTTCCGGCGTCGCGCTGCAAACGTCTCGCTGAGGT 

CATCCTTTACGGCAGGCGTCCGCGTCGCTAGCTAGTCGTTCTGAAGCGGCGGCCAGAGGA 

GAGTCAAGGGCACGAGCATCGGGTAGCCATGCCTTTCTTGGACATCCAGAAAAGGTTCGG 

CCTTAACATAGA TCGA TGGTTGACAATCCANAGTGGTGAACAGCCCTACAAGATGGCTGG 

TCGATGCCATGCTTTTGAAAAAGAATGGATAGAATGTGCACATGGAATCGGTTATACTCG 

GGCAGAGAAAGAGTGCAAGATAGAAATATGATGATT 

Sequence 4542 

CCCTTAGCGTGGTC GCGG CCCGAGGTACGGACTTCCTTTAGGATCTCAGGCTTCTGCAGT 

TCTCATGACTCCTACTTTTCATCCTAGTCTAGCATTCTGCAACATTTATATAGACTGTTG 

AMGGAGAATTTGAAAAATGCATAATMCTACTTCCATCCCTGCTTATTTTTMTTTGGG 

AAAATAAATACATTCGAAGGAACCTGTGTTATCACAGTAACCCAGAGCTGTATTTGGCTA 

GCAATCTGCCTGTATCTCTCACTATTATCTAAAAGAAACCTTCCAATGCTTCTGTTGATC 

TCAGTATTGTCAGGGGMCAGAGAAGTTGGGAAAAGATTACTGAAATATACCTTTTGCAT 

TTC TTTC TAGAGTAGCTCCCATATATGGAGATGGGTGATTCTCTTGATGCCACCTTCAGA 

TCCTTTTATTCTCCAGMTMTTCTTMCAGTGGTTCAAATTTCCTTT 

Sequence 4543 

CCCTTAGCGTGGTCGCGGCCGACGTNCCNCCAGCTNTNTGNTCTNCACANGGCTCCCCGC 

CNCACCCNGCCTGTTAAAGCGCGCCGACTGGGCTACAANGCCNAACAAGGTTACNTTATA 

TACAAGGATNCATGNTCGCCGNGGTNGGCGAAANCNCCACAGCNTCCTAANTGGTGCAAC 

TTACNGCAATGCCTGTCCATCATGGCGNTAACCAGCT 

Sequence 4544 

CCCTTTCGAGCGGCCG CCCG GGCAGGTAC I I I I I I I I I I I I I 1 1 1 I I I 1NM 1 1 I I GGGA 
^^^IBZZ!?^"^^^"'^^"^ ® GTTTTTGGTTTTTG G CCTG G C ATTGG ATTTCCCTG AAT ACTCTT 
GATTTTTGGGTTTG ATTCTTGGTTTTGGNGGAAAACTGNAAAAAGNGGNGNGNGGGCCCC 
i i I I I lACTTGGGTCTTTGTTTTTGTGGGGGNGCCAATNGGNTGTNAMTNTTGGTGTTT 
TT NTCTC CGAGGGAAAAATTGGGATCAGGGCNCAAAACTTAANCCCCNCCCCCNCTTGGG 
AANTTTTNTTTAAAAAAA 
Sequence 4545 
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CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTACMCCMTTCCMGTTTTAATTTTTAACACCATGGCGCCTTTTGCACATAACATGCT 

TTAGATTATATATTCCGCACTCAAGGAGTAACCAGGTCGTCCAAGCAAAAACAAATGGGA 

AAATGTCTTAAAAAATCCTGGGTGGACTTTTGAAAAGC I 1 1 1 1 I 1 1 1 1 I I I I 1 1 1 1 GAGA 

CGGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTAGCACGATCTCGGCTCACTGCACC 

CTCCGTCTCTCGGGTTCAAGCAATTGTCTGCCTCAACCTCCCGAGTAGCTGGGATTACAG 

GTGCGCACTACCACGCCMGCTMTTTTTGTATTTTTTAGTAGAGATGGGGTTTCACCAT 

CTTGGCCAGGCTGGTCTTGAATTCCTGACCTCAGGTGATCCACCCACCTTGGCCTCCCAA 

AGTGCTAGTATTATGGGGCGTGAACCACCATGCCCAGCCGAAAAGCTTnTGAGGGGCTG 

ACTTCAATCCATGTAGGAAAGTAAAATGGAANGAAATTGGGTGCATTTCTAGGGACTTTT 

CTAACATATGTCTATAATAAAAGGGTTAAGGTCN 1 1 I I I 1 1 

Sequence 4546 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGCAGTTGGGACTTAGCGAAAATTTGGGC 

TGGGCTGGATCATGAAAAGAAGCTGCTATCTTCTTACCTCCAGAGAGTCATCANCATTCA 

CCATCCAACAGTCAGTCCAGGTGGCCACAATCAAAAACCCAGCAGAGAAAAAGGCAAAGA 

AGCAAGCGATGTATTGAAGAAGATCCCTCATTGTGGCAAGCAGCCCATCAGGATGGCAAC 

ATGGGCAGACACCAGCCCTGGCCCCACTTAAGTGGCGGGTGTCAGTCTTCTGTGTTTCTG 

GTACTTGCTAAGGGCATGATCCTCTTATGAATCCACCAGAATTCAGCCATCAACAAAAAT 

CCCGTGAGTGGAAAATTGTATGGATCTCTAACATGACATAAAAAC 

Sequence 4547 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTT A1 1 1 1 1 1 I I 1 1 I 1 1 1 I 1 1 I AATTNATTTT 
" 1 1 n i i i 1 1 1 1 1 1 1 1 1 1 | 1 1 1 | | 1 1 1 1 | | 1 1 1 | || | 1 1 1 NGGGNAAAAAAANTTNNNN 
AN i 1 1 1 1 1 i 1 1 NAA CTAACCCCNNCCN 1 1 1 1 1 1 1 I NANGGAAAGNANNCANTTNCAAATN 
GGATNTTNmTTT AAAM NGNGNTTTAAAMNGTANCTTTNhnTTTANCACNCNNCNTNN 
MCAMMNAA NNTTTTCCC CCCCCNTGGAAAAAAAAANGNGTGGGGAATTTNTCrnTNN 
TGGGNAANANN I I 1 1 1 1 I 1 1 AGNNCNNAAGTTTTTTTCCCAAAAAANAAANCCACAAAAA 
GGCG GAANNGGGGMNNGTCCCNCNNNTTAAAAAAAATTTTTCCNAAAAAAAAAANTGTT 
TTTTCAAAAAAAATCCTTNNNGGGGCNCCCTTTTTCNCCCN 1 1 I I I 1 1 1 NTTTCAAATTA 

AAMAMNCAAAAANTGGGTTAAACCACCCCCCTTTGNTTGTNAAANGTTTTNCACCCCN 
NGGGGGNTTCCN 1 1 1 J I 1 1 1 I INNA 
Sequence 4548 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGATGTTAGGTGTGCATATGTAGTTAAAT 

TTATTATMCATTTCTTTGAATTGATCCTATATTATTATATAGTGACCGTCTTTGTCTCC 

TTTTACAGTCTTTGACTTGTTTATTTTATCTGGTATMGTATGTGTMCCTTGTTCTTTT 

TAGTTTCTAATTACATTAMTATGTTATTTTTCTTCCTTCACTTTTGGTCTATGTGTGTC 

TTTATAGGTGACATGGG TTTCTTA TAGGCAGTATGTAATTAAGTCTTGCTATTTAAAAAT 

TTATTGMCCAAAGTATATTTTTTAATTGGAGAATTTAAGTTCATTTACATACATTTTAT 

TATTGATAGAT AAGG ACTTACTACTGCCATTTTGTTACTTGTTTTGTGGTTGTCTTGTAG 

TTCC TGTC TTCTTTTCTTTCTCACTGTCTTTATrCATGCTTAAGTGAGTTTCTCCAGCAG 

TATGTTTTAATTTG 

Sequence 4549 

CCCTTAGCGTGGTCG CGGCC GAGGTACAAAATGGCTGTTAAACAGATTTTTGAATTAAAC 
TTAAMCCTCTTGCMTTTTTAAAAGCGTGTATCMTACTTTAAGAAAACTTTGTTGTTT 
ACACAGACTCTGGTCCTGTATCATGTGATNCCCTGACAGCAACATTTAATTTTTANAATA 
T CGTGATAM CAATTTTCTTTNTCAATACNNAGGTGGGACCCANTCNTCACAATGAAAAC 

Ci NATT GAGNA CCAGGNGGGTTTTANGAAAAATCCCTGCTTTNCTTANTTNTG 

GGmMG TTTCC TTTTTCANCTCNACNTTTTTTTCAAACCCCNCNCNACCCCCCNCTCA 
AANGTGCCTTTTAATNTGTTCCTTGTGNAAATATANTTTG C 1 1 1 I 1 1 1 1 NAAAAAAANNA 
MAN7TTNATTGGGNAAACCMACCAAA^fTTTTTTAAAAAAANTTATNGGGNTNAANAAA 

Thn"NTTTMCCCAACCAlsrrrACCNAANTTTTNTTTTTACCNCCCAAAAAAAT 
Sequence 4550 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCTTAGATGGCTCTTGAAAATTATCCCCTG 

TGCCTTCTGTGTTACACCTGCATCTTAGTTAAATAMGTGTAGATTCTTMCCTTTTTTT 

GTGCGATGGATCCCTTAGCTGTCTGGTGAAGCCTATGGATCCCTTCTCAGAATAACATTT 

TTAMCCTATAAATAAAATGCACAGAACTAAGTGCACTTACATTTGAGAATGATTATCAA 

GCTATTAAAAACCAAATTTGTGATACAGTMTACATAGTTCTTTAGTAGGTCATTAAATA 

TCAA MGCTA CTGGTGGTGGTTTCATTGCTGTAATTTCAAAGTAGTGATGAGTGTTACAA 

ATGATATTTTGCAATACCTGTAACAGCTAGATGTAACATGGTATAAAATTATCTGTGATC 

TCTTTTGGT MCAA AGTCACAGATACATCTACTGCTGTTGTTATTATCTAAAGTTAGTTG 

MAAMGTAATTTTGTGTTCACATCTCATTTAATGGACCCACTGAATCTTTGGGTTAAAG 

TMTTGAACTAGAAATGTAAATAGTTATACTTTCTTACTTTAATAAAAATATAACTTATT 

AAAAGCTTAAGGCTGAATACAGGGGCTCTTGGCCTATAATCTGAGCACTTTGGGAAGTNC 

CGANGTAGGMGGATCACTTTGAGCCCAGGAGTTTGAGACCAGNCCTGGGCAACAATGGT 

GGAGACCCTGTCTNTACAAAAAATTTAAAAATTACC 

Sequence 4551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTCCCTTTGTTACTGCAGACAATNNN 

TMTAGAMTGTTTAMGGTGCCNTN^^TTATCAAATAAGGTCAGATGTTCTCACCCTGT , 

TTGAAATGGAAACTAGGAGTGGATTCCATTAACTCTCTTGTTCACACAACACACACACAT 

GCACACACGCACACACACACACATCTCAGTGGTTGGCCAGAGCATTCAACAAATAAGATT 

TGCTCCMTCCCTGTTTTTAGCTATGAAAATATGAGCAGAGAGTTCATGTGATATGTAGA 

CAATTACCGGGCCAATCTGAATACAACCACCCAACTCATCAACCAACTAACTAACTAGCC 

ACAATCTTTGAGCACTCAAGTAATTTT 

Sequence 4552 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATACAAACTTTGACTTTTGTGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAA 

AA AAAAAMM AAA AM ANT ATTTTT AAAA AAAA AAAAAAAATTT AN GGNGGGNNGG NTT 

rTTTTTTTTTTTTTm I GNGAAAAAAAANAAATNANNTTTTTNAAANTCNNTGNNAAAA 

AMTTNNTANCNCAAANNTNGGGTNCTMNATANTANTNACCCCCCTTNTTTTNNNNAAA 

TNAAAANANNCCNCACACNCTN I I I I I I I I I I I I I ANTNGAGGAANAAAAAAANTTTNNA 

GNNNGTGG GGGG GNTTTANAAGNANTAACTNAGACACATNGGGGGGGTNTNTTTTTAATN 

NNAGACCNGTirrGNMCNAATGAGTTGTGAATNAMTTTNAAAMTTGTTTTCCANTAA 

AAAAAAAATN 

Sequence 4553 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTCCGCACAGAGGTCTGCGAGGAGA 

GAGAGTGTCTTCATTCTTTCCGCCNTCTTGATTCTTTCTCACTGACCAAGACTCAGCCGT 

GGGAAATATGAGTTGAGCTTTGTAAGAGCAAGATCCCAATCCTCAGAAAGAGGAAATGAC 

CAAGAGTCTTCCCAGCCGGTTGGATCTGTGATTGTCCAGGAGCCCACTGAGGAAAAACGT 

CAAGAAGAGGAACCACCAACTGATAATCAGGGTATTGCACCTAGTGGGGAGATTGAAAAT 

CAAGCAGTGCCTNCTTTTTAAGG 

Sequence 4554 

CCCTTTCGAGCGCCGCCCGGGCAGGTACGAAATGACCACCATGAAAACCTGAACTTGCAT 

CACCAGCTCCACCATAGCCATGTCCTCCCATACCTGGAAACACAATTTGCCAAGATTATA 

AACTATTACAGATACAAGTAGGGAAGTATACATACATACTATACAAGGTATAAAGCTCTA 

TATAGGMTGCACTGAAATTTGTCTGMTTMCTTTATACMGTTTCCTATATTACCACT 

MGAGCTTGCAMGCAMTACTAMATTTACCTATGMTAAMATGTCTTTMTATTTAT 

TTTACCTCTTCCATCTCTCATTCTGTCATCAAAGCCATCATTCCCATAGCCGTAATTATT 

ATAGCCACCATAGTCATCAAAACCTCCATAACCTGTGTAATTTAAGGAGAAACACATGAC 

TACACACTTTCCAGAGATAMTNTTATMTTTAGTrrACAAAMCATTTTGTGGTAACAG 

TCTGTGTMCTTGATTGCMGTTTGCAATTCCCAACTTAAAACCTATGAAAAAAGCAGTC 

MCCGTGATGGAAATTTAAAATCTCAGAAAGTTAATTAAGTTCAGACATGTAAATTAAAT 

TTCATCCCTAGGCAAAAAAANGTCAAAATATGCCAACATCTTATTTTTAA 
Sequence 4555 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTNTTCTTNTNTTTTNTTGGCCTAAGNCA 
MCCNCAGMCTTTATTNNGGNAAANGANNGCATTTTTTNGTTGGCAAACNATANNCTCC 
TATGAAATACTCTTAGAGATGTTTATNCTGAGCTAGI I 1 1 I I I I GCGGGGAGGTGCTGTT 
TACATGCTATGTTA 
Sequence 4556 

CCCTTAGCGTG GTCG CGGCCGAGGTACATGCCAAAAATGCCTGAATAAGCTTTGAAATGT 
AAMCAAAMTGTTTTAAAGAAGTTTAATTGCAGTTGNCAATATATACTTAATATGGCTT 
GCAI 1 1 1 1 1 1 1 I 1 1 1 I 1 1 1 GAAATAACATTGTGACTTAAAGGATTTCTAGGTCCTAAAAT 
CT GGAAAAGGG ATCTGGAAAAATTTGGACTCCATGAGTAGTTTGGATTCAATCTCTNTGT 
GCI I I I 1 1 1 1 1 I CTTTATAACATGAATGGGATGGG 
Sequence 4557 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCCACAAATTCATGTCTTCCCAGAATCTATG 

MTGTGGCCTTATTTGGAAACAGAATCTTTGAGATGTCATCAAGTTAAGAAGAGGTTACA 

CTGGATTCAGGCAGGCCCTAAATCCATTATGACCTGTGTATTTGTAAGAAAAATTCAGAC 

ACAGAGATTCAGACACACAGAAACATTGTTATGTGGTGGCAGAGGCAGATATTGTAGTGA 

TGCATTTCCATGCCGGGAAATGCTAAGGATGGCTGTTAATAACCAGAAGCTGGGAGACAG 

GCATGGGGCAGATTCCCACTCTGGATGCCCAAGAAAGAATCA 

Sequence 4558 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTAATGATGGTCCAGTATTCTCAAAAAAA 

AAAAAGCCTACTTTAAAGACTAATCAATAAATTAAACAAAACAAAACCCACACAATGTTC 

CCCCACCCCCCAMGCTAGCAGTTTGTGAGTTGTATTTATATTGAAACCTAATGTTTTAA 

AA ATAGT TCTGGTTCTCCAACCACCCCATCCCACCCCGGGTATGCAGCAATAGTAATCAA 

TTATTTTATTCTACCCTCCCAAAAGATTATTMTCCAGTGTTCTTTAGCTTTTTAAAATA 

TAAATTGGGAAAGTGTTATTAAATAAGC I I 1 1 1 1 I AA 

Sequence 4559 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTAGTGAGAGAGTTTCACTATGTTGCC 

CAGGATGGTCTCAAACTCCTGAGCTCAAGTGATCTGCCCATCTCAGCCTCCCAAAGTGCT 

GGGATTACAAGTGTGAGCTACTGCATCCAGCCTGCAATTGGTTTTGACTGCACAAGAAAA 

MCATAAAAAAGGTTCCATGMCCTTTTTATMCCTCTTATAATTGTTACCGGTTTTAAT 

nCTTTCCTCAATTTTTCTATGTCCATTCAGTTT 

Sequence 4560 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACAGA 

TGAACAGACTCAGGTTGTGATTGATGCAGGAGCACTCGCCGTCTTTCCCAGCCTGCTCAC 

CAACCCCAAAACTAACATTCAGAAGGAAGCTACGTGGACAATGTCAAACATCACAGCCGG 

CCGCCAGGACCAGATACAGCAAGTTGTGAATCATGGATTAAGTCCCATTCCTTGTCAGTG 

TTCTCTCTAAGGCAGATTTTAAGACACAAAAGGAAGCTGTGTGGGCCGTGACCAACTATA 

CCAGTGGTGGAACAGTTGAACAGATTGTGTACGCNGGTCCAAGCAATACCATAAAAGCTT 

GMGCAAAMCAGCT7TTAMTCMAAAGCAAMTTTTTAAAATTAAAACTTTTAGAGAA 

AAAATAAATTAGGCATGAGAATAGTAATTATCTCTGTAAGTTTCAAGTAAGATAAGACTT 

AGGTGATTATTGTAAAGATAAAAATGGAAATAATGGACATAATCATT 

Sequence 4561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCATTTGGCTTTCTCTCTCTTTTCTCCCC 

TCCTTCTTCCCAGGCCTGGCTGGCTGGTGCCTGACACCATTTGGGGCTCTGAGAGGGTTG 

TGGCTGCCAGCCCCCAGTCGCCAATGCCTGGTCAGGCACTCGTATCCCCTGTCCTGTTCA 

CCATTTCTCCTTTCTCATTGTTCTCATAATTTGNCCTGCTTAAAACTCCTAGGGTCTAAA 

GGGACCCCCTGCATTGCTTGCCTTTCCTTTGCTAGACACCANANAAGAGGCTAAAAAAGT 

GAAATGTGGCCTGGTGCANTGGCTTATGCCTGTAATTCCAACACTTTGGGAAGGCAAAGC 

AGGCAAAAAACTTGAAGGNAAGAGTTCAAGGGCAGCTTGGAACAAAACAACGGAATCCTG 

TCTTTTACTTAAAAAATC 

Sequence 4562 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCACCAAAGACCAATAATAAAAAAGAAGGTTC 
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CAGGGAGGGCATGACCTCTGAMTTCCCCATGATCTTTGGGTGTTTAMTCCCATTTTCC 
CTTCTGAGTCATTGGTCATCCTTGGTCTCAGTAGATCAGGCACGTTAGAACTGTGGCAGA 
AGAGATMGAATGMGCANCCAAMTTGAGCCTTTGCTTCTTAGGTAATGCTGAAAAGTT 
TCCMCTTGGTCTGT TTAC TCAACACT^ 

GACAGCGGCTGGGCTTTTGTTGTNGCTGTTTCTGTTCTTTTGATCGCAGNGCCCCATGAA 

AATTTAAACCNGTGTGTTGGATGGGATCTNGCCACGTCTCCATTGGGTGGGGGGAGGAAT 
TNTTAAA 

Sequence 4563 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTGTGGCTGATC 

CAGGCGTTTGCCCATGTAGCTGGAATCTTTATCTCCGAGGCAGGGNNCTGGATGACAGGG 

TATAGTGCCCCAGGCCGAGCTTCCTCTTAAACCACTATTCCTGACAGTCCCGGTGACTGA 

TGAGGCTTCAGAGACTCCACCACTCGCTAGTTCCMCACAGCMGAATTTTTTTAAAAAA 

CAAAACAAAACAAAAAACACACACCAAAGGAAAAAAAAAAAAGGGCGAGGAGTGAGATCT 

GTAGAAAAAAACACCCACACACAGCCTTCCCAGATCTTGCCTGGCTTCCCCCAGCTGCCG 

GGGTCCACTTGGGATGAGGCAGTTTGTTCTCTAACCAAGGCTGTCTGTAGTGATGTCAAT 

TGCCAGCGTTCGTAMGGGGGMAAAAAATCMAGTCCTTTTAGCACAACTCCGAATCCT 

TGCAGATCAACTTCCTGTCTTCTTGGGTGTCTCTTTCCCCACCTTAAAGAAAAAGAAAAA 

AGAGAGAGAGAAAGAGAAAGGAAAGAAAGGAAAANGAAAGAAAGGAANGAAAAAAGAAAG 

GGGGGAAAAAGNAAAAAAAAAGAA 

Sequence 4564 

GATATCTGC AGA ATTCGC CCTTAGCGTGGTCGCGGCCCGAGGTAC 1 I I 1 I 1 1 I 1 1 1 1 1 I T 

i 1 1 u i I 1 1 1 NTTCTTTTTGAAAAAGGTATCAAAGGCCTTTATTGATTTMTTTTCCTTT 

CMCTTATCAATGCTATCACAAATTNTAAGGAAACAGGACTTGNCCAAATAACNATTNNC 

CCACCATGAACATGGGGCTTGGGAAGACATAATCTACAAGCTACATCATATATTGAGGCT 

TNTAA NAAN AATCGNCTCTTNATNTTTCAAAAGCATANCTNNAAATTNGNCCNTNATCTT 

GATTATTTTGAAAAATGTNAAGCACATACTCGCNCTTNGATAANNGNATGTTCTANNNCN 

CTTTNT GNANMGTANTCNANCCTAATTTGGNGTTGANAAANAGCNCTTAATAGATTCCT 

mini GTTAAATGANCTNATGTTGCCCCNTTAAAAACTTTGGNNNNTGTCTCAAAANAA 

TMTTNNATACCMNAGNTCTNTGAMCANNTGCCNATTTGCTTTNTNAAGCAGATAAAA 

ACAGAAATCATGNANGTTAAGTCAATTGANAAAAAAAA 

Sequence 4565 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I I I I I I I I I I I I I I I I 11 I 1 1 1 AA 

AAAGTAAGCTAAAGTCCTTGNGGTAGGCAGCGTCTAACAAATAGAATATAGCAGAAATAA 

TGAGATACCACTTCCAAGATTAGGTTATAAAAATTCTTAGGCGTCACCTTCTCTCACTCA 

TTTGCTCAGAGGGAGGCAGATGCCAAACTGTGGTGCCCTTTGGAGAGGCCCATATGGCAA 

AGAACTGAGAAAAGCCTNTGGCCAACAGCCAGCAACAATTGATTTCTTCAGTCCAAGAGC 

CCCAGGAAACTGAACCCTGCAAGAGCCACATTGAATGAGTTCAGAAACAGATCTTCCACC 

ANTAGAGCTTCCANATGTGACTGCAACCCCAACTGACAGCTTTGACTACCACCTTTTTTA 

TGAGCCACAGGCACCCAAGTTAAGCTTGCACCCANATTTNTAACCCACAAAAACTGGAAA 

AAAMTGTTTGGNGGCTTAAAGNCCTTAAAATTCTGGGNGCAATGGGCTTNTGCCAACAA 

TAMNAAMMTATCCCTGGCCCACTTTTATMTTCMTAATTCCCATGGGGCCTTTAGG 

GTATTAAATTAAAAATTTGGGAAAGGCNAAAAAAAN 

Sequence 4566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAMCACTTCCAGCAAAAMTCTTTATTTTT 

MGAAMMGTATTTNTTCTCATTTTCTATTTTTGTCATAMTTTTTAT^ 

GMCCAMACTTGMCTTCCTTTTGGTTGATACATGCCCAGCAAGACTGATCAAAGAAAA 

GATGGCACAGATAAACAGTGTTAGAAATGAAAATGGAAACATAACCATAGATAACTACAG 

A7TAAAMGATAAAACATTATACAAATAAATTGAAAATTGCATGTAATAGATAAATTTGT 

GGAAAAATTTAACTTGCCAAAATTGATGCAAGAATAAATAACTTGAATAAGATTCAAGTA 

MTTGGATTTGTAGGTTAAAATTTTCTCAAAATGAAAACACCAGGATCAGATGGAGTTAT. 

TCCAGACACCTAGTAACAAATTATCTCTTGGACTAATCCACAATATGTTAAAAAAAAAAA 
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AAAAAAAAAAMGGAGGCMTACTNCCTACTCATTTTANGAGGCTAGCATAACCTTGATA 

GCTA TTAA GGCCAAATTNGAAAGGCAGTTNTNGGNCCGTCTTACTGATAGCATAGNGTAA 

MGCTTTTCCTTTMGGTTAGAAATCTGCCAGMTGCCNCCTNTCAGCCTTTCTTTCTTC 

CTTTTCCTTT 

Sequence 4567 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATNGNGTTTTACCNTGTNGGCCAGGCTGGAG 

CTAGAAGTCCTAANCTTATGACGGTCCANCCACCTAGGATCTTCNANANTGNTAGGANTA 

CAGGNATGAGTCANNATACCNNNCCGNATATATGNANTNATGAATTNTAATATNANNTNC 

ATGAATATTNTTAACNTACAGAATTCACTATGATCTTTATGAC 

Sequence 4568 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAGAGACGGGGTTTCACCGNGNNAG 

CCAANATGGTCTCANTCCNCTGACCTTGTGATCCACCCACCTAGGCCTTCCAAAGTGCTG 

GGATTACAGACGTGAGTCACCGCNCGCAGCCCGCTTTTGTGGTTTCAAAAGTTCTCACTT 

GCTAATGTCATGTTAGAGATACAAATTTAAAGTATGCTAATATCANTGGAGAGAACAGAT 

GTNTTAATCTATAAGACACTTATACATGCACTAAANAAAAGTTGACTACTATACTGAANT 

CCCTTATAAAAAGGGAGTTGTTAAGGATAATGGAATGTGGATTGGGCTCTTTCANAGACT 

CCATACAGGTNTATTTAATTANCAAAGG 

Sequence 4569 

CCCTTT CGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTGTGTTTTAATATAATATCCAGG 

ATTTT TATAT GCATT TAGCAGAAGGATGTCTACTCTGCCTTTGTAGAAGTGTCTCACTGA 

TTTTTACATATTTTTCCAGCACACAMCATACACMTTTAACTCAAAGCATCTTAGCAGA 

GCTTAATTA MTGG ATAGATGTCTGTTCCCTTTGCTGGACGCCAAGAATACAAAAAAGAA 

CAAGTGACAATTTTCTCCGTCTTAGGGAGAAGAGACAGCAGAAGTGTAAATGATCCCTAA 

AGAGTGATAGATGTTATCATGAAGCCACAGGAGGGGTGCCAGGCTGCACAAAAGAGACAC 

TGGATGCTTCTTGGTAGTAGAGGCAGTGGCTTCCAGCCTTGGGGCTAAGGCTTGTAGGGT 

GMT TGGM CTTTTCAGATGAGCAAGGCAAAGAAGGGACCTTCTAACATTCCTTGGATGG 

AACATTTTTGACATTTTCC 

Sequence 4570 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTTATAATAAAATTGTAGTAAAATACTGA 
CATTNGNNNGTGATNAANNNNGNANGAGTNCATGTAAAAATCATGTTATAGCATGTAAAA 
TTTAATTNGAAAAATTCATAGCTCACAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4571 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACACAACAAAGGTTCAAACATCGAGATGTT 

CCCTTAGCMGGCTGAAMTTTCAGTCTCTGGTATTTGGAATTTAGGCTGCAGTCCTTGT 

TTTTGGATGGATCACTGGGTGTGTGGCACAGTCCATGCTTTTAACCAGATTTGMCAGAA 

GMTGGCCACTTGGCCCAGGTAGMGTAGATGMGTGTTTGGTTTCATGTGTCACATAAC 

TACCGAAGTTCCTCCCCACGATGCAATGCCAGGTGGGATTGTACATCATTAATAGGTCCG 

GTATGTCTTCTCATTTACTGGCAACTTCTCCAAACTCATCTAGAGTTTCCANACCATCTA 

TTACCTTTCCAMTACNGTGTATTNCATGTCCAAATGTGGCTGTTTGCCATAGGTGATGA 

AGMCTGAGATCCATTGGTGTTCNGGCCATTATTAGCCATAGATTCAACACCTTTAACAT 

TTGTGCTTMNMTATTTCACTGTATTCATTCCCTCAMCTTTCTTTG 

Sequence 4572 

CCCTTGAGCGGCCGCCCGGGCAGGTACCGCCGTTCTTGTCACCACCMCTGGTTTTGTAA 

CAGTTGCGAGAACCTTCTCCTTCTTTTTCTTTTCMCCTTGGATTTAGCGGCTGAGTACA 

AGCC AGAATTACTATTTCTTTGACTTATTATTAGCTTGGCAGTTGCTTTTGAT^ 

T TTTAT GACATGGTATACTACTATATTTACTCAGTTTGAMCTATTCATTTCTACACACT 

ATTTTTAAAAATTGCCTACTAGGTGAAACATTACAATAAAACTACCTGTGCTGAAATTTG 

GGGG AAGTT TAGGTCCTTTAAAAAAACATATTAATCATTGACTACATCTATGATAAAAGT 

GCTTATTTTGGTTTACTMGATAATGCAGTTGGTGGAMTGATAAACGTTTTAAGTGTTA 

ACATCCTTTGAATGCGTTGGATTTCAGAGMTMACATTTTGTAAAAATCACTTGGTAAG 

GATTATAAACTTAATTACTGCACTTAAAATGAAACATTACTTTTTTTAAACAATGTGTCA 
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CAMTGTANGTCTGTATTACTTGNATGCTTGGGTGACTTACTGGTAGTCCAGCTCTNAAA 
Am A MNGG TGTMTTGAAATCAAGAAAAGAACCTTCTTTTAAAANAAAGCAAGTATAT 

TTTTGCTTTTACCTTCAMTGGTANTTNAAGNAGAMATTTMTTTGNAGATATAACCNT 
TAA 

Sequence 4573 

CCCTT NCGAGCGGC CGCCCGGGCAGGTACTGAAGTCTAAGAAATCTACATCAAACTGAGC 

CTTT TGTTT TCTTTTCAAAAACAGATGAAAAAACCATCTACCTNCTCTTCAATGAGACTG 

AGMTTTTACANTAACAANATCTTAAACCTGGTTAGCNTAATAACTTGCAGCTTNCTCAN 

CCCCTGGTTTACAGATCCTGAATCAAGTTCNGTGGGAGGTTT 

Sequence 4574 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACTTGAAATTATAATATAGCCTGTCCGT 

TTG CTGTT TCCAGGCTGTGATATATTTTCCTAGTGGTTTGATTTTAAAAATAAATAAGGT 

TTAATTTTCTCCCCAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGG 
G 

Sequence 4575 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTAGCCTGGGTGACAGAACAAGATCTTGTG 
TTAAGAAGAAAAAACAAAAAACAAAAAAAACTTGCCAATCTGATGTGTGTGAAATGGTAG 
TTCATCAGTTAAA TCTGCATTTT CCTTGATTTTTMGTATCTTATT^ 
TTGGTCATTT^GTTTTCTTTTTGGCAAATTTCCTATGCATA 

GA TTGTC I \ I I l CTT ATTC ATTT AAGTTTGTTGTG GTG CCTTTC ATTG AG C AAAAACTTT 

AMTTTTMTGTAGCAAAAGATATATTTTTCTTTATMTTTGT^^ 

TMGMATTCTTCCTTAATGTCTCAACATATTCAATTTAATAATGTATCAGAAACTGTCC 

TGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4576 

CCCTT AGCG GCCGCCCGGGCAGGTACCCTAATCGTTCAACAGCAATCATCTTTGGGGAAT 

GGGCATTTTGGTAGGTAMGTGTGGTGGACGTCCTTATTATTATTTTTGAGACAGTGTCT 

TGCTCTGTCCCCCAGGCTGGAGGTCAGTGGCACAAATCTCAGCTCACTCTAACCTGCACC 

TCCCGGGTTNAGGTGATTCTCATNTCAGCCTCCCAAGTAAGTGTGAACTGAGGGGCCGTT 

GTGCCACCACCGCCTGGCTAGTTTTTTTGTATTTmMGTAGAG 

TGTTTGGGCCAGGGCTGGGTCTCTGAACTCCTGGCCTCAGGTNGATCCACCCACCTTANC 
CGCCCAAGGTGTTTGGGATTTGCANGCATTGAGCCACCATGCCCGGCCCNT 
Sequence 4577 

CACM GGTA AATTGTCTCACCTGTGGAAGTTTCAGAGGATTCTGTTGAATTTGAATCANT 

GCCAGTTTTGCTTTCAAGGTCTGTTTGGCAAGAGTCTCATCTCTATTTTCTTGTGCTTGG 

CmCTTCTTCTTCCTCTTCACCATCTGGAAACTCCCACTGAGACTCGCCCGACTGTTCG 

TTTACATAGAAATACCGTCTATGATCCCAAGTTTCAGATGTCCGGACTCCAAGTGCCANT 

TTCTTCCCGGTGTTCAGCCACTGTGTTAATCCTCCACAGGGAACTGCTACACGCTGCTCT 

GGTGAGGCATTCCACCGGGGCAATTTCCTACCCGGGAGTGCTCTTTG 

Sequence 4578 

CCCTTGAGCGGCCCGCCCGGGCAGGTACCAGGGCAAGTCAGACATCATGTCAGCACCCTT 

TTCTCTTGTCTTTCTTGCACATATTCATAGACAMTAGTTTGGAAATGGGCACTTTAGAA 

GCTAAACCTGGAATT CTGC CACCTGTAATACAGGCCAAGCAATGAAATCTGATAGGTGGA 

GTCAAAGGGGTCCACTTTTGGAGGTTCCTGT6TCACTTCTCCCCCTCCCAGATGTCTCCT 

CATCCTGAGTGTCATCACCAAAGTTCTTGGGCCTGTACCTCGGCCGCGACCACGCTAAGG 

GnnnnnnnnnnnnnnnnnnnnnnnnnnCTAGTNGGATCCCGAGCTCGGTACCAAGCTTTG 

GCGTAATCATGGTCATAAGCTGTTTCCTGT 

Sequence 4579 

CCCTTGCCCGGGCNGGTACCCMGTGTTTTGTCAGATACTTTGCATGGAAATACCTGCAG 
mGGGAGACTGGTGTGTATTGMTGCTTCTTTTAGCATAmCAGGTTGGACTGCGATG 
CANTTCTTCAGCTCTTCATTGAAACGCTGCTCCACAACACAAATGCCGGCCAAGGCCAGG 
GAGATGCAAGCATGGACTCTGCAAAGCGGCGGCATCCCAAACTCCTGGCCAAAGCCCTTG 
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AGAfGGTTCCTTTACTGACGAGCACAAAAGATTNGGTCATCAGTCTTAGTGGAATACTAC 

ATAAGTTGGATCCTTATGACTATGAAATGATTGAAAGNTGTCTTGAAAGTTATTAGAACG 

AAGCTNATGAAAAGATAACCAATATTAATATTAATCAGGCATTGAGTATTCTGAAACATT 

TGAAAGGTCATACCCAAGAATTTCTTC 

Sequence 4580 

GGGGNCCCGNAAAATATTTGGGGGGGGCCCCCTTTCTTAAGATNAGGCCATNGGCTTTCC 
GGAANGCCGGGC CCGG CCCCAANTTGGTTGGAATGGGGAATTATTCTTTGGCCAGGAAAA 
TTTTCCGCCCCCCTTTTTACCCGAGGCCCGGGCCCCGCCCCC 
Sequence 4581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTACTATGTGAACCCATGTTTTCATTTC 

TCTAAAATATATAAACC CAGG AGTGTGAATGCTGCGTCATGTAGCATGCTCAACTTTATA 

AGAMCTGCCAAGCTGTTTTCCCAAGTTMTTTTAGGMGTCAMTCAATTGATTTTTTC 

ACGMGATGMGAAAGTTTTATGCAACTTTCTTCATTATTTTGCTGTCATATAAAAGTTA 

ATAMTATTCACT TTTAT TTTCTTCTACTTTTAGGGAATAAAAMCATTTMTTTTAACA 

CATCTAGAACTTATTTTGGTGTATGATGTAAAGCAAAAATGTAAGGTGA A I I I I I 1 1 1 I I 

CTCMCAGCCAAGC MTGGT CTTAATCCCTTTTGTTGAATAAATCCTTCCCATACTAATT 

AATTTGTAATAGCTTCI 1 1 1 1 AATACAATTTAATTCTTAAATGAAAACCTGAGTTATTCT 

ATTCCTCTGNGCTGAGGAGTCAAAAGTTCCACAGGTCAGATTTAACATTCCAAGCCAAAG 

GGACCACCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGCANAATGCTTGGGGNTAGG 

GAGTCAAGAACCAGNCTGGCCAACCCGNGGAAAACCCCNCCTTTCTTAAAAATAAAAAAA 
T 

Sequence 4582 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTTAGATCTCAATATAGTTGTTTAAAACA 

AAAAAATCCATGTGTATGGAGATGGGGAGTGGCTGGAAAAAGCTTAACCTCCCAATTAGG 

CAAAAGACAAACAGGATAGGGAGGGGGACTAGGGGCTTGTGAGTGGCAATAGCTGCAGCA 

GCAGCCCTGGCAGGACAGCCTGTGGGTTACAGACCGCCCTCCTGTCAATGAAGTCAAGTC 

CTCTGCTTCCTGAAAACCGCCTCTTTTTTCTAACAATGTTCTTTCCCCCAAACTAGGAAG 

ACAGGCTGATGGTAAACACAAAGTTCTCTGAACCAAAGCCTTATATGTATGTTTCTGAGG 

GGGCTCTTTATAACCTAGTTGCAAGCAATCTGAACACAGCCCGGCGAATTTCCAGCTTTT 

GAAACTCAGATTTCCTTTTGCGAC 

Sequence 4583 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTGGI 1 1 1 1 1 1 1 1 1 I 1 1 IAACTCCACT 

GGGTCAGTGGATCACACCTGTGATCCTTGCACTTTGGGAGGCTGAGGTGAGAGGATTGGC 

TGAGACCAGGAAGTCTCCTGGGAATCTTCTCGTCTCCTGTAACCCAGTTNACGACAGACC 

CTTGGACTTTACTATATTGGAAAAATCTACATAAAACAATGTCAGTGTGTCAAAGCATTA 

TGTCTGTCACAAGCTTGTGAAAGGAAAATAAAAATTACTAAGCCAAAGAGAAAAGTNAAG 

GCTGGGMCTGCAGCAGACAMCCTGCCTTCCATTTTATTCTTAAACAAGATAGCTTTGA 

AGGACCAAATAAAAAAAAAAAAAAGCTTNCATANAGGCCGGGCCGGGNGGCTTATGCC 

Sequence 4584 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTACCTGMTGCTTCTATTCCTTTTTTGATC 

TTCGAAAAGAATTCAAGAAATGTTGCCCTGGTTCACCTGATATTGACAAACTGGACGTTG 

CCACAATGACAGAGTATTTAAATTTTGAGAAGAGTAGTTCAGTCTCTCGATATGGAGCCT 

CT CMG TTGMGATATGGGGMTATMTTTTAGCAATGATTTCAGAGCCTTATAATCACA 

GGTTTTCAGATCCAGAGGGAGTGAATTACAAGTTTGAAAGTGGAACTTGCAGCAAGATGG 

AACTTATTGATGATAACACCGTAGTCAGGGCACGAGGTTTACCATGGCAGTCTTCAGATC 

AAGATATTGCAAGGATTCTTCAAAG 

Sequence 4585 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATGATCTGCAGGCTCCGGATAACCAGCAGAC 
TAAAGACATCTGGAAGAAAGTGGCAGAAAAGGAGGAACTGGAGCAAGGATCGAGGCCAGC 
ACCAACCCTGGAAGAAGAGAAAATCCGATCACTCTCCAGTTCTTCAAGAAATATTCAACA 
AATGTTGACAGATTCAATCAATCGTATGAAGGCATATGCATTTCACCAGAAGAAAGAATC 
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TATGAAGAAAAAACAAGATGAAGAAATAAATCAAATAGAAGAAGAGAGAACGAAGCAGAT 

TTGTAAGAGCTGGAAAGAAGACTCGGAATGGCAGGCATCTCTGCGAAAATCCAAAGCAGC 

TGATGAGAAGAGACGCTCCTTGGCTAAACAAGCACGAGAAGACTACAAGAGGTTATCCCT 

CGGGGC 

Sequence 4586 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTCACCAACCCCTGCAAA 

GTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCCAC 

GCACAGCTGMGCATGAGGAAACTCATCGCGGGACTAATTTTCCTTAAAATTTAGACTTG 

CACAGTAAGGACTTCAACTGACCTTCCTCAGACTGAGAACTGTTTCCAGTATATACATCA 

AGTCACTGAGAGAACATCACCACCCTGAAGCCAGAGACTAACACTTGCAGGACTCAGCAG 

GACTATTTAAGAAACAACTGAGGCA 

Sequence 4587 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAGTTTTAAACTTAGATGTGCTTCATCTTAG 

TGAMTTTAATTCACAAGGAATCATAAATTGTGTTTTTGAGGCTGGGCGCAGTGACTCAC 

ACCTGTATCCCAGCAATTTGGGAGGCCGAGGTGGGCAGATCACTTGAGGTCAGGAGTTCA 

AGACTAGCCTGGTCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGTCGG 

CATGGTGGTGGGTGGCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGAAGAATCTGAGC 

CAAGATAACACCATTGTACTCCAGCCTGGGCGACAGAGTGAGACTATCTCAAAAATAAAT 

AAATAAATAAATAAATAGTATTnTGAGCCTTCAAGATACAAGTTCCTGAATATTCTAAT 

TTAMTTGGTATAATTGGATTACCTMTATTCTTTTCAAGACTCCTGATGTATTAACTTC 

ATGTTATTGNCACTTTTCAAAAMNGMTTTTTTTCANGAGTTAAATAAAGTCAAGTCTT 

TTATATNCAAGGGTTTCAAACCCCCCAGATTAAACCCACCCCAGATCAAAAAAAAAAAAA 
AAAA 

Sequence 4588 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 GAGACGGANTCTC 

GCTCTGCACTCCAGACTGGGTGACAGAGTGAGAACCTGTATCANANAAANAGGAAANTGN 

GGATATGAGAGAGAGGGAGAAACCTATGAAATTTAACAACCATTTCTGCTAAAATCTNTC 

AGTAAACACAGAATANATAGGAACTTCCCTAACTTGATAAAGTGTATCTACCANAAACCT 

ATANCAACCTGCATATGAAAGAGGGATTTAAAAAATTTCCATTAAAAGTCTCAAAACAAG 

CAAANAAGGACTATTCTACATTCCCTTGGANGTGCTAGCCCAAGGCAATGGNGATATCNA 

NNACCNCCCCGAGCNCAATTAAAAATGGGGNAAAATNANCNATTNTTTGNGGCNATNTTT 

TTNACTTANMCCCNGGNATTGGGCCMCNTTTTTTTGTTTAAGGGGCNAAAAAANAANT 

TTmAGGGNmTGNNNNGCCCAAMAAAATTTTNNGNAAANAACCNNAANNTTTNCCCT 

AAATANCCTNNACC CAACC T AAAAACCC 1 1 1 1 1 1 1 1 1 NNGGGGNAAAAATNTAAAAAATG 

CCTCMAA CAANA GTTTTTNNAAAAAATTTCNTANAGGNANAATNANGGGNAAACCCTNN 

NNTTTNTTGTTTTNGGGGAAAAAA 

Sequence 4589 . 

CCCTTTCGAGCGGCCGCCC GGGCAGGTAC 1 1 II I I I 1 1 I 1 1 I I 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 I 
1 1 1 1 1 1 1 1 1 i I 1 1 1 1 1 1 j j | j j | | | | | | | 1 1 1 | | 1 1 1 1 1 1 | 1 1 js| 1 1 1 1 1 | 1 1 | | j | 1 1 | |S| 
ATATN 1 1 1 1 1 I I 1 1 I I I 1 1 1 I I I I I I I 1 1 1 1 NNTTTTNAAAAAAAAAAAANN I I 1 1 I 1 1 1 
TTNNGNNNNNT TTAAAA AANTTANTAMNAAAAAAATNTGNNGNGGGGGGAANTTNTTISIT 
AAMAATNTN TATTTTTNNCT ATNTmCCNNGNGTmmTMTAAAAAMNNNNNTTT 
CTAAAAAANA I I I 1 1 I I I I 1 1 ATNTTANANNTNNNNNNNGGGGTNTNATTTNAGATTTTT 
TTT 

Sequence 4590 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACATGTGGAGGCTGGAATCTGCTCTGGTTGATG 
TTGTAGTGCGTGAATGCCTGGGTGGGGTTTGAGCTGTACTTTN AI 1 1 I 1 1 1 1 1 1 1 1 INTT 
TTNGNGAA A I I 1 1 1 I I 1 1 I I I I 1 1 I I I I 1 1 1 I I 
Sequence 4591 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAATGATAACTTAGATGCAGGGGCCATCA 
TGAAAATATTCATCCCATATCTTACATTAAGCAAACTACTAGCAACTGTTTGTTAAAAAG 
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TATAAATGAATAAATCAAAATAGGACAGATAGGCAGTGTGGGAAGCTAAAATATGGAAGT 
GTTATTGCTTTGCTTTATGTGGTATMTGATCTGATTTTATCTTTCCCAGCTCTCCCAGG 

AAGTATGCAGAATAATATTTATCTCATATTGNGGGGTGTGGCAATCAAGACAGAGGGGCT 

AGATGCTTTACCTAAA 

Sequence 4592 

CCCTTTCGAGQGGCCGCCCGGGCAGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGC 

TTCCCAATTCAAACTG GGGGG AAAAAAACTAAATCATTGGGAGTTACTTGCCAACTTGGA 

AGTTGATATTTCTTTACTTTTTCCCCGCGTACTCTCCTTCTAGTGAAGGATTGTCACAGA 

GTTTCACTGGATGAAACTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAAT 

TATTTGCAAAAAAGAAGAAGAAGAGGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGA 

AAGAAAGAAAGAAAGAAAG 

Sequence 4593 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTTCTTTTGTGGATTTTCAGGAACATCCA 

TGACTGATTACTGGGTTTTGATCTTCTTCAACCTCCTCTTCACGTCTGCCCCTCTTGTCA 

TTTATGGTGTTTTGGAGAAAGATGTGTCTGCAGAGACCCTCATGCAACTGCCTGAACTTT 

ACAG AAGTG GTCAGAAATCAGAGGCATACTTACCCCATACCTTCTGGATCACCTTATTGG 

ATGCTTTTTATCAAAGCCTGGTCTGCTTCTTTGTGCCTTATTTTACCTACCAGGGCTCAG 

ATACTGACATCTTTGCATTTGGAAACCCCCTGAACACAGCCGGNTCTGTTCATCGTTCTC 

CTCCATCTGGTCATTGAAAGCAAGAGTTTGACTTGGATTCACTTGCTGGTCATCATTGGG 

TAGCATCTTGGTCTTATTTTTTATTTGCCAT 

Sequence 4594 

CCCTTAGCGTGGTCCGCGGCCGAIMGTACCATGGAAGGGGCTGGGGCTGGGGAGTGGGCCT 

GCCAACANGCAGGGGTCATGAGAGGTTTTCTGGAACTAGCCTCAGCTTCTCAAATGGGCC 

TTAGGACCCGTGTACCTGCCCGGGCGGNCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nNTCTGTNNTNAAATTGGNTANTCNGTTTACAATTCCACACAANAATACGANCCCGGAAG 

CATAAAGTTGTAAANGCCTGGGGG 

Sequence 4595 

CCCTTAGCGTGNTCGCGGCCGACGTACTTGT7TCTNTGCANANAGCAGANNACTATATGA 

AANCAACATCCAACTTCAGTGGGAAGGGATATATCATTCAGAAAAGAGAAATAAANCCAT 

GCTTGGAAGCAGATAAACCAGTTGAAGACATACTGACGTATGAGGAATTTCATCCTTTCT 

TGTTT TCTC ANCATTCACAATGNCCATATATAGAATNTGAATCATTTNACANGGCGGTGG 

ATGMTTTTATTCCAAGATANAAGGCCAGAAAATTGACTTAAAAGCTTTACAACAGGAAA 

AGCAAGCATTGAAGAAATTAGATAATGTTCGAAAGGATCACGANANCAGATTGNAAGCTC 

TTCAGCAGGCTCANGAAATNGACAAACTGAAAGGAGAGCTCATAGAAATGAACCTACAAA 

TAGTTGACAGAACCATTCAGGTANTTCGAAGTGCTTTANCTAACCAGATAGATTGGACAG 

AAATTGGGTTAATTGNGAAAGAAGCCCAGGCTCAAGGAGACCCTGTTGCAAGTGCCAATC 

NANAGAATTAAAACT 

Sequence 4596 

CCCTTAGCGTGGTGCGGCCGAGGTACACATCCAGGCACTTTTTGGGTCATATGGTGCTTT 

CCAACATGGGCCCACCCAGTCTTCACAATAAGCCTGTAAGGCAGATGGGCCAGAAATGGA 

GA AAAAG GGAAACAGAAGGGTCTTTGATTCAAGGAAGGAGCAAGCGAGAGTCAAGCCTCT 

CTCTTTTGGCTATTMTCCACTTTCTTTCTATAAAACCATCTAGGCCAATGGATTTTCTG 

GAGGCCTTGGGGCTTATGCCTCTTTAGGAAACACTTTGTTTTATTATGTCAAGGTGTATG 

GGTACTGGCCCGAGGTTTCTMGTTTTTTANGCATTTATGAAAATCCAGCTTGCTGAAGT 

CACAGCACGTGTGTMTTGTATTGGGTAAGTTAATGGCTATTTATGTTTGGAGGTGTTTG 

GAAMCAAGMGGAGGCAAGAATTTTGAAAATGTGTTTTGACCAAGGTGTNGGNGGGCTC 

ACACC TTTM TCCCAANCACTTTTGGGAAGGCCNAGGCANGAAGGATTTGTTTGANCTCA 

AGGAGTTTTGAAACCMCCTTGGGTGACCACAGGAAAGACCCTTTATTTTTTCTTAAAAA 

ACTNGAAAAAAAAAAAAAAA 

Sequence 4597 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

2947599 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 GGNANAGA 

TGCGGTCTCCAAGTGTTTCCCAGGCTGGTCTTGAACTCTTGAGCTTAAGGAATNTTCCCA 

CCT TAGCCT CCCCAAA TGCTG GGATTACAGATGTGAACCACCATGCCTAGCTAGAGGCTC 

GAG i 1 1 i i lAAAGATAGTnTGTGGGCTAGGGAAGGGGTGGTGCTGATTGGTTGGGGATA 

TCATAGGGGTGTGAAAAATGGTCCTNCTGTGCTGAGTCCACTTCTGGGTGGGGCCCACAG 

GACCTNTGAGTCATGAGTCTTGGGTCTGGGTGGAGCCATCCGATCATTAAGAAATACAAA 

AAGCCTGMMGACNTTTNAAAAGGTTAATCTTCGCTTCTNTTNATAATGGANGTTATTT 

ACAAAAANTAAATTNGGGGAAAATTGCAAATTTTGGGACCTCCANAANTAATGACTGGTA 

ATCATTTAACTATGCCNTACATTNTAACCAAAATTTAGGCCCCTTGTCANTTCTCCCCAA 

TNTNGGCGGGGTTTTTTA 

Sequence 4598 

CCCmGCGTGGTCGCGGCCGAGGTACTTN^mT^ 

AAMCTMCAGCTCGTNACAATCTANNTTTNTTNNNNNCCTTNTTNCTTTTCCCAACTNC 

AAAATACTNTGNGGAGATGCATTANNATTTAAAANATATAATATTGNNCAAACAACCAAA 
AGG 

Sequence 4599 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTGTGGCCGGACACGATGGCTCACGC 

CTGTGGTCTTAGCCCTTTGGTAGGCCAAGGCGGGCGGATCACTTTAGCCCAGGAGTTCTA 

GACTATCTTGGGCAACATGGTGAAACCCTGTCTCTACAAAAAACAAAACAAAACAAAGAA 

ATTAGCTAGGTATGGT6GTGCTACCTGGGAGGCTGAGGTTTTCACAGGTTGAACCCCAAA 

ATTAGGGTTCAGTCCAGGAGGCCATTTGGGTTCTTGGCTTCATGAAGGAAGGAATTCAAG 

AATAAGCTGACAGTAAAGTAGAAGCAAGTATATTAAGAAAAGTAAAGGAATAGCGCCGGG 

CCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGGTGAGGGCGGGTGGATTGCT 
Sequence 4600 

CCCTTAGCGTGGTCGCGGCCGAGGACATGGMTGCTTGTATTCTmTAATTATCAAGGC 

ATCAGTGTGGTTCTTAAAGCCATGTGCCTGTGTATGCTTGCCTAAGTGTGAATGACATAC 

ACAGACATAA CCTTACATTGCTTT CCCAAAAGGGGAATGCCACCAACAAATCAACTAATT 

GGTACTTTNC I I 1 1 1 1 1 I 1 1 1 1 1 I I I I I I 1 1 I AGGGGGACTATAACCCATTTTCTATTAA 

TGAGCACATGGAATCTTTATTGCATTTTTCTATCATAAACACTTCTACAATAATTGNGCC 

TGCATAANATTTATTCTATATTTATACTGCTGTATTTCTGAAATAGAATTCCAAAATTCA 

TMT7TTGTCAGGTACCTGCCCGGGCG 

Sequence 4601 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACTTGTCCTCAGCTTGGGCTTCTTCCTCCTCCA 

TCACCTGAAACACTGGACCTGGGGGTAGCCCCGCCCCANCCCTCAGTTCACCCCCACTTC 

CCACTTGGCNGTCTTGTTTGCCTNGAAACTTTTCTAATCCTATTACCGTTTCTTGNNGGA 

NGTTAAAATTAATTNGNGAATTTTGGG 

Sequence 4602 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTAGACAAGTTCTAGATCTCTGANAGATGA 

GCATATGCTCATGGCTGACTGAAAAAACTTATCATCATCCGGGTCCTTTGGAGAAAATCT 

CmCCCATTAATTCATTCATTATATCATAAATGATGAAGGATGATCTCTTTAAAGGGTC 

TCCAGGTTGATCAAACAGGCGAATAATATGGTGATATGTTGCAAGCGAGGGTTCTCAAAT 

TACCAGGTAGACAGAAAAAATAAACAATGAGGTAAAAACACAGCAATCCAAAACATAGTT 

TACTGGAGACCGCACTGAATTAAAAACATATTGTTAATATTTAAGCCAAAATATTGCATT 

TCTATTCCTTTGAACAAAGTTATTT 

Sequence 4603 

GGTACI I I 1 1 I I I I I 1 1 1 1 I I 1 1 1 1 1 | I I I NGGGANNAGGTNATNAAATTTNTTTTAAAA 

NAAAAGNTTTNNTGGGCNNGNTTAAANNCCNGNAAAAANGNATNCNTAAGGGCCTNAATA 

AANTANCCANGGGCCTAANNANGANGGATNCCNNAAAAAAACCNTTAAAANNTTNTNAAC 

NTAACNNAAANNNNNCCNNNCCATAANAATTTTTCAANGCNTCTNANNAAAAAAAAAA 
Sequence 4604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 I 1 1 1 I I I I 1 1 I I I 1 1 1 1 1 I 1 1 AAGGA 



# 
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GAGAGAAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCTG 

CCTGCCTTGGCCTTCCAMGTGCTAGGATTACAGATGTTTTGATTCCATAGNTTAATTAA 

TTCTGTGGGCAATTTATTTCGGCATTCCAATTTGAACACACAAGCCGACTATGAGGCCCA 

TTCTTTNTNTnTACACACACACACACACACACACACACACACACACACACACTCTGTCC 

CTGCTCTCTCGCTCTCATTTGCTTGCTCATCAAAACATNTGCTCTGTATNTCACTGAAAT 

ATCTGTCTTCTGTTTCATTCCTCCAAGTAAAATGGGTAACAACGCGTTAGAAAGAGTTGC 

ATAGGCCAGACATGGTGGTTNACGCCTATAATCCCAGCAGTTTGGGAGGCTGAAATTACA 

GGCGTGMGCCANTGCGTCTGGCCTTTACCTTTACAATTAAANAATAAAAATCTTNTTGG 

GAGTTC ATGATNCCTAGAATTATTATTGGATTTAAAAATTTTCCATTTTTTCAAATACTT 

1 1 1 1 1 I AGAAANNAAAAGTTAAAGGTCATTAAAAANATGTTAATTTCTGGTTACCTAATA 

CATTTTTAAAATAT 

Sequence 4605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAGCTGCTTTTATACCCCCTTGCCC 

CGCCAACGTAGTTAAGAGAACAGCAGCATAAGCGGTGGCAGAGGCAAGGAAAGACCAGTA 

GAGAGAAAAAAAGGCCATCTATACCAATTCTAAGTTAATTTAAGACTAAACAAGGTCTTA 

ATAGCAAAGGATAATTGAAATCCCAAACTTCANGGTTTTCAACAANNGTGAAGTTTGCTT 

AAAGTTAACAGTGTAACATGTATTATGGTACTTCTAATTCTTTGTGGCCCTTAGACAGTC 

T AGTCC AAAGGCATNAAAAGAAAGGTTTTGCTTTAAAAAAAAAAAAAAAAGGGANTGGTT 

ATTTTTCAAAAAAAAAAAAAAAAGTG 

Sequence 4606 

CGC CAGTGTGATGGGATATCTGCA GAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 
TTNNI I 1 1 I I I I I 1 1 I 1 1 1 I 1 1 1 1 I 1 1 GAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGA 
. GTGCAGTAGCACGATCTCGGCTCACTGCACCCTCCGTCTCTCGGGTTCAAGCAATTGTCT 
GC CTCAACC TCCCGAGTAGCTGGGATTACAGGTGCGCACTACCACGCCAAGCTAATTTTT 
GTAI 1 1 I I IAGTAAAGATGGGGTTTCACCATCTTGGCCAGGCTGGTCTTGAATTCCTGAC 
CTCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTAGTATTATGGGCGTGAACCACCA 
TGCCCAGCCCGAAAAGCTTTTGAGGGGCTGACTTCAATCCATGTAGGAAAGTAAAATGGA 
AG GAAATTGGG TGCATTTCTAGGACTTTTCTAACATATGTCTATAATATAGGGGTTAAGG 
TTCI II 1 1 1 1 1 ICAGGAATACATTTGGAAATT 
Sequence 4607 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAGTTCCGTCCGGAAAGGCGGAGACAGCTCA 

AA GCAAG ACCCCCTATTGGGGGCTTCGAAGTAACAGGTAGGTGAGAGACAGATGGTTGCA 

TTCTTTTGAGTTTCTTGATAAGTCTTTCCAAAGGAGGCAATCAGAATATGCATCTGGTCT 

CTGTGAGCAAATGGATGACTTGAATAGAATAGAAGGCAGATTTGCCCTGAGCAGTTCCCA 

TCTTGMGGGAC CCAAG AATATTTTTCmCACATTTTCCCCTTTTCTTmTAACATCT 

TTGGAGAAAGCATTTTTACAACANAATGAGTCTCCAGTCTCAGGAAAGGTCATCTGACCT 

TTCCTGGCTAGGGACGGTTTTATTCCTAGATTGGTAGGTCTTGGGAMGGTTCATTTTTT 

TAGCAGGGTT 

Sequence 4608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGAAATGTAGTTATTGGAAAAGTCTGT 

AACCTGTGGATCATATATATTCAAAGTGAGACAAAGGCAAATAAAAAGCAGCTATTTTCA 

TGAATAGACAAAGTTGATTTCAGGAAGTATAAATTATATTCTGCACCGAACAAGGAACAG 

AAATTATTGCATCTGTGGAACATATATCTGGAGTTACTATACTTTACTGAAGAGCAAGGC 

ATAAATTTAGACTAAAATCCATCCAGATTACACTCATTCTTTAGGCTACTCCTGGATACT 

TCATTTAAATTTGATTTTTCGAGGTAGTGA 

Sequence 4609 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGGCCAGGGCTATTGGTTGAATGAGTAGGCTGA 

TGGTTTCGATAATAACTAGCATGGGGATAAGGGGTGTAGGTGTGCCTTGTGGTAAGAAGT 

GGGCTAGGGCATTTTTAATCTTAGAGCGAAAGCCTATAATTACCCCGCGTACGAGCTCAT 

GAAAGTGTTGTGAAGGGCGAAGACTTTTCGCtCCCAGCTTATATGGATCGGCGTGACCAC 

CCCTTGCCGGAGGTGGCCCATGTCAAGCACCTGTCTGCCAGCCAGTAAGGCACTGAAGGA 
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GAAGGAGAAGGCCTCCTGGAGCAGCCTCTCCATGGGATGAGAAAGTCGAGTTGTATCCGC 
ATTAAGTTCAAGG 

Sequence 4610 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAAGCATGGCTGGGAGGCCTCAGGAAAC 

TTACAATCATGGTGGAAGGATAAAGGGGAATTAAGCACGTCTTCACATGGCAGCAGGAGA 

GAGAGAGAGCAAAGGGGGAAGTGCAACATACTTTTAAACAACCGGATCTCATGAGAATTC 

ACTGTCACAAGAACAGCAAGAGGGAAATCTGCCCCCATGTTCCAATCACCTCCCACCAGG 

TCCCTCCCCCAACACTGGGGATTTCCAGTCAACATGAGATTTGGGTGGAGACACAGAGCC 

AAGACCATATCAGTATCCTCACATAACAGAAGAGAAACTGAGTCATAAGTAAATGAAGTA 

ATGTGCCCACTTCCCACAGTCAAGAAGTGGTAGAGCTGAGATTCAGCAGATGAAGCCTTA 

CTCAGAGCCTGTGCTCTGAACACCAGTGTGATCCTGCCTCCTGGCTAAAACCTTTGGTGG 

GTAGGGGAGGGAACAGCCTTATTCTCTCTATTCTTTTATCTTCAAGTGCCCAACCCGCAG 

AGTNATCCTCATCAAACATTGAAATTAAGTTCATTATTAGGTGGCTTCTAGGTCACATCT 

TATACTGGTCACTTTGCAATATAATTTAAGCAGAAAACCCTACTTGTTACTGTCAANAAC 

TTATTACCTANGCTCTGNATTTTGATTCATAAGTTCGAAAAATCACATGCCI I I I 1 1 1 1 1 

TTTT 

Sequence 461 1 

CCCTTAGCGTG GTCG CGGCCGAGGTACCTAGAAGTGGATTGCTGCTGACCAAGTAAGTTT 

TAAACCTAGTGCTTT TATAT TACGCCCTGAGCTAAAGATAGAACTGTGAATAAAAACTGA 

A TTCTG GTTAGTTGATTTTTAAAAAGAGTGGTATGAGTTATCAATTGTGAGAGTAGCTTA 

TATTTTAATCTAGGATTGAGCACGTGCTATTTTTGCAAGTGATGAAAGATAGCTACAGAC 

AAGGGAATTTGG AAAGGC AAGAAATAACCCAGCAGTGCTGCAGTGGAATTAAAAGTGTTG 

GCTTGTGGTCATGTTTTTAATATAGAAATAGAGTTATTAATGTGTGGATACGTATATATA 

ATTTTGTATGTCTTTGCCATATCCTCCATAGAGAAGACCTAAAAGCCAGGGCACTATTAC 

CTAGGAACACCTTCCTACACAGAGACTGCAGCTTCTAAATAGTATTCTCCATTAAAATAA 

ATTA 

Sequence 4612 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTGTCTTTTCTTGATTGTCAGCTTTCTTGT 

GGGCATCATCCAGTTGCTGTTGAAGCAACCTATTTTCACTTTGTAGTTGAGCACATCTGT 

CCTCTATAGATTCCTGC TTCT rCAGCGTATTTATTTACTTTGCTTTGTTCATTTTTATAC 

ATTCGTTCMTT TCTTT CTTTTGACACTGTGTTTGGCCAAGGTCTCTTTGGAAACATTCT 

AA MCTGA CGTCTTTTCTCTGAGTGTTTCTCTTGCATGATGAAACTTAATTTTTAGGCTG 

TTMTTTTACTGTCAG CATTA GAGAGTTTTTTCAGAMCMTCTGTTATCTTTTAGGTTA 

GACATATCAGAA TTCA TTTTCTCCTGTAAATGAACCCATTCATGTCCTGTTCTCTGGAAA 

GCAAGTTCTANGTTTTCTTATGCTGTCTGACTTTGATCACAATCATGTAC 

Sequence 4613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAAMTGTTTTCCTTTTGTTTTACC 

AGGMTGAGTTCGGGCTATACTCTTTGAAACTGCTTTGTGAGCAAAGTGCTTTGGCAAGG 

CAAGGGTCTCCCTCAGCAGGGCTAGGTGCACTACAGCCTCTTTCCCCGTGTCCCGTTGGA 

TCTGAGCTGTGTAGCACTTGTTGCATTACAAAGAAAAAGACTTCTGCAGGAAATAGNGGT 

AGAGAACAGGCTGTCTAATCAGATGCAACTTGATCTGTGGCAAAACCAAGTGTGGTCTTT 

CAACTTCAAGTGTGTTAACATCCCAACACCTGGGATGGGGTTTGTGGGCCAAGTTGATTT 

TGCCCACACTTGTANGGNCCANGTGGTCCCATTGCCACCGTGAAGCCAAATTCTAGCCCA 

AGTCTGGTANAACAAGTCGGGCAANNTAAGTTTTCGGGGGANGATGATGTGGTGGGACAA 

AGGACCTTANTNGCCTNTTACGGACCCTTTTTCCAAAACTAAATNATACCCNANAACTTT 

GGGGGGATGGTTMGTTAMNTTAAMTATTTTTTAAAATTCTTNATTTNGGANTNTAAN 

GGTTAAGGGGGNAATTTNGGNAAACCGTTTNAAAGGGGNNGTNTGAAACCCTNAANNATT 

TNGNGGNAAAAAAANAAA 

Sequence 4614 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTCCT 
TGGAGAAGTCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACAGG 
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TCACCAGGGTGTGCTTGAGGGGGACGGGTAGACATAAACGGAATTCAGAGGCAGGGAAGA 

CTGCAGAGTAGAAAGGTGATGTGCCACAAGCTCCCGACAATGGATCAACTGGGAGCTATC 

CATCTGGGCCAGGAAAAAAAAAAAAGCCACACACAGTTGATCATTAATTAACATAGGCTG 

CTCTGTTATCTCTGGTGGCCATTTTTCCTCCCTGTGCTTTCCGTCCCCGCTGAGTCTTTT 

CTCTCCCCACATCTACCTCCAACTCATTTATTTATCCAGCTACCCATCCATCAACATCAT 

CTTAGA 

Sequence 4615 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTGGGCAGGTAAAGGTGCAGTGGTTCACGC 

CTGTAATCCTTGCACTTTGGGAGGCCGAAGCAGGAGGATCACTTGAGCCCAGGAACTTGA 

GACCAGCCTGGGCMCAMGCMGATCCfGTCTCTATTTGGAAAAAAAAAAAAAGAAAAC 

AGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

TTGAGGTCAGGAGTTTAAGACAAGCCTGGCCAACATAGTGAAACCTAGTCTCTACTACAA 

ATACAAAAATTAGCCAGGTGTAGTGGCATGTGCCTGTAGTCCCAGCTACTTGGGAGGCTG 

AGACTGGACMAA ATTAA CAAGGTGTGGTGGTACCACAGTTTTAACTGAAGGAACCAGTT 

GTMCCAGTCTTAATTTTMCTTAAAACTTTGAAGAAACTTAAAACNACAATGCAAAACC 

TTTTCANCNATTGTTTGGCCCAAACT 

Sequence 4616 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATC 

MCTCACCCAGMATTAGTTCTTTGAAAAAAAAGAAATTMGTTGTGAATTTCTAAAGAC 

CTTGAAATMGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATT 

CCTACTACATGAATTAACG 

Sequence 4617 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC T 'I II I I I I I I I I I I 1 1 1 I I I I GGGGAAATGTT 

TANAGACCTGCAATTTATCCANCCACTGATGAAGCTGGTTAGAGCTGGCAGGAACTCCAA 

ATTATTCTTGCATACACTGTCCCCCCTGCCTGGACATGAGCACAGTCAGGCAAGGTCTGC 

GAGTATGCCCTCCAAATTMGTTTTCACTTTCTCTCTTTATGCTCTAAGMGTTTAAGTG 

ACTTGTACATAMCTGTGTTTCACTTCCAGATCAGTCTGACACTCTCCAACAAAACCAAA 

TACATTTCGTATGAGGCAACACAA I I I II II II I I I I I I I GAGATGGGAGTCTCGCTCTG 

TTGTCCAGGT TGGAGT GCAAGTGGTGTGATCTTGGCTTACTGCAACCTCNCACCTTCTGG 

GTTNMGCAMTTTTTNCTGCCTTANCCTTCNCAAGTNGCNTAGGACTACTNGGTGGTGC 

CACCACCACGCCCTGGCTAAN I I I I I I I 1 1 

Sequence 4618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGGAAGAAGAGAAAAAAAAAGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAANGAAAAANAAAA 

AAAMAAMAAAAAAAAAMAAAAMNGTTTNTAMCATTTTTANTANCNNGNGNN^^^TT 

NAMAAAAAANNCNNTAAA GNTTTNA ATANAATTNTNNTCCCNTAAAAAAANTANGGGNG 

NGTTMTNATNNNNGGGGlvrrrTTTTNAAMTNAAAAAAAAAMTNTT^ 

AGAAAAAAAA 

Sequence 4619 

CCCTTAGCGTGGTCGCGGCCGAGGACATAGAAAAGAAAGATAAATGCTTGATTCCTGATT 

AAMGMTCTTMGAGACTGATTMCCAGCTATMCACATGGAAATTTTCTGGATCCCAA 

TTCAAAAGTATCAGCTGTTAAAAAAAAGTAAGATAAATGAGATCACTTATAAGACAGTCA 

AGAMTATTGCGCACTGATTAAATATTTGATGATATTAMGAAMNCGATGTTTTTCTTT 

TTMGGGAGGTNGATATTGATATTTNTTTCTAMCCAGTTATTATTTACCATTATTTAAA 

TTAGGTATTTANNTTATTAMTACCTTTTTTAGNATAAATMTTANTAMCTTTATTNCC 

TTTTAAATTACCCCCCCCANAANCCCAAAAATTAAATTT 

Sequence 4620 

CCCTTAGCG TGGT CGCGGCCGAGGTAC I I I I I I 1 1 I I I I I M I I 1 1 I I I 1 I 1 I I I ANAAA 
CTGATGTTTATTTTCCATCMCCATTTTTCCATGCTGCTTAANAGCCTATGCAANAACAG 
CTTAAAGACCAAGTCAGTGGGTTGCTCCTACCCATTCAGNGGCCTGAGCAGTGGGAGCTG 
CAAACCAGTC7TCCGTGGCAGGCTGAGCGCTCCAGTCTTCAGTAGGGAATTGCTGAATAG 
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GCACANAGGGCACCTGTACACTGTATGCATCATCAGTCCAAAGTTTTTCANAGTTCTATG 

TGACTGGTTGAGGAAACACTGCTTGAAT7T 

Sequence 4621 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGAGGCTATTGAGACTATGAGCTCACAGA 

CAGGGCTTCGCACAAACTCAAATCATAATTGACATGTTTTATGGATTACTGGAATCTTGA 

TAGCATAATGAAGTTGTTCTAATTAACAGAGAGCATTTAAATATACACTAAGTGCACAAA 

TTGTGGAGTAAAGTCATCMGCTCTGTTTTTGAGGTCTAAGTCACAAAGCATTTGTTTTA 

ACCTGTAATGGCA CCATG TTTA ATGGTG G I I I 1 1 1 I I 1 1 1 GAACTACATCTTTCCTTTAA 

AAATTATTGGTTTC 1 1 1 1 1 ATTTG7TTTTACC7TAGAAATCAATTATATACAGTCAAAAA 

TATTTGATATGCTCATACGTT GTAT CTGCAGCAATTTCAGATAAGTAGCTAAAATGGCCA 

MGCCCCAAACTMGCCTCCTTTTCTGGCCCTCMTATGACTTTAAATTTGACTTTTCAG 

TGCCTCAGTTTGCACATCTGTAATACAGCAATGCTAAGTAGTCAAGGCCTTTGATAATTG 

GCACTATGGAAATCCTGCAAGATCCCACTACATATGTGTGGAGCAGAANGGTAACTCGGC 

TACAGTAACAGCTTAATTTTGGTAAATT 

Sequence 4622 

CCCTTAGCGGCCCGCCCGGGCAGGTACACTGATCTACAAAAATTTTAAAATGAGCCGGGC 

GCGGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCAAAGCAGGCGGATCATGAGGT 

CAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAA 

AAATTAGCCGGGTGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAG 

GAGAATGGCGTGAAGCCGGGAGGTGGAGCTTGCAGTGAGCCGAGATCACACCACTGCACT 

CCAGCCTGGGCAACAAAGCAAGACTCTCAAAAAAGAAAAAA AI I 1 1 1 1 1 1 1 A AATGAGCT 

GGGTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnTCCGCTCACAATTCCCACAACATTACGAGCCGGAAnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnGCGTTGNGCTTACTGGCCCTTT 

CCATCGGGAAAACTGTCTGCCACTTGATTAATGAATCNGCCAACCCCCGG 

Sequence 4623 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGCNGNTGATNTNATNNNNCCAGCNAACNA 

CCTGCCATGCNATGCATTGACAGCATCAATAGNTGCANNNATNGATGGGCACTACACATA 

CNCATTGNCCTGANCTNAATTTIMTTGTCANNATAAAATATNAATNACTNCTGNATGCNTA 

TTACATTCTrCAATCACATCATCCNTAATCNCNGTTTCCCATNCAACTTCTTNTTCTNTG 

TNAGAAAGTGTTAANGACTCTTAAATACTATTGAACCTAACAAGACTNTATATNTACAAA 

TGTTTNAGNAAAAGTTTAMTNTTTTTATGAATNTAAAAAAATACTTTTGGAAAAAAAAG 

CACATTGNCAGAANGTATTTTNCCCNAAAGAAACANTGCAAGTCTGGTNTTGAAAA 

Sequence 4624 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGCCTCATCGATCTAATCTAATCCCTATGAC 

GACCTACAGAGATAGATACTATTATCTTTGTTTTATAGATGAGGAAGCTGAGGCCTAATG 

TTAAGTMTCCCCCTGAGGACTCANNCCTGGGAAATTAAAGAGAGCAGGATTAGACTCAG 
GTCT 

Sequence 4625 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGAAAAACTGCAGGAAATAGACAA 

GAGAAAACCTGAAAACACTGCTGAGCTTGAGATCTTCCAAGAAGGCATAAAGGTCTTAGA 

MCACTGGTTACTGTTGCTGAAGAACACCATCGCGCTCAGCTGGTGGCCTGTCTTTTGCC 

CATCCTCATTTCCTTCCTTTTGGATGAAAATTCTCTGGGATCAGCAACTTCCATAATGAG 

AAATTTAC ATGAC TTTGCTCTACAAAATCTCATGCAAATTGGACCTCAGTATTCATCTGT 

TTTTAAMGTTTTAGTGGGCTTTTTCTCCAGCCCTAAAAGCCCGTCTTGAGGCTGCTATA 

AAGGGCAATCANGANAGTGTCTNAAGTCAAGNATACCAACATCTAAAATNTTNCTAAGAG 

TCCTGGGNAAAA 

Sequence 4626 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 
TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCCGG 
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TGTGGTGCCTGGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTC 

TTGATGCTGCTGTTTCGGMGAGTTGGTTGAGCGCATCCTCAATATTTCTTTTGTTCCTC 

TGGTAATTGGTGGTGCCTGGCTGGGC7TTGTCCTGGGAATATGGTAGG7TTGGTGATGGT 

GAAATTCAAGGTAGAAAGTGCTTGGGTGCT 

Sequence 4627 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACAGGGGACAGCAATCTATGGCTCTCAGGCCAA 
ATCCAGCCACTGCCTGCTTTTGTGTGGCCTGCAGGCTGAAAATGGTTTGTCCATTTTTAA 
ATAGTTAAAAAGAATCAACAGAAAAACAGTATTTTATGATATATACTGTATTACATATTA 
TTTTATATAAAATTCAAATTTCAGTGTCCATAAATAAAATTTTTGGAACAAATTGTGTAT 

GTATTGCCTATAGCTGTTTTCACTCTACCATAGCATAGTCAAATAGTTGCAACAGAGATG 
TGTATGGCC 

Sequence 4628 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 AAGACGGAGTCTTGT 

TCAGCTGCCCAGGCTGGAGTGCAGTGGCTCGATCTTCGCTCACTGCAACCACCGTCTCCT 

GGGTTCAAGCGAT TCTCCT GTCTCAGC7TCCCAAGTAGCTGGGATTACAGGCCACCACCA 

TCATGCCCGGCTMTTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGCAGGCT 

GGTCTTGAACTCCTCACCTNAGGTGATCCCGCCCGTCTTGGCCTCCCAAAGTGCTAGGAT 

TACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAACTCTG 

TGTATTTATATAAAGAGAGACTGTTAAAAGACTTCATAATNTAAAAAAAAACCAAAAACN 

AAAAAAAACTTTACGCTTACCATTNCTGCATANTGTGCAGNATTAAAACACACACTTATT 

TGGGATCAATGAGAAATACGGCAAGAAATGGTCTGCGTAAAACTGNAACTTTTGACAGGC 

ATTTAAAAAAATAA 

Sequence 4629 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATATTGAATTAATATGAAAAATACAGAG 

AATGTAAACATCTCTGANTTAAAATATTCCCAAAAGTTTTAAAGCATGGATAATATATCT 

TTAAAATTGGATAAAATGTGCTTGGATGCTTTAAACATATACTCAAAATAGTAAATAAAT 

GTTTGTGGCCAGGCATGGTGGCTCATGCCTGTAATCTNAGCACTTTGGGAGGNTGAGACA 

NGCAGATCACTTGAAGTCAGGAGTTTNAAACCANCCTGGACAACATGGTGAAACCCCGTC 

TCTACTAAAAACAAATAATAATAATAATAATAATAATAATGCAGAAAAATCTGGGCATGG 

TG 

Sequence 4630 

CCCTTCGAGCGGCCG CCCGGGC AGGTACATGTGTGTATGTGTATCTTTGGGAAAAGAAGA 

AGACATCTTGTTTACTATTTTTTTGGAGAGAGGCTGGGACATGGACAATCACATAATTTG 

CTA7TATTACTTCAATCTGACTTGAAGAACCGTTTAAAAATAAAATTTAGCATGTCATAT 

AT TCCT TATAGTAGGCTTATTTCACCTTTTTTCTGTCCAGAGAGAGTATCAGTGAAGAAA 

GATTTTACCGGGTGAAAACATGAATTGGTGGGACTTAAGTAAAGAGNTGAAAAACTACTA 

CAATGTGGGCTACGGNTATTATAAAATGATAGAGATGGAAACTAGAGTAAGTTTATTTTG 

NCTGTTAAACCTGGAAGTGAGCTAGGCATGGGTCACTCACGCCTNGTAATCCCAACACTT 

TTTGGGAGCCCCAAGAACAGGAGGGATCCCTTGAAGTCNCAGGAAGTTTCAAGGACCCAN 

GTCTGGGGCNAACACAAGGGGACCACCCCCANTCTCTGNCCCAAAAAAAAAAAAAAGGAA 

AGG 

Sequence 4631 

CCCTTAGCGTGGTCGCNGCCGAGGTGTCGCTGAGACTCGGGGAGCCATTGACCATCGTCT 
CTGAGGATGGAGACTGGTGGACGGTGCTGTCTGAAGTCTCANGCAGAGAGTNTAACATCC 
CCAGCGTCCACGTGGCCAAAGTCTCCCATGGG 
Sequence 4632 

CCCTTAGC GGCC CGCCCGGGCAGGTACCTTTTATGTAMTTTTGCACAGAMTTTTTGGC 

ATMGTTTATTTTCTTTCAGTTTAGTTCAGTGCATGCACTAATAAAACTGGTTGTTTAAT 

T TAAMGGAAT ATATAAGACTTTACCCATGTTATTTTCTTGGTTTTTATTTCAGATGTAG 

ATTTTGTTTTTGAGGTAAATTCGTTCTTCAGGGATTGAACACTATTGTTAGCAAGTGCCT 

AAAAAAGATGTGAAACAGTTTACATATGTCAACTGTAACAGTAGGTCCCAAAGGCAACTT 
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TAAAGTTCTG GAACCA AGACGGAGGGCGAATATGGGGGCAAATAAAAACAATANGATACC 

TCCTAAMCTCTTTTTCATMGTGTTATTTAAAGCCATCAAACTGTCCAGGTGCAGTGGC 

TTATATCTGTMTCCCAGCACTTTTGGAGTCTGAGGTGGGAGGATTGCTTGAGGCCAGAA 

CTTTGAGACCAGCCTGGGCAACATAGACCCCTGTCCCTTCCNAAA 

Sequence 4633 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATATCTGTATTAGTCGTGGTTCTTGAAAAGG 

ACAGAACTCATAGCATAGATGAGTTTATTAAGGAGTATTGACTCACACGATCACAAGGTG 

AAGTCCCACAATAGGCCATCTGCAAGCTGAGGAGCAAGGAAGCCAGTTCGAGTCCCAAAA 

CCTCAAAAGTGGGGAAGCTGACAGTGCAGCCTTCAGTCTGTGGCTGAAGGTCAGACAGCC 

CCTGGTAAACCATTGGTGTAAGTCCAAGGGTCCAAACATTGAAGAACTTGGAGTCCAATG 

TTCCAGAGCAGGAAGCATCCANCCAGGAAAAAGATGAAGGCCAGAGGACTCAGCAAGTCT 

GTTCTTTCCACTTTCTTCTGCTGCT 

Sequence 4634 

CCCTTTCGAGCGGCC GCCCGGGCAGGTA C I I I I 1 I I 1 1 1 M I I 1 1 I I I I 1 1NGNTTTTTT 
M I I I II I II I 1 1 1 I I I M M I 1 1 I 1 1 1 I I M.1I I M I I I I I I I I I I I I I I I I II 1 1 I 1 1 

i 1 1 i I I I I I I II I I I I I I I I 1 1 1 GNNGGGGGNNNNTNNNNAAAAAANGGNTAAAA 

NAAN TNNN NANGNMAANAAATNmTTTNNNCNNNCNNNNNNNNNNAAAAAAAAANTTTN 
NNNNTTTTNAAGGGGGGGNAAAAAAAAGGGNANNGGGGGGGNAAAAAAN 1 I I I 1 1 I M AA 
AAAAA AAAAAAATAA AA i I 1 I H I I I GGGGAAAAAAAAAAAAAA I I I I I I 1 1 I I I 1 I NTT 
TNAN AAMANANGGGGTTNTNCCCCCCCCTNGGNNAAAANGGAAAMNNCNGCCC^r^TT 
TTTTAAAAAA AA ANGGGGG GG NTTTTTT AATTN G N N N NGG NTTTTTT AAAAA AAA AAG NT 
1 1 1 I I l I I GNNAAANTTTTNAAAAAAAAAAATTTTNTGTAAAAAAAANTTCNCNAAATTT 
GMNAMTTTNGGGGGNTCCNTNTCAANNAAANNNNGGGNNNCCTTCCNCGGGGAAATTT 
TTTAANNNNGGGGGNNNNNAAAAAAAAAAAA 
Sequence 4635 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 11 I I I I I I I I 1 1 I I 1 1 1 I 1 1 1 I NCCCCT 
GCATTTCTTTGG AGTAATC AGTTATTTTTTTACTAT^ 

TCGTTATATATTCTTTTTTCATTrANAGGTTGCTCTAMNATTACAAATNCACTTTTGAC 
TGAT TACCACCCGCCTCCAGCCTTTTGTTCTACAAGTTGTCGTATTTITGTTTCCACATA 
TTTTAMTCCCACAAGCCACMCTATTATTTTAMCAAGTCAAMTTTGTATTTACTCAC 
ATTTATCCTTACCATTGNTCATTTTTTTCTGCMGNNC^ 

T GCMN AAAAAMAAACTTGCTTTAAATATTCNTTANGNGNCAGCANATTCANCAAATAT 
ATTTTTCNGGAGCTTTMNTTTGGCCTTCATTTTAACTTTANCTMTGGAANGGAN 
TTTAAAATTTAA 
Sequence 4636 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I I I 1 1 I 1 1 I I I 1 II I I 1 1 1 I 1 1 1 1 ATT AAA 
MmA NTAN TGmAT TATAC ACAGTCTTTTAATAAATAAAANAGGACACNTAATAAAG 
ATTCANTTTTCMNTAATTTTTMTTTTCMGN 

mCTAAMTTCTNCACANTATCTTTCANMNMTCTTNMNTTTTAMAAATNTACATN 

GMTTCTCTTTCCATTTTTGATG 

Sequence 4637 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAAAA 

MTCCTGTTGTATTAACTTTTAAAMCAGMTTGTGTTATGTGATCAGT1TTGGGGGTTA 

ACCTTTGCTT AAAT TCCTCAGGCTTTGCGATTTAAGGAGGGAGCTGCCTTAAAAAAAAAT 

AMGGCCTTATTTTGCMTTATGGGAGTAMCMTAGTCTAGAGMGCATTTGGTAAGCT 

TTATCATATATATATTTTTTAAAGAAGAGAAAAACACCTTGAGCCTTAAAACCGGTGCTG 

CTGGGAMCATTTGGCACTCT1TTTAGTGCATTTCCTCCTGCCTTTT 

Sequence 4638 

CCCT TTCGAGC GGCCGCCCGGGCAGGTAC I 1 1 I I I ) H II I M I 11 1 AAATNGGGTTTTT 
GGTCi i i i i i ICTCAATTAGAAAGGTCTTCGGAAATTAGATATATTGGCCTTTCATCTAT 
GMGTATATTACACATATCTCTCCCMTTTGTTrATCTTTTGACTrrGATTACAGTGTTT 
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T ATTTT CTTTTCAGTCATATAAAATTTTT^ 

CTTTTATTGCTTCTGGACTTTGGTTCGTAGTTAGAGAGCATTTCTTAACACCCGCGTACC 

TCGGCCGCGACCACGCTAAGGG 

Sequence 4639 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACAAGATCCTGTCTCAAAAAAAAAAA 

AAAAATCCTTAAAAAAAAGATGAAAGATACTATAATAACAACAACCAAAATAAAAAACAC 

TTCAGGGTGTTTATTAGCTAAAMGTATTATCCGTAATACGTTTTATATTAGCCAAAATA 

TMTATTTATCTTATGCTMCAGTACGAGGCAAMTCGTGATTMCAAGCTTTGGAAGTT 

TAATACCAGTGAGCTGCGTAAGATTGCTTTAAAAAAAAAAAGCAGTCCTGGCGCATGGCT 

CACCCGGCTTTGGGAGGCCATGGC 

Sequence 4640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTACTGTGGATTCTGTTTMTTTATTGTG 

TATGTGTGGGGAMAGATTGGATTCTAAAATAAAAGTTTACCCTGTGGCAAAAAAAAAAA 

AAA^^AAAAGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCCAACATACCNAGCCCGGAAAGC 

ATAAAAGTGGTAAAAGCC 

Sequence 4641 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCCATCCTGGGTAATGGGAGTG 

AAACCCTGTCTCAAAAGTAATAATAATAATAATAAGGGAACGTTCCAAAACCTCATCTGG 

ACTTGTATTTATCTGMTCTTTTACAATATGACTAAAGTAGTGGNTACCAAATTCTGGCT 

GCATTATTATTATATAGGTGTGTTATTAAAAATNGNGAATTTGCAGCCCGG 

Sequence 4642 

CCCTTAGCGGCCGCCCGGGCAGGTAC J ) 1 1 M I I 1 1 I I I I 1 1 II I I 1 NTNTTNTTAGGGT 

CTGNCTTCMTGAAANTMNGGNTTTANCCTAAGACTTATGTTTAGTATAATGGCTNTGA 

ATGAGTCCCCCTGGCCAGGTGACATCATTTCAAGATGAGACTCATTTTTAGCTCCACTAG 

MCTTGCTTGACGACCTTGAATMGCTACTTMCCTCTCATTGACTTATTTTTATNTNCT 

GGAAATTGGATATAATAGGTTCANCCTCCCTCATGATGATACTGAAAGATAGTTAACATA 

ATATTTTAAAMTGCTTTAGGACCCCAAGGAACCATGCTGTAAGANAGCCGTTGTATTGG 

MGTCANACCCTANAPCACCCTTTGCAACACTTAAATTGNATCATTTATGCACATCTAGA 

TTGACCTCAGTCCATTTTMCTTTAAAAGTATCTNTTAMGATTCTTGGGCCMTTTGAA 

ATTACC TTTCCGGA AMNAATCAGTGT^GATGMGMTTTGCCAACCCTGGANAAAATT 

ACAGGAI HUM I AAAMTATCAAGTCCAGAGACCTTTTTAAAAANNNTTTAAGGCNfTT 

TGGATTTAAAAAATNGGANGAAGCCAAATNGGTAAAATTTT 

Sequence 4643 

TGANGGGATAT CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC ) rTTTTTTTI 

1 1 I 1 1 I I I I I i IGAGGCAGGGTGTTGCTCANTCACCCAGGCTAGAGAGCAGTGGCNCCAT 

CTCGGCTCACTGCAGTCTCAAACCCCTGGGCTCAGGCGATCCTCCCACCTCANCCCCCCA 

AGTAANCTGGGATTACAGGCATGCACCACCATGTCCAGCTAATTTTTGTAGAGATGGGGG 

TTTCACCGTGTTACCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCTCACCTTG 

GCCTCCCAAAGTGCTGGGATTACAGATGTGTGCCACCTTGCCCAGCCAGATTTTATGACT 

GCTGNATACTTTTGTGAGTCAGTTTTCCACAAGCAAGACATGATGATTACCCCAATATGA 

GTTTCATTATTTMTTAGMCTTGTTMTAGATGTAGGANANAANAGTCTTTGTTCCCAA 

AAGGGTAGAATAAACTGACTATNTTCATATCCCAACTANGTTAAAGGAAGAAGCTGGTTC 

TGCATACTGGMGCTTTTGGGCAAGTTGGTTCCAACTCGAAGTATTAGGGAANNANGAAG 

AGAGATNAGCCGTTTCTACCTAAAAGTCA I MIMA 

Sequence 4644 

TATCTGCAGAATTCGCCCTTTCGAGCGGTCGCCCGGGCAGGTACCCNAAAAGAAAGGAAG 
CTTMGTMTGAMGGATTGCTGCCAAMTCCTGTTTCCCCTTGCAGATCTTACAGAAAA 
CAGCCACAGAATCCCAAGGCATCAGCACCAAAGAGAGCCTGTANAAACTATCTGGTCTAA 
AGCTNCTTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACANGCCTCTTAACAG 
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TCCACTGNTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGA 
Sequence 4645 

CCCTTCGAGCGGCCGCCGGGCAGGTAC I 1 1 1 1 1 1 1 I 1 1 I 1 1 I I I I 1 1 I 1 1 I AAACTCTGA 
TCGTTGNGGTGGTCTGAAMTATACCCACACATTTTTTGATATTTCTCCCCTCAGGGGTG 
GAGCCTAATTCCTCCCTCCCTGAGTATGGGCTANATTTAGTGACTTG7TTCTAACTTGCA 
NAA GTGACAG AGTGCACCTATAGAGACTAAGTCAGAAAAGACATTGGGGCTTCTTTTCGC 

TCTC I GGGATACTCGGGAAAAGCCCAGCTACCATTTNATGGGAACACTCAAGTA 

TNTTCTATGGAAAANTNCNTGTGGCAAGGGAGCCAAGGCCATGAGTTGAGGGAGCTAAGG 

CCTNNTGCCAANAGCCACNTGAGTGGGCACAAAAATGGGT 

Sequence 4646 

CCCTTAGCGTG GTCGC GGCCGAGGTACCTTCAAACTAGAGACCAAAACTGGGCACTTACA 

ATGAAAAGGCAATTTTCTTATCCAGCTATAATCCTAAATAAGGCAGGATATATCCACCAA 

ATTACCCACAAAATTCAGCAAAGTAAMTAGCTCATGGGAAAACATAAGCTGGAAAAATA 

CTAATAAAAAAACTGAATTACTTCGAAGTAGTCATCTGAATATTCACAGACTTGTT7TCA 

TTTACAAATGTAAGTCAAAAAAGTCTCCTCATCTTTCTAACCACTACGAGGATTAAGGAT 

TTMGTTATTCACTAAGTTAATCATGAAAAAMTAGAAAACATTTTAATTCTAAATTTGT 

ATACACAACAGCTAAAAGACACAAGGCTGGGGAAATTTATTACCAGGGAGAAAAATCAAT 

TGAAAGAAAAAAAA 

Sequence 4647 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCACCATTTAATAGGGTAAAGAAGANAAACCA 

CGTGATTATAGCAGTTGATGCANAAAAACCATTTGACAGAATTCAACACCCATACATATT 

TAAAAACTCTCAGAAAAATAGGAATTGAGGAGGACTTCCTCAACTTGTTAAAGAGCACGT 

GAACACACACCAAAAAAAACCCCACAACTAATGTTATACTTAAGGGCAAAAGGTCGAAGG 

CCTTGTTCCTTAGATTAGGAACAAAGCAGTAATGTCTCTTCTCAACATTAATCAACATAT 

TGATGGGAAGTTCTAGCCAGTGCAGTAAAGCCTAAAANAAAANAAAAAAGGAAAAGGCNT 

ACAACTAAGNAAAGGAAGGAAATAAAAA 

Sequence 4646 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGACCACACTGAATCTCCCCTCCTCACAGT 

TGCCATGTANACCCCTTGAAGAGGGGGGGGGCCTAGGGAGCCGCACCTTGTCATGTACTT 

GCACAAAAAAMCAAGCAGTTATTACTATTTAMATTCTATTCCTTCACCCAGTTTTCTC 

ACtCAAGTAGAAACTCATGAATATCTGTGATTTTGGCTATAGGACCAGGCCACAANGAAA 

GGGCTGAAAATATNTCTAAMGTTAGGGAAAAAGTGTTTTCTTTGAGACTTTGAAANGCA 
GT 

Sequence 4649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACATGTCCTGGCTGCACAGCTGCTTCATT 

CCTCTAGTGCCTCCCAAGATCAGGGCAGGCCGTGTTGCCCTCTGGACTTCCAAGGGGGAA 

GTGAGTTACTGGCCCAAGTCACTCACTCATCAAGAACACTGAAGCCAGGTCTGCTGACTC 

CAGGGAGAGCCTTGTAGATTGTGAGGACCGAATGCATATAAAGTCCTTAGTCAACACCAG 

CACATGGTAGGTGCTAACACATGTTGGCTACTATTGTTTGTAAGAGAGGGTTTTCTTGAA 

TGGAAAGAAAGGAGAAAAGACAGAGAGGAAGTCAGGAATGTCACAGAGACACTTTCTGGG 

GCACACAGGTGAGCAAGCACAGAGAGCAGAGCTGCCCAGGCCAGCTGCTGACTTCATTCC 

GTGTGTCCTCCAAGGGCACTTTTAGG 

Sequence 4650 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 1 1 I I I 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 GGAGATGG 

AGGTTTGCTCTTGTTGCTCAGGCCGGAGTGCAGTGGCGTGATCTCGGTTCACTGCAACCT 

CCGCCTCCTGGGCTCAAGTGATTCTTCTGCCTCAGCCTCCTGAGGAGCTGGGATTACAGG 

CGCATGCCACCACGCCTGGCTMTTTTCATATTTTTAGTAGGGACAGGGTTTCACCATGC 

TGGCCAGGCTGGCCTCGAACTCCTGACCTCAGGTGATCCACCGGCCTGGGCCTCCCAAAG 

TGCTGGGATTACAGGTGTGAGCCACGTGCCTGGCCACTTTTCI 1 1 1 1 1 1 I ATTTTTAAAA 

A mAGT TGTATMTACCAMTTCTTCACTTGTCTTTTAACTGAAACCTTTCCCAATTTG 

TGCTTTTAAAGGCATTTGAAGATAAAAAGGGTATGTAGTCAAAATGGAAATTTGAG 
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CCCT TAGCGTGGTCGCGGC CGAGGTACTGGGATTACGCGTGAGCTACTGCACCCGGCTGA 

GTGAI I 1 1 1 1 1 I 1 1 I 1 1 I I I I AAGATAGAGAAAGTCCCTCATACTGAGGAGCCTTGCAGT 

TGAGAGAGAACAAAA TTCCA ATTNGAGGGATCAAGGAATTTTGAGGGAGGCAGCNTGCTT 

GCAGTGTTCCTAGGAT77TTACAGGAACTACAATAGAAAGTTAGGGATGAAATTATATTG 

AAAGGGGAAAGCT GGACT GCTCAGGTTTGGAGGTCATGGGGAATTCCAGGATTCAGTATG 

TGGTTGCTCTCTTATTTTTMCTTCTGCTTAGCAGTAAAACCACATCCTTCCTTCTTCCT 

GAAAGTAAATGTTTAACTTCCTCTCCCTGCAGCATTACACTCTATTGTNATGGGAAG 
Sequence 4652 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAAGCCTCAAAATACTTGAACTAGAAGCCATCT 

CTTAAAGTTAAAAGTAAGAAGCTCCAGGAAAAATAAAGATTGCATAGTAAAAAGGGATAG 

ATGGCAGGATTAATTCAACTCAACAAATATTTATCAAATGTCTACTCTGGTCAGGTGCTG 

TGTTAGCAGCCAGCTTCCCTAAAGGGAGGAAAGGCTAGACACGAGGACATTGAGGATTGT 

TTAmAMGTCACTCATAGGCATGCCATAATGGATTTATTAAGGGGAAATTGGGGTTTC 

TGTGAATCTTTACAGGACCATAGCCATGGAGACAATCACTATGTTTAAGTAAGTTTGCTG 

TTTTCCXJMTTGGGCTTCAGTTTTCCTGAGACAAAAAAAGTGAGGGAANTTTGGGATTAA 
ATT 

Sequence 4653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTACATGTTTTACTTTCCAAGTTCCAAC 
CTA ACTACTTATAA ACTTGCAAGTAGTTATGAATTGTGGGTTACCTATAGTCAAATAGTA 
GGGI I 1 1 1 1 1 1 1 I ICAGTCAATTGGAAATGAAAGGGCAGGTATTGGCAAGGCTTCGGGAC 
TAATTTAATGCCATTAGGAAAGCACAAGATAATGTAAGGGGCTAAAAGCCTCAAAAAAAA 

AAAAAAGGTGAAATGAGGAGTTGTTGCTGATTGGTGCAGGAACCCTGAAAGATGGCACCT 

GAAAACTCAAATTA 

Sequence 4654 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAAACTGCATGGTTTGAGTTTTGATTTGAGGTTTTACGTGTTGGCATGCATTCAGGGG 

CTTNNTGTCCCCTTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGA 

GCAGTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCNCAAGTGTGTTTATGGGAAGTTGT 

GCACATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCAT 

agactaataagtctaaYagttctatggcctttagtcatactagtgcacatgcctgagccc 
cactcacctgtgaacccc 

Sequence 4655 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACAAGGCATGATGAGTCCTTTTGCTTTTAGGCT 

TT TGACTT CTGGTTTTAGACTTTCTTTAGCTTCTGTTGTTAGACAACATTGTGCAAGCTT 

GGTTTTTATAA GTTTG CATGGATTAAACTGAACTTAATGAAATTGTCCCTCCCCCCAAAT 

TCTCAGCACMTTTTTAGGCCCGCAAGGAGTCAAGCACCTCAAGGAGATCTTCAGTTTGA 

ACTTGGTGTAGACACAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTACTTA 

AGAAAGAGAG 

Sequence 4656 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGTGTGATCTCAGCTCACTGCAACCTCC 

GCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGTTGGGATTACAGGCA 

TGTGCCACCACCCCTGGCTAATTTTGTATTTTTAGTGGAGCCGGGGTNTCTTCATGTTGG 

TCAGGCTGGTCTTAAACTCCCGACCTCAAGTGATCTGCCCGCCTNGGCCTCCCAAAGTGC 

TGGGATTACAGGCGTGAGCCATTGCACCTGTCCCTTGCCAGTGTGTTNTTAAAATAGGTT 

TAGGGGGTTGNGAAAAGATGCAGTGAGCCATTAATTCTNCTTTAGCAAGGTAGTCTCTTA 

AAAATTGATGTTGGATTTTAAAAAATATACCA 

Sequence 4657 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATAACATCATAAATAACATAAATGAGAAGT 
TTTCAAGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGGTTAGA 
CAATCAi 1 1 1 i 1 1 iCTTTrCTTTTCCTCTCATTTAGTCTCAGAGCCTAAAAAGAAATGCC 
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TCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAAATTAACAAGATTCTACCTTAAAAGAG 

AAMCTTATGTGGGCTmCAAATTGTGAAAATTTGTTCCCTClTATAAAATATAATCTT 

TCCCCTGCTGCTGGTTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAAC 

AACCAACCACAATAAACTAAGGAGCCTCATCTGATGGCTAAGGTTCTCAGGAAAAAATGA 

GAAGAGCACCTTGATCAGGAAAGGAAAAAAGGATAGAGGATAAAAACAGTAACCTTTAAC 

TTCTA 

Sequence 4658 

CCCTT TCGAGCGGCCCGCCCGGGCAGGTACGCGGGCMCATTCATATTTATTAAAGAAAT 

A TTTT AGAGTGGAGCTGAGMGACTTTCTGTAAGAAATCTTTAAAGCAGCAAAATAAGTG 

ATTTTGCCAGTAACTTTCACCTGTAGMGTCAGMTAACCMGCACAGATCTTTTTTCAA 

ACTTTCTATGATATTTTGACTTTGCTTCCATCCTTrCTATTGCTTAGTCTAGAGATTAAG 

GTATTACTTCTAATAATAGTCATTTACATTATTTATGTTGCTAATCTCTTGATGACAAGA 

CCTCTACATGTGTCTTGGAAATAAAATCAAATGGCTCTGTGCTTCATATAGAGACTAATT 

TCTAAGACATAAATAAAAGGGAATGGACAAAGGTTGTCAAACAATAGCCAGGTAGTTCTT 

T GCTGA GGAMNGGAACCATTGCTGAATGCTTTTGANAATGCTCTTGGAATATTAAGGAA 

AA TTTTNA TTTAT CACCA AMTCTTTMTTMGTTTMGGATCNCNMMTTGGATTTAA 

GGTTTTTAMAAATTTTTTGGAAGNGGACAAAMTTCCCCATA^ 

I I I I I 1 1 I IAAATC 

Sequence 4659 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCAGAATATCCTTAAGAAGCAGGAAGGAAAC 

MGTTTTCCTCTTCCCACTTCCMGACTGAGAMGAGTCCAGATGAGCTGGTTTGCCCAA 

GCMTTCTTATCACCAGATACTCCGTTATTAAACGTGTCTCCTGCCTTCTTTGAAAGCAA 

CAGGAGAAATGAAGCATAGGAAAGTCTGCAAGCTAACAGTGTATCACCTAGGAGGCTTGT 

ATATAAATATGAAGCTCTGCAAAATGTAGTTATAATGAAAGGCACTTCCTA7TACCAGCT 

CCCTAACTCTTTTTAA 

Sequence 4660 

CGCCCGGGCAGGTACC I I I 1 1 I I I 1 1 I I I I I I I I GTGTTG GTTG GTTG GTTG GTTGTTTT 

TAAGAGATGGGGTTTCTGCGGGTGCGGTAGCTTACAACTGTAATCCCAGCAGTTTGGGAG 

GCTGTGGC CGGG TGGATCACCTAAGTTCANGAGGTCGAGACCACCTGGCCAGCACGGAGA 

AACCISITATCTTTTGCTAAAAATAAAAAAATTAGCCNGTCATGGGTNGCCGCATACCCTGT 

MTCCCAGCTACTTCAGGANGCTGAGCAGGGAAAAATNACTTTGAACTTTGGGGAAGGGG 

GMGGGTTGCAGTNAGCCCNAAAATTGCCGCCATTTGCACTTCCANNCCTGTGCAACAAN 

AAGCCCTTNGCACAAAGANCNAATACTTCCATCTTNA 

Sequence 4661 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTGTAAATAGTAGATATAAAAAGGGAAGA 

GTGATTTAGAGCAAGGATTGAAGAAAGGAGTCCTTGTAAGTGGAATTGGTTTCATATGGC 

ATTCTAATGACACAGGAAAATGTGTTCTCGCCCCATTGACTTGCATACCAGTAAGAGTCT 

TGCCTTTGATTAACTGAAGCTAATCTGGGTGCAGGGAGGTGGTGGACAGTGAATAAAGTC 

ATCTCTTCTCTTCCTCCAAGACACACCAGTGTCAACATGGGAACAGCAATGCCATAATCT 

TCTTCCCMCTCACAACTTTCAMTAGTAGTTAAGCTTGACTAATTCAAACTCAAAAAAA 

AAAAAAAAAAAAAAAGTACCTGCCCGGGCG 

Sequence 4662 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGAGGGTTAGACCTACTTCTGTGTCAGGTAG 

CACCCAAATCCTAACATCTATTTTGGAGACCTGTCTGTGCCTCTTCATGCTCACACCATT 

GTTCTGATAGATGATGCCAGTGGAACTTCCAAAGAAGCATTCCACCTGATCTTCACCACC 

CTCTTTGATCCTCTTTTTAAATCTGTGTGTGGAAGGCAACTGCAATATAGAGGATTTGGA 

AGGTTGTCTGTTTCTGTTGTCTGGGGAAATGATAAAAAAAAAAAAAAAAAGAGAGAGATG 

TGAAAAAGGAAAAAGATGGACCAG 

Sequence 4663 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGTCTTCATTTTGMGGCTTCCATAGTTA 
TATAAAACGATGATTAAATAAACGTGCTATGCTTCTCGCTTGTTAACCTGCCTTATTATA 
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GCCGTGTCAGCTGTGACCCTTTTGATAGGAAGGAMGAGATCACACTATTTCTGCCCTTA 

TAGTTCTGATGATGAAGATGGGATGTCTGAAGCACCTGACTCACCTATTGATGAGGTCCT 

GGGACMCTGATAMGAGCTGGCAAATMAGGTAAGMTTTTTACCAAGGTGAGTTCTGA 

ATCTCTGCCTGTAGTTTCTGGTCAAGAACTAAAGGTAAAMTTTATCTTTATATCTTACT 

TTCCAAATGCAGGTCAGCAGGAGATCATTTGTTTGMCTGTTCTCTTATGTAMTTTGGA 

TTTCAGGGACTCATTTGTTATTGATCCTTTCCCnTCMCGAACAGCTGTCATTTTCCTGT 

TTTGTGTCCTGAGMCCCMCTTGGCTTGCTGCCTGTCANGACACACTTTGGTGTGTGAA 

NGGGGCTAAACAAATGTTGGAGGCTCCCATTAAAAGCTTACATATTGCCTATTGCCAGCT 

CTTC AAG G C ATCT AMTCTTTCTTTCTTTT 

Sequence 4664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGGCTGAAAAAAAGAGTCACAAGTGGCTG 

AGACACTGCTCCATACAGGACTCATGTGTGGTCATTGCCCACCCAATCTTATGACTCCAT 

CATCTTGGGACCTGGAACMACATGACTTTTTTTGATCGATATTTTGTCCTCGGTGTTTT 

TCMGGTCTGATGTTGGAGCCCTGTGGCCCACCCTCCCTTCTCCACCAGCATGTTGGTTT 

GAAMGGATAGGGAATTTAGAAACAGTTCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4665 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACGGCCACAGCCCCTGCCCGGGTTTAACT 

TACATATATACAGAGTGGGCGGGGCAGGCATGGCCACAGAGGTGGTATTACAAAATATAC 

AMGTGGTTTCTTTCTTTACATTTCATAGAAGAAGCCTGCCTCATTTCCAAATGAGAGCA 

CTAGAAGCACAAATCATGCAGACCATTTACTATATAACTTATGAAAAATGCTGTACTGGG 

ACAGCGCCCGCCAAGATCCAGGCCATGGAGGCTAACGTGCAGCTGAGCTTTGACAAGCAC 

TGTGATCCAAAGCAGCCTAATTACTGGCCGGTCATCCCCCCGAAGTTCTGAGCTCGGGGC 

ACAGGGCACCCAGCCTCTTTCCTCTTCCTTTTTGGATACCGCGCCTCTTCATCTCTCCTT 

TCTGTA 

Sequence 4666 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACTTTNNNTTNTTTNNTNNTNTTTTTGAAMAGTAGTTAGCAT^ 

CCTCCATGTGGCTTCAAGCCACCAGGACACAGGCCCCCCCAACACTNTTAATCTTCTCCT 

CAGCTCTTCTGCTGAAAMTTTGGCCTTCACGATGACAGGCTGCTTTGGGAGCTTTCCCT 

TTCCCANAACTTTATAAGTAGCCCCGATCGCACCACATNAATGGATGGGGAAGCCAGCCC 

Sequence 4667 

CCCTTAGCGTGGTCGCGGCCGAGGTACNGANCNATACAANNNANTNTTCTCCTGTNATCC 
TMCAAAMCCCTATATTTGNTTTATCCCCATTTCAAAATGGGAACTAAGTACATATAGA 
GTGNAACTNGCCCCANATACACACTTCTAATCATGAAACCTATATA 
Sequence 4668 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAACGCAGAGTCCCGGGAAGCAGTGGTAACAAC 

GCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGC 

AGAGTCCCGGGAAGCAGTGGTAACAACGCANAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCTTNN I M I M I N f I I I M 1 1 I M M I 1 1 1 1 CAAAAATAAACACTNTCACTAACC 

AT^GGTNTCCTATGATTCCTGAAMTAAAATCTATTTNTAGGAACMTTTAAACCGTAA 

AAAAACTTCACTGNGTCATGAATTAAACTTTCCTA I Mill 

Sequence 4669 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTMTGGAMCAACTTGACCAAAAATTTGT 
CACAGAATTTTGAGACCCATTAAAAAAGTTAAATGAGAAAAAAAAAAAAAAAAAAAGTAC 
CTGCCCGGGCGGCCGCTAAGGG 
Sequence 4670 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGAATAGTGGTATAAGTAGAAATTCTCG 
TCCTGTTTTCAMCTTGCAGATAAAGCCCCTAGTCATTCACCATTAAGTATATTAGCTTT 
TGGTGTGGAGTTTTTCATCTTGGCTCACTGCAGCCTCAACCTCTTAAGCTCAAGTGATCC 
TCCCACCTTAACTGCCTGAGTAGTTGGGACAATAGGCATGCACCACCATGCCCAGATAAT 
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i i i i i I ( I IMTATTTTGTAAAGATGGGGATTCCCTATATTGTCCAGAATGGTCTTGAAC 

TCCTGGCTTTATGCAGTCTTTCCACCTCAGCCTCCCAAAGTTCTGGGTTACAGGTGTGAG 

CCACTGCGCCNGGCCMTTTTGGTTTTTCATGGANGACTTTTAACAGGTCTCAAAAAGTT 

T TCTTC TMTMGNTTTCTTNGGNGGTCTAATCATTCATAGGNNGTTGGMTTTACCAAA 

CTTTTTCTATTTCMGTNTTACATTTTTTACCTTTGGTCMGTMTATTGT 

AAAGGMCATTGGATTGNGAAAAAACCCTGCTTAATCATTGGGATGGAAATATCCTTATN 

CCTTTTTGGAATTCTTTT 

Sequence 4671 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGCCACTTTCATACCTGCCTACTATTATGG 
ACTGCAGAGTMTGTGGCCTATATCAATITTTTC^ 

TTTCATCCCTTCCTCCCCCATATTTTCTCTTCACAGGACATGAGACTTCACAACCTGCTA 

AAAATGAACTTTCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGTCAG 

ATGACCTTTCCTGAGACCGGAGACTCATTCTGTTGTAAAAATGCTTTCTCCAAAGATGTT 

AAAAAAGAAAAGGGGAAAATGTGAAAGAAAAATATCTTGGGTCCCTTCAA 

Sequence 4672 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAATTTCAGTCCTGGCTCTGCCACTTAGCCGA 

ATATCTGACCTTGAGCMGGCACTTAACTTTGCTGGACCTTGGGTTTCTCATCTTTAAAA 

TGGAGATAATTTCATCTTCTTATGATGGATCTCTTCAGAGAAGTAAGAATAATGAAGATT 

TTAAATCATCCCAATATAGTGAAGTTATTCGAAGTCATTGAAACTGAAAAAACACTCTAC 

CTMTCATGGAATATGCMGTGGAGGTGMGTATTTGACTATTTGGTTGCACATGGCAGG 

ATGAAGGAAAAAGAAGC 

Sequence 4673 

CCCTTTCGAGCGGCCCCCGGGCAGGTACACACATTTTTTMTTTATAAAATAAATACTGC 

CAGGTGGCTACTTAAAAAAAAAGAAAAGAAAAGAAAAGGCCAGGCGCAGTGGTTCACGCC 

TGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACCTGAGGTCGGGAGTTCGAG 

ACCAGCCTGACCAACATGGAGAAACCCCATCTCCTTACTAAAAATACAAAATTAGCTGGG 

CATGGTGGCGCATGTCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGAATCGCTTG 

AACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCCCACCATTGCACTCCAGCCTGGGCA 

ACAAGAGTGAAACTCCGTCTCAAAAAAAAAAAAAAAAGGTAAATTAGGTTAAAAGAAAAA 

AAGTGTTATGGTGGAAGTGGAGTAGGGTGCCATTTTAGTTAGGGTAGTCTGGGAAGGCCT 

CTCTGAGGAGGAGCTATTTGAATAGAGACCCGAATGAAGGCTGGGA 

Sequence 4674 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTNTTTTTTNTN l I I I I I I [ NNGTGCAGAA 

MAMTTTATTGGAMTCCCTTGAATACATTTTNGMGTTGTAGCTNGGTATTTNCAAAC 

AAAGTAGGTTGGANAGGTTGGAGGANGAGGAGGGACTCTGACACCTGGANACAAACAGNT 

GGTCCCANCCTGTCCCGGGGGTGCTNCAGGAGTCAGNTNTAGGGCTCATTCCTTTTCATG 

GCATNGNCNTGAGGGGCMGGGGCTGGCNCTTAMCAGTTGCTTTAACTTTNTCCCAAAG 

CTCAANCTNAAAAGTCATGGCTGAAGACTNTTNACAGATGGANGCCCCTGGTNAAAGGCT 

NCTNCCACCTGTMNATGCCAAAANAATTGCTGCCTCANACAATGGCTAGGCCTTTTCAT 

GCCMGGCCTTGGAMAGAAMCMTCTCTGAAMTATTGGGGGGCATTTAATAACNTTT 

ACCAGGGGGGCN 

Sequence 4675 

CCCTTTGCGGCCGCCCGGGCAGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAACCTGG 

CCAATATGGTGAAACCCCATCTCCACTAAAAATCTAAAAATTAGCTGGGCATGGTGGTGC 

ACACCTGTAATCCCAGCTACCTGGGAGGCTGAGACAGAGAATAGCTTGAACCTGAGAGGC 

GGAGGTTGCAGTGAGTTGGATTGGCATCACTGCACTCCAGCCGGGCAATAGAGCAAGATT 

CGTCTCMGMAGAAAAGMMGTGMATTTCTAMTGAAAAATGCTTGACTATATTTGT 

CTTGTGGGAATTATCGTCMTMTAAGAAGCTTTTTGAGTGCTTATTATGTTCCAGGCTT 

A TACAT AATTACTCATTTAGTGCACACAACCACTATNTTMGCTGTCTATTTTTATCATC 

ATTTTTACCGGATTTGAGAAAATANGGGCTGGGCACGGTGGCTTATGCCTGTAATTCCCA 

GTGCTTTAGGAGGCTNNCTTGAGCTCAGGAAGTTTCCAGACCCACCCTTGGGCAACCATA 
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GCCAAATACCCCTTNTTCTACCAAAAAATTACCAAAA 
Sequence 4676 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I I I I I II I 1 1 I I I I I I I I I I I I I I l i 1 1 1 I I 

' " i 1 1 I 1 1 I II I 1 1 1 1 I I I 1 1 1 1 I I 1 1 I I 1 1 I I 1 I I 1 1 1 1 1 1 1 1 1 11 INNIMTTT 

I M l " M 1 1 i i m M | | NTNN I I I I I I I I I I I I NNNTNNAAAANAANGGNNAAAAAAAAA 

AAAAMNTTTANTTTATTCTTGTNTTNTTTTTNCTAATCCTNCTGGNANMACAAAMTT 

GANTNTNATCACAATNTGGNAANGNAATNAAAAACAACCNTTATNATNTNNGATNAACCC 

TTTNTTMNTNAGNAAGGGAAAACMTAATACAMTTATTNNTNTTNCTTTANTNNANCC 

CTTAATTTAAAAAAAAAAAAAAANNCNNNNNNNTTNNNATNGNTNGGNGNNGGNNAGGGN 

GNGGCAAANAAAAAAAAAAAAAAAAAAAAAAANNNTTTNNNANNTNTTTNNNNNNNNNNN 

NNNNAAANNNANNNNNNNNNNGNGNNNNNNNAAAAAAAAAAAMNNNNNCNNCTTTTTTT 

NANAAAAAAAAAAAAA 

Sequence 4677 

CCCT TTCGAGCGGCCGCCCGGGCA GGTA C I I I I II I I 1 1 M I I I 1 1 I I I I I I I GTTTTNT 
TTTTNI I I II I I I I I | | | INN I I I I I I CATGTTGGGGGGGNANCAAAAANGATGTTTNT 
TTCACC TGGN TGCNGGGGGGCTNATTTNNAAAAAAAAGTNAGNGAANAGAAANAAGGGGG 
GGGCTNTTTTAIMAGGATTTGGGNNGGNAAANNAAAA 
Sequence 4678 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I I I I II I I I I 1 1 I I I I I I I I 1 1 I NAATTTTTT 
1 ' i m i I I I I I I I I I I I I 1 1 M I I I I I 1 1 I I I I I I I I 11 I I M I I I I I I I I Ml M I I M 
TTTT TAAAAAAAAMAAATTTTTNNTTAAAAAAAACNAANCANAAAAAAA I I I I I I I M I 
TTTTNNNNNGNAAATNAANAAAAAAAAANACNNNN I I I I I I I I I I II 1 1 ANCAAAAAAAA 
AAAAANTATNNNANCCAACAA I I I I I I I IGTCTTAGCTNTTTNNNTTNTAAAANNNCNGN 
NGNNNTTNAMNTTN NCNAC TCNATCAAAAAAACAAAGCTGNTTTTTNNGNGNAATTNTT 
MTAAAAAAAAAAAANTTTTTGTANNAAAAACCCCNCCNCCNTTTTTAAA 
Sequence 4679 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTATGATAGATTATTTTCTATTTGCTGTGGG 

MTTTAAATGTAAAATAAATACAAAATACATGTGTGGTTTAATGAACACTCAATGAAGCA 

CCCGCGTACCTAAAT GAACC AAACTATGAGGCTCTGATTAGTATTCAGATTGGAATAATG 

GMCAAACCATTGCTGTTTTAGATAAGATGCACAAAAAGAATGTGGAAAACTGCAAGAAA 

CTACTCAAAAAACTTGGAAAGTTCAGCAATCAAAAAGATATAGCAAATTATGCCCTAAGC 

TGCAATCTACGAGAAGAGTTGGTAGCTGTCTCAGAGAGAAAAGACATCTGTAATGCAATG 

GGGTCTAAACTGACTTGTGAAAAGATTGGTCAAAGAACGGTATTGAAAACATGGATGCAA 

CCAGCAGAAGTTAACAAATATTTCAAAACCACCAAGCTGGNCCANGATTTCAATACTACN 

AGACTGGAGTTTGGMGGATTTAGMTGGAMCCTTTTCCCCTCTTTGGTTNCAAATGTA 

MAACCCCTGGNGGGAMACCCCMGGGCCCMTTCCMTCATTTTAAAAAATCATTTTC 

NTTTNGGGNAAAM TGNAT TTCCTTTTCNTTCTTACTGGGAAAATNGAAANANCATTGTN 

CNT TGGGG TGGCTGTTTTAMATNAAAAAATTGTTTMTTTTANNCCTTANTTTGGTTCC 

CMTTTTTGGNCCTGGCCTGAAATAAAAGGTGNGAAAATNCCCAAAANAAAAAAAAAAAA 
AA 

Sequence 4680 

GCGAATTGGGCCCTCTTATTGCTNGCTCGNCGGCCGCCAGTGTGAGGATATCTGCANAAT 
CGCCCTTGACGGCCGCCCGG GCAGGTAC I I I I I I I I M 1 I I 1 1 I I I I M I 1 I I I 11 I I 1 I 
' 'MM MM I II 111 I I M M II 1 MM 1 1 I I 1 I MM 1 M i l l II MM I MM I I 1 1 
TNN NCCCCCCCCCCCCCNN NNTTTTTTNNNNNNNNNNNAANANCCCCCCCCNNNAAAAAA 
AAANI M II I I I I M II M I INGNAAAAAAAAAAAAAAAAAAAAGNNI I I I I I I I I 1 1 1 1 
NNAAAAAAGGGGGGGGGNN I I I M 1 II I N AAAAAAAAAN I 1 1 I I I I M I I I I I I I I I NAN 
NCCCCCCNAAAAAAAAA 
Sequence 4681 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGAAGAGTTTGCA 
CTTCGAGATCAAGAGAAGTATCTGTATCGATATCCTGGTGGGGAGTCATACCAGGACCTG 
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GTGCAGCGGCTGGAGCCTGTCATCATGGAGCTGGAACGTCAGGGCAATGTCCTCGTCATC 

TCCCACCAGGCTGTCATGCGCTGCCTCCTGGCCTACTTCTTGGATAAGGGCGCAGATGAG 

CTACCATACTTGAGATGCCCTCTCCATACCATCTTCAAACTTACTCCTGTGGCCTATGGG 

TGCAAAGTGGAAACAATTAAACTTAACGTGGAGGCTGTGAACACGCACCGTGACAAGCCA 

ACTGCAGCAGAGACCACACTGGCTGTGCGCAGACGCCCCTCCGCAGCGTCCCTCATGTTG 

CCTTGCTAATGATGTGGATGTTCAGGCCTCACCTCTCAAACGACTGGGATCTACTGAAAA 

GCTTGGGATGTCAGCTTCACAGAGGCTAGMCAGGAAAGTTAAGTGGGAACTGGACTTTG 

GGGGCCACCAAAACGAGGCCTGGAGAAACGTCACCATATTTCCTCCCCCCTGCCTA 

Sequence 4682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGTGAGACCTTGAT 
TMGACAAAACAAAACAAAAACAAAACANAAAAAACMACACAAGGTGACTTTTAAGTTG 
AAGAGCAAG CACTTG CCATTTGAGCCTTAGCCAGAACTATAAACTGGTAATGGTGGGTGA 
NGGTCATTCCTTTTTCCATATTNNCTT 

TAGAGAAMCCACCCANGTGTTGACTTTTAGTAACCTTCTATGATCNGTAACTAGCTAGT 
AG AATT AATTG G C C NTTTN ATNTTTTTT AA AG G G NTTTTTTT 
Sequence 4683 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACTAGAMGTCATTTTTCTAAAGAGCATTAACA 

T TTCA AATMGCAAATTTTATTTAGAGATGTAAACATGTAAACATTAAAAACTCAACTAA 

ATTTTATCTTTATTATGATGGTCGCTGATTTAAACTATTAATGAAAATATGTCATGTCAG 

AGATATAMGMGAATATATCACCCAGATAGTMCATGCMTTMTTTCCATTTGATTAA 

TATAATTGGTGATTTAACACACATACATATACCCGCGTACCTCGGCCGCGACCACGCTAA 

GGG 

Sequence 4684 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I II I I I GG I I I I I I I 1 1 1 I 1 I I I I I NATTTT 

Ml IN M 1 II M I M I I 1 M I M 1 Ml NMA MU Ml I I M N M I I N M 1NNTTTT 

m inim iTTT Nl I I » I AAAAAAAAAAAAA I MINIM I NAAAAATTTTNNNNCCAAA 

AAllllHII I NAAAAAAAA NATTMNMTTTTCNNTTTTNAANCNGGCCNNTTTTTAAA 

AAAAAAAAANI I I I I I It I I NTCCNCTNCNNCMANACTTTTTAAAMTTTTTTTCNCGG 

GGGNNAA AAAAA AAAAMNCCCCCNNGGGGTAMCCNAAAANNTTTTNTAAAACNGGAAA 

AT^^^r^TTCTTTTNGG^IGGAAANCCCTTTTTNGGGAAANNTAAAAA^ 

TTNTNTNNNGNTN NCNAT TNTNGTCAAAAMGGNGGGNAAAAAAANNAAAAAAATTTTNC 

NGGTNGAAAAAAATTTTTNCCCCCTAAATATCCCAAAAAAATAAAAAGNNGGNANAAATA 

AMNNAAMCC CGGGNG GGNCTNTNTTTGGGGGCNCAACCNCNCTNTNTTTNGGTNGGGN 

ANMCNCCCCNTTTTn*AANGAGMAAAACTT^NTNTCNCNTTTTAANANAAANTACCC 

MCCCCGGGGGAMNNGGGTTmNANTTNN^^ 

Sequence 4685 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATCTCATTTGACTCTTGAAATAACCCT 

CTGAGGTATGCTAGAAGGGCATCCTTATCCCTGTTTTGCAGATGAGCAAACTGAAGTGCA 

GAAAGTCACACAATGAGTTGGGCGAGAAATTGAGTGTTAAAACTCCTGAATGCTTCTAGT 

CCAATACTCTCCCCATGATACTAGGTATATAACAAGTGTGGGACAATCATGGTTAACCAA 

GAGTATCATCTGATTATATTACAGATGCATTGTGAGAGGTTTCTATGTATCCTGAGAATA 

ATTGGMCCACACTCTTTGGAGTCTCTCTCCTCCTTGGAATCACGGCTGCTTATATTGTT 

GGCTACCAGT1TATCCAMCGGATMTTACTATTTCTCTTTTGGACTGTATGGTGCCTTT 

TTGGCATCACACCTCATCATCCAMGCCTGTTTGCCTTTTTGGAGCACCGAAAAATGAAA 

AAATCCCTAGAAACCCCCATAAAGTTGAACAAAACAGTTGCCCTTT 

Sequence 4686 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAGTGGGAGCCCTGAGCCTGTTTTCCTGTG 
GTCACTGAGAGGAGGCGAGTCATGTGTGAGGCTCCAGGCAGGGGTGGGGCAGTGACTACT 
CAGTCAATTGCTCCATGTCTCAGTGGTTTCATCTA 
Sequence 4687 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCTTAGATAAAACAGAATACTTGAAGTTACC 
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AGTTACAGAAAACAAGMTCTATAMCTAATACCATAAAGCAMGGAAAATTTGTTTTTT 

GTCTCCATGTGTTGAAGGAGTGCTGGGAGAGTCTCCAGAGCACATTCCTTTGTGTCCTAG 

CTTCTTAGATAGTGTTTACCAAGCCTTTTCCTGGGTCTGGGCTGTGCCTGTTGCTGCCTC 

TGGGACCAGTCAGCCTMTACAGGAMGCTTATTTCTTTCTCTTTTTAATTTTATTTTTC 

CTTATTTCTTTMTTTCCCACCTCAAAACATTTCCTACTCTATTTCATCAACTAAGATTT 

ATATGATTCATCCATTAMTATTTATTTGAATTTCTAATTTTGGTATTATGGTAATCATA 

ATTAAGTAAACATTTCCTACTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4688 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 IGG I 1 1 1 I 1 1 1 1 1 1 

I I I I M M 1 1 I I I I I I I I I I I | | I | 1 1 | | | | | | | | | NAAAAANNNNAAAAAATAANNNNA 

ANNAAAAAAAAAAAANNNNCCCANANTNNNANNGGGNGAGAGGGGTCNCCCCCCCCTNGN 

ANGGANGAAATTATTGNTTNCCCTCCTTGCTTACTGGGTCCTACNCCAACANATATGGGA 

GGGGATCCACC CACTTAANTTT CCCTTGGACTGCNAATGGAANAAATGATTTTCAACTTG 

GCMGACACACATTTTATTTTTTAATGGACTTAAAAAAAATGTGA 

Sequence 4689 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACTTTACCAAGTAGGCACTTGGGAAATGCTGTG 
TCCACATACTTAGGAAATGGCTTCAGTTAACACTGGGCTTGGGAAGGGCTCTCTTATCCA 
AGGAGCAGTCTTCTCTGGAGCCATGAAACCAGCCTGGCAGCACTGGTAATAAACTAGTCT 
GTGAAAT CTGGC AAAGCCTCTGTCCTGTTTGGATATACGCAAAACTGCCTTTTACCATTT 
CCATTGCTT TTTAT TACTTAATCTCCCAACTTTGTGCCTGGTGT C I I I I I I 1 1 1 1 1 I IAA 
AANAAAAAN I I I 1 1 GNGGGAATTANGTTTTCANAAAAAAGTTTTGGGGGGATATNCTTTT 
TC CNCNA MCCNTTGTTTAAAAAGGNCCCATTNCCNNATTGGNNMTTTTTNGAAAAAGG 
GTNTTTTNNCCCCCAGGNTGGNAANACCTTGGGCCNGGAACCNCCCTAAGGGGGAAATTC 

CANCCCCCCTGGGGGGCCGTAACTATGGGAATCNAAGCTNGGGTACCAAATTTGGGGGGA 
AA 

Sequence 4690 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGGACTGTGACCATGTCCACTATTCCTGG 

GTCAGCATCCCAGGGGAAGTAGAAACCACTGACATACACACTCACATTCAAGCACACACA 

CTCACTCAGGCGCACACACCCACACACACATACCCCANAGCCACCGAGGAAGGGAAACAC 

CAAGGGTCGCTGCACATAAAAATATCACCTCAACTCATCCCTGACACACGCATGTCCTCC 

CAA GGCC ACGCTCACACAACACACACTATAAGCACTTTGCCTGATTCACTCACTGGGTCT 

GTCTTTTGTGGGAAGGAGAGGAAGAATTCATCAAAGGTCTCCTCCCCACCCGCGTACCAG 

CCCGGAGCCTGATAGACCTGCTGGGTGGTTAGATCCAGAAGAACAATAACAATCACTACA 

AGCTCAACTCTCAGGAAAGCCACATCCCTAGGAAAAGGGGAAAGTGCTATGTCAAGGGAA 

CACCCCATGGGCAAAAGAATTTGAACMCAGCCTTGAGCCCTTAGACTTTCCTTTTGACA 

TAGTCTACCCAAATGAGAAGGAACTAGAAAAACAATTTCTNGTNATAATGACAAAACAAA 

AGTTCTTTAA 

Sequence 4691 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAGACAATCGATGTCAGACTGTCATATCTT 

ATTCTTTGGGGTATGAAGCAAGGTATTTTACAATGCCCAAAAATAACTTTCAAAATAGTA 

TTTAGCAAACTGTCTGGAGCCTCTTTCCCCCCAAATTAGAGTATCCAACACAGATGATAC 

ACAAGAT ATAAC TGGAAGATTACTGATTTTTTAAATGCCTCCCCAGAATTTACATATTAA 

ATCGATTATTTTCTCCTTCATAATAGTTACCTTTTGACACTTACACATTCACCCCAAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCC 

Sequence 4692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGCATCCTCACTAAATTATTGCTAAGAC 

TGACCTTTTAATAAAAAGGAAAATCACAAAGGAGGGGAACCGAACAAAGATACTGCTTTC 

TCAAAATTTGGAAGACCACATATACATTTATATAGATAAAGCTCCATGAATCCATATCTA 

TA CACA CATATCTCTTTAGA I I 1 1 1 I I I I AAAACTTCCGTTTTCCTGTTCTTAGTTTTAT 

TGTTTTAGCACAAAAACAAAAGCATGTGTCGAAGCATCCTGTGTAAGCCGTGCTAACTCC 

TCCTTCCATTCATCTTGCAGTGCACAGCTCTGAGTCAAGGCATCAGTCCTTGCTCCACAC 
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TAACAAGCAGCACCGCATCTCCTAGCACCGATAGCCCCTGCTCAACCTTGAATAGCTGTG 
TCAGCAAGACGGCAGCCCAACAAAAGGTCCCTGGTGAGACCATTAGCAGCCCTAGTTCCA 
CCCTGGAAAGCAAGGGAC 
Sequence 4693 

GTCGACCCCGCCCGCGTCCGTGGTTTCCTCCCTCAGCGCCATTTTGTGGCTGCGAGACCC 

GCAAATAAAGGCTATCTCCGGGGCTGCGGCGGGAGGAGTGCGGGGGGGGGCCGGCGGCGG 

CGCGGCCTCGGCCTGTGTGACTGGCGGCGCCCGCGCAGCCTCGGGCTGGGAAGGGTACAA 

GATGACCAACGAAGAACCTCTTCCTAAAAAGGTCCGACTGAGTGAAACAGACTTNAAAGT 

TATGGCACGGGATGAGTTAATTCTGAGATGGAAACAATATGAAGCATATGTTCAAGCTTT 

GGAGGGAAAGTACACAGACCTTAATTCAAACGATGTGACTGGCTTAAGGGAATTCTTGAA 

GAAAAACTAAAGCAGCAACAGCAGGAATCTGCACGCAGGGAGAACATCCTTTGTCATTCC 

GGNTAGCAACCAAAGGAAACAGGAANATGCAAGAGTNCACCACTTCAAATTTCAGTACCT 

TNAAGGCAAAGTTTCAGCANCCCGAGTGTAAGCCCCAACTTGGNNATCAACAATTGTTNG 

GACCCCAAGCNGATTCAAACTTTGIflTTTTTTCCTTAAAAAATNAAAAG 

Sequence 4694 

CCCTTTCGAGCGGCCGCCCGGGCA GGTA C I I 1 1 1 I I I I I 1 1 1 1 1 1 1 1 1 1 1 1 I I NTTTTTT 

1 1 1 1 1 I I I 1 1 1 1 1 I 1 1 1 I 1 1 | NAAAAAAAANTTTTTTNNAAAAGGGNAAAAAA 
AA ANCCCNNAAMANAAA ANTTTNTTNAAAANNGNNAAAAAANGGGNNNAAAAATTTTNN 
NN I I I I I NTTT TNN Mill NCCNNNNNAAAANNNTTTTTNNNNTTTTTCCCNCNAAAAAA 
AAAAA NTTTTNCNNNAAAAAANCCCCNAANNNAAANCCNNNNCCCCNATNNGGGGGNTTT 
nil INTNN NAAAAAA AATTCNCNNCCNCCCCNAAANNTTTTTTNNNNCCNNNGGGGNNN 
NNAAAAANNl I I I I I I AAAAAATTNGNAANNNNAAAAAAAANTTTTTAAANACCCTNGGG 
GGGNTT 
Sequence 4695 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC 1 1 1 1 II I I I I I 1 1 II 1 1 1 1 1 I AAAAAAAANT 
1 1 1 1 1 1 I I NGGGNNN ANTTN AAANTTNAAAAAAANNTNCAAAANGGGNTTAAAAANCCNT 
NNTTNNNAANNNCNATTrTNCCNMCCNNGGGGTTTTTANAAAAAANGGGCNNNTTTNNT 
TAN NA AAN AAN NGGIWTTNTANTTTTTNCN AAAAAN N N NTTTTTN AATTTN AAAAANNAA 
NGGGGGGTNNATTTTTNAAAAAANTTNCNCCAAGTAAAAANCCCNAANNAGGGGNNTTNN 
NNNTNAAAAAAAAANNAATTTNNNGGNNNTTNAAAANTTTAAAAN I I I I 1 1 1 1 I I I NGGG 
GGGTTNNNNNTNANTTTNNTTTAAAAAGAACCCNTCCNGGTTTTNGNAAAAAAAAANNTT 
TTTAAGGGGGCNCNI^TTAAAAAGGGCCCCCCNNTNGGGGNAAACCCCAAAAAGGGGNNNC 
CCCGTTNN CCNCNTCAAAANNTTAAMNCCTTTTTTGGGGAAAAAANAACCCCTGGGGGT 

I CCCCGGGGGNTAAGNGGGGGAAAAAAAACC C 1 1 1 1 1 1 I ICCCCCG 

Sequence 4696 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAATAATCGAGGGGAGAGACCTGGTGGT 

TAACATGCAT TTAG GTAAAATGTCNGGAACAACTTTCTCTTATTAATACTATAAATCCAT 

CTCAAGCATATTTTA AAATA ATGAGAGATGGAGGAAACAATCTAGAANATAAAAGAAAAA 

GATGTGCATMCTTGTTTTCAGTTTCCCTGTTrATGACAGTTTGTCATTTGGCCGGGTTG 

GGGGATGGANCANGGAATAAGACATTGAAAAAGCTCATCCC 

Sequence 4697 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTACAGTTTTGGAGGCTAGAAATCTGAAATC 

AAGGTGTTGGCAGGACCATGCCCCCTCTGAAGCCTCTAAGTGGGGATCCTTCCATGCTTC 

TTCCAGCTTCTGGTAGCCTTAGGTGTTCCTTGGCTTGTGGTAGCCTCTCTCCAATCTATC 

CTCTGTCTTCCCCTGGCCACCCTTCTGCTGTGTCTGTGTCTTCTAATAAGGACATATTAT 

TTTAGATTAGAGTCTACCTMTCCAGTMGACATCATTTTAATTTGACTACATCTGCAAA 

GTCCCTATTTCTGAATAAGGTCACATTCATAAATATTGAGGATTGCGACCTCAACATATT 

TTTTGGTGGGACAGGATTCAACCCACGCCAGACTGTTTAGAGGACTGCTATCTGGTTAAT 

TCAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4698 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 I I I I 1 1 1 1 1 I 1 1 1 I N N 1 1 1 I 1 1 1 1 1 
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I I M I I I Mil I I I MM I MUM Ml M I I Ml I I N I I I MIN I I IN 1I I I 1 ) I I N 
TTTTTANMNNNCCCCCNCNNNNTTTTTNTTTTTT^ 

A NTTNNANAN ANGGGGGGGGGNTTTNTNNNTNTN6GCCNNCCCCCCNNNNAAAAAAAAAN 

TN ii I AAAAAAAANTNNGNGGGGGNGGGNNGGNNGTNNNNAAANAANNAAAGGAG 

G N N NG N ANT AAN AAAAAAAAN CCCCCCCCCCCC 
Sequence 4699 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I 1 1 1 1 1 I I I I 1 1 H M I I I NTTTTTCTT 

i m i i i u M II I 1 I I I M I II I M I I I 1 I M M M M M 1 NANNNGGGGGGGGGNNNNT 

TTTTTNNGGGGGGNCCCCCCCCCCCCCCCNAAAMNTTNCCCCCCCCCCCCCCCCCCNM 

AAAAAAAANGNNAAAAANNNNGGGGGNGGGGGGNTTNCCCCCCCCCGGGGGNNCNAGGGG 

GGNNAAAAAMCNNNAANCTTTTNNNGGGGGGNCCCCCCCCCCCCNAAAAAAANCCNCCC 

CCNGGGGGNNNNGGNNNCCCCNAANGGGGGGNAAAAAAAAAAAAANNAANNTNNNAGGGN 

GNNCNCNCCCCNTTCTCCCCNNNAAAAAAGGGGGGGGGNNAAAANCCCCCCCCTNNATAN 

CCCCCCCCCCCCTANAAAMNGGGGGGGGGGGm"GTTTTCCNNNTTNGGGGGGGGGGGGG 

NGGAAAAAAAGGGGGGNCCCCCCCC I I M M M I I NTNAAAAAAAAAAACNCCCCCNCNC 

CGGGGGGGGGGGGGGGGGTTATAANAAAAAAAAAAAAAAAAAA T 'l I 1 II I M I I INGGNG 

GGGGGGNGNGAAAAAAAAAAAAAAAAAAAAA I M M I M » I NGGG 

Sequence 4700 

CCCTTAGCGGCCGCCC GGGCAGGTAC I M M I M I I I I I I I II I M I M I I I M M M M 

I IMIIIM M I I I MM I M III I MM I MMMMMM I MM IMMMMMM 

i i ll 1 1 l l l l l l NTTTNNMNTTTNAAAAAAAAAAANTTNNAATTANAANAAAANTNNAT 

TAAAA AAAAAAAAAANNNTTTAANGNNAAAAAAAAAAAANGGGGGNNNCANNNCANNAAT 

TTTTTATAAAAATAATTAANTG N ATAAAAAAAAAANAATN AAN NGTGGTTNTTTAATAAA 

AMAGAAMNAANANAANGNNNGNATNNGAAGATTGAAMTANNNNTNTTTTTTATNTTN 

TTAANNNNANNNAAANANATGNAATGNNGNNNTNNNNNTANGTATTTAAATTNNATAAAA 

AAANNGNNGTGNNGGNNNAAAANTATAAANGNGNNNNNNTNGTGTTATNTTAATTA 

Sequence 4701 

GCCGCCCGGGCAGGTACAGGACAATAAAGACTACTCCTATCTGCGGAACAACTAGCTTTC 

TATTTAGTTCTAGATGTTGAAACTGACGATGGCTGACATAAAAGTCACATTTACAAAAAG 

TGTCTCCAAATGCTTGACTAGGGAAAAACCCCTTTCAATAGAGGAGCATGTGCAACAATT 

CCACMATAATCGCTATCCAGGGCMGGCACATTGATATGGMTTTTTGTTTTCGTGCAA 

ATTAAGGAAAAAAAACAAAACAAAACAACATTGTTTCGGGGAGAAAGATGAGGAGCAAAG 

TGTCTTCCCMGAATTTCAGTTACTTGATTGTATAGGACAGTAGTAGAACCCTTCTGAAG 

GGCTGAAAMCATAGTTTAAAGGCAAGTGCCTAGAGTAGGGATTACAATATTGTGTCTTA 

ATGCACTCTACTTTATCCTACATTAACTATATAAAAATTAGTTACTAACACTAGAACATG 

CAGAGAC TTTC TCTGATCAGCAGGGCTTGCCAACCAGAACGTATATATATGTATAGTATA 

GG AACCCTT TTGAATCNCATGGGMCCAMGGGGGCTTCCTTTCTGGTAAAAAATCCTTG 

CNCi MM I GGTTTNGGTCTGGGGTTTTGGGG I M M M I GGTTNGGTTTTGGGTTTTTT 

TNAAAAAAACANGACNTTNGGGGGGGCAAC ) M M M M 1 1 C 

Sequence 4702 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAGCAATAGCTTGCCTATTAGT 

CTGCTGAGCAGTCATGAATTrTATTGTATTTCTTGGGTAAGGACAGGCCAGAATGAGTGT 

CACCAGTGGGTAATTGAATCAACTTCTCACACATACTGAAGGCTTTATATGTCTCATGCA 

TACTTAGTGTATCATGMTATTTGGTATCTTTGTGGCTTTTCATATTTTTAGTGCTTC 

GMTATTTGGTATCTCTTGCTCCTTTCTATCTGTGGTCACACATACACGCTCTATTAACT 

TTGCCTAATAAGTCTCCTAGGTTACTAACTTACTTACCTAAATGTAACACAATGAATTCC 

AGCCTTCTCATTTGTTCTATACCAGAATGGGAAATTTCCCCAAATCAGAAAATCACA 

Sequence 4703 

GCGAATGGGCCCTCTANTGCAGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCG 
CCCTTACGTGGTCGC GGCCG AGGTC I M M M M M 1 M M M M M I NGGNI M M M I 
nTTTTTTTTTTTTTTTTTl I NGGGGNAAAAAAANNN I I M M M M M I TNNNCCCCCC 

! 
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CNNTTNNAAAAAAAAAANCNNGGGGGGGGGGGGGGGGG 
Sequence 4704 

NCCCTTAGCGGTGGTCGCGGCCGAGGNACCTTTTCTCTAATAGAAGGTATTATCCTTAAA 
ACAAACCTNTGCTTATCTTCTATACATTGGTTTACNACAGATGTATAGTATTCTCTCATT 
, TTTGTAAATAATTAAAAATCTGTATAAAAGGATAATTTATAATATGTTIMATATGAGGCCA 
GGTGCAGCGGCTCACANCTGTAATCCCANCACTTTGGTANGCCNANGCGGNTGGATCACG 
AGGTCAGGAGATCGAAACCATCTTGGCTAACGCAAGTGAAACCCTGTCTCTACTAA 
Sequence 4705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGGTGC 

ATTAACTGTCAAAAGCCACTGTGTCCTGAAGAAAAGCAAAGACATCTGGACAAAAAGCAA 

AGATTCCATAATATAAGGGGTCGGTGGACCGGTCGATGTATGTCTTGTTGCAGATCATCA 

AGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGAAT 

ATATGTTAGACTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACA 

GCTCAGAGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGAGCCC 

ATTACAATATTGTAACCTnTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACCTN 

GGCCGCGACCACGCTAAGGGCGAATTCCANCACACTGGCGGCCG 

Sequence 4706 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCACTACATTACAAAATAGTCTCTAACATA 

AAATTGCCTTAATAACTATACTATTATAGAATCTGATAAACCTTACATTATTAAATTGAT 

TATA AAATCTTCTTGGAMAACTTTGGTATGTATCTTCAGMGGTTTTTTAAAAATAATA 

TTTTAAGGGCCTGTAAGCATTCCATTCTATTAAAGCACAGCAGAATAAGTAATGGATATT 

CAACTGCATACAGAATATAGACTCAAAAAAACAATTTATTATGTATTTGTAGAAAATCAT 

TACCAGAGTAAGCAAAAMACCMCTATTTAAAAGTATCAMCTTTrAAACAGTTCTTTT 

TCCATTCTGATAAAAAATGTTATAAAATCACCATACTCCATTCATGTACCTGCCCGGGCG 
GCCGCTCGA 

Sequence 4707 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I GAAAGA 

NATGGGGGTCTTACTATGTTGGCTAAGCTGGTCTCAAACTCCTTGCCTCAGGTAATCCTT 

CTGCCTCAGCCTCCCAAAGTGCTGANATTACAGGCNTGAGCCACCATGCCCGACTTCCCT 

TTGTGTAAAATGAGATAATATGTATGTCACAGAATTGTTTTAAGGATGATAAAGGACTAA 

GTGAGATAATGTA GGTGA AGTTTAGTTTGATGCCTGGCTCATAGTTAAGTGCTGAATTAT 

GMTA GTAA ATNTATTTTTCTMCTCCNNMCCTTCTTTCTTTACAGATTTNTAAGCNTT 

CTGTCTTTTNTAGGGGGTTAAGAAGTCATAAACCAAAATTACACTTTTCCTCTGCTAGGN 

TTGCTCCCTTTCCTCTTCTTGACAGTCTGATGGGGAAACAAAGGCACACATTAAGAGCCT 

AGTTCCAANTTGTCCAANATCCTGGAGAAGGAAGGGNATATGGGA 

Sequence 4708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I I 1 1 1 I I I I 1 1 I I II I I 1 1 I 1 1 I 1 1 AA 

GCCTATTTANACTTCTNTGATTGAGGGTTCTAATTTAAATTATAGATATATACTGGGCAC 

AGTGGCTCACNCCTATAATCCCANCACTTTGGGANACTGAGGCATGAAAATCGCTTGAAC 

CTGGGAGGNGGAGGCTNTAGTGAGCCAANATCGTGCCACTTACAGCCTNAAACTTCCGGA 

CTCAGGCMTCCTCCCATAMCTGTGATTAATTCCTTTCTGGTTATTTTTTCCTTTTTTT 

1 1 1 1 1 IAATTA 

Sequence 4709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAAAGAATTCACACTGGAGAGAAGCCGTA 

TGAATGTGAGGACTGTGGGAAAGCCTTCAGTCATCCCACGACCTTTCATAGACATAAAAT 

TACCCA CACC GCAGAGAAACCTTATGAATGTCAGGAATGTGGGGAAGCCTTCCGTTATCC 

TGTTGCTTTTCGTAGACATAAAATTACCCACACTGCAGAGAAACTTTGAGTGTAAGGAAT 

GTGGGAAAGCCTTCTGTTATCACAGTTCCCTTCAAAGACATGAAAGGACTCATAACGGAG 

AAAAGTTGTGTGGATATAAAAAATGTAAAGCCGGCTGGGTGCGGTAGCTGACGCCTGTAA 

TCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCATGANGTCAAGAGATTGAGACCATCA 

TGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACAAAAATT 
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Sequence 4710 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGAC 

CGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGCAGTATCCGGTNATGTTACA 

ACCGATACCGGCNCGGGAAAGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAAC 

GGAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGTTAA 

ACAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAA 

TAGACTCATTCCTTATGATTGGGAAATTTTACCTAAATCTTCCCTTTCACCCTCTCAGTA 

TCTACAGTTTAAAACCTGGT 

Sequence 4711 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATGACTGAGATGATATCAATTTAAGGCAGGA 

TCATGTATT GTGTCTG TTATGATTGGCTATTAGAAAAAGGAAAAAATCTGGCAGACACAA 

TCTGTATTTGi u 1 1 I ATTGCTGCCTAACAAATTATTACATACATAGCAGCTTAAAACAA 

CACCATTGATTATTTGTAGATCANAAGTCCTGGTGTAGGTTAGATGGCTTCTCTGATTAG 

GATGTCTTCAGGTTGAATCAAGGTGTCACCTGAGACTGTGATCTCTGAGGCTTTGGGATC 

CTCTTCCAAGATCACTGGTTCTTGGCAGAATTCAGTTCCTTGTGGCTACAGGGCTGAAGT 

CCCCATTT 

Sequence 4712 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTATGGGCACAGATAGCTAAAGTAAACATTT 

CACAGAACAAGTGATACCTGCCCTTCTCAGTGTGATGGAGTGTGATGTATTTATTGAGTA 

GCAGCATAGGGTAGTGGCTAAGAACCTAAACTCTAAATTTAGATGTCCTGAGTTCAAATC 

C CAGCTG TATGCTCACCAGCCTTGTATGTGGGGCCAGTTAATTAACCTCTTTGTGTTTTA 

Ci i i 1 1 1 CAGTTGTGAAGTGTGGATAATAATGGTACCTGCCCGGGCGGCCGCTCGAAAGG 

G 

Sequence 4713 

CCCTTCGAGCG GCCGC CCGGGCAGGTAC 1 1 1 1 1 I I I I 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 AG 
G MTTCC TTTCATTTTTATTTGATAAGCCAAAAATGCAAATCTGATTTAAATTCAAGACA 
MGTTTTAAAAATCATTCTCAACACTACAGAAAAAAAGCCAGTAACTATACAAATACTCA 
CTATAAAGCG ATG AAGTCCATAG N ACTTTN 1 1 1 1 1 I I I II 1 1 I 1 1 1 1 I I 1 1 1 1 NGG 
Sequence 471 4 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTCTCCTGCTGTCTAGCTAAGCAGCCCAC 

ACAGGACAGMATGGGTAGCACTGAGGMTGATCANATTATTTTTCTATCCCCAATATTT 

CTGCCC CCTNCC TAAGCCCTGACCCAACCCTATNTTAATAATCACCGAATGGTTAGTACT 

GCAT TGCi I l 1 1 AT AMGTA CAAAATAMGATTTATTTTTAAACAAGTGACTTTGGTTTA 

TTTTATACATTACACTTTTTNTTGCAGAAAAAAATAAAATTG 

Sequence 471 5 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACCCAACAGAAATGAAATGACCACCTCAT 

AAAAATACTGCACTCCCATGTTTAATGCAGAATTAGTCACAATAACCAAGATATGGAAAC 

A ATCTA GGTGTCCATCAATGGACAAATGAATAAGGAAGCTGTGGTATATATACAATGGAA 

TATTTTATTCAGCCTTAAAAAAGAGGAACTCCTGCCATTTGTCCCTGCATGGATGGACCT 

GGAGGGCATT ACACTAA GTGAATTAAGTCAGACACAAAACATATTGCATAGTCTTACTTA 

CATGTGGAATCi nil I AAAAGGTCAAATATATAGAGAATAAAACAGTGGTTACCAAGAC 

CAGAGTTATGGGGCAGGGGAATGGGAAGAAGTAGGTCAAAGGACACTGAGTATCCCTAAT 

TGATTTGCAGATTCAATCTAATTCCTAACAAAATTCCAACCGCC I I I I I I II I GCGCAAA 

AATATAAAAGCTAATTCTAAAATTCANGCTAGGCATGGGGGGTNNAATNCTGAATCCCCA 
CAN 

Sequence 471 6 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGAGGATCCGGAGCAGACGCCTCGGGATTT 

AT CA GC GATGCTGGTTAGTATTCAAGAAAGCTTCAAGCAAAGGTCCAAAAAGACTGGAGA 

MTTTTCTGATGAACGTGCTGCATATTTCAGGTGTTATCATAAGGTTACAGAACTCAATA 

ATGTGAAGAACGTAGCTCGATTGCCAAAAAGCACCAAGAAACATGCCATAGGGATTTATT 

TCAATGACCATACCTCCAAGACTTTTGGTTGCGAATCAAATCTTGAGGCTGATGAGTGGT 



# 
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GCAAAGTACCTNGGCCCGCGACCACGCTAAGGG 
Sequence 4717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I I I I II I I I I I I I I I I I I I I I I I I NANTT 

"I 1 1 I I I II I I I I I I I I I I I I I I I I 1 1 I I 1 1 I I 1 1 I j NNANNAGNNNGNNCNC 

GGAGNGCTTTTNAAAAAAAAAANCCCTTNNGANNNNNNANAAAAANGAGNGGAAAAAAAA 
ANAAAAAAAAAAANCNGGGGGGGGGNACCCCCCCCCCCCCCGNGGGNNNTTNNTNNANNA 
ACCNCCCCCCCAAAAAAA 
Sequence 4718 

CGAGCGGCCCGCCAGTGTGATGGATATCTTGCAGAATTCGCCCTTTCGAGCGGCCGCCCG 

GGCAGGTACAACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTG 

ACCAGGGAAGTCACCCCACGGNTATGGGGAAATTAACCCGAGGCTTAGCTTTCATTATCA 

CNGTCTCCCAGGGTGTGCTTGTCAAAAAGATATTCCGCCAGNGCCANGATTCGGGCGCTC 

CCATCTTGCNGCAAGGTTGNNNCACGGTGGTGNACCCCMTTTCTTTTGATGGCCTTTNA 

CCTTGCTCAATTCAGGGTAAATGGGTCNTCCAATGNAAAATCACAACAAAATGGGGGGGN 
CA 

Sequence 4719 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCTNCATTTGCCTMTTTTTGCCATTCTCATAA 

TGTGGCAATTGTTCAATTTTGCATTTCTTCCATTTTATTTTTTTGC^^ 

mGGTTAGCTTTGCCAGTTCTGCCTATTATATTAATCTCCCAGMTCAGCTTTTAGm 

TGTTAAATCTCTGACATGTTTCGTTGATTCCTGCTTTCATCTTAAACATTTCTTCGTTGT 

TMTTTGTGTTTGCTATAAAATAAGCAACATCTTAMTGCTTGATTTGCTTTCGATGTTT 

ATTCTGTAATMGATATTTAAAGATATAATTTTTTCCCTAMTGCm 

TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGAGCTGAGAACACGATGATGAGCACAACAC 

AGTTCTTCCCTTTGGAAACATAGATAAGTGGAGGGAATGTCATCACAAATGTAAAACTTC 

ACTATGAGATGAGTTCC CGTGAT AGGATTTTCTTAGGGAAACCCTGAGAAAGAGTTGAGA 

CTAMGGTATGTGTCATATTTTTTCACAAGGGCAAAACCTGGGGGGAATGACCGTATACA 

GAGGGCTTGG GCCT AGMAAAMGATACCCGTTAGTTCCACTTTACTTTTTGNAGACAGG 

TTTTGGCTTGGTTTT 

Sequence 4721 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATCTCACAAGTTAGTCCACTCATTG 

T AGTC TTGGCTATACTTTATCATCCAAAAATTCATCAACATTCTGGTGAATGGACGGCAT 

CTTTTGAGGGTTGATTGTATTCTATGTCATrTAMGGGATTCAGGMGAATGCTTTCATG 

GGATTCATATGCCATCCTGMTTAGMGTTTMGTTTTATTCCTAAAGATTCTCCTCACT 

CTGACATTCTCTTAGCCAATAATTCTTTAAMTTTTTCAATCCTGGTCAGGCACGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGGTCAGGAGA 

TTCAGACCATCCTGGCTAACACGGTGAAACCCCGTCTTTACTAAAAATACAAAAAATTAA 

CCGGGCATGGGGGGGGGCGCCTGTANTCCCANCTACCTGGGAGGCTGANGCAGGAAATGG 

NGNGAATTCAGGAGGCAAACTTGCATGAACCNAAACGNCCCCTGNCCTCCACCTGGGCAC 

AGGGCANACTCCTNTCCAAAAAAAAAA 

Sequence 4722 

CCCTTAGCGTGGTCGCGGCCCGANGTACTC I I I I I H I I I AACACTGTCTTTGGTTTTGG 
TGTCAGGGTMTACAGGCTTCATAAMGTGTTAAAAAMTGTTCCCTTTCTATTTTCTAG 
MGGGACTATGTAGCATTGGTATTMTTCTTTAAATGTTAGGTAGAATTATCCAGTGAAG 
CCATCTGACCTGTAAATTTATTTTTTGGGGMGTTTAAMT^ 

ATAGTTAAAAGGCTATTCAAATTATGCATTCCTATTAAGTTGAGGNAATTCTACT7TCAA 

GGATTGG TCCC TTCATCTAAGTTGTCCAAGGATGTGTTAANAGCTGTCCATAATGGCCCC 

TTATTNT CTTT TNGATATCTGCAGGATCTGNANNGATGTTCTGGGTTCCCCTTCTGACGT 

GGGGGATTTTGGCTTTNGG 

Sequence 4723 
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CCCTTGAGCGGCCGCCCGGGCAGGTACCTTTTTCAGTAATCAATAGACCAGTTAGAACAC 

CTCAGCCAAAMTAGCAGAATATAAATTATTTTTGAGCTCTCACAGAACTTTGCTGAGAT 

ACATTATAACCTGGGCCATAAAACAAACCTCAACCAATTAATACAGTTGAAACCAGAGTG 

TGCTCTCTGACCACAGTAGAATCAAACTATTAATTAGTAATATAATAATGAAAATCTCCA 

CACTCTTAAAAATAMCAACATGCTTTTAAATTATCCATGATTAGGGAAGAAGTCTCAAG 

AGGGAAAGAAACATAGAACTGAGTGTAAAGGAAAATNCGACATCAAAATATGTGGAATGN 

GGCTAAAGCAGTCCTNAGACGGAAATCTGTTGCACTAAAAACTGAAAGAAAGGATGGNTT 

CAAGTNATACCTAAAGGGCTAAACTCAAGAAACTAGATNGGGAAAAAAGGCNGAATAAAT 

GCNAAGTTAGAAGAAGGGAA 

Sequence 4724 

CC CTTAG CGTGGTCGCGGCCGAGGTACCCTCNNTGAANTAGAAAAAGGCCTTTATTTGTA 

TCATTTTATGTTAAATACTGGNTAGNTACTGGTATNGATAANATCTGGGCANNANACAAC 

TMCCANATATGCATTTTNACANTATATTCANATTNCCCATAANACTTGGCAATGTGTAT 

TACCAGTGAAAATCTAAAGTTTCTACTTGGGAAGGAATACCCAATGATGGGTAATCCTTC 

ATTCTGAGMCACAGTCAGAATATCTTGGAGCTACCAACATTGTGCTTGGNTCTTAATGC 

CMGTTNTCAAGGGNTGGGGATGNGCTAAAAACACTTTTAANNAATNNATCNGCGANCCA 

TTCTTACACGTTTGNTrNTTCTTTATTCTTCNTTNGTTCTTTCCTTT 

CTCTTTAAMACCCCTCTTTGGMCTAAGGGTMCAAATGATTCCTGGNCATMTTTTAC 

CTATTCTTGTCAATACCAGATTTTAAAAATT 

Sequence 4725 

CAGCNTGCTCGACGGCCGCCAGTGTGATGGATTATCTGCAGAATTCGCCCCTTAGCGTGG 

TCGCGGCCGAGGTCGAATTAAAGACCGCAATAAACTTTCTNCCAGAGGAACGCCGGAAGT 

TGTTTGAGCAAGAGGTGGCTCAACGGGAGGCTCAGAACAACAGCAACAGATGCAGACCTG 

GGAATGACATCACCACTGCCCTATGACTCTCTTGGTTATAATGCCCCGCATCATCCCTTT 

GCTGGTTACCCACCAGGTTATCCCATGCAGGCCTATGTGGATCCCAGCAACCCTAATGCT 

GGAAAGGTGCTCCTGCCCACACCCAGCATGGACCCAGTGTGTTCTCCTGCTCCTTATGAT 

CATGCTCAGCCCTTGGTGGGACATTCTACAGACCCCTTTCTGCCCCTCCACCAGT 

Sequence 4726 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I 1 I I I I M I I M 1 1 I I 1 1 I I 11 I I 1 I I 1 NNANT 
Ml M IIMIIIII Mill II II I IIMM l lllll l l I I IM I H I I I | | ll l lll ll I 
TTTAAAAAA AAAAAAANAI I I I I I I I NNAAAAATTNTTAAANAAAANGNGGGNAAAAAAA 
AA AAAAA AN) II I I I I I I I N GNAAA AAAAAAAAN llllllll NTNTNAAANAACCATTNN 
AMTTTTNCCTTAMANANNTTTTTNTGAN 

AAAAANGGATNTNTTTNTTAAAAAAAAAAAAMATTTTTNTTANAAAMAN 
NAAAAANAANNGGGGGGNNANCC I I I I I I I I I CTTTTTTNAGNAANNAGTGGGTANAAGG 
NAAAAAANGGNTCNTGGGGCATTGGGATTG I I llllllll I AGAAAAAAAAAAANNTANN 
CNNCCCCCCCNAAAAAAAMAAAAAGGGCCCGGTNTTNTNGNTGAAANNTTTNANNGAAA 
AGGGGGGGGGCCCCCCCNTTN / I I J I J 1 1 J J CCACCANAANAAACNTNNAAANAATNTTT 
TTNTAAAAMGGGGNGANGGGGCCCCNAAAAAAAAAMNMCNCNCCCACTTNTTTTNAA 
AAAAAAAAAAAAAAAMAAMAACCNTNNNGNCNNNNNNNNCNNTNGGGGNGNNATTTTT 
TTT 

Sequence 4727 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGGATCCTGTGACTTTGNAACCANACTNNTT 

CCTTTCNMCACANAGGAGGANTNNTNGCTTCATCTGACTTTATTCAAAANTANTTATGT 

ATTGGCCTAMTTA TNNGN GCAMNTTTGAMTGNTNTTNATTTAAATATTNGAAATANC 

GCAAAGTCATGGAGTTTTTAAAAATTGTTATAATTAAGTAAAANTAAANCTGAATNGTGT 

CNAANTNNANAANGNGNANACAATCCCTGAGGATGTGTGTNGGAGCTCCTAATAGCTTGG 

GN NMGG CTATTAACCGTATTAGCTTTAMTGGGTGGTCCCTGCMCCTCTTGTTTCAAA 

GMTTTTCTCCAAMCTTGAMGNTCATCAGGGTTCCANCTGGGCCTGCATTTTCAANGN 

NGNCACTTTTAANCNGAAACNGTTGGG 

Sequence 4728 
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CCCTTTCGAGCGG CCGCCCGGGCAGGTACTTNNTTNTTTTNf I I I I 1 1 1 I 1 I II IA TTTT 
TTTTmNTTTTTTNNTNNTTNTNNNTNNTACNTTNNANTN 

TTACAACCAACAAAAGTGAATCAATANGTTTACAAATGGTCCATGGCACTACAATTAAAA 
TAAAAMTATCMMGGTCACAGGATCTTANGTAAAGTTTACTGACMTTTCATAAATAT 
^£^^^AMATTTCAAMTTTG N AMCTTAMTTTGCCTCATTTTAACATTTTTG AAAA 
Ainu I AAAMTTTACAATGGTTAATTTTTCTCCCCTCTTGGGTATAGTAAACCAATAT 
T 

Sequence 4729 

CCCTNAGCGNGGTCGCGGCCGANGTACTTCCT^rITTCTTTTCACTTNATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCANAAGAACAGNAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTCATANGCATCCCCTGAACAAAGTGGGNGTCTCTAAAGTTCTA 

TTAACANNACTCAATNNCTAANCACCTNGTAACCAGGAAAAATATTCCCNTNTGGGTCCT 

NNTTCCTTTACATTCCATGNAGTCGGAGAAANGNGAAGGGAATT 

Sequence 4730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTNTNNNCCTAACCCCTTGGNNAGCCTNNGN 

NNGANGATNNCTCGNNATCACNAGTNAGNNACCNGNCNNNNCANCANNCGGNGCCNNATG 

N NNAC NAANGNTCNTAAAAATNTCNCNGGGTGNGNGNGGGCNCACGGAGATNTACTAGGA 

CTTTTACCAGGCTCCAGANGNATGNAGGCCATNTTACCANAGGGTCAGAGGATNCCANAT 

GGAGGATNTACAACTNTNANTTTCNCTCAGAATGTATGAGGAAACCCTGCCCCTCCTTGA 

GTGTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAATTCCAG 

CACACTGGC 

Sequence 4731 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCTTGAATGAAGGACTGTGGCTGGATTGGCCTTT 

TAGTTTGCCCCCTACATTAGGCCCCAAATTTTCTTACCCTGAGGTGCTGATATCTGTATG 

GATGAGTTATTTGTCACTAMGTTATGAGTTGTGCCTAAAAGTTAAAACTGTTGACTGTA 

TTATGTMTGATCAGTATTTCAGTTGGGAAGATATTTTAGAGTCTAGATMTTATGTTTG 

TATATTGAAAAAATGGTGGCCAGTTTTTMGTTCCTTAATAGAAGAGAATTATGTCTCAG 

CAC ATATM CAGTMTGCTMTTTATTGAAACTACTGCTGTTAGAGCACTTCTTATTCAT 

TGTCTTTTAGTGAAATTATGGCGTAACACTTTGTCAGAGAGGAGGCTATATAATTTGGAG 

CG 

Sequence 4732 

GGCCGNCCGG GCAGG TACCTCATTGGCTAAAGCTAGTTACGTGGACAAGCAAAATTCAGT 

GTAGAAAGAGATTTTTACAAGGGTGNGAATACCAGGATGCATGGCTTATTGTAGGCCACC 

AAAGAAACAGCATACCNCAGCTATTNAATATGTATTTCACCAGTATNCCACANNTATNTA 

ATGNGTATTNNANCAGNATACCACATCTATTNMTGTGTNTTTNANCAGANTACCACNNN 

TATNNANNGNGNATNTCANCACNATACNACANNTATGGNNTGNGNATTTNNANAGNATAC 

CACNNCNNTTNNATGAGTNTNNCATNNCTNTNCCGCNGGTNTTTAANGNGGGNTAAANCN 

ATCTNCCNNACCTATTTAATGTGTNTrn*CAGNACTNTGCCCCMCTATTTAATGTGTATT 

GTCATAGCTATGCCCAGCTATTTMTGTGTATTTCAGCAGTATGCCACAGCTATTTAATG 

TGTATTTCMCANTNTGCCACAGCTATTTAATATGTATTTCAAAAATGCAGGCAGCCTTG 

CTTTGCATGGNAATGNGGAGCCNTAAAAATGACCATTGCTGCTGAAACTCTGCCAMGCA 

ATGGTMTCATCAGTGMGGGAMTTTATTATTCTGGGACCTTTNCATTTTTTGNGAA 

Sequence 4733 

CCCTTAGCGTGGTCG CGGCCGAGGTAC I I M I I II II I I I I 1 1 I I I I I I I ICU I I 1 1 II 
» I M 1 1 I I I I 1 1 I M I IN I I n I INTG I I I I I I I I I CACTTTN I 1 1 I I I I I I I I I I I CNT 
Tl I I 1 1 I I I I 1 1 I ATTTTTCTTTCANCCCNNCNCNCCCG 
NCNAC ATNTT TGGTTTTTTTNGATATTTTTATTTTAGGNGGGGGNTATTNAT 
AGTNTNTTTTAAAANNGGGCCCTNTTTTT^ 

TTNAAAAAAGNG I II I I I I I I I I AANACACTGGGGGCTTTTACACCNCCCAAAAAAAA 
Sequence 4734 
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CGCGTCCGGCCTGANNNCGTNGGCGCAGCGGGCCTAGCCTAGTCAACATGCCGGTCGCCA 

GAAGCTGGGTTTGTCGCAAAACCTATGTGACCCCACGGAGACCCTTCGAGAAATCGCGTC 

TCGACCAGGAGCTAAAGTTGATTGGAGAGTATGGGCTCCGGAACAAACGTGAGGTGTGGA 

GGGTCAAATTTACCCTGGCGAAGATTCGTAAGGCTGCCCGGGAGCTGTTGACGCTGGACG 

AGAAGGATCCTCGGCGTCTGTTTGAAGGCMCGCTCTGCTGAGACGACTTGTTCGAATTG 

GGGTGCTGGATGAGGGCAAGATGAAGCTGGATTACATTCTGGGCCTGAAGATTGAGGATT 

TCTTGGAGAGAAGGCTGCAGACCCAGGTCTTTAAGCTGGGCCTGGCCAAATCTATTCACC 

ATGCCCGTGTGCTCATCCGCCAACGTCACATCAGGGTCCGCAAGCAGGTGGTGAACATTC 

CATCTTTTCATTGTTCGCCTGGACTCTCAGMGCACATTGACTTCTTCCTTNCGlvrrCTNC 

TTATGGTGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCACACCTTCCCTGAACCTG 

AAAACATAAAATGAATGCCAATTGGTGGTGGTAA 

Sequence 4735 

CGGGCAGGTACCTCACAAGTTCAMTTATTGTTTTTTGGGGAAATGTAAAGGAATATAGT 

AA7ATTGAAGACTGTTTCCAGCMCTTGACTTTGTGAMMTGATTTCTTCTTTGAACAG 

ATTTATAAAACCTTAAACATCCATGTGACGTTGGTTGGCATTGAAATATGGACACATGAA 

GATAAMTAGMCTATATTCAAATATAGAAACTACCTTATTGCGTTTTTCATTTTGGCAA 

GAAM GATCC TTAMACACGGAAGGATTTTGATCATGTTGTATTACTCAGGTTGGTGATT 

GCTCTATTTTCTTGCATACCTTTG 

Sequence 4736 

CCCTTAGCGTG GTCGC GGCCGANGTACANCCANTTCCCTAATAGATACCCCCATTCGTCA 

AAAATGGGCACATTTTAAAAATNGCTTTTCCCTTTTC ) I 1 1 1 1 1 1 I I AAAAAATAANAAG 

TMTTGNGMTNrTATNTAAAACCATTTGTAMTATGTNGTTTNTTACTATTNAATAGTAT 

GMAGTAMCANAAAAAAGAATTTTTAGACTTACATCATNNGCTCCATCTACTTTTGGTA 

AATTTACATCCTCATCACCACCCATGTNGTTNATCATCTATTNGAAGNGNAAAAATTANT 

TTNAAAAATGANGCTAAGTTAGGCCCTAATTATTAATGCTGTNNGCTTCAAAANAAACCT 

TMGTCTGCCACAGATTTAAAAMATGCAAMTGCAAATATAAACATTTTTCCNTTNNGG 

AAAAGGAAAATTATAGGTAATTATACAAAATCCTAAAAACCCATATGGAAATTAAAACTA 

AATTTTCCCT 

Sequence 4737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTCTCCTCAGMGMCTTTTCAGTTATT 

TAtATTTACTMGAATGGCTCTACTTTCCACCCCCAACTCCATTTTAATCCATTCTGAAT 

TTAAACCATTGTTAMCTTTATTTTTMATTATGMTGGTAMGGAGCATTTCAAAATCA 

TCTCAATAMCGATCTTTAAAAACATGAGCTTMCTTCMTTGCTTGACATGCCCTTTGG 

CTCCTTTTCTTTGGGTCAAGATCCCGAAGATCTTGTTTCACACCAACACTCTCCATTCAT 

ACCTGCAAGTGAAAAGTGCCTCAACTTGACACCTTATACAGGTACCTCGGCCGCGACCAC 

GCTAAGGGCGAATTCCAAGCACACTGGCCG 

Sequence 4738 

ATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAATAAAA 

GMTNNGAGAAGAGTGGTCAAAMTAGTCTATCTATCTTGAMCCTTTMGCGCTTTNNT 

NTNCAGGATATGGCACAAATTTAATAATTATAACATTNAAAAAATAAACAACAACGCTGA 

CATCACTACATATTAAAAGCTGTGGTGTGTGGGAAAAGNGGCATCCNATGCNAAATTTCA 

GGCATGAAAGTATTTATCAGAAACTTATAAAAACTGAAAGTAAGTGACCTAAGTCTTCAG 

CTTAA AGATANAAATGATTAAAACNGANCATCAAAAGTNTATNTGAACAATTTAAGCNAA 

TTTTTATACTNCAAAAATGATCAGATATANACNAGCTTGATTAAGATAAGATGGATGACC 

CTNGTTAAATTANCATTAAAAAATGMNTATNMCNACCCAGTTAGACCTTTTAANAAAT 

G CNCAAA ACCTATTGTGCAAAGGTTTATACCACTNTGTTTNTGGATGAGATATTNCATGG 

Gu I I I rGTGGNAATTCNNGATAATTTAAACCCGATTNCNAAGNNANTTAAAAANTNTTC 

CNACTTATTTCCCNGGGANNTNGATCCCCCTAAAAAGAAAGTTC 

Sequence 4739 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I I I I I I I I I I I I I I 1 M 1 1 1 I 1 I NNi 1 1 1 I 1 
MINI MM I M I Ml I MM MMI I I II Ml MM I II II III I Mill 1 M 111 M 
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n I M l l l i i u I I n M I I I I I I M 1 GGGGGGGGGGGNANAAAAAAAAAAAANAANNAN 
TNATNi i i i n i i i i i i AAAAAAAAAAAAAANAANNATNNAAGAANAAAACAAAAANATT 
i I I I l I NNAAAAAMTAAGAAAMNAGANATTTTTTTNCCNCNCCCCCNAAAANGGANNN 
NNANNTN NTTCCC CCNATAAAAAAAANGAAAANNNNATNTAANNNATNAAAAAAAAAAAA 
AAAAAAAN i I i I I CGANAAAAANACNANGNGATAGGGAGGGAAAAAAANAAAAAAAAAAA 
AAAAAAAAhfTNCNCCCTTNTTTTTTT 

GGANGNAGAAAAAAAAAAAAAAAAAAANNNNTNNNATNNNTNATNGGNANANNAAAGGGG 
NNNNGGNATNCNCCCCCCCCNGGNAGGATNGGNGNMNTMTTNTATTAAATTTTTTGAN 
NGNAANNAAAAAAAANAAGTAANANN I I 1 1 I I I I I I I 1 I I I NTTATAAAAAAAAAAAAAA 
AAAA 

Sequence 4740 

CCCTCGAGCGGCCGNCCGGGCAGGTACCCAGACATGCTCAAAATGTGCTTTCCCTTATCT 
TTCAAAACCCACCACCAGGAAACCAAAACGGACCCCACTCTGAGAGTTCCATGATGAAGG 
TGT TTMNMTCACATTM CCCCMGTTAMGGCAGTAGATGAAATTTATCCATTTCTTT 
TTTCTTTTn I I I I U M 1 AAGTGAGACTACATTTGGGCAAATGGGGAAAATNACTACCC 
NTCATTTTG G ATTAC AAAAAAATG GTTTTAATT AATCCTTCCTCTTGG AAATT ATTGTTC 
CNGGCCCNAGCGTGGATNCCTTTATGCCTGNCATTNCCANNCNCTTTTNGGGANGGNNAA 
NGGCAGAAAAGAATCTGTTTGMCCCCCMGGMNTTTTAANACCTANGCCTTGGGNCAA 
NCNTAGTANAGAACCCCCCANTTNTTTTGN I I I M I I I I AAAAAAA 
Sequence 4741 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAGAAACAGAATTGGCAAATGTTCAGTTGA 

CMTTATGAAAGCTGGATAAACAAATACCTGCAGGGTTTATTTTTACTACTTTTCTACTA 

TTGAATATATCTG ATATTTATATMTAMMGTTTAAGTTACCAAAATCTCTTCACTGTC 

i m 1 1 i i i M I I I IGAGATTTCTCCTACTCACCTCAAACCCTCTAAGACTGCCAAAAGCT 

ACGCCACMTCAMTTCTGCAGGTTCTTTCAAATATCATTTCACTTAGCTCTTCTACAAT 

AAAGCCTCACTACTCAA AGTATG GTCCTTAGAATAGCGTCATCATAATTGTTTGGAATGC 

TATTAGMAMTAAAATGTTTTTCTTCTGATMTTGAAAATGTTCCTCTTCAMGCATTT 

TACCAAAGAAGACAGTCAAATAACCAATAAACATATAGAAAAGTGTTCAAGTTAATTCTT 

GGCAGGGAAATGCAAATTATAACCCCCAAAGAGGGTCTTCTGCCATNCNCCCAGAATGGG 
TTAAAATGA 

Sequence 4742 

ACTTTTTTTT l I M I I I I I I I I I I NGG GGGGGGI I M I I I II I II I I I I I I I M I I I I 1 1 
i i I I i i i M l I II I I I I I I I I I I 1 1 I M I M M I I I I I I AAAAAAAAAAAAAAAAANNNT 
"in I I NAAAAAAAAA AAAAAAANGGNNNNNNN I I I I I I I I II NGANAAAAAA 

AA AAAAAAANI I U I I I I I I M I NCCAANCNCCCNAAAAN I I M M I I I I I AAAAAAAGG 

GGGGGGGGGGGGNNAAAAAAAAAAAANNNGGGGGGGGGGNNNCCCCCGGGNANNNNANNA 

AAAAAAAAGNNTGTNTNAAGGAAAGNNNNTTTTTTT 

Sequence 4743 

TGCTC GACGGCCGCCAGTGTGA TGGTATATCTGCAGAATTCGCCCTTGGCCGCCCGGGCA 

GGTACI I I I II I I I I I I I I ITTTTGGG I I I I II I I I I I I I I I I I U I M I I I I M I I I I I 

i M 1 1 i i i i I II I I I | | | NGNAAAAAA AAAA AAA I I I I I I 1 1 1 1 II NNGGGGGGGGGGGG 

GNNAAMNTNNAMMNNNNNAANNTTTTTTTNGGGGGGGGNCCCCN^^^TTNAAAAANGN 

NNNNTTT NNAAAAA NNCNGGGGGGGGGGGGGNNCNNNNN I I I I I I I I I I I NAAAAAAAAA 

NNGGGNNI 1 1 I I I I I I I I I I NAANNNGGGNN I I I I I I I I I 1 1 I NCCNGGGN I I I I 1 1 I I I 

T IIIIMI I I 

Sequence 4744 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAAGGATCAATACCCTATGTGAGTTGCAATA 

TACACAGAAAGCATAGCAAGGAAAAATTTCCTGGAGTAATTGGTGTCAGTGTCCAGAGCA 

GGATTCGTTCAGCCTCCTGAGTTGTCCTCTTCAGCATCCCCCAGGTCCGGGGCTTGTGTC 

ATCTGTGGAAGCTGCTTTGTTCAGGGCTGCGGGTACCTGCCCGGGCGGCCGCTCGAAAGG 

GCGAATTCCAAN 
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Sequence 4745 

CCCTTANCGTGGTCGCGGCCGAAGTAC I 1 I U 1 1 I I I I I I N I 1 I I I I I GNNGGGGGGNN 
N NANNA AAAAAAAAAAA 11 1 I II II I I 1 I 11 I CCNANCANGG 1 I 1 J J I I 1 I NNCCCCCCA 
NTTTTTNNCCNNNGTTCCNGGGNTAC^ 

AACCNCTTNTGNANNCCNTTTGGNCCCCCCCAAANAAANAAAAAAAAAANNAANNTGGNC 

NCCT TTAM AGGNTTTNGCCNNNNTTTTTTTAAAAAGGGNCCNCCCCCCGGGGGNNAM^ 

TTAANTTTTCCCNTTNGAAAAACCNAAAA I I 1 1 1 I 1 1 1 I CCCCNGGGGGNCNNTTNAAAA 

AAAANATTGGTTCCCCNAAAAAATN I I I I I I I I I AAAAAAANCCAAAACCTTTTTAATTG 

TNNMCAGGNNTTTCCCCNAAAACCTGGNAAAGGGCCCCTTNCANTTTAGGCCCGGAACC 

CNCCNGGGAAATTCCNCCCNCCCMTNTTCCNCNTGGGNANANNAATTTTTTTNNCCCCC 

CAAAAAAAAAAAAAAAAANGGGGTTTAANNAAAAAANAGGTTNTNNAAAAANAAAATANC 

TTTTGTTTGGGGCCCCAAMNGGGCNNNGGGGNGNCCCCCNTTTTTCTTAAAAAAAAAAA 

AAGGNTTGGGGNTNTTNGCCCCCCCC 

Sequence 4746 

CCTTAGCGTGGTC GCGGCCGAGGTC I 1 I I I I 1 I I I 1 1 II I I I I I I 1 I I GGGG I 1 I 1 1 1 I 1 

M 1 1 1 1 I I I I I I I 1 1 NGGGGGGNNNNNNNNTNAAAAAAMAAAAAANCCCCNTNTTTTTN 

NC CNGG GGGGNAAAAAAAAAAAAANCCCCNAAAANNCCCCCCCNNCCCCCCNTTTGGGGN 

MNTTTTNGGGGGGGGGGGGGGGGCCAAMAMNCCNAANNNGGGNNAAAANGGNTTTTT 

TNGGGGGNAAAAANNCCCCCCCCCCC 

Sequence 4747 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCACATCCTTAAAGTTATCTTTTTTTATATA 

AGTAMGAACACACAMTAMTTCACTTGMTTTGATMTTTGGAACATTGGCAATGAAT 

ACAGTGCCTGTTGAGGCCTGAAAGAGAGGGGAAATCAAGAACAGTGTGGGAGAAGAAAGG 

CMTCCTTCGTTGAAAAGCTTTTCTCTTAACMTCCTTAGTGCCTGAAAAATAAGCCATT 

TTGATAACAAGAGTATAAAAAGCCATATGATCTGCAAAGTAAATCGTATCTGGNTTAAAT 

TTCATCC CMGT CTCAGGTTATGGCTGAGGAGCTATACTAAGTATCTTTGTAACACATTT 

CTTTGAATTTTTATMCTMGACAAGAAAATTTTTTTATCAGATCTAGGCAGAAATACTG 

ATCTTCATTTACAAGTATAGTAATTACTTGCACTCAGGACTATATAGACATGGGGCTCTG 

AAAACCAAACAGAAGGAAACGCCCAACCATAACCCCAAGGCAAAATTAAAAGTACNCNGA 

GMGCCGCGGGTGATAGTTTATGMTTTCMTATTAAMAAGAAGCCTTACCCTTTCAGA 

ATGTCCCCCTTAAAGNCCCGAAAAA 

Sequence 4748 

CCCTT TCGA GCGGC CGCC CGGGCAGGTACTTTAGCTTACATCATTTTGGATAAAAAAAAA 

TTCAGTTTTCCCAGCTTTTAGAAGGTAAGTCTGAGTGAGGCCTTTAGGGACTCCCTAGTC 

TCCAGTTTGTTTAAAACACCGATGAATGAATTTTTAAAAACAGACAAGTGAGAGATGAAT 

GGAMACTTTTATGAATAAAGACACAAGAAATTAGCCTTTCAAAGTAAAGTTATTCATAA 

TGTATAAACCCATTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4749 

CCC mC CGTGGTCGCGGCCGAGGTACAGCTTGGTCAAATTTCCATGATATGAAGTATTT 

GAGTTTTMAATATACTGTTATTAAAAGGAAAAAGACATGGCCATTATTCCATGTGCTTA 

MTGATAATTTCCTTATTCAGTTTCAGAAGAAAAAGAATGAAATNGGGTAACTGTCATTG 

CGTTAGCTTTATGTTGMTTGGGAMTTGTGGCATAAAGCTTAAATTCGTGTTTATCAAA 

TGTGGACCATAGTAGTATAATGCTGCTTTGTATATAATGTAAGTGCTACAAATAGTCTCA 

GCACTGAAMTGTATTGATACCTCTTAMTGMTGCMCTTTTGATGTAGGTGTTTTGCT 

ATGCCTCANAAACTATCTGTCTGAGAATTTGTTAATCTGTTTGATAATGAAGATCTTCCT 

GTTTTCTTG NTTCATATTTTCATGTTCAAA 

Sequence 4750 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC 1 I I U I I I I I I I I I I I I I 1 1 1 I 1 I M I I I I 1 
<■ M i » n i i I I I I I I 11 I I I I I I I M I I I I I I M I I 1 1 1 I I 1 1 1 1 1 I NTTNNNCAAAAA 
AAAAAANN AN1 I I I I I 1 I I 11 11 11 I 1 NNANANCNATTTNATTTTTAAAAANCCTTTTTN 
NMAANNNTTTTANTTTNTTTAAAMAAAAAAAAAGGGAAAATTTTTTNG^ 
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CCNCCCCCCNNAAAAAATTTTTNAAAAAAAAA 
Sequence 4751 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACTCCMGTCCAAAGCAAATACCCATGGC 

ATGMCAMTAGGATGCCTMGATTCTAACATTTGCTTCGGCATGGCTTTCCTCCTCACT 

TCCCTACCTCACAACAAGAAAAAATTTCCTAGATGGGACAATGGCAAGATATTGTGCTAA 

T ACATTTC ATAGGATTTCTAGATGCTGGGCTATAACATCCAGGTTACAATTTGGTGACGG 

ATTTTTI I ATTTCTATTGCAAATGGACTACACTCCAAACACAAAAAGATTCTTGCCATAG 

CATCCAAACATCCCTATGTAGACCCACACTTCCTCTCAATACAGAAAGAGAATCACTCAG 

AAAGGACAAAGCTGGCAGACCAAGAAAGGAGGCAAGGGTAAACTCTGTCACTGACCAATT 

ATCTAAAACAAAAATAGCAGCCTCTGTTATCAAAGTTGTCAGTTAAAACTGTCAGCTGTC 

AGGCCAGTGACACACACCTGTAATCCCAACACTTTGGGAGCCCAAGGTGGGGTGGATCGC 

TTGAGCCCAGGAGTTTTGAGACAAGACTGGGCAACACAGANAAACCCCATCTTTACAAAA 

AATCAAACTTAACCAGGTTGTGGTGGTGTGTGCCTGTAATCCCAGCTGCTTAGGAGGATA 

AGGNGAGANGAACACTTGAACCCCAGAANGGAGGGGTTGAAATGAANCATGATCATGCCC 

CTGNACTTCGGGCCGGGGNGACAAANGGGAGACTCTGGNCCAAAAAAAAAA 

Sequence 4752 

CGTGGTCGCGGCCGAGGTACTGGAACCCAGGACCAGGAAAAAACTAAAGGGTGGCTGAGG 

ACACATCACCCCATAGATTTTTCCAAACCAAAACCTTGACCCAAAAACATTCTGATAAAT 

CTCTGTGCCTANAGAAGGTAAAAGGAAAAGAGACACAGAGATTTTCTACAATACAGTGTC 

AGAGGATTAGTCTTTGTTTCCTTTTCGTGGGAMTATTTACAAGCGGATAACACATCTTC 

TTAAMGCGCCATTTAATGCTTTGTCAAAAACAATTAATTAAAATATGGTATAAACAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 4753 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGAGAGCTGGGGAGGCCAGTGTGCCTGCAG 

TGAAGGAAGGAAGGGGAGGGTGATTGAAATGATGTCAGAGGGGCAGACGGTTGACCTGTC 

CAGGGCTTGTGGCGAGGGGAATCAAATCATTTATTCTCCACACCAGCATACTTCAGAANG 

TGNACAGGGGANCCATTGNTCATTGTAAGTATTGTACCTGCCCGGGCGGCCGCTNNAAAG 

GGCGAATTCCAGC 

Sequence 4754 

ATTCGCCCTTAGCGTGGTCGCGGCCGACGTACTGGACNCTTCTTTNCCCACCCCTTTCCT 

GATTGTTTTATGTGATTGATTTTAAATTCTCACACTGCCNC7TCTTTAAAAAATNAAANC 

CTTTNTTNGCTTAACANAAAAAAAAANNGANTAAACTTNAGAMTAAACGAANGTTTGNG 

NANGCTATACTAACCCGNGGGTTGGNCMTTTCGTGCCNGCTACCNTGTTACACNATTTN 

CCCMNAAAATATAANCCCNGCNTAAAAAMTGTTTTANATTACCCCNTCCCNAATNAAA 

TTNAAACTTCACCTGGANTTGNANAAANCTCCGGTTGACACAANTTANACTACNAAAAGA 

NGGCTTTNACATTATGTGAACACNCANTNNCTAGNNACCCNNACTGGNATTAGATNCCCN 

NCTTATGCTTAACC 

Sequence 4755 

CCCTTTCGAGCGGCCGCCCGGGCA GGGACTTTN I I I I < I I I I I M I I I I I I I I I II NCTT 

! I I I I I I I I I i I I I I I M I I I I I I I II I II NAAAATNTATTTCCTTTNTTTANATGGNGT 

MNATTTNNAANAANAMNNTTTTTAATNNTGAAAAATGGNNTTAAAANAAAAATATTGT 

CNTGATTGAGNCAATGGGAAMNANMAAMTGCTGTATTTMNAATTTTTCCGAAAAAA 

MNGTNTA NTTTGTTNAM NGCMCAMNCCTGTTTAMTTCACTTTATAAACCATACAC 

CCCTTNTTG I I I I I I I I I I AAACANATTNTGGAAGGCCNNTGTNAAAAACGGATTACNAG 

GTCCCNCCATTAAAAATCCCCCGGGTNCCTTGGCCGAGACCCCNTAAGNGGNAAATTCCA 

NCACACTGGGGGNCGNTACTAANTGGATCCCAAACCNTGGGACCAAACTTGGNGTNAATN 

ANGGNAAAACCTGGTTCCTTGGGGNNAAANTGGTATTCNGNTCNAATTTCNCANAANNTT 

TGAGCCCGAAGCNTNAMNTGNAAAGCCCGGGGG 

Sequence 4756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTC I I I 1 1 I I I I I I M I I GAGACGGAGTT 
TCGCTCTTGTCACCCCAGCTGGAGTGCAGTAGCACGATCTTGGCTAACTGCAACCTCCAG 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAAAGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAMTTMTTTCTCATTTTTTGGTCAGGTAGMTTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTAACATTCCAAGCTTCCTTTNCTTTTTTGGNCTTTATG 

AAT ATAmATATG GGCNGMTTTAGATTMCAAAATTGATTGGCCCATTCmACTTTC 

CCATTTTGN TTTr CTANAACCCACAAAAGTTAAAACTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGAAGGTTCNGNCCCAAMACAAACACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGAAATTTATTTMCCGGTTTTTGGTGGGNGGG 

GGGTTTTTTGGG 

Sequence 4757 

ACCCTTTTMCAAAGGAMGTGGGTTTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTT CTCT MGTGAAATTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTGTT7TCCCTATGCCAGAGGGATATGMTTTCCTTCTTAAATAAACCCTTAAATAA 

ATAAATTTAGGCCAGGCGTGGTGGCTCACGCCTGTMTCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTTTTCAACACTCCTCC 

CCCTACTCCACCGGACCTCAACCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCAMCGGGCTGCAGAGATGGAGCTTCAGGCAAMCTTACAGCTTAACCCATTTTCAA 

GCAAA ACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTTTTATTMTATTTGCACATGGGATTGCTAAAACAGCTTCCTGTTAC 

GAGATGTCTT CAAT G GGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAAANGGGTTTTC7TTT TTAMTGT TTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCAATATCATGTGA I MINI I CCTCCCCTTTCCC I I I I I I IGGTTA I I I I I 11 1 

AGACTGNGCCAATAACTTTANANGMCCCTTTNGCATTTTTTNTCATTTCCCATGTGGGN 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGAACAGCTGGGGAATTAATTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

AMTGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTAATTTTTGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACT TCTAGTA ACATCATATAGTTAGTAAAGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGTTTGATTTTTTCTATTATAGAAATCCTTTCCCCTTTCTTAATGTCTCT^ 

TTCTTGAAAAAAACAAAAGAGAGCCAACAAATAAAAGTAATTCCTCAGAATTTATGCTAA 

TTTTGTAGCAATATAACTTGCGCATTTGATTGCTC 

CCTACATTGCTTTTTAAGGGCAAGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 
GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 
AGGGCGTGTGATAACAAANACACTTTTCCTATA 
Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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CTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 

TTTMTMTACTGATATMGGCAGCTTTTMTCTATTCACAGGAAMGGAAAAATTTATA 

TTATCTCCTAAATATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 

GAAMAMCTMCTTTAAATMGTTAATTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCAAAAGANAAATTTTAAAGCTGGGCAGTCCGGGG 

GAGACATCACACGTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAAAAGGAGAATTGCTTGAACCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCANGGTC 

ATNGCCTGNTTTCCCTTGTTGNNMNATTTGTTANTCCGGTTAACAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

AAGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAMGAGATTTATACCAGTMCTTTCATACATTTCTGTTTCCTTATTCTCT 

CACTTAMTTCMCAACATCATTCCTCTTAACATTTTTGCCMTGGTGAAAAGTATTTCG 

TATACMATTTACATATTCTTACTCATGTGGTTMGTTTCTTACATGTATTTGTTGAACT 

TCCTGTGMTTGCTTATTCATATCTTTTTCTCACTTTTTCCT^ 

TCTTTMTGAATTTTAAGMTGCTTTATGTATTGGTGCTATTAATCTTCAATTTTACGTA 

TAmGCATAAGTAATTGCCTACTmMCTCTTCGTGGCATACAGACA 

TATTTACTTAAATTTATCAATCTTTTTCTTTAAMGTTCTCTGGATTT^ 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

C CCTTA GCGTGGTCGCGG CCGA GGTAC I MINI I GTTTTTATTTTATTTTATTTTTGTT 
TGTTTTCTCCGTGTGTGTGTTTTCCTAATTTATTTACC 

1 1 1 1 I I iMTTAAAGAGCAAAGCTTTTTATTACTTTGTAATTTAAAAAACTGAAAAAAAA 

AAACTGMGAACT7TGGGGGGAATTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 
Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 M II M 1 1 I I AAAGCAAACCATTGTATG 
TGTAAGTGTTTMGTNACCTTTTTGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
AATGAAAGCCATGTCAAATTMTCACTTGGATTGACTGCTTCATCTTTTTATTTTTAAT 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACATTACTTTGTTTTTTCAGGTGAAGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTG CAAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I 1 1 I IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCNTCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

C^NTNCTCAAGACTNNGGGGNMAMATTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCCTTGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 
AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACCTTTGANAGAGGGTCCAGTAAATCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

TTCCAGTAMGTTTAGAGMGAGGAAMGCTACTTGGCTTGCTCCTTTGAAGGTTTTGTT 

TCCCTCTTMCACAGAAATTAAMGGTAGAGGAGAGATGCTGAATGATGCTTTnTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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ATGATGAMGAAAATCAGATGTTTGTTTCAATCAAAGTGAANCAAAATGAGAATAACTAT 

TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGA GCGGCCGC CCGGGCAGGTACTGGAATTACAGGCATGAGTCACCCCTCCCNG 
GCCCCCCCCI I II I II 1 1 AATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGMTACCTCTTCTAMGACTCAGCAMAGGGTCATTTGTGCCTCTTTAACTGTTC 
TTACCAAACTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA I I I I I I I I I 
Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 

GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 

CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 

MTCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 

CGATT CCAGGT TTTAMTAGTTTGTAMTTTTCMGTTTCTACACACTTTATCATCCACT 

TGTGAi mi i AATT AMGCGTTTTAATTCCTTTCTCTGTTCAGCTGTTGATGCTGAGAT 

C CATATTTA GTTTTATAGGCTTCTCCCTGG I I I I I I I I I I I CGG I M I N I I GGCTCANG 

AAlillll IGGTTTGGCATGGAAAATGTAAAAAAGGGGAAATTTAANTANCATTTCAAGT 

TTMTTNTGNAAATNGNNAGGGAAATTTTTTCMAAAAAAATTTAAAAANNATNGGGCCC 

CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 

TATGAGCCATTTCATTTAGACATTTAATTATGTCCTATTTCTCTGGCTAAATACATTGAA 

AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 

TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I I I I I I I I I I I I I I II 1 1 1 I I I I I I 1 1 1 I I 

I 1 1 1 1 I I I I I 1 1 I I I 1 1 I 1 1 I I I I I I NTCCAAAAAANTTTTTNNNGGGGGNAAAAAANNT 

NNNAAAAAANTTTNNGGGNNNNTTTTNNNANNAAAAAAAANGNGGGNAAAAAAAAMAAN 

NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 

IS rTNTT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 

CTTTTNCCCCCNNTGNTAAAAAANCCCCCCCCCNGN I I I I I I I I II 1 1 I I I I I AAAAANA 

ATTTMNCCCCCCCNGGGGGGGGNTTTTNAAAAAANTTTCCAAAANAANTNGGGNNNNNN 

AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I M I NIM TNN 

GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 

Sequence 4772 

CCCTTAGCGTGGT CGCG GCCGAGGTACTTTGACAGAGGTTCCAGTAAACGAAAACTTGAT 

TGTTTCCTTGTATATTTTCAGCGTTATGTTTGGTGGMGAAMGTTTGGAGGTTTGGACA 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 

AGA CCAAAGA TCAAACTCTGTMTTCTCTGGMGMTCCATCAGGCAGGTACMTTTTTT 

mCTTTTTTTAGTWAGAGTTCTACTMTGGGMTM 

GGGAGGTAACATTTTGCTCAATTTGG 

Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I J I I I I I I J II 1 1 1 1 I M I 1 1 1 GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGCTCACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTMTTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTCTTGAACTCCTCACCTCAGGTGATCCGCCCGTCTTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

MMCCCAAAAAAAAACTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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CTTTTGACAGCNTTTTNAAAAAATAA 
Sequence 4774 

CCCTTTC GAGCG GCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGAAGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTAATGAGCTTGTGTGTTTTTGTCATTCTTT7TTCTTTTTTT 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCAACTGCCAGTCCTGTCTCTTCMTTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGAAACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCACAGCAGTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTMTAATTGATGTATAAAGAACACCACTTCCTTACAGMCTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CCC TTTCGAGCGGCCGCCCGG GCAGGTAC I I 1 I I I I I 1 1 1 1 I 1 1 I I I 1 I 1 1 I II I I 1 1 1 N 

NNNI I II 1 1 1 I I I 1 M | | | | M I n 1 I I I I I I I I I I II I 1 I I I I II 1 1 I I I I I I 1 I 1 1 1 l 

m i i i M I I I I M I I I I I I I ! I I I N 1 1 I I I I I I I I I I I I I I NNTTTTNANNANNGNNNNG 

GNNNTTNNNAATTAANACCAAAAANAAANGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCGNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACA AMTN NCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

MAGNNTTTTGGGNAGTTTATAAMANTNNNTANCTTGGGGT^ 

MGCNMCCCCTTNAANCMTNNMTNGN™^ 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 
CANGGNTNNAATTNMCCCCCNTTTTNNAAACAAGANCAMNCAAATT^NCCCTTTNAA 

ANGNAAGGGCTTTNAAAAATTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 

GGAAAAGG 

Sequence 4777 

NGGGCGAGGAGGGCGGCCGAGNAANNMAATNTNTTTTNTTTTTNTCTGACCNTGAAGCC 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGMTAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCAACATATAMGGNTGANTTTTTTCATGAACGGGGAAGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGAAGGGGCGTNTTMGGAMGCCCTNTGCTCCAATATTTTTTCTTAAA 

Sequence 4780 

ACI I m i ii i I I I I I | 1 | | I I I M I I INANTTTAAAAAANGGGNAAAANGGG I I I I I I I I 
TNNNNNTTAAAAANTTTTNNCCCNGNAAANTTTAANCCCNNCCCCCCAANAAAAANTTTT 
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TTNGGNMNTTTTNCNpTNMA 

AAANGNNTTNGNTTTTA AAACC CNNATTTTAAAAAAANTTTCCNANNAAAAAAAANCCCC 

TTTNAAAMNTTGNGNNTTTTTCCCTNfvriTTTAAAA 

Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTATMTTTATATTTTTTCCTATAGAGGCTT^ 

CTATTTATGTGTATTCCACTTCCCCATATCACTAMCTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

ITTCTI iGMCATAGTTTCCACAGAATTCTTCCCTGTAGGGGAAGGCCTGGGCACTTCTT 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTMCATAGCGAGACCTCGTNTCTACATTAAAAATTTTAA 
AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCCCGGGC AGGTAC I I I I I I I I I I I I U I I I M I I I I 1 1 ll 1 1 I i I I 
" I M I I I I 1 1 I M I I I I M I 1 1 I I I I I I I I I I I I I I M NN M 1 1 I I I N I I NNNNANNN 
ANNTNNNTTTTN I I I I I I M I I I I NTTNTTTAANAAN N I I I I I I I I NNTTTNTTGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
AT NTNCTT ACCTTGGATTCTTGGCTTAAAGTANAAG 1 11)1)1 1 AAN7TATNNAGGAAAA 
CAl 1 I I I I NTAAAANTTAAAATTNAACCCACTTTAAATGCTTCAAAAANAAANCCATNCC 
TTNCATTGTNATNNNNNNNMAAAMAAAATTNACANAAANCNTTTTTCACTNAATACTN 
N"nTANNNTTTAAAAATANTTTCMNANAAAATTTNNNCNMNTAGNNGGGNNNMNTTT 
TNNTTTANTATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGAATAGAACTGTGCAGATTTAAAACATTTCTAAATAGCA 

AMTACTTCATAATTGAAMTTCAGAMTGAGCAGCTACAAATTATTGAGAATTTAAATG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTAA CCTG ACAGGMTTMCTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACAAGCTACTTTTTCTTCTGTCCCTTTAACM^^ 

TTGCAGCAATTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGAACACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATAMTTCCTCAGGMGAGTTTGCATGAGCATCACCTCGCAATATTCTGTACC 

Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCMGTTTGTGTGACTAAACCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TC MGCC AGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
TTCTTTTCCTCCTTGTTGTGGGAMCAAGCTATGCMCCATTTGACATTCTGTATTTTAG 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGMCTCATGGATGCTGATGGGTTGGATTTTAAC7TTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

AATAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 
Sequence 4789 

CGCCAGTGTGAT GGGAT ATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 

TTTGGGAT TATGGTTTT TAAAAGCTTGAGMTATNACTTATTTACTTTTGCAGCTTTCCA 

TGCA GCTG 1 1 1 1 I I I I ICTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGATTNTNATC 

TTTACTTTTCTCTTTATTNTGTGCCTTGGNCTTGAAAAAGTAATAAATATTTCTTACTGA 

GGCCCCCTCCTGCTTTG TTCTG CCATCTAAGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCMCTTTACTACTTCTTNAACATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGMTTTTTTGGTCACCTNATGTTAAAGGAG 

GCNCACTTNATNCTNAAACTTCAAGTAACTTGTGCCTTGCCTGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTAAGACAAAACAATGGGGCCCCTTAT7TTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCAAGAGCTTTAGAATTTGGTTCTCMGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

AACGTACCTATTCATCTTANAATTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AAATATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAAAAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNMAAANGNMNNCCNTTTTTTNTTNNN 

NANNTCCGhi 1 1 I I NGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTNTTTTTTTTNI I 1 1 1 1 I INCCCCCNCCCC 

CCCCC 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGAATTCTGACAAGAAACATCACAAGTTTA 

TATAAATACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGAAATGAGATAATATTTATGTTTTTGCCATAGTGATAGCTCAACTGCCACTTCATCTC 

TTTTCCTGTT CTTCTT CCGACGACCCTTCAGTCTGTTTTCAAAAGCTTCTAGTTCAGCCT 

GTTGTCTTCGTTTTTCTTCTrCMGAGCAGCTTTGGCTTCTGCTTCTTTTATCTCAGATG 

CTTTCCGCTTCATTTCCTTGCACGTTGTGTCACATTCTATTGAAACCTGATTTTCACGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAAACCAAGCTGCAGTTACTCCTTTGA 

GACACCAAAMAAGTTGCTTCCATATGGTTACATTGTTAATTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCAATTCAATGTCCTTAACTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTACATTTCMTTTTTTTCTT 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAAACTGAATTCTAGAAAGATTATTTTGGA 

AAGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAAATtTATGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCAATGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACT7TGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGACGAGGAAGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAAAGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTMTATAGCCACAGAAATAAAGGATGGAGAAA 

AAT CTGGGA CAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 

ATTCI I 1 1 1 

Sequence 4798 

NCCCTTTCGAGCGGCCGCC CGGGCAGGTA C I 1 1 1 1 I I 1 1 I I 1 1 1 1 1 1 1 1 I I I IN I 1 1 1 1 1 

I 1 1 H H I I N I I I I 1 1 1 1 I I 1 1 I I 1 1 1 I I I 1 1 I 1 1 1 1 I I I I 1 1 1 I I 1 1 1 1 1 1 1 I I I I I I 

I 1 1 1 1 1 1 1 1 1 1 rAAAAAAANAANNNCTNNNNNTTTGGNACNCNNNANAAGAANAAAAAAA 

N AN NTN N AAN AAAAAAAAAAAAAAAN ATNTAAAN AAAAAAAANTN CTTATTTTTATTTTT 

mAAAAAAAAAAAAACGGGNGGGGGGGGGGGGGGAAAAAACCCCNNTNTTCATNTTTNC 

CAAGAAANNNNNGNACNNCNGGGGNCTTTNNCNAATNCAACCANTTTTNCCCCCCCCNCC 

GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 
TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 
CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 
TT CMGG CCTTTTGGGMCCTGTTTTCTTTGCCAGAT^ 

TCTTTTTCTTCTAACAAATTAATCAGCTGAGAGAAGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I N H 1 I 1 I I 1 I I 1 1 I 1 11 1 I I 1 I 1 I I 1 1 i I 

1 1 1 1 ii 1 1 1 1 1 n 1 1 1 1 n m 1 1 1 1 1 1 1 ii 1 1 n 1 1 n i an i mrm inttt 

TTNm m i m iNANTNTNNTNTTNNNNNTTTTTTTGAANNANNNACCNTAAATNCCACTA 

TTGNGGAAATAAGAAAATTGTMTTGTGAAAAMTAATTTTAAGGAAATNTTACAAGTAT 

TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 

GGTTT GCAGMAGANATGGATATAGTTACCTNAGMGAMTATTTTATGTGGGTTTTTTG 

TTTTTCGTTACTANATTTCAAGGATNAAGGGGATATGGNTTGACCTTTTACTTTT^ 

Sequence 4801 

CCCTTAGCGTGGTCGCGGCCGAGGT A C I I I I I M I l I I ll I I I I M I I M I I I I I I I I I I 
m m 1 1 u M III 1 1 1 1 I I H M M M 1 1 I M I INNNNCCCCCCCCCCCCCNGGGNNNNA 
ATTN Mill NAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN1 I I i I I I I I NCCCCCCN 
CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN I I I I I I I J AAAAAAAAAAANCCCCC 
NNTNNNNAAAAAAAAAANNTMTTATANGGGNTTNTTTTTNANCCNAAAAAAAAAAAAAN 
T NNTTNNCCC CCCAAAA I I I I I I 1 1 NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 
An i i ii 1 1 1 1 CNNCNNNCAAAAAAAAA 1 1 I I I 11 1 I ) I TTNGNCNANNATNNNNTNNNN 
NAAAAAAAMC CGGGNNG NTTNCCNTTTTNT^ 

GGGGGGAAACN I 11 11 11 1 I I 1 NNAAAAAAAAAACTNTN I I I 1 I I I I I 1 1 M I IAAAAAA 
AAAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 
NCCCCCCCCNTNTTTTATNNGGGGGGG 
Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 

TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGAACTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAAAGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CMGCAMTTAAMTAGMGAGMTGCAACAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTMTGAGACAGTTACAGAAGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I 11 1 M I I I I I M I I I I CCAAAAC 
CAAATCTTTATTCTCTAGTTTGAAAAGGAGGGGTAAATGGTTGTTCTGTTTAGTTCCAGA 
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GAACAGAACAAGGCCCAATAGGTAGAAATTNTAGGAAAGCANAATTCATTCATTATAAGG 

MGGATTTCTMCAATTANMTTTCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NAACCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAMAGCCAGGACCAMCCCAGGGGGTAAMTGCCCTGGGGATCTGNTTTTTTGGG 

AAAGGAAAAMGATTGGAMTTTTTTACMGCNGMCCGGGTNT^ 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 
Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGG CAGGAAC I 1 I 1 I I I I M 1 1 I I 1 I M I I i 1 1 I J I I I CTT 

n II I II 1 I I I I < I I < H 1 I I I I < I 1 1 I I I I I I II I 1 1 | I I 1 I I I I 1 1 I I I 1 1 AANNNTT 

minim iMNrTATGAAGNTTTNANNNAGTATTGTNNNANGGACNAAAMNCNNTTTNT 

GNAA MAMMNACNNCGGGGGGGGGGGGGGNGNGTTCTTTTAAAAAAAAAAGNGTTTTT 

TTTTAAAAA AAAGGGGGG GGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 

ANNNNAANN I I I I I II i I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 

GTNNCAAMTANANNTTTAAAAAAACCCTANTTTATATTAAAAAAAANANTNNTTTGGGN 

GNTGGATTGTTNTTNNNNAAAAACCAAAAANNMTNTAAAAAATTNNAAMTGGNNTTTN 

NGGNGNAAMNNACCCNTNTTTT^ 

NTGAAAAATATNATNNTTTTTTC 

NGNT^^^GNNGGGGGCCT^iTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 
NTTTTT 

Sequence 4807 

GAGCCGGC CCGC CAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 

CCGAGGTACTTTTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 

TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 

AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTCTGAG 
Sequence 4808 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

GTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGT GGGAT GMGTGCTTTCACATCTTGTGGAAGGACCAAATTTTCTGAAAAAATTGGAAC 

MTCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACMTGTCTGTAAAGATTGCCTACAGCGCTCCTTTAAGGCACAGGTT7TCTCCTGCC 

CTGCTTGCCGG CATG ATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTCTTCCCTGGCTACAGCAAAGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTGNTCTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I I I I M I II I I I I I I I I I I I I I II I INNT 

" m m m i i I I II II I I M 1 1 II N I I I I I 1 1 I | 1 1 1 I M I I I II I I I I M I I I NNNTN 
TNAAA>^ 

TTTNi Mill INGNNNAAAAAAAAMNNANNTTNTTTTNTNNCNAAAAAAAAAAAAAAAA 
NCCN NGGGGNNA NANNNNNAAAAAAANNCCCCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCNI I I I I 1 1 I IGGTNmTTNNAAAAAAAAAAMATNTCNNTTTNNNTTTTAAAAAAA 
AAAANCNNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN I I II I I I I I I AAA 
Sequence 4810 

GC TCGNCGGCCGCC ATGTGAGGATATCTGCAGAATCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTTTT I I I I I I I I I I II II I I NGGG I I I I I I I 1 1 I I I I I I I I I II II I I I II | I I 
H I I II ) I I ) | 1 ) ) 1 | ) | | ) | | ) ) ) | AAAAAAAAAAAAAAAAAAA l"l rTTTTTTTTTTT N 
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AAAAAAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN 1 1 1 1 1 II I I 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 4813 

GATATCTGCAGAATTCGCCCTTTAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAMTTCTCMTGTCCTTCTTACATTGTTCTAATTCTTTCTCAA 

GTTTGGATAGGAATCTAAGAGAGCATTGGGTTTACXTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTtCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGMTGTATGGGGGGTGGGGTCMGCATTTTAAGGGGGATCCCAAGGGCTTTTTCATTTG 

MTGACAGCTTCTTTACCTATGCTC 1 1 1 1 1 1 1 1 1 1 CTTCCTCTTCNTTTAAAGGGGGAAC 

ATGGG GMGT TAAATTTACCCAATCCAACAAAGACTGTAACCCATCTTCTNTTTGGGANG 

GATNGNTTTTNATCATTTNACAAGANAGAATTTAMGTTTGGCACACTTCMTCCTTNTT 

TTGACCCMCTTAAGGGCCAAAANAACCGAAAAACTGTTGAATGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTA C I 1 1 1 1 I I I 1 1 1 1 I I I I II I I 1 1 1 1 CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTAATTAGTTNGTCATTTGAAGAATATTCCTTAACAAATGTAACATTTAACA 

TTACAAAAAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAAATMTNCAAAAATATAAAAATATATAAAMTMGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCTACTTACTGNGTAGCT 

ACMCTGNGAAATAACTAAAATTCAGTATCAGAGTCTTGGATTTACAATACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 4815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 II 1 1 1 1 1 1 1 1 1 AACAGATGTAATTTCACTTA 

ACCCTTTGCGCTTTCCCTTAGTTGTCATTTMCATACAATACTGGCTTTACTTATCTCTA 

GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 

TTGTCTTAGCTGTTAAACTGTTTTTAGTATTTTTGTTAAATATTTGCAAAGGGAAGCATT 

7TCTACAGAGGATMTTMTTTCAAGAAAAATATCTTGAGTTTTAAGAAATAAACATCTC 

CAGAAA AGGAG AAAGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 

GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 

Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAMCTATGTATAGGAATTCCAMGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

GGmGMTCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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Sequence 4817 

GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 
CACCCTMACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 
CGCAGGGAATTTGCCTN 
Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTATTAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAGCATTGATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGAATATAAGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTMGTTTCTMGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTMT TMA TCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTMGCCTTTTGGTGGGMCAGTTTCTCAMGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAAACACMCAAGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAMTGNTATCAATACTTTTCTGNTGGTTTTTATTTTANGA 

Sequence 4819 

AC TTTTTTn II I I I I I I I I ITTTTNGf I I 1 1 I I I I I I I I I I I I I I I » I I I I I M I I I I N 
NNTTTTTTTTTTTNGTTTTNTTNTNN 

TTCTC CCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 
I I l l l NNATNAAAAAAAMAAAAATNNTNTTNTTTTTNNTATANAAANNANAATTAAAAA 
AAAAAAA 
Sequence 4820 

TCGACGGCGCAGTGTGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGG 

TGGGGGAGACTTTTGACG TGGA GTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGMGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAMGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGMNATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 

GTTTCTCTTCCCTTGNA 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 
TG AGGT CCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 
GGTTTTGTAATGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 1 I I I I I 1 1 II I I AAACAAAACAACAAATC 

MCAACAGCAACAACAACAACAAAAATTAAAMCTTTTTTCTAAAAAAAAAGTGAAAATA 

AAMAAATTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC 

AGATTGNAGCCATACTTAAMAAAMAAMMGCCAAMGATGATGACACATTTTTATCA 

GTATTGNGMTAMCTTGAACCCCAATACCCGAAGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTMGGGAAGCGACCMCTTGGACTmhTrGGCAC^ 

NTNTAAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

AMTATGGGGAGTTGGTTTTAAGCCTTTTT 

Sequence 4823 

CCCTTAGCGTGGGT CGCGGCCGAGGTAC I I M I I I I I I I I I I I I I I I I I I I I I IATTTTT 
1 1 1 1 1 1 I I I J I I I 1 1 1 CTTTTTTACA7TTTTATAANAGTATATAAAAAATGATNTAAATG 
GACATTTAC CGGT MGTGGGGGGMGGCATATATNTACGTTAAAAGGCAGGACATTTTTA 
AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I I I I I I I I I I I I I I I I I) I I I I I AAA 
AATNGAATCACTTA I 1 1 1 1 1 1 1 AAAGCCCTGCATAGAAATTCCCAAGGTIMTCAAAAACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGAATGTISTTAAGGCACACTTTGTGTTNTTTGCAACATCCC 
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ATGAGCAAGTACATTTTATCCACTTAGGTAANAAAAGTATAATTGTAACTCAATNTTTGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

T7TACMCTTTAMTCAMCMCTTTTGGTATATTCTTAAMTTATATAMAATAGTTTT 

AGTGATAAMTGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCGNCTAAAAAAAAAAACCNAAAATAAACCCCCCCACAAAAAAAG 

NTCCTNCCCGGGCGGCCGTTTTAMGGGCGAATTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAAATTTTGGCCNCNCCCAAGGGGNATMNTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGG CTGT AGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGTTATACCCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

AAGTAGGTTTACAT1TAACATTTTTCTTMCTACATTCACTTCTTAAAAAGGAACAAGAA 

GTGT AAATA AGTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TA TGCTT TTMGTCA AAATT MTATTCTCAAATTCGMTTTGATAGCTATTATTTCTAAA 

TCTTTTTMTCCTCAATTTTCCTGGTMCCTTCTTTCAAGAGTCTCCTTCTTCTAAAAGT 

TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 
TGGCATTCCCCCCATGCMGTTTTCAGCTTGCTTATCTATGTTTGTAGCTCAAGTTTTCA 
GGTCGCTCTTTGTTAGGAMGAMTTATTTTGGGGCTGCTTTTTGTTAAMGGGMATTC 
TGCCTAAATAA I I I I I I CTAACTTNT 
Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 11 I I I I I I 1 1 1 I I I I I 1 I I I GGAG ACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATTNTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTMTTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAAATGAGTTCTGGCAACTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I I 1 I I I I I 1 I I I U I I I 1 I I I I I I I I I 1 1 I 

1 M M M I I I I 1 1 I I 1 I M J I I I 1 J I I I I I 1 1 I 1 I I I I 1 I I 1 I NGGGGGNA 

AAAAAAAN I I I I I I NNAAAAAAAAAA AAAAAAA AAA AAAAAAN ANANTG I I 1 1 I I 1 1 1 I I 
TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN I 11111111 1 111 I NAA 
AAAAAANNNNNGGGGGGNAAAAANNCCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCCI I I I i I I I 1 1 NNGGGGGGGGGGGGGGAAAAAAAAAAMTTTTTTT 
1 1 I I I I NGGGGGGNGNNAAAAAAAMNCCCCNTTTTTNCCCCCCCCCCCAAAANNNTTTT 
NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCANNGGGGGGGGGGG 
GGGGGTNCCCC 
Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCAACCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTTA ATATM TTATGACCATGCTMTGTGAATTCTTAGGCTTTACTATATTTACAACAG 
CACAATTTTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCnTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 

GGATCACTTGAGGCCACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 

ACAAAAACAAGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 

CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGGGCAGGTACTAATTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAMGAGTAAMTTTTAAAAAATGAATTAATTTACATACAAAAGCAGTGGCATT 

GAAATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCAATTTTCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 

GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 

AGCAGTGGCATTAGATTCTCATAGGAGCATGAACTTTATTGTGAACTGCACATGCAAGGG 

ATCT AGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTAATCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGGGTCCCTG 

GTGCCCAAAAAGTTAGGGGAC 

Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I I I I I I I I I I I I I I I I I II I I I I AANTTTTTT 

■ I M I I I 1 1 1 I I I I M I 1 1 INI I I I I I I I I I I I I I NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACCGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGAAANNTNTNNGGGGGGGMCCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCA7TNGG 

GGG GGCNCTA AAAATTTNTTNTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNTTTTTTNNGGGGGGGGGGCNAAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

MMAAAAAMNCCNTAAMNTTmNGGGGNAAAMANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNNGGGGGNGGNANNAANNAAAANNNNNNNNNNNNNTNTT 

NTTATNNANNNNNNNNNNNNNNNNNNNNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 

Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCMTCGGAGACACTTTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAMCATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

TAC TAAG GGAATAAGCTTGCGGCCGCACCAA I I I I II I I I 1 1 I I M I I I II I I I II ICAA 

TGCTTTTMGACCTTTAATAATGCCCACGTGCCCTAAGGTTGGCCCTCTTAACTCCCTCA 

GCTCTTTCTGGCTTTAAGCCATCACCCCAGGTGTGCAGTTTATGTCAGAGGGGCCATCAG 

GTAGGGAAACTTATCAGCTGCTCTAAGAGAAAAGGCCGCCCTGCTATTATCAGTGGGCAC 

AGGCTGGAGCTCACCCAGCAGGGGCTACAGTCGGGTTACCTGNAGACATGATCCCCTGGT 

CCTCTGAGGGCCTAGGCAGGACATGGGGGAGGACACGGCCCCCGGNACAGANTCCTCTGG 

CCAGGAGCANCCTTTCAGGTTGCTCTTGNGTGCTANAAAAAAATATTTTCTCTATGTGCC 

ATGTCATGAAAAAGACAAAAGCACTGAGTTAATGGGATGNGGAAACTTTANCCACAGGCT 

TTTN TGCTG TGAANAMGCATTTTTGCATGTGAACAGCTGGANCANGAGGCTTAATGGCA 

NTGCTTTTTCAAAAACCACAACATTCCCCCAATCCCTNGGCANCTACATTCACCTATNCA 

TTTATCCTTCCCTTACCCTGGCAAAANTTTATTGNATGCCTACTTTGCCCAAGGCCCATC 

TTTATCCCNAAACAAAGTGAANACCCCTTAAANGGGCAAATCCTGGGGGATTTNGGAAAC 
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AAAGNCCCAGGG GTNTN NGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 

TTGAATGCMGACTTTTTGTTTNTrTGGGGGGGGNATTTTC 

TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 
GGAGAGAAGTTAMGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 
GGGTTGGCCAGATCTTTGAACCTACMCACTTCATTCCGGTTTTCATTTTCTT^ 
ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

ACi l l n 1 1 1 I I I I 1 1 1 M M M I 1 1 TNAN I M 1 1 I I I 1 I I M I M I 1 1 1 NAAAAAAAAA 

aaaaan rnrrm naamntnnnamanncngnnttttttnnnaaaaaaaaaaaaaaaaa 

MNTTTNAAAAAA ANNN NTTNNNNAMNTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 
NNNAAAAAAANNCTTTTNNGGNNTNCCCNAAAAAAAANNAAANNCCCCCCCNNNCNGNNT 
TTNAAAAAANCAAAAAAAAAAANGGGGG 
Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCAAAATCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGGTAAAATTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCAAAGAMATTTTAAAAAAMNGGAGAGAGAGAMCCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAAAGGGAATAMTCCATTTGAAAATTAGAAAAGAGGAAT 

TGGGAAAAGGGAAAAAMCTTATTGGGTTTTANAAGACCAGCCTTGCTTCCNTTGGAGGG 

GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CGTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAAAAATACCCT 

CCCTTTAMCNGTGGATTGAAAATGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCAAAAATCCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

GCCTCC TGTGATTTTGAAAGCCATTGTGAAGGAAAACAATGCAGTGAAAAGAAAGTCTTT 

CTTTTTAGGACAGATATTATTGCATCACATTTATTTATC^ 

CTTMTAAMAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 

AAAAAAA 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTIvnXSTNTNCATT^ 

NGACTCCTTATGMTNMNn"NCATTTGCTGTI^rrTGTNCCAAAACCATATANCNCAGAAAA 

ATC AAMCC ATGACANGACATTTTACCNTTTAANTACTTNNNATMCTMNTACTCTTTA 

AATATTTTTATTTCAATACTGTGG ATGGAAATGAGAAGCATTCTAAATTTNAGTTAATAT 

ATT7TTATGAANATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTCNTNNTNATGGACNTATIvrrANGTTANCTMTTTGGCCTTTTAAAAAANGNGTANNG 

TTGTT TATTAT AGCTACTTTCAAGGGMAGTTTGAATATNATTCTAGTCTCTAAAGTTCT 

TCACGTTmCTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAMNACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 
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TT NANG GANCI I I I 1 I ITC CCCNTTTTTGGNAAACAAGGTNAAAAAAAGNCNTTTTNNCT 
TAT TTTA ATTATAAA1 I I 1 1 AAAAACCANN ATTTTTTTATTNTTAAACANGNTTATTCCC 
AT ATTTTCTNN AG ^ CCTN AAG AAAATTCN NTPTTTTTN N N NTGCCCN AN N A ATTA 
TAA AAAl 1 I 1 1 NTNNTTTTTTNNTGAATANGNNNAAAANAAAAACAAACTTN I I 1 I 1 1 1 I 
TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGC 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCtATGAGACTGAGMGAACMTGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAAAAACGATGCCTCTATGCAAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTGTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCT GCCT GTGTGACAGAGTGACCCCTTAAAAGANAAAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAAATNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTMCCCATNTTTNCGNTGAAATNGMTTCCTTMGTTCTTGAAAAAATNCTNTTTTNA 

ATAMCTTGC TCTTGG GTTTCNTGGGACMNMTNMCTNCAATTCNTTTTTTGTTAAAN 

AAAAAAAAAAAl I I I I GTTCNTGGCTTTTGGCAATAATTCAAAAAAACCTTNTTGGGATA 

ACCCCTTGATCAAACAACCCGGGTTTCNAAATT1TTTTCCTGGAATCGG 

TGAACATTAANTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

MTNAAATTC CAAAC CCCTTCCCNNCCAAMNTNCNCTTTTGGGCCGGGNAANCCCNCTT 

TMGGGCNMTTTTCNNCCCNNCTTGGGGGGGGGNTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAAAAAACAAAAGCAAACAAACAAAAAAAAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

AAATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCMGTGCAGTMCCAGTTCAAGTTGGAAAGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGCCCG GGCAGGTAC 1 1 1 1 1 1 I I I I i » I 1 1 » 1 I » I II I I C I i I M I 
'MM I I Mill M M M | | || M M m i i | | im iii i m inn im I M l I I I M 
)l I J M M 1 1 J | | | ] | | ) | ) | | J | INAAAAAAAAAAAAAAAANCCC I I I I I 1 1 IN AAA AA 
AAAAAAAAANNNTTNATNNCISINNTTNAAAAAANNMNAAMNANNNAANCGNNTTTT^ 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I I I I 1 1 I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACAACTCAAAAGTTCTTCACAATTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAGI I I I I I I I I AAACAGTGACATCTNTTGGG AAAAATGG 

ACTTMTAGGGMTATTGGGACTGAGTTCCAGTCTTTTTTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAGCGG CCGCCCGGGCAGGTACI M II I I I I I I I I I 1 1 I NN I I I I I I 1 1 1 1 1 1 
' n 1 I 1 1 II I I I I I I I 1 11 I I I 1 11 I I I I M I I I I I I I I I I 1 I I I 1 1 I I I I NTNTNNNTT 
NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 
CCTTTANCNANMCAAAACACCATTCAGGATAAAMCTTAAATTCCAANTTTAGGGANTT 
MGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 
TC AN ANNNNGNNAN AAG N NNG AAAN C AAN N AAATN AN AAAAN N N N N N AATNTTNTNCCCT 
TTTCCCCCA^^^T7TAGNMCAAANTNAA7TTTNANAAAAAAAAA 
Sequence 4847 

CCCTTTCGAGCG GCCGCCCGGGCAGGTACI I I I I I I I 1 I II I 1 1 I I I I I I I M I I I M M 

n 1 1 n 1 1 1 n 1 1 1 n n n i i h m 1 1 1 1 i n innntnnnnttttnc ci m i i i i m in 

ANNTTTGGGGGGGNNNNNNNNANNTTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 

ANTTTTAAAAAANCTTNAANTNGNTNNTTTNGGGGNCCCCCCNAAAAAAANTGGGGGAAA 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I I I 1 1 1 1 1 1 1 1 I 1 1 1 I I I I I I I 1 1 I II II 1 1 

MM1MMM I M M MM M I I Ml I I I MM IGI M 1 M I M I M II I I Mi l l 1 1 I 

I n I I I 1 1 1 1 I I I NNNAN GGNGNNG GGGCNNNCCCCN I 1 1 I M 1 1 1 I I I I I NTNAAAAAA 

AAATNTC TT AAA AAA ATN 1 1 I II I f I AAAAAAANGANAAAANAANNCCNNNAAAAAAGGG 

GGGGGNAI I II I I I I II 1 1 II I NCCNCAAAAAAATTTTTTNTGNNGNNTTTTTTAAAAAA 

MAMAMNTNAN CNNNM TTNANCCNNGGGGGGGGGNNNAAMNhrmTTAANNNANNN 

NNNNNNNNNNNNNT TTTTNAAAAAAA NAANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 

AAAAANCCCCCCCCNI II 1 I I I II I I I N NTAAAAAAA AAAAAAAAAA 

Sequence 4849 

CCCTTTGAGCGGCCGCCCGGGC AGGTA C I 111 1 111 11 1111 1 1 1 1111111111 I NNNN 

' M u l) l T) I I I I I M II 1 1 n I I I AAAAAAAA AAA AAN CN I 1 1 I I 1 1 II 1 1 1 I I f AAA 

AMAAMNNNNNNMANNGNNNNTTTTTTNGGGGAAAAAAAAAAAAAAMAAANCNNTTT 

TTTNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 

AAAAAAAANTTNNN GGGGGGAA NNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 

NNAAAAA AGGNGNN I I I 1 1 I I I I ANNGGGGGGGGNGGGGNT7TNNNTTNNNAAAAAAANG 

GGGGGGNI I I I I I I I I I INTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 

GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 

Sequence 4850 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA I I I I I M 1 1 I AAGAAAAATGGAATCACACT 

MATATTTCAGAAAAATATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

MCCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCTATTAAATATACAAA 

Sequence 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCA 

CGAAG GCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATTTTGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TAC7TGMGCTTTCMTTTMGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGGTT 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTAC I I M < I I M I I I 1 1 I 1 I 1 1 I I NAN I I I 1 1 1 1 1 I 
rTTTTTTm iNNGGGGAAAAAAAAAANAANI J 1 1 f I I n nnnnnttggggggggggncc 
CCNNAANNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAAAMMNGGGGGGGNTTTNAAANNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCNTTNAAAAAANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTT NGNGCCCCCN NNTNGGGGGGGNNNAI M i ll I I NNNANGG 
GGAAAANAAANNANGGGGN I I I I 1 1 I I 1 I I I 1 I AAAAAAGNNN I 11 I I I 1 1 1 1 I 1 T 1 NAA 
AAATT A AAA AN N I Mill I NNNAAMAGGTTTTTNTAANACNTTTTTTNAAMANTTTTT 
GNNAAAAANAMNANGGGGNNNTTNCCCCCCNTTTNTTTTTTTGGGGGGGGNGANMTTT 
TCCCCNTTTNNAAAAAAAAAAAAAANCCCCGAANG 1 1 I 1 II 1 1 1 I I AAAAAACCCTTTTN 
AAAANTTTTTTCCCCCCCC 
Sequence 4853 

CCCTTNGAGCGGCCGCCCGGGCAGGNA C 1 I I M I 1 I M 1 I I I 1 1 I 1 H I 11 IC 1 I 1 1 1 I I 

n ii 1 1 n ii 1 1 1 1 1 1 ii 1 1 1 i i 1 1 1 1 1 1 n i m 1 1 1 1 1 1 1 1 1 1 1 1 1 H n ic 

CMAMAAAAANNN NCTTNTTTATNNA NGGNAMAAANGNTTTTTGGGGGGANAAATNAA 
AMNGGNTNAAMATTTTTTNTTTmAAMANGCCCCTTNCNGGNAGGGG 
AAATTNANNAAAACNAAAAANTTNCCCTTTTANAAAAAAAA 
Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATnTCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGTTTCCTCACTGGGAGACMCTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGAAGTGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGAMTGCTCCCTTTTTMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCCTTACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 
TTCACTCTGTAAATCATCACTAAGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 
TGTTTMTGCTTGAAGGATGGTTTGGGAGGCAGGGMTCCTT7TCTTAAMCACCTTTAA 
TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCAACC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATrMGTTTCCAACACATGCTTTTT 

GTGAAACATGTTCAAACCATAGCATTrTCAAATTCCAAAATAAGATATCCCTTACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I 1 1 1 I 1 1 I 1 1 1 1 I I I I 1 1 1 I NGGNTTTTTT 
1 1 1 1 1 1 1 1 1 1 I 1 1 1 II I 1 1 1 1 1 1 1 1 1 NNGGGGGNAAAAANATN I I I 1 1 I I I NTNANNNNN 
AAANN NNNAAANNG GGGGGGGNNNNNNNNAAAAAAANNNGGGNNAANNNTTTTTTTNGGG 
GGGGNi i 1 1 i 1 1 1 iNNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
AANAAAANGGGGNTCCCCNCNNAAAAAAAANTTTT 
Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCTGCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTCACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4860 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAMTAAAATGTTTTACATAMTMGTGTTAAATTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCMTTTGGGAAAMTCTCACAATTATTAACTCTTCTCAGTTACATTTATTTTTG 

AGCATTTAAATCTACTATACACCAGTTTGTAAAATTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGtGCTGGGGAGGTTTA 

MTAGCACTTAAAGAATATTCATGAGAGTTCTGAAATGAAGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGAAGAACAAAGG GCTCA ACCCTGATAACTCTAAAATTTGGGATCTTGTCAAA 

TTMNTTTCMCATTCTTTAAATTTTACCCTNATCCTTGTTTTCTTCGCTTGGACTNACG 

NCCTTTCTGACTCTNTTCCGCTTTTGGGTTGGTCTTCTAACAGTAAGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCGCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 

TTCCGCCCTTTCGAGC GGTCGCCCGGGCAGGGACTTTA I I I 1 1 I I I 1 1 1 I I I I 1 1 I AAAT 
" H 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 I I 1 1 I I I H I I I 1 1 | | || 1 1 | | | | 1 1 | | || 1 1 1 1 | 1 1 

I m 1 1 1 u I i I I I 1 1 1 1 1 1 1 | 1 1 | | 1 1 1 1 | 1 1 | I GNNGCNNNNNNGNNNNNNNNNAAAAA 
AAAAAAAAAAAAAAANNNANATNTNNC I I I I I 1 1 I I I I NNAAAAAAANAAAN I I I I I I I N 
NCCNN NNGNNA NNAANANTNMNNNANNNNNTTNNTTTTNTTTTTTNNNNTTGGGGAAAA 
AANATNi i i i 1 1 AATTNNAAANGAAAGGGGNGGAAAAAAAAAAAAANNTTTATTNTTTTT 
NNTNTTNNNAAATAAAAAAANCNCCCGNGGGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 
NCNNCAAAAAAAAANNANAAN I 1 1 1 1 1 1 I NNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 
NNANAAAAAAAAAAAA 
Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TAATTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 

AGACTCTTTGMGACTTTCTTGMTTGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 

AGCTGAG TATCMC TT GCCTTT CTGATAGMATGTTTCTTGTGCCAGTTTTATTGTTGAG 

ATATACTAi Mill I CCTTTTTTMTTCAGTTTTTTAAAAAAACAAATGTATTGTGGCTT 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATAATTGTGGTA 

TAGTGACCAATAGAtGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 

CCGGGAGTAAAA TGAG TGACCTCAGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 

GMTATGGTATMTTTTAMTTTTMTGCNAAMTTTTMTTTGGNCm 

Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAMTGACCTCCCAGATTGACTAGTTTTGTAAGGAACTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCMTGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGCGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCAAGCTTGGGCCGTAATCMTGGGACATAGCTTGTTTCCTGTNGTGAAMTTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I M I I I 1 I I I M 1 1 I I I 1 I I I I NN H I I 1 1 1 I I 

n M I I I I I 11 I I 1 I » I I I II I I I I I 1 I I I I I | IN | I 1 1 1 | | | ) I GANNNNNA 

AA AAAAAA NN i 11 I 11 M NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTN N AAAAAAAAA AA AN N N C AA N N ATTTTTTTTTN AAAAA A AAAA AACNCAAAA 
ANGGGNN CCNNNTTTTN NNNANNNMNMNANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG T I I I 1 1 1 1 11 NAAAAAAAAAAI I I I I I I 11 I 1 I I I I NTCCNCCCNAAAANNAT 

NATNNNTNTTTTTTNGGGTGN NGGGCCCCCCCCC CCCNNAAAAAAAAAAMNTTCTTTTT 
TTTNNCAAANNGNGGGGGGG II I I I 1 1 I I I I I I I I I I AAANAAACNNGGGGNN AAA AAAA 
AAAANAA ATNTANN NGNNCCCGCN I fTTTTTTl I I NCCCCCCCCCTCCCCCNNNNGNGNN 
NAAAMNTTTTTTTNAAANCCCCCCNCTN I I I I I 1 I I I 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACAATTTGTTTTATTATGTA 

ATTGATAAMTGGTGATGTGTATTMTGTTAGTTCAACCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAAATMTTTTGTCAGTGTTCACCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGT7T 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCACTTGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCAANNNGGGNAANCCCCTTNTTTNNTAAAANTNCAAAAT7T 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGNGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTMTTT 

CGCATAGCTTCCCTAGTMGTCGTTTAGGTGGAGGCCGCTCGCCAAATTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAMCCACGCGTCCTACTACAAAGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCT7TCTGTGCTT7TATCTGTCACGACAGGMGGTGTGGAAAGTTTATA 

TCGTTTATATCCTTMTTTGACTACTCTTGGATATTAAMTCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAATTACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGAACTGAGAGTTCTTTGAAAACCATTCCCAATAAAAACTAAATGAAAAATAA 

ATATMMCAMGCTTAAMAMTATGCATTACCTGACACCAACCTTTTCTGGCTGACAA 

TATTTATTCATGAAMCATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TMCTAGGGGCTGAAGCMACTAGCATTTAGGATGCAMCATTCTTGGATTTGTGATGTA 

MCTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTCTTTAGCTTTCACAAMCATTGGTCCACAMTTAAATTTTCAAAA 

AGT 

Sequence 4872 

NCCCTTCGA GCGGCCGCCCGGGCAGGTA C I I I I I 1 1 I I I I I I I I I I I IGGI I I I 1 1 1 i I I 

"II I I I I M I I I I I I I M I I I I I I I NTTAAAAAA Al M I I I I I » I INA 

AAA AAAAAAAAA AAAAAAAAAAAANAAAAAAAGNAAAGGAA I I I I I I I I NTNTAAAAAAA 
AAAl i I I I I l l l NTAAAAAAAAAAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 
NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
AAAAATNAGNNNNTGNGGGGGANAAAAAAAAAAAAAAAANCCNTTTAAANNAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNTTTAAAAAAAMAMA NAACAN NTANTTTNTGGTNNANAAAAAAAAAAATTTTNTTN 
AN AAAAAAAAAAA MAAMTTTTTTCCNGTGNMGNAAAANATATTTTTATTAGAAAAAA 
AMTTTTTTTTTTT AT A AAAAA A AAAA AAA N NNNNNNNNN CTTT AAT N N AAA A AAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I 1 1 I I I I I I I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAGCTATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTMTTTTTGTA7TTTTTGTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTAAMCMGTTTCTMTTANMCCCTTATTTTACCC 

AAATGGGGTTNAGGGAACAAAAACCAACCCTNATCACCCTATTTGGGGAAAAATNAATTT 

T 

Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTMGTTTGTGAAAAGTGATGCAATTTGTTAT 

ACATTCAM TGCAM TTAGMCTAGCTGCCTTACGATGAGATTTCACTGTCATTTTTTTA 

GCACCCTMTTTTTGTCGGTTCTGTAGGTTTCAAGTAGCAGAAACTTACATCTATTTCCT 

TCAGAAMTTAAGGAGCAGATATTTTMTATGCTTTATGTAMTAGGATTCTGATAATTT 

TAGCTTTAGTTAA TGCA ACACACTTNCCTGGGCACAACCATGACCTCTCTGAGAACTGGA 

AMTACTGCATAATTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAAATAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCMTACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATT TGGAA AACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTGTTTTTGTTTCCATTATCCMTMATGCMMTTTCTTCTGAGGATTTGGGCTGGT 

GTAAAGTAAGTCCATGMCGACCACCCCTTTTTGGGTATCTTCCCGGACAGCAAGTGGCC 

CTGAATTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 

GATAAAGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 

ATAAAAGTGTCAAACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 

AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTMACAATCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

AATAGACATCCTAATACTAAGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

AMGGCACAAMTATGMTTCTGCMGMGGCTATTTTTTATTGTAGTTTGAATGGGTTA 

GGAAMGCCTCAATTTTTCACTCTTMGTCCTTCAGTACATTTTTCTTTCATCTTATTA^ 

TTATGCAAGTTMGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTMGAAGTCATGTAMCGGTTMCAAGCTTACCAAGGTTAGCAAAACTTTCATTGT 

AAATCAGTCTGTACTGAGCAAATAAAAATCATTATTAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCA TACTA CTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TGTTACACAMCTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATAAATTCTATCTTTAMTTNNNANAMAMAAAAAAAAAAGGGNGNCCNTTNAATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAMNCTGGTTTNTGGNNCNCTTTAAAGGNTTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCMMAMAMCANTT1TTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTN/TNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACMTTTTTTMAMTAMTTMGAGGTATTTATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGAATCTAAACCAGCTTAAAAACAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACMGAMTTCAGAGTMTGCTTTGAAGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTAANCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAMTGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTAMCTMAATGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCMGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCCTTAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNC CTTCC CCCCTTTATGTNAACTAACCNTTATTTCCCGGGAATACCTTTCN 

AAATTCCTGAACTTTTTACCCAAACCNATTTGACAGAAGTCCCNCGTTTATAAACCTTCT 
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TTNGGAAMTAmGGTAAMGGGCCCNTCTANACNAAATNTGCCAGGGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I M M i I I I I I I 1 1 I I I I I I I I I I I I 1 1 1 I I 

" j I I I I I M I I I I I I I I I 1 1 I I NTNTTNTTTNTTTTTTNAAAAAAAAAAATTC 

i m i i i i i i i i I NTTANAAAANTGGThrrAAACACATTTTTTNTTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTTATI^AAACTANNATNNAACTTTGATAAAAACTATAT 

TTTCTTTCTTTAAAANMTTTAMTGTTTTTTCACAAAGCTTAGCCATACAACCA 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 I 1 1 I I I 1 I I 1 I 1 I I I 1 1 1 1 1 I I 1 I I I 1 1 I 

rm M I I I I I I II I I I I I I U I I I I I I I I I 1 1 I I I I I I I II I I I NCNNNNNNAA 

AAAAAANTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 
TNNAANNNNNNNCNNANNTTGNG I I I 1 1 I I I I I NAAANANNNNNAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANMCCCCCChnTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 
AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I I I I M I 1 1 1 I I I 1 1 II I I I 1 1 II I I 

" ' n n M I I I I I I I I I 1 1 I I | I 1 1 1 | | | | | | | || I NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAA AAANC CCCCCCCCCNNAAAANNANTNTAAAAAANNNTTNTTThiTAAANGGGG 

AAMCNCNIsnTTTNNGNCCANAGGNGGGNNAAAAAAMNACCANNCNNNGNNNCNTTTTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANG I I I I I I I I I AAAAAAAAAAANNCCCCNAA 

ANNNN NGNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCNI I I I I I I I I II I ITTNTTNTNNGNGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGGI MINI I CCCCCCCCNGGGGGGGGGGGNNNNG I I I I I I I I N 

Sequence 4885 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I ) I M 1 I I I I I I I I I I 1 1 11 1 1 1 1 I GTTTTT 
I I M I l i I I I I I N I I I I I I I I I I AMGGTNANANANAAATTTTTTNAANGGTNTTNAAM 
AAMAATTAAAAAAAANISITNNNNAANNNAANNNANAAANNNTTTAAAAAAANNNTNCNAA 

MNNTTNATTGMGGCTTNANAMNATNTNNTNNAAGGTTTAGGGTTANNAANNNAAANC 

TTNTAAAATGAAA 

Sequence 4886 

GANAMGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGAAG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATCTTGGCTCACAGCAGCCTACA 

CCTCCCGGGCTCAGGCCA TCTTTC CACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTTGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGAACTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTAAGCCACCACGCTTGTCCAATAAATGGATTTTAATGGAGGAGTTA 

GAAMGTTCTTTGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAAAGAAGAATATCCACAATTATCTGTAAGGGCTAGCCCTTTTCCATCT 

ATATATTTGTAAMGACTGGATTTCTTTCATATGCTTCAGCCAAATCAACATTTTAAAAC 

Sequence 4889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGAACTACTGGGCTCAANCAATTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGAAGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTN AI I H I I I 1 I I IG N I I I I 1 1 1 1 1 I I AGCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAMAAAAAAAAAGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATTNTGGGGTTGAAGAGACTGGGGGAAGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAAATTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTAAGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTAATTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAAACCTCCTACA 

CTCGGAATGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAAAGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTAACAAGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGAATGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

AMTGCTAMCACTGGAAAAAATGGMTTTTATACATTTGTTTTCTTAAATTTTGACAGA 

TATTCTTCAGAAAGTTAAAACTGCCTTCCACAAAATTTTGTGTGTATATGGCACAAGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATTA TNGNTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTTTTTATGACAAGCCTATANACCCCNTTGAAATCACATTATTAGNTCTTGTAACCACA 

AAAAAATGANAAAAAAATATT 
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Sequence 4894 

CCCTTAGCGTGGTCGCGGCCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCmCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCAAAGAGGCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTTTCC CTTCC ATGCCATTATTTTCAGTGGGGAAGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTMGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCAA GAGTCC CCAAAATATTAATGCTCTTCCCTTTTTCTACCCTCAAACTTATAGTT 

GTATCTTATTTTTTAAAATGAATTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNAAGANCTGGGACTTACANGCGCCGGCCACCACNCCCGGNTMTTTTTTT 
G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I 1 I I I H I 1 I I 1 I I 1 i I I I INA N iTTTTTTTTl 
n n r 1 1 1 1 1 1 1 1 1 1 1 1 II I I I 1 1 1 I I I I I I I I I I l I NNNGGNCCCNNAANANNAAAAAA 
AAAAAAANNNNNNAAAAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAAANNN 
NNNNNG GGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 

rrrm iggggggnnnntntntaaaaaanantnccccnggggggggnaaaaanaaaaaaa 

AAAANNNNNNNN I I I I I I I I I INCCC 
Sequence 4896 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCAGGCAAATGTGGTTTGGTGCCTGTCC 

TGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGAC 

CTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGA 

ACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGNCGTGGACAGGACTGCAGGCTGGAATA 

TCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAMTTTGATGAATATTTCAAGT 

CAAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGNCTCTTGTGTATTGGCCGA 

CGAAGCANGGTGAGAATAAGTGCGTTCCCAACAGCAACCNAGAGATACTACNGCTACACT 

GGGGGCTTTTCCGGTGCCTGGCTTMAAATCTGGAGACGTTTGTAT7TTNTGAMGATTT 

CACTTGTCTTNCAANA ACAC TTGATNGAAAATAACAATGAAGGCATTGGNCTAAAGGATT 

TGAMNCTTGGCAGACTTTTGCGCTGCTTTNCCCTCNATNGCAAAACGGAAACCCTTTGA 

CTGANGCTTAGAAACCTGGCATTNTTGCCATTGGCCCNCNAATTAATGCCCNNGGTGTCT 

TNNGGATGGGATAAAGGTGGAACNCCCTTAAAAAAGGTGCTTGTTTCAANCAACANGGCT 

NMTTTGGGAAAAAATGGATCTTACTTCCCCGANMNNTTTTNTTANTTTCANTTTTTAA 

ACCAAANAAAAAAAAAAAA 

Sequence 4897 

CCCTTAGCGTGGTCGCGGCCCGNTNTACCAGAATCGGCAGAAGAATCAGCCCCATAAATT 

TTAAAGACTTCCTCAATCGGGATACTGTTCATTAAGATTCCAGCATAAGATGATAAAATC 

ATAGCTTCTCGTTCTCTACGATTTGGATATATGGGTCTGCCATGGAGTGGTATTTTCAGT 

TCCTCCCACTCCAGCCAAGTTAAGTCTTCTGAGGGATCCAGCCATTGCAAAGCAACACTG 

ATGGCCAAATC ATAAG TGTGCCATATCATCTAGMAGGTGAGTTGCCGTCTTCCTTTTGG 

GTCMATTTCMTTTTCCCCGMGCTGATGCCMTATMTCTCCCMGAGCTTTTTCATT 

TCCTTCTTTATGAGCCTTCTTTCCATGTTAMGGGCTTAGCCAGCTTGAGCAAGGTATTN 

TGCAGTTTACACTAACACTTAGACCCAGCTTTTTNNTCCCCGCGGTACCTGCCCCGGGCG 

GGCCNNTTCGAAAAGGNCAAAATTNNACCCCNCNTTGGGGGCAGGTTCTTAGGNGNAATC 

CANGIsrTTNGGTANCAMNTTTGGGNAANAAAGGGGCCAATGNTGGGTTNCCGGGGGGAAN 

ATNNNNNANNATTNNNAAAAAATTTC 

Sequence 4898 

CCCTTANCGTNGNCNCGGCCGACGTACNCNAAATACTTCATACTAAACTTTCTAGAGAAT 
TAAACTTTAATGATGGGCTCAAANNANANANAACCNGCCNACTAATTTGTTCCTGCCCGG 
GCGGCCGCTNAAAAGGGCGAATTCO 
Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGT C I 1 I I I I I M I I I I I 1 1 i I 11 I I 1 1 I I I I I I 1 1 I ) I I 
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TTTTN I M I 1 1 I I H I I I » 1 I M I I I I I I 11 M i I I I I I 1 1 I j I | 1 1 | | M 1 1 l | 1 | 1 n 

kill I AAAAAAAAAAAAAAANNNCNNN I I I I I I 1 I I I NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGGGGGGGGGGNNNTNTNT 

TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 

GGANNNNAAMAAAAAANNNNGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 

Sequence 4900 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I M J I 1 1 11 1 M 1 1 1 I I M I I I I ) I 1 I 1 M I 

1 1 1 1 1 1 1 1 1 ) 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n n 1 1 1 1 ( 1 1 1 i i » 1 1 1 i 1 1 h i 
m 1 1 1 1 » 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 n ) 1 1 1 1 n » » 1 1 1 < 1 1 ii 1 1 1 » 1 1 1 j 

TTNANAAATNNATNTNATAAAAAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNNAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 

TACCTCAMTACTTCTGTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 

GGGGAAATAAGTTTTGAGTGAGAAATAAACGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCCTGTCTGfGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGM GAGC AGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAMGACTTTGGAATGAAMCAMTCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAMGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTAAGGAAACAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAMGCTTGGGCGTAATCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AAATTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 

AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTMTTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGTTTCCTTCAGCCACTTTGGTTTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCGCCCGGGCAG GTA C I I I II I I I I I II I M I IG I I I I M M G I I I II I I I I 

I M I II I 1 1 1 I I 1 1 M I 1 1 II I M 1 1 I I I I I N I I 1 1 I AANCNAAATAAATNAANAATTT 

TATTTAATTATMNGGACCACNTTAMTATTAISTTTNAAAAMTTCAGGC^ 

ANAGGNGGCCTGATMNTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 

AGTCCATTNNCGNATNNTAAAMAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 

TTAAGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I I I I 1 1 I I 

Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAAMGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

AAGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 

TACACTAAACAAGAG 
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Sequence 4906 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCMGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCMCCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGMGAACTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 

CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTMCCTGACAGGMTTAACTACTGTTTTTTT 
GTGGGGCAGAAAGCAAMCCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 
TAGTG AGAAGAAACACAAACCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 
TTTTTCTTCTGTCCCTTTAACMATTT 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 
GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 
CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 
TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 
Sequence 4909 

CCCTTAGCGTGGTCGCGGCCGA GGAAC I I > II M I II I II 11 1 1 I 1 1 1 I 11 1I C 11 1 1 I I 

I IIIM 1MMH11 Ml 11 I II II I III MIMI I M Mil l I IIM I 1 I Il l l MM N 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 

GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 

MTTGNNAAAMTAMTACCMTGGCTNTTTTATCATTGTCCNTTCTTTCCCTTTTAAAN 

TTTCACTTTGAAAATT 

Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTMTGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGAACTGGAAATCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4911 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGT TGAA GTCTTTATTGCTTGGGCTAGATACTCCTAGMAGTTTGATTTTCTAGT 

TGAGTGAATTTTACCCAANAAAACACTTAAGAAATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTCGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCTGAGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAAAGGGGAATTTCMCTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAA AGAC AAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAAATGTCCCT 

GTTGCCATTGGGGTATTTTCTGAGATTTTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTG GCTTT TGCTTTCCTTGGTTTGGATTTATTCTCMGCCCCCTTTTGGGGC^ 

TGTACCTTTTTATNATTC ANAC TTGGGAMCGGGGACNTTTNTTGTTCATTTGGTTCGAT 

GAGMCGTTMGGGNMTTT TACTTTAC AGACAGGNTTTGTNCCNTTGTAANAACCTGNA 

GCCCCCAGNAGTNANTTNTN I 1 I I I I I I AGNAAAAMGTTNTCCCCTTCMTTTTTTTNT 

T 

Sequence 4913 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTMGTTTTGTTTTGTGAG 

AMTAGGTMAGACA7TAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTCACCTCTAAAAAAGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCMGACTATGACAGATTTGAAAGAGAA 

TTCTAAAGCAGATTTAGMGAACCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTMMGGGATGATTTTTACATTGAG 

TTTTTAAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGGTTGGTCCCC 

Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCCTGAGAAAGTTAAGCCAATTTAACA 

ACTATTTCCAACATCTCTCTACCTGCTTTTCTTTMGTATAGGGTCATGTNTTTCGTGAA 

GCCTATGTGTmATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GAAACTTTCTAGMAGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAACTTGCTGAACTTGGTGG 

AGGAGAMGGCTTGAACTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TC^^TCCGMGCGGGTGCA CTAN CTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I I I I J I 1 1 1 1 I 

Sequence 4915 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAAAAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

CTGGTCAAGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCAACAGGAAGTAATTG CCTGAG CTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATMGACTTTTTACCTNTAGG 
ATCATCAGGNGCAAAATGAAAAGGTTGAAAAAA 
Sequence 4917 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACTTTN I I 1 1 I I I I I I I I I I I I I M I CTTATTA 

TTATNAi mm IGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

MTGGCAGTATCTTAAAGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCMCTCATTGATTGCATATGCCTGTAGTMTCTTTTACAACAAGAACTTGTCAGG 

TTAAAATTATAMTGACTTCAAAGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

CAGGGATGTCTAACTCAGGAAAGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGAT7TTANCTGMNAAAAATCCCCCTTTAACTTTGACTGCTTGGGGCC 

AAAMCCNCTTCTGGNTTATTCTA^^^CTTTMGGACCANTTTTTAGANGAGNAAATTNAA 

ACCCCAAAAAA 

Sequence 4918 
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CCCTJTGGCCGCCCGGGCAGGTACAGGCCAACATGATCAAAGGCATGCTGGAAACAAGCG 

TATTAMGATCAGCTTGGATCMGCTTTCATTTGCATCTGCCTGAACCGCACATATTTNA 

GTCTGMGGGAAAATTGGTAATCAAGTTGAGAAGTCTATCAACAATGCTTCCTCAGTTTC 

MCATCCCAAANAATTTGTTGTAGGCCCAAAACCCATATTTCTAATAAGTATGGAAATAA 

TTCCCTCCATTCTTCATTACTCACACAAAAATGGGAAGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACAATGAAGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCC 

TGTGGGGCTGCTCCCATGMCGAGAGCGMTTTGCTGMTGGTACTTGTCMGATTTTTT 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGAAGCGTGCGGATGTAGACTACATATTTCAGAAAGCTTTTCAAGTCTGG 

AGCGATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAAAGGTGGTACCTTAGCCCATGCTTTTTA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGTCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAAACTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTMT GGGCAC CAAGTTTAACAGGGCAGACMTATTTGCTTCTGCATTCACACTTA 

TTCAAT TACA T'I I I 1 1 AAMAAATGATGCTGCTTAMCTATTAATGTTTTACCAAAAAAA 

TMTMTTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

MC CAAGA CAAACTCAMTTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTTATTAAMGGGCAAACATCATGMTTMCCCAGCCGCTTACTTGMTTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 
Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 

GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 

NAAAAAAAAAAANNNMATTNCCCCCNNGGGGGCCCCCNCTTTTTTNGNCCCMTTTTTT 

GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 
ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGMGGGTCTTGTGTTTTAATGC 

CAATAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 
GGGCN 

Sequence 4924 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 I I I I 1 I I M I 1 I 1 I 1 1 1 I I I II I AA 
m m i mm I IN I 1 II I I I 1 1 1 I N I 1 I 1 I I I I I NTIMTTNG I II I I I II I I I I I I I NTT 
TTANT1TTNNTTTATANNTTTTTATNTTTG N NAN AA AAAAATTTTTTTNT G NN AAANGGG 
NNGNTTAGAANTNTTTCNNCNCATTTT™^ 

MNAATTAGAGTTNTm"NMNGGNAGNANTGNNTTTNCCCTTGTAMNCCCTMNMTTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

CCTCCCNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTTTNNNGGTTATNNACANNANCTNTTTTCNNAAAMMNATNTTTTCCCCCTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I I I 1 1 I I I I I 1 1 1 1 AAAAAAGAATTNNGNNT 

GNNNGNGCC CMAA MAAMNAAGTTNGGGNTGNNCTNCCNNNTTANNTAAMTTTTTTG 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTAAGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAAACCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAAMTTGTTTTAAAAAGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGTTTGGGAGGTTGAGGTGGGAAGATTGGTTGAGCCCAAGATTT 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I I I I I I I II I I I I I I II I I GGGI I MINI 

1 1 I I I I I I I I I I I I I I I I I I 1 1 II I I I I I I I NNAAAAAANNCCCCNTTTTTNNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAAAAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCCATCA GATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

1 1 < » I I < M M I » H I M I I GGG AGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

MGGCATACAGGCATTTTTTTMTTAAAMTMTMTGATMTGATTTAAAAAGTCANAA 

AMTTGATGATCTTTGMCCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

T^r^ACTGCTTGGGTTCCCTTTTCTCCMCTTGATGC^^TGGTGGATGCCGCTTGGCGCTGC 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I 1 1 1 1 II I I II I I GAGACAGTCTTGCTCT 

GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 

TTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC 

GCCCGGCTMTTTTTGTATTTTTAGTAGAGACGGGTTTTCACCGTGTTGGCCAGGCTG 

CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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' CATCAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 

CTGAMTGCCTTTGGTTTANAMTGGATGMGGAGAGGCCATGGAMTATTTANACCTTT 

TGGAGAGATCGAAAGGACAGGTGATTTATCTCCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACMTTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTAATTATCAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANNNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 
CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGTCCTCCATAGTACCTCGGCCG 
CGACCACGCTAAGGG 
Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGATCCTCCCTCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCAAATTTTTTGTATTTTTAATAGAGATGMGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACAAGTGTGAACTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTCATTTTCCACGTGTAATATAGCANATCATTACACATTCCT 

TTTMCACTGTGTTCACTTGCCTmGGAATMCACTCA^CTTTGGTCTTATCCTAOT 

CACTGGCTGCTCCTTTTCCGTCTTTTT 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N I I I I < I I I 1 1 I I I I I I 1 1 1 I I I I I I AACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GAAGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAAAAATTMTCTTAATACTAAAATATTTATGMTAAATTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GMTGMTTG AAGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTACTTTTTTA 

MCATTTMAATTTTTCCATAATAAATGGNTTTTAAAAAATGCNTTNTTACACTTC 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 
AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 
GAMGTNMCAMCAAAAMCTAGTTCAMGCmGTTTCACAGTGGGCANTNTNTTANC 
GCCMCAAMCMCCTCMTTTATTGCTTCTATTT^ 

TTAAAAAAA MTMT ATTGTTCCATGANACATTCAMGTTGCCACTTGGCCTTTGGGGTT 

CACTGG NCCTTT TTNTTCNCTGCAMCCTTTTNCCTGCCAATTGGCCCTGAANAAAAAAC 

TTCANGGTTTTTAAMCCMCMTGGCCNCGGTACTGGTGTTTTAACNTTT^ 

NCNMNTCTGTNGGTNAAAAMCCTTTTTGGGCCCNCCMTTTTCMTTTCTTC I I 1 1 I I 

AA AMTN ANCCTTTGGGGAMATTTTAAAAAMAANAAAMTTTNCCTTAAGAAAATGGG 

TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGCTTGAG GGG GACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGAACGGCTGCTTTTGGAAGACTATTGCCCAGAAGAMAGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCAMGTGTCTMCTTTAGTTTCATCAGATTMGAGCTTTAGTGCCT 

GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 

TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 

AGGANANANANAGNGGGGATTTTTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 

MNGGNANCCNCCAAGTACNGGGNNCNCAAAMNTNTTTNGGCCCNGGNTTNATNTNNTA 

GGCCTTAAAAAAAAAAAAANTNNCCCCGGGGGGGGGGGGGATCCCTNNAANCCCACTNCN 

TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 

ANTAACCCCNTTGCNCTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 

AAAAMAMNTTTTTTNNCCGGGGGGGGNTTT 

Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCA TTCATC TTGAACATGACCCAAATCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCAI I I rTCTTCCTTATTTTTTATGTATGTTTACCTTGCCCTGTAGGCGC 

ATTTGTMGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCAACTTTGACAGGCTGAGTATTCTTCTAT7TCCAACCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC 1 1 1 I M 1 1 I I I 1 1 1 I I 1 1 1 I 1 M NGG M 11 11 I 
k I M I I l ll I I I I I I I I I I I I I IGGGNNAAAAAAAAAANNNNAANTTTTTTTNNNNNNNN 
NAAAN ANNCC CCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGNN I I I I 1 1 I I 1 1NAAA 
CCCNNn 1 1 I AAAAAAAAAAAAMNCCCCCCTTTTTAANANNNAAAANTTTTTAAAAAAA 
AAAAAAAAAANNCN A AATTTCCCCN NTTTTTAAAA AAAANTN NTTTTTTTAN AN NAN AAA 
AAAAANN I I I I I 1 1 I A AAAAAAAAA1 I I I I I 1 I I I I I CNNNGANAAAAAAAAAAAAANNC 
NCCCGGGNN TTTTTTAAMNAAAAAAANTTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 
I I IN I I I I I NAAAAAM NNATTTTTTTTNNNAAAAAANNCCCCCCNAAAAAACCCCNTN 
NAAAAAAAAAI I I I I I I NANNGGAAAAAAATTTTAAAAAAAAAAMAAACNNTTTTNTTT 
TTNNCANNGGGNGAGNANANAAAAAAAMTTTNGAAAAAMTTTTTTTNTTTTTTAAAAA 
AM NNNAMAAM NNNGGGTTTTTTNTNCCTTTNAAAAAANANANAAAAAANNNGGGGNC 
NCCI I I I I I I I 1 1 
Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAMTATMCATAATGAATATTATTTCATTCTTACTTTG 

TTTTTGATC TTTCA TACAAGTAAAAMTGTAAAATACTACACAGATTTATAAGTGTGCTT 

AGTMTCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA 

MGGMAGAGGTTTMTTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCfAAATTAGTCCCCAAACCAAATTC 

ATTATTTTCTTCTTAAAAATGTCTTTTACTTCCTTGMTCTGCTTCTGTATTTC 

AMTTTACMTGTATTTTGTCCAGTTACTGAGATAMTACCTCTACTTTTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTAAATTCATTTGATGCTGTCTTCTAAAAGAACTAAAATCT 

AGCATC TCCTC TTCATACCTCCTGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTMCGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 

CAGGCTGGTATGTTTTTCCCCCTAA 

Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCCTGGGTTCAGGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGCACTACAGACACG 

CGCCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGAGTTTCACCATGTTGGC 

CAGGCTGGCCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCAAAAGTGC 

TGGGATTACAGGCGTGAGCCACTGTGCCTGGCTTCCATCCTCTTCTATCATTTTTTTAAA 

TCTCTTCTCCTATCATAAMTTMTTTCTCATTTTTTGGTCAGGTAGMTTGGGAAAGTC 

CCACACTGTCCTCCTATTACCTTAACATTCCMGCTTCCTTTNCTTTTTTGGNCTTTATC 

AAT ATATT T ATATG GGCNGAATTTAGATTMCAAAATTGATTGGCCCATTCT7TACTTTC 

CCATTTTGN TTTT CTANAACCCACAAAAGTTAAMCTTGGGAATTCCCTGGCCCCCCANA 

ACACTTGTATTTTGTTGGTTGAAGGTTCNGNCCCAAAMCAMCACAGTTTTAANTGCAC 

ATACAMTGTTGGCNGGGATNTTCCCTGGAMTTTATTTAACCGGTTTTTGGTGGGNGGG 
GGGTTTTTTGGG 

Sequence 4757 

ACCCTTTTAACAAAGGAAAGTGGGTTTGGGCTTCGAGGGACAATAAATTGTGGGGAAGTG 

ACTAGGAAAGACATGGGGAGCTAATGCGAGATAAGAGCTACTGTAGTGAGGTCAGTTTAG 

GCAAATTCGTCTTCAAGGATAAGAATCACTCTTCTCTCCTTGGTGCAAGGCGTGGGGGGC 

ACCTTT CTCT AAGTGAMTTATATTTATTTTTATGGTCACCCTCTGTTTATGACAAGCGA 

TACTTGTTTTCCCTATGCCAGAGGGATATGAATTTCCTTCTTAAATAAACCCTTAAATAA 

ATAMTTTAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAG 

GCAGGTGGATCACCTGAGGTCAGAAGTTCGAGACCAGCCTGGCCAACATG 

Sequence 4758 

GGTACATAGCGCCTTGGTCTAGGCCAATAATAGGTCGATCTTCCTCGCCAACTCATATTT 

CACACAGATGAATCTCAGTAGAGGAAAAAGAGTCCGGACGGCAGGAACCACACAGCACTG 

CCTCACAGCTCCCTGGCGTTCTTCCCCGCGTACACAGAGTGGTCTTTTCAACACTCCTCC 

CCCTACTCCACCGGACCTCAACCAGGACTTCAGTGGATTTCAGCTTCTAGTGGATGTTGC 

ACTCAAACGGGCTGCAGAGATGGAGCTTCAGGCAAMCTTACAGCTTAACCCATTTTCAA 

GCAAA ACAG TTCTCA GAAATGTCATGATTGCCGGGGTGAAGGCAAGAGATGAATTGCATT 

ATTTTATATATTTTTTATTAATATTTGCACATGGGATTGCTAAAACAGCTTCCTG 

GAGATGTCTT CAATGGGAATA CAGTCATTCCAAGAACTATAAACTTAAAGCTACTGTAGA 

MCAMNGGGTTTTCTTTTTTAAATGTTTCTTGGNAGGATTATTCATAATGGTGGAGATG 

GGTCCCCAATATCATGTGATTTTTTTTCCTCCCCTTTCCCTTTTTTTGGT^ 

AGACTGNGCCAATMCTTTANANGMCCCTTTNGCATTTTTTNTCATTTCCCATGTGGGN 

AAAAGGGATGCCCCNCATACNGGCNTAANNAAAAAAAATTT 

Sequence 4759 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGAGGCCTTAGGTGAATGGCTTGTCTGCTA 

TGGCAGAGATTAGAGGTGCTGCCAGACTGCCATAAGTATTAGGCAGTAACAGCAGCAGCT 

GCTTATATGCGTGCGMCAGCTGGGGAATTMTTTGGTATGCATTCTCAGGAGCCACTCA 

TCTGCTGGCAGAGGTAGCAGAAGAATGCCCTTAGTGTAAATCCTCTACAACCATACACCA 

MATGTGCTCCCTTGCATTTCAAATTTCCATTGTANAAAGTCTCTGATAATCTC 

Sequence 4760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGACCAGGCCCAGCTMTTTITGTATTTTT 

AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGATGA 

TCCGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAACGCCTAGC 

CTCAGAGACTT CTAGTM CATCATATAGTTAGTAAAGGGGACAGCTGGTTTTCAAGTAAA 

GGTCTGTTTGATTTTTTCTATW 

TTCT TGAAAAAAACAAAAGAGAGCCAACAAATAAAAGTAATTCCTCAGAATTTATGCTAA 
TTTTGTAGCAATATMCTTGCGCATTTGA 

CCTACATTGCTTTTTAAGGGCAAGGTGTGTCCTGTGAGTGTTTCTCACTGTTAGACTAGG 
GCAGAAGCTCAACAATAACAAAAAAGGCTGGTGACTAGGAATCCTAATTTCCTTNCAACC 
AGGGCGTGTGATAACAAANACACTTTTCCTATA 
Sequence 4761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGATGTCCAAAAAAGCACAACAATTTAAGA 
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pTTTGGGCACTTTATGTAGCAGATATATAAAAAGCAAAGCAGGAATTAAGAGCAAATGAA 
TTTMTAATACTGATATMGGCAGCTTTTMTCTATTCACAGGAAAAGGAAAMTTTATA 
TTATCTCCTAMTATTATAGCATGTAATATGAAGAGTTAATAATCTCGTCCATTCTGAAT 
GMAAMACTMCTTTAAATAAGTTAATTCTATGCTCCTTGAACGCCTTAAAAAAAAGAA 
Sequence 4762 

CCCTTAGCGTGGTCGCGGCCGAGGTNCMMGANAAATT7TAAAGCTGGGCAGTCCGGGG 

GAGACATCACACGTTGGTAGGATCCATGATGCCCCACAAGCCACCGAAACCAGCANGTTT 

TTTAGGGATTTTCAMAGGAGAATTGCTTGMCCTGGGAGGCCNAGGTTGCGGTGAAGCT 

GANATCACCACATTGCACTCCAGCCTGGGCAACANGAGCAAAATGCCATCCANAAAANAA 

CNCAANAAAAAGTTCCTGCCCGGGGCGGGCCGCTTNAAANGGCNGAATTCCAGCNCACTG 

GCCGGCCGTTACTAAATGNNATCCNANNTTCGGAACCAAGCTTGGGCGTNAATCAISIGGTC 

ATNGCCTGNTTTCCCTTGTTGNNMNATTTGTTANTCCGGTTMCAANTTNNCACAACAA 

ACCANAACNTAAGGCCGGNAAAGCNTANAANGTGTTAAAAGCCTTGGGG 

Sequence 4763 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTGTGCAGGTATTTCTGGCAGTATAGAAACAGT 

MGTGGACTTGCTGGTCAAATGGTAGCTACATTTAAAAAACAGTGATGGCTACTGCTTAA 

TTGTATATCAAAAGAGATTTATACCAGTMCTTTC^ 

CACTTAAATTCMCMCATCATTCCTCTTMCATTTTTGCCMTGGTGAAMGTATTTCG 

TATACAAATTTACATATTCTTACTCATGTGGTTAAGTTTCTTACATGTATTTGTTGMCT 

TCCTGTGAATTGCTTATTCATATCTTTTTCTCACTTTTTCC^ 

TCTTTAATGAATTTTMGMTGCTTTATGTATTGGTGCTATTMTCTTCAATTTTAC 

TATTTGCATMGTMTTGCCTACTTTTAACTCTTCGTGGCATACAGACA 

TATTTACTTAMTTTATCMTCTTmCTTTAAAAGTTCTCTGGA 

AGGANGGGTANNCCCATCCCAAGAATATATATATGTTTTATAGA 

Sequence 4764 

C CCTTA GCGTGGTCGCGGCCGAGGTACI MINI 1 GTTTTTAT7TTATTTTATTTTTGTT 
TGTTTTCTCCGTGTGTGTGTTT^ 

i U I l 1 1 MTTAAAGAGCAAAGCTTTTTATTACTTTGTAATTTAAAAMCTGMAAAAM 

AMCTGAAGMCTTTGGGGGGAATTTTGTACCTGCCCGGGCGGCCGCTCGAAGGG 
Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I 1 1 1 I I I I I I I I 1 AAAGCAAACCATTGTATG 
TGTMGTGTTTMGTNACCTTTTrGTCTATTGGTCTCTATTGCCAGCCCTCCCCTTTCCC 
MTGAMGCCATGTCAMTTMTCACTTGGATTGACTGCTTCATCTTTTTATTT^ 
Sequence 4766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACATTAC11TGTTTTTTCAGGTGMGCTTA 

AACAAATGTGAGGCAGAAAAATGTATTAATGCGGCACTAATGANAAGACGGAATCAAACT 

CCCTG CAAATACACA CACACACACACACACACACACACACACACACACNNGNGNNAAACT 

TNNGNNI I I I I I I i IGTAAAAAAAAAACNNNGNNGNNCNCGCTAACAANATATNNNTAAN 

GTGGGAAAAACNGGGCCCGNGNGAGGNGTCTCANGCCTNAAANCCCNNCTNTTNGNGAGG 

CCAGGGGGGGTGTTTNTTTNGNNGNNGGGNGTTANANACCANCNNGGCNAANNNGGAGAA 

ACCCCISITCTCTNCTAAAAACANAANACTTCCCCGGGNGGGGAGACANGCACNTNATCTCC 

CNTNTNCTCMGACTNNGGGGNAAAAMTTTTTTNNNNCCNGGGAGGTAGATCTTGNNNT 

AANCNAAAATNCTGCC7TGCTCTNCAACCTGGGNAACAGAGAGAACACTCNTTCTAAAAA 
AAAAAAA 

Sequence 4767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTGANAGAGGGTCCAGTAMTCTTTGTTT 

TGAATGAACTGATGGTTTTGAAGCAGGTGACCTGGAGGACTGCATGTAGAACACAGTGAT 

GTCAAGGAGTAAAGGANAGAACAGAAGTGAGATTAGCACTAATCACCTCTAATGCCTTAT 

TTCCAGTAAAGTTTAGAGAAGAGGAAMGCTACTTGGCTTGCTCCTTTGMGGTTTTGTT 

TCCCTCTTAACACAGAAATTAAAAGGTAGAGGAGAGATGCTGAATGATGCTTTTTTTCTT 

CTTAATCTTGGGGGGTCATTATGATTAAGTTATTGAATCCATATCACCGTATGACAGCAC 
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TTGGGCAAAACACT 

Sequence 4768 

CCCTTTCGA GCGGCCGC CCGGGCAGGTACTGGAATTACAGGCATGAGTCACCCCTCCCNG 
GCCCCCCCCI I 1 1 I 1 1 1 IAATCCTAAAAAGCTTCCTAAGGGTTGGTCAGGGCAGTTAACT 
CCAGTGMTACCTCTTCTA MGAC TCAGCAAMGGGTCATTTGTGCCTCTTTAACTGTTC 

TTACCAAACTGTCCTGTCTNTTTTCTGCTGCCAACTAANCAGCTTCCTAGGGACAAAAAA 
ATATACAATA I I I I I I I I I 

Sequence 4769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACCCAGTGGAAGGATCTACTGATAG 
GCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATCAATGT 
CAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCATCCAT 
AATCCCTTTC TGCTG TTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCAG 
CGATT CCAGGT TTTAMTAGTTTGTAAATTTTCAAGTTTCTACACACTTTATCATCCACT 
TGTGATTTTT TAATT AMGCGTTTTMTTCCTTTCTCTGTTCAGCTGTTGATG 
C CATATTTA GTTTTATAGGCTTCTCCCTGG I I I I I I I I 1 I I CGG I I I I I M I GGCTCANG 
AATTTTTI I GGTTTGGCATGGAAAATGTAAAAAAGGGGAAATTTAANTANCATTTCAAGT 

TTMTTNTGNAMTNGNNAGGGAAATTTTTTCAMMAAAATTTAAAAANNATNGGGCCC 
CAAAAAAAAAAAA 

Sequence 4770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGTCATGATAAATGGAACAATTGTCTTAGA 

TATGAGCCATTTCATTTAGACATTTAATTATGTCCTATTTCTCTGGCTAAATACATTGAA 

AGTTATAAGCTGTTCATGTAGAAGGCATGTAATAAATGTATAGGATAACAATATGGGCAA 

TAGTCACCCTCCAGACTCTTAAAAATTCCCACCTGCCCGGGCGGCCGNTCGAAAGGG 
Sequence 4771 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I II I I I I M I I II 1 1 | 1 1 M f| 1 1 1 1 I M M I 
i i i i i i 1 1 I I I I 1 1 I 1 1 I I I I I I 1 1 I NTCCAAAAAA.NTTTTTNNNGGGGGNAAAAAANNT 
NNNAMAAANTTTNNGGGNNNNTITrTNNNANNAAAAAAAANGNGGGNAAAAAAAAAAAAN 
NTNNTAAANNCNTNTTNCCCCNNANNNAAAAAAGGGGGGGGGGGGNTTTNANAAAAAAAN 
N TlvrrT NNCCNCNTAATAATTTNGGGGNNAAAANNGNGANANNTNNCCCCNNNAAAAANCC 
CTTTTNCCCCCNNTGNTAAAAAANCCCCCCCCCNGN I I I I I I M I I I I I I I I I AAAAANA 

ATTTAANCCCCCCCNGGGGGGGGNTTTTNAAAAMNTTTCCAAAANAANTNGGGNNNNNN 
AAAAAAAAAAAAAAAAAAGGGGGGGNNNCCNNAAAANAAAAAAAACCN I I 1 1 I II I I INN 
GGGGGGGGGGTTNTTNAGANNGGGGGGNTTTTCCCCCCCCC 
Sequence 4772 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGACAGAGGTTCCAGTAAACGAAAACTTGAT 

TGTTTCCTTGTATATTTTCAGCGTTATGTTTGGTGGAAGAAMGTTTGGAGGTTTGGACA 

AAAGACCATCCATTTCCTATTGATATAGATTACATGATCAGTGATACACTAGAACTGCTA 

AGA CCAMGA TCAAACTCTGTMTTCTCTGGMGMTCCATCAGGCAGGTACAATTTTTT 

TTTCi i i i i i lAGTAATAGAGTTCTACTMTGGGMTAATGGGATTTTTTGGCGGGGGAC 

GGGAGGTAACATTTTGCTCAATTTGG 

Sequence 4773 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I 1 1 I I I I I I I GTGACGGAG 

TCTTGTTCAGCTGCCCAGGCTGGAGTGCAGTGGTCGATCTTCGCICACTGCAACCACCGT 

CTCCTGGGTTCAAGCGATTNTCCTGTCTCAGCTTCCCAAGTAGCTGGGATTACAGGCCAC 

CACCATCATGCCCGGCTMTTTTTGTATATTGGTAGAGACGGAGTTTCACTATGTTGGGC 

AGGCTGGTCTTGAACTCCTCACCTCAGGTGATCCGCCCGTCTTGGCCTCCCAAAGTGCTA 

GGATTACAGGCGTAAGCCACCATGCCTGGCCAGATGATGTATTTAAATATCATACCAAAC 

TCTGTGTATTTATATAAAGAAGAGACTGGTAAAAGACTTCATAATNTNAAAAAAAAACCA 

AAAACCCAA AAAA MACTTTACCCTTACCCATTGCTGGCATATTGGTGCAGNATAAAACA 

CCACCCTTATTTTGGGATCAATGANAAANACCGNAAAGAAATGTCCTGCGTAAACTGGAA 
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CTTTTGACAGCNTTTTNAAAAAATAA 
Sequence 4774 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTA7TTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATAATACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGMGTTTCTTCTAGCACTTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTAATGAGCTTGTGTGTTTTTGTCATTC I J H I JCJ 1 1 J I I I GAAAAAACAATAGAGTC 

ATTTAAGGAAGCAAAAAGG 

Sequence 4775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCCTGGAAATTCTAGCTGCTGTGGCCT 

CCCCMCTGCCAGTCCTGTCTCTTCMTTCAGCGAGATTTATTGTTTCCCTTCCCTGAAC 

TGCAACCTAGGAACTGCCGTGCGGGGGCAGGCTGAGAAACCATGGTGCTCACCTCACTCT 

GTCTGCAGTCTCCTGAGGATCACAAACCTGTGCTTGTCCTATGTCTAAAAACCATTACCT 

ATTATACGTATTGTATAGCTTCCAGTTGTTTAAGGCAGGAGAGGAAATCTGACCCTTGTT 

ATTCCATCACAGCAGTAAGGAGAACTCTTCACATCTAAGTAAACACACCTCACACTTACA 

ATTCACTGCTTTTTGTAATAATTGATGTATAAAGAACACCACTTCCTTACAGMCTATTT 

CAATAGCATCATGCTTGTCAAATT 

Sequence 4776 

CCCTTTCG AGCGGCCGCCCGGGCAGGTAC I M 1 I 1 1 1 I 1 I I 1 1 1 I II I I I 1 1 II I I I ) I N 

NNNI I 1 I I I I I I 1 I M I I I I I I I I I I I I I i I 1 1 1 I 1 I I 1 1 I I 1 1 I 1 , 1 1 1 I I I n I I I II I 

II I I 1 1 I I J I 1 1 J 1 1 1 1 H J I I MIMI I I I I I I I I I II I I I rNNTTTTNANNANNGNNNNG 

GNNNTTNNNAATTAANACCAAAAANAAANGCCNNNNTCNCCCCTTTCATATNCNNGNNCA 

ACCCNANNNAANNAAANNCCCNACNGAAAAAATTTAAANTTAACAGGGACAAATAATNAN 

TTTACAAAATNNCTTACCANAANANACTNCNCTGGATTTTTTTNNNTTNCNNGCNGNNAA 

AMGNNTTTTGGGNAGTTTATAAMANTNNNTAN^ 

MGCNAACCCCTTNAANCAATNNMTNGNTNGNGGGNAAAMNTTTNTAAAANTTTTNNC 

TTGNNNATNNNAANNNNNNNNANNNNAAAAANAANAAAAAACAAANCNNCTTNGNAAANC 

CANGGNTNNAATTNAACCCCCNTTTTNNAAACAAGANCAAANCAAATTNTNCCCTTTNAA 

ANGNMGGGCTTTNAAAAATTTNNNCCACCTTNGCCTTCCANNGCAATTCCNTNNTNGGG 

GGAAAAGG 

Sequence 4777 ' 

NGGGCGAGGAGGGCGGCCGAGNAANNAAAATNTNTTTTNTTTTTNTCTGACCNTGAAGCC 
ATCAATAAAAGAGTAAAAGACACTATGGCNCNATCAGAAGATTTGGACAATTC 
Sequence 4778 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTCNGGGTGAATAATCTTAAGTTAAAACTTGAA 
ATGGATGCTCMCATATAAAGGNTGANTTTTTTCATGAACGGGGMGACTTATAGTTTAA 
AATNAATGGAATCATTACTAGCTAAAGA 
Sequence 4779 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATC 

AGAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCC 

TCCAGAAACATACGTCCCAAGGTTCAGAGCCGGCTTCTCAAATGGTCCAACAGGACTGAT 

GGGTCCCAGGGCTCTCCTCCCCAGCTTCTGACAGCCCAAGCTGCATTACCATCCAAGAAG 

TCCCGGGTGAGTCTGGAGGTCAAGGGACTCAGAGGACAGACTTCTACTCAACACCCAGAG 

CAAGCCATTCCTGTTCTTCTCTTCCATTCTGGGCCCTCCCTTNCTTCCTTTAGCACAACT 

TGTGAAGGGGCGTNTTMGGAAAGCCCTNTGCTCCMTATTTTTTCTTAAA 

Sequence 4780 

AC M I I II I M I I II M M H M I 1 1 1 NANTTTAAAAAANGG GN AAAANGGG I 1 1 I M M 
TNNNNNTTAAAAANTTTTNNCCCNGNAMNTTTMNCCCNNCCCCCCAANAAAAANTTTT 
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TTNGGNMNTTTNCNTTTNAMAAANNANAAAA 

AAANGNNTTNGNTTTTAAAACCCNNATTTTAAAAAMNTTTCCNANNAAAAAAAANCCC 
mNAAMANTTGNGNNTTTTTCCCTNNTTTTAAMTTNGNM 
. Sequence 4781 

CCCTTAGCGGCCGCCCGGGCAGGTACT7TATAATTTATATTTTTTCCTATAGAGGCTTTT 

CTATTTATGTGTATTCCACTTCCCCATATCACTAAACTGTCTTTTTCCACAGGATTCAAT 

TCTTGAACTAGTAGGAGTGAAGGGCAGTCTGTTGAAACCTGTAATCTCTTAGGCTTGTAT 

TTTCTTTGMCATAGTTTCCACAGMTTCTTCCCTGTAGGGGAAGGCCTGGGCACTTCTT 

GATGTCAGAACATGTTGTCTTTAGTTTGGAATCTGCCAAAACAAAAGTAAATCAAAAATG 

TTAATTCCTGTCACCCCAGCACTTCGGGAGGCCCAAAGCAAGGAGGATTGCTTGAGCCCA 

GGAGTCCGAGACTGGCCTGGGTMCATAGCGAGACCTCGTNTCTACATTAAAMTTTTAA 

AAA 

Sequence 4782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGATAATAATAAAATCACTTACTTGGT 
TGACTAAAAAAAAAAAAAAAAGAAAAANGTTCCTGCCCGGGCGGCCGNTNNAAAGGGCNA 
ATTCCAGC 
Sequence 4783 

CCCTTGAGCGGCCGCCCGGGCAGGTA C I J J 1 1 I I ) J H I M ) I 1 1 ) I J J 1 1 1 1 M I 1 1 ! I 
I I I I I I I I M I I I I I I I I I I I I M I I I I I I I I II I I I I I NN I I I II I I I I I INNNNANNN 
ANNTNNNTTTTN I 1 1 I M I I I N I NTTNTTTAANAANN II I 1 1 1 1 1 N^^^TNTTGACACC 
CTATTNNTANTNATTTNAAAAAAAAAAAAAATAANTACANAAGAACTTAAAAAATAAAAA 
AT NTNCTT ACCTTGGATTCTTGGCTTAAAGTANAAG I I I II II I AANTTATNNAGGAAAA 
CATTTTTTNTAMANTTAAMTTNMCCCACTTTAAATGCTTCAAAAANAAANCCATNCC 
TTNCATTGTN ATN N N N N N N AAAAAAAA AAATTN ACAN AAANC NTTTTTCACTN AATACTN 
NTTTANNNTTTAAAAATANTTTCMNANAAMTTTNNNCNAANTAGNNGGGNNNAANTTT 
TNNTTTANTATTTA 
Sequence 4784 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGACACAGACTGAAAACCAGGAAGTTGG 
ATGGGACTTAGAGCCCTTGATCAACCCAGAACGCCATGACCGCAGGCTGAATCACTTCAG 
GGTCTGCAGTGACATCACTCTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTATTAGGTTATGAAAAAAAAAACCATTAA 

ATCATGATATACTAACCATTAAATAATGATACACTGAAATAGATTCCTGAGGATTCTATT 

ATATTCTTACAACTCACTGTAAAAAAACATCACTAGAACATATTCTCTATGTATCACATA 

AATTCTTCTGATAGAGAAACAGCTCAGATACCTTCATATCTGAACATGAGAAAATACTGG 

AGGCTGCAGGTGTTAAGGGCTGMTAGMCTGTGCAGATTTAAAACATTTCTAAATAGCA 

AAATACTTCATMTTGAAMTTCAGAMTGAGCAGCTACAAATTATTGAGAATTTAAATG 

CAGGCTGGGCGCANTGGCTCACGCCTGTAATCCCAGCACT 

Sequence 4786 

ACCCTAA CCTG ACAGGAATTMCTACTGTTTTTTTGTGGGGCAGAAAGCAAAACCTGGTG 

TTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGTTAGTGAGAAGAAACACAAACCCAGA 

TGCATGCATTGTGCATTATTTTGTAGACMGCTACTTTTTCTTCTGTCCCTTTAACAAAT 

TTGCAGCMTTACCCTCCCTTTGGGGTCTAGAGTGAAAGCTAATTTGTGGGTAGATGAGA 

TTGCAGAAGAATGGATGTCCATGGCTGTGAACACTGCACACTGCACATCCATCTCCAGTG 

CTCACACTGTGCAGCTACCACTCCCTGGCTGCGTGCCATGCTGTCGGGTTGCAGATTTGC 

ACACATMATTCCTCAGGMGAGTTTGCATGAGCATCACCTCGCAATATTCTeTACC 

Sequence 4787 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCMGTTTGTGTGACTAMCCTTGCTTTGGG 
AAAATTAGTCTAAAAATCAAGGAGCCGGGTGTGGGAGAAATTAGCTTACTAATTGAACCA 
TCMGCCAGTTGGCAGTTCTAAGGCTTCTTTATCAGCATATTACAGAGTTTGTATTCCTG 
TTCTTTTCCTCCTTGTTGTGGGAMCAAGCTATGCMCCATTTGACATTCTGTATTTTAG 
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ATGTAACAGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTG 
Sequence 4788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAACTAGTGCAAACCTGCCCGTCATGGGCC 

ATGAGAAGTTCCCCAGCGACTTGGACCTGGACATGTTCAATGGGAGCTTGGAATGTGACA 

TGGAGTCCATTATCCGTAGTGAACTCATGGATGCTGATGGGTTGGATTTTMCTTTGATT 

CCCTCATCTCCACACAGAATGTTGTTGGTTTGAACGTGGGGAACTTCACTGGTGCTAAGC 

AGGCCTCATCTCAGAGCTGGGTGCCAGGCTGAAGGATCACTGAGGAAGGGGAAGTGGGCA 

AAGCAGGTCAGTGCCCGAATGCTATGGCATAAAAATAACAATATGGGGATGAGGGGGGAT 

CTCTGGGGGAGCCTGTCTTCTCTTTACTTTGAACTTTATTCCACACTGAAAACCATGGAG 

CAGTGGTGCACATAATATGGCTCCCAGCCAGTTCCATCTCAGGGTTTTACCTGCAAACCA 

MTAGGGCTGTCANGTGCCCCCCTTNCCCCGCACAGTTTGCTTGATAGTTCAAAA 

Sequence 4789 

CGCCAGTGTGAT GGGAT ATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCA 

TTTGGGAT TATGGTTTT TAAAAG CTTGA GMTATNACTTATrTACTTT^ 

TGCAGCTG I I II I I II ICTCTCTGTTTTTGACTTTGGAGATNAAGTTACTGA7TNTNATC 

TTTACTTTTCTCTTTATTNTGTGCCTTGGNCTTGAAAMGTAATAMTATTTCTTACTGA 

GGCCCCCTCCTGCTTTG TTCTG CCATCTAAGGTGATTACCATGCTCAAGTCTCTTTGNTG 

GATGCCTTNGACTAATGCTTTTNAGGAGCCNCCGGNCTTCNACNTCCTGGTTCCCAGTAT 

GGCACAATGACCAGGCAGATTTCTCGTCCCMCTTTACTACTTCTTNAACATCTTTTGGT 

GGATACAGACNAACTCCCTCNGTGACTGGTGAATJTTTTGGTCACCTNATGTTAAAGGAG 

GCNCACTTNATNCTNAAACTTCAAGTAACTTGTGCCTTGCCTGCTGCCCCAACGGGGGAN 

CTCCTTTTGAAGGAAATTATTT 

Sequence 4790 

TGGATAGGACTAAAAATCAAAGGACTAATTATATCAGGACATCCCATATTCCCTTCACTG 

ATTAAGACAAAACMTGGGGCCCCTTATTTTACTTTGTGGAGCCAAATTAACAAAGCTGA 

AATAGAAGTTCTCCTTATAAGAAAGGCTACAAACACTGGAAGGATTAGTCACAGTGAGCA 

AAAATCGCCGATGAACCCAAAGTATGCATATGAGCAGGGATTCCATTGGGTATCTATAAG 

GCTGGCAAGAGCTTTAGAATTTGGTTCTCAAGGAAATGAGGTGGGTAAGGAATCCCCTCA 

AATGTCAATGTATCTTCTTACCATCTCAACAATCCTGGGTACC 

Sequence 4791 

GTCCGTGCACCCCAAATGGGATCTGTGGGACATGAGATGCCGGCTGCATGTGAGCATCTT 

GGTAACCAAATAATAGGAAAGAATGTAGGAGCAGGCAATCCTGGGGCAAAAGCTGACGCC 

MCGTACCTATTCATCTTANMTTGAGACTCTGATCTGTCTTTCCCAAGGCCAGATCTAC 

AGAGAAACTTTCTGTCTTGGGCAGAATAGCTGGCTGAGACATCAGAGAGAGAGACTGAGG 

AAATATCCCAGGAGCCTGTTGACACAGAGGCCCTGATAACTAAAGAGAAGTCCCAGCTGG 

GCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACTT 

GAGGTCANGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCTCTACTANAAAA 

TACAAAAATTAACTGGGGGTGGTGGCATGTGCCTGTAATCCCAACTGCTCAGGAGGCTGA 

GGCANGAAAATGGCTTGAACCCANGAGGCANAANGTTGCANTTGAGCNGGAGATCGNGCC 

ACTGCACTCCAGCCTGGGCCGACAGAACCNNACTCTTTCAGAAAAAAACCNAACCACAGG 

GAAAAAACCNNNNNNNNANNNNNCGGNGGGGNGGCTANANTTANTTTAAGANAAAAANCC 

NTCCCCCC GCATCC CCNNNANCNCNNNAANATNAAAAANGNAANNCCNTTTTTTNTTNNN 

NANNTCCGNTTTTTNGGGGTTNTANGGGGGGNNANNANNNNNNNNNNNNNNNNNCCCCNC 

CCTTGNGNNNAGNANCNCCCCCCCCCCCTTTNTTTTTTTTN I I I I 1 1 1 I NCCCCCNCCCC 

CCCCC 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAGAATTCTGACAAGAAACATCACAAGTTTA 

TATAMTACCCATTTGCATAGCAGCTTACAAATTCAATAGTTGTCAGAGGCTTGACGCGG 

TGGGTCATGCCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACTTGAGGTC 

AGGAGTTTGAGATCAGCTTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAA 

ATTACCTGGGTGTGGTGACGGGCGCCTGTAATCCCAGCTACCCCGCGTACCTGCCCGGGC 



# 
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CGGCCGCTCTAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTA 
Sequence 4793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGCAAACACTACAACCACAACTCCACACA 

CTGAMTGAGATAATATTTATGTTTTTGCCATAGTGATAGCTCAACTGCCACTTCATCTC 

TTTTCCTGTT CTTCTT CCGACGACCCTTCAGTCTGTTTTCAAAAGCTTCTAGTTCAGCCT 

GTTGTCTTCGTTTTTCTTCTTCAAGAGCAGCTTTGGCTTCTGCTTCTTT^ 

CTTTCCGCTTCATTTCCTTGCACGTTGTGTCACATTCTATTGAAACCTGATTTTCACGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4794 

CCCTTAGCGTGGTCGCGGCCGAGGTACMATTTCAAACCMGCTGCAGTTACTCCTTTGA 

GACACCAAAAAAAGTTGCTTCCATATGGTTACATTGTTAATTCCATAATCGCATTTACAA 

TATCATTACTGTTGTTCTTCAGGGCTCGGACTGCCTTTGCTCTCGACACATTTGCTTGTG 

ACATGACCAATTCMTGTCCTTAACTTCTACACCTGTTTCATCGACCTCTTCCTCTTCAC 

TCTCCTCTTGTACAGTTTAAAAACAAATCTTACACAGCCTTA 

TAAAAGGAGTGAGTTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACA 

CTGGGCGGCCGTTACTA 

Sequence 4795 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAMCTGMTTCTAGAAAGATTATTTTGGA 

AAGCCTGTAGTTACGTGTATTACCACTAGATGACCTTCCCTCATTATTGTCTCTAAAGTG 

GAGCTGCTAGTTATATGGACTTTCTAGAGGACTGTAGGAAATTTATGAATAATCCCTCTA 

AAGCAACAACGACAACAACAACAAAAAAGTCTACTTTATATGGTGTTGAGTGTACCTGCC 

CGGGCGGCCGCTAAAGGG 

Sequence 4796 

ATTAGGGAGTCGACCCCGCGTCCGGTCAAGATGGCAGCTGCCGACGGCGACGATTCGCTC 

TACCCCATTGCGGTGCTCATAGATGAACTGCGCAATGAGGACGTTCAGCTTCGTCTCAAT 

AGTATCAAGAAGCTCTCCACCATTGCCTTGGCCCTTGGGGTTGAACGGACCAGAAGTGAG 

CTCCTGCCCTTTCTTACAGATACCATCTATGATGAAGATGAGGTCCTCTTGGCTTTGGCT 

GAACAGCTGGGAACCTTCACCACTTTGGTGGGAGGACCCGAGTATGTGCACTGTCTGCTG 

CCACCTCTTGAGTCACTGGCCACAGTGGAAGAGACAGTAGTGCGAGACAAGGCGGTAGAA 

TCCTTGCGGGCCATCTCTCATGAGCACTCACCTTCCGATCTAGAGGCTCACTTTGTGCCT 

CTGGTGAAGCGGCTGGCGGGTGGAGACTGGTTCACCTCCCGTACCTCAGCCTGTGGTCTC 

TTCTCAGTTTGCTACCCCCGAGTATCCAGTGCCGTGAAGGCAGAACTTCGACAGTACTTC 

CGGGAACCTGTGCTCAGATGATACCCCCATGGTGCG 

Sequence 4797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGTGACGAGGAAGATTCTGTTTTGGGTATA 

GCCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGC 

TTGAAGTGTCTTCTCGGAAAAAACCATCCTTGGAGGCCACAAGTGATGAGAAGGATTCTT 

TTTCGAATATAACCAGAGAAAAAAAGGATGGAGAAATATCTAGGAAAGTGTCTTCTCAGA 

AACCACCAGCCTCAAAGACTGCAAGTGACAAGACAGATTCTGCTTTGAATACAGCTACAG 

AAATAAAGGATGGACTACAATGTGGGACAGTGTCTTCTCAGAAACAACAAGCCTTGAAGG 

CTACAACTGACGAGGAAGGTTCTGTTTCTAATATAGCCACAGAAATAAAGGATGGAGAAA 

AAT CTGGGA CAGTGTCTTCTCAGAAAAAACCAGCCTTGAAGGCCACAAGTGATGAGAAAG 
ATTCTTTTT 

Sequence 4798 

NCCCTTTCGAGCGGCCGCCC GGGCAGGTAC I 11 M I U I I I I 1 I I I I I I I I I I NTTTTTT 

mi nil I I Ml 1 1 [MINI M HH I IM I MM III I N Ml M ill IMM I UM 

I i i i i i i i I 1 1 I AAAAAAANAANNNCTNNNNNTTTGGNACNCNNNANAAGAANAAAAAAA 

NANNTNNAANAAAAMAMAAAAAANATNTAMNAAAAAAMNTNCTTATTTTTATTTTT 

TTTAAAAAAMAAAAACGGGNGGGGGGGGGGGGGGMAAMCCCCNNTNTTCATNTTTNC 

CMGMANNNNNGNACNNCNGGGGNCTTTNNCNAATNCAACCANTTTTNCCCCCCCCNCC 

GCAAANAANAAAAACNNCNTCTTTNAAAAAAAAAAAANAAAATGGGGGGGGGGGGNGGNC 
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CCCCCCCTTTTNC 
Sequence 4799 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAA1TCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGATACCAAAATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CAAGG CCTTTTGGGMCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCA 

TCTTTTTCTTCTAACMATTAATCAGCTGAGAGAAGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCC 

Sequence 4800 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC I I I 1 1 1 I M I 11 M 1 1 I I < I I 1 1 1 1 1 I M I I 
I M I I I I I M I 1 1 I 1 I I I I 1 I 11 1 I I M M I 1 I I I I I 1 1 1 I I I 1 1 A NI NIMH I NTTT 
TTNI I I I I I I I NAIsrTNTNNTNTTNNNNNTTTTTTTGMNNANNNACCNTAAATNCCACTA 
TTGNGGAAATAAGAAAATTGTAATTGTGAAAAAATMTTTTAAGGAAATNTTACAAGTAT 
TACATTAAAAAGATACTATGACTGGCACCTGNCATTTACCTTCTAANAACCCTGCCATGT 
GGTTT GCAGAAAGANATGGATATAGTTACCTNAGMGAAATATTTTATGTGGGTTTTTTG 
TTTTTCGTTACTANATTTCAAGGATNAAGGGGATATC 
Sequence 4801 

CCCTTAGCGTGGTCGCGGCCG AGGTAC 1 1 I I I I I I I I I I I I M I I I M I I I 1 1 I I I I 1 1 I 
m i m m i i I I I I I I I I I I I I I M I 1 1 I I I I I I I NNNNCCCCCCCCCCCCCNGGGNNNNA 
ATTN l Mil NAAAAAAAAAAAAAANNCNNNNNGAAAAAAANNN 1 11 11 1 II I NCCCCCCN 
CCCCNCANNNAAAGNNNCAAAAAAAAAAAANGNCN 1 I 1 I I 1 I I AAAAAAAAAAANCCCCC 
NNTNNNNAAAAAAAAAA NOTMTTA TANGGGNTTNTTT^ 

T NNTTNNCCC CCCAAAA I 111111 1 NCCCCCCCNNNAAAAAAATTTTNCNCCCNNGNAAA 
A I I I 1 I n I I I CNNCNNNCAAAAAAAAA I 111111111111 NGNCNANNATNNNNTNNNN 
NMAMAAAAC CGGGNNG NTTNCCNTTTTNTTNANANGGGGNGCTNTTNTTTTTTNG^ 
GGGGGGAAACN I 1 1 I 1 1 1 I 1 1 1 NNAAAAAAAAAACTNTN 1 1 1 I I 1 1 II I I I M 1A AAAAA 

MAAAAAAACCNTTTNGNNNNCCCCCCCCNNANNNNNGGGGGGGGGGGGGGGGNTTNTNN 

NCCCCCCCCNTNTTTTATNNGGGGGGG 

Sequence 4802 

GGATATCTGCAGAATTCGCCCTTGCGGCCGCCCGGGCAGGTACGCGGGGTTATTGCAGTG 
TAGATTATGCAAAAAAAGAATCATTAGGATAGGGCAATCAGCTTCCATTAAATAAGCCTA 

AAAGCAGCAGCTTGGGGGATAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 4803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCATTGTAGAGAATTTGGAAACTGTAG 

GAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCTGTTCTAGACATTGGAGATAAAGTAGTAACCAGGAAAGACC 

CTGCTTTCATGGMCTTGCATTCCAATGAGAGAAAGATAGTAATTAAACAAATAAATGAA 

TATATATGTTAGTTCATTCTTGCATTGCTATAAAGAAACATTCGAGGCTGGGTAATTTAT 

TTAAAAAAAAAAAAAAAAAAGAAGTTTC 

Sequence 4804 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGGACCAAGAAAAAGAAGATGGAAAATATCA 

CAAGCAMTTAAMTAGMGAGMTGCAACAGGTTTCAGTTATGAGTCACTTTTTCGCGA 

ATACCTTAATGAGACAGTTACAGAAGTTTGGATAGAAGATCCTTATATTAGACATACTCA 

TCAGCTGTATAACTTTCTTCGATTTTGTGAGATGCTTATTAAGAGACCATGTAAAGTAAA 

AACTATTCACCTTCTCACCTCTCTGGATGAAGGCATTGAGCAAGTGCAGCAAAGTAGAGG 

CCTGCAAGAAATAGAAGAGTCACTCAGGAGTCACGGAGTGCTGTTGGAAGTTCAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 4805 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 111 1 111 11 1111 1 1 11 1 1 11 1 1 1 ICCAAAAC 
CAAATCTTTATTCTCTAGTTTGAAAAGGAGGGGTAAATGGTTGTTCTGTTTAGTTCCAGA 
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pAACAGAACAAGGCCCMTAGGTAGAAATTNTAGGAAAGCANAATTCATTCATTATAAGG 

AAGGATTTCTMCAATTANMTTTCTAACAATTANAATCATCCAGGGCCTCAGGAGGTGC 

GGAAGTTCCTGTCACCTAAGTGCTCAAGCANAGGCCAGGTGTCCATATGCTANAAATGGA 

NAAAAGGAAACTCACCAGCAACTTCCCCTCAGCTGGCCCTCCATCACCAATGCGGCAGTC 

CTTGCCGTGACATGCTGAGCTTTGGAAGGGAGCCAAGGAGGGGCTNCGGTGTTCAAACAA 

NAACCTGGACACANTNCTNCTGACANCCAAGGGGAGGCTTTTAACNCTGGGAGGGGGCNA 

CANATAAAAGCCAGGACCAMCCCAGGGGGTAAMTGCCCTGGGGATCTGNTTTTTTGGG 

AAAGGAAAAAAGATTGGAMTTTTTTACMGCNGMCCGGGTNTTTTC 

TGCCCTANCCCAANGGGGGCAAGGTTNGGAAGGGGAAAGGGGAAAAGGTAAAAAATGG 
Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGGCAGGAAC I M I I I I I I I U 1 1 I I 1 1 1 I 1 1 1 1 H 1 1CTT 

1 1 M II 1 1 I I I M I I 1 1 1 I I M M I 1 1 I I M I M I I I M M I I I M I I 1 1 1 1 1 AANNNTT 

I II 1 1 J II IMNTATGMGNTTTNANNNAGTATTGTNNNANGGACNAAAAANCNNTTTNT 

GNAA MAAAMNACNNCGGGGGGGGGGGGGGNGNGTTCTTTTAAAAAAAAMGNGTTTTT 

TTTTAAAAAAAAGGGGGGGGNNGNATNGGGNGACCCCCNNTTTNCCCGGGNGNGGATTNN 

ANNNN AANN I I I I 1 1 I I I ANAAAAAAAAAAAAANCCCCCAAAAAANANTNTAAANNATTN 

GTNNCAAAATANANNTTTAAAAAAACCCTANTTTATATTAAAAAAAANANTNNTTTGGGN 

GNTGGATTGTTNTTNNNNMAMCCAAAAANNMTNTAAAAMTTNNAAMTGGNNTTTN 

NGGNGNAAMNNACCCNTNTTTrTTTCNNANCAAANAAAAAAAAAAAAACNTTTNTCNAN 

NTGAAAAATATNATNmTTTmCNCNCCNCCCCCAAAAMAAAAMTm 

NGNTNTGNNGGGGGCCTNTTNCCNCCCCTGTGATNAAAAAAAAAAAANCCCCCCCCCCCN 
Nil 1 1 1 

Sequence 4807 

GAGCCGGCCCGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGCGGC 
CCGAGGTACT7TTATTTCTTTACAAGTGATTNCTGGACTGGGCTGGGAACAGANTGATCC 
TGGGGCAGTAGTGANGAACAGGCCACGGTCCTACTTGTGGATGAGGTGAGGANAGCTTGC 
AAACCCCGTAAGGAATCCCTCANCCTGCCTGTGAGTAACAACTNTGAAGGGCTTTCTGAG 
Sequence 4808 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCATCAGATTCAGCAGAAGCAATTGAGG 

CTTTTCAACTAACTCCTCAACAGCAACATCTCATCAGAGAAGATTGTCAAAACCAGAAGC 

TGT GGGAT GMGTGCTTTCACATCTTGTGGAAGGACCAMTTTTCTGAAAAAATTGGAAC 

MTCTTTTATGTGCGTTTGCTGTCAGGAGCTAGTTTACCAGCCTGTGACAACTGAGTGCT 

TCCACAATGTCTGTAMGATTGCCTACAGCGCTCCTTTAAGGCACAGGTTTTCTCCTGCC 

CTGCTTGCCGGCATGATCTTGGCCAGAATTACATCATGATTCCCAATGAGATTCTGCAGA 

CTCTACTTGACCTTTTC TTCCCT GGCTACAGCAAAGGACGATGATCTGCCTGCTTTCACT 

GTGTTGTTCATGGTGGCTTTTTGGACAATAAAGAATCTAAAATGGGTGGGGAGGGTGGAA 

GAAATGGTGGACTGNTCTNTCACGTTCTGAAGCAGCTNATCCTCTTCCCACNTAGNCACC 

ATNTTGNGTGNGTNGNANAAGCCCATTTNTCAACTGN 

Sequence 4809 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC \ I I I I I I I I II I 1 1 1 1 1 I I I I I 1 1 I I I INNT 
M I II I I I I 1 1 M I I M I I I I I I I I I I I I I I I II I I 1 1 1 I I I M I I I I I I I I I I I NNNTN 
TNA AAAAAAAA ANTNTGCCCNNNAAMAAMNNNNCNmNTTNANTTNNNNNAAAAAAT 
TTTNl i M I I I NGNNNAAAAAAAAAANNANNTTNTTTTNTNNCNAAAAAAAAAAAAAAAA 
NCCN NGGGGNNA NANNNNNAAMAMNNCCGCCCCATTTTTTCANNTNNNGNNACNNNAA 
NCCNTTTTTTTTTGGTNTT A7TNNAAMAAAMAAMTNTCNNTTTNNNTTTTAAAAAAA 
AAAANCNNNCCCNAAAGNGGGGGNAAAAAAAAAAAAACCCCCCCCCNNNNAANAANGNGN 
AAAAAAAACCCCCCNGGGNN I I I I I II I I I AAA 
Sequence 4810 

GC TCGNCGGCCGCCATG TGAGGATATCTGCAGAATCGCCCTTGACGGCCGCCCGGGCAGG 
TACTTTTTTT I I I I 1 1 I I I I I I I II INGGGI II I I I I I I I II I I I M 1 1 1 1 I I 1 1 1 1 I I I 
M I H H ) ) J I I I) Ml N M I M I I AA AAAAAAAA AAAA AA AA A I II I II I I II I I I I N 
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,AAAAAAAAATTTAAAAAAAAAANNTTNNNCCNNGGGGGNAAAAAN I I I I I I 1 1 I 
Sequence 481 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATAGA 

TGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAA.GTTCACAGGGAGTCCACCCCGGT 

GTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACTCTT 

GATGCTGCTGTTTCGGCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4812 

CTGAATTGGGCCCTCTNATNGCTTGCTCGNCGGCCGCCAGTGTGATGGTATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTCAGGCCCTAAGGCGGGGGAC 

AGCACAGTGTTCCCTTCTCCTCCAGAGTTCAGGGAAGACGTCCAGGGCCTCCTGGTCCGA 

TATGTCCATCAGGTCCATCTGCTCCAGCATGTCCACGTTCACTTCCATGGATGACATGCT 

GCCTATGGGCTCTCGCCGCTCTGCAATCTGCAGGTAGCCAGTGGACAGGTACCTCGGCCG 

CGACCACGCTAAGGGCGAATTCCAGCACNTGGGCG 

Sequence 481 3 

GATATCTGCAGMTTCGCCCTTTAGCGGCCGCCCGGGCAGGTACATGTTAGACATCTACT 

GTTTAGAGGGGATAGGGAMTTCTCMTGTCCTTCTTACATTGTTCTAATTCTTTCTCAA 

GTTTGGATAGGAATCTMGAGAGCATTGGGTTTACCTCCTTCGGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCTCTCAGGGAGGCAAGAGGCTGGAGGATAGCTTGAGCCCAAGAG 

TTCGAGACCTGCCTGGGCAATATAGCGAGACCCCATTCTCCAGAAAAAGGAAAACAAACA 

AACAAACAAACAAAAAAGACAGAAAAAAAAATTAGTGTAACTCCCCTTCTTCATGACCCC 

CAGATTCCTCTTCCTCTCATCTTCCTGTTGTGCCCTGATCTCCATGTCTTCTACTTTGTG 

AGAATGTATGGGGGGTGGGGTCAAGCATTTTMGGGGGATCCCMGGGCTTrTTCATTTG 

AATGACAGCTTCTTTACCTATGCTC1 1 1 I I 1 1 1 1 I CTTCCTCTTCNTTTAAAGGGGGAAC 

ATGGG GAAGT TAMTTTACCCAATCCAACAAAGACTGTAACCCATCTTCTNTTTGGGANG 

GATNGNTTTTNATCATTTNACMGANAGAATTTAAAGTTTGGCACACTTCAATCCTTNTT 

TTGACCCAACTTMGGGCCAAMNMCCGAAAAACTGTTGMTGGANCCTTTTTGGCCNC 

CTAAAACAGNNTNNCTTTAANANNTTTTGGTT 

Sequence 4814 

CCCTATCGAGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 I I I II I I I 1 1 I I I M 1 1 CACAAGT 

TACAGTTTATTACACAATAGCAAGAGGCAAAGTATTTGTAAACAATAACTGCTGTANAGC 

TATATTCTGTMTTAGTTNGTCATTTGMGMTATTCCTTMCAAATGTAACATTTAACA 

TTACAAAAAAGAAAACAGACNTAGTTACAAAGAGCAAAGGCAGTAATATTGTTTCTCTAG 

CTATAAATAATNCAAAAATATAAAMTATATAAAMTMGTTTTTTGTAGTAATATAAGC 

TTCTTAATACACTACATAAATACATCAATAACTATCTACCAAGCJACTTACTGNGTAGCT 

ACAACTGNGAAATAACTAAMTTCAGTATCAGAGTCTTGGATTTACMTACTGTATTTTT 

TCACAGATCTCTTCATCCGCTTAATTTTCTTCC 

Sequence 4815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I I I I I I I I I AACAGATGTAATTTCACTTA 

ACCCTTTGCGCTTTCCCTTAGTTGTCATTTMCATACMTACTGGCTTTACTTATCTCTA 

GAAAGAAGAAGGCATGCTACAAATAGGAAGGAATTGTAATAATGATATTTGGCCTCTACT 

TTGTCTTAGCTGTTMACTGTTTTTAGTATTTTTGTTAMTATTTGCAMGGGM 

TTCTACAGAGGATMTTMTTTCAAGAAAAATATCTTGAG7TTTAAGAAATAAACATCTC 

CAGAA MGGAG MAGTCGATTTTATAAAATGNTGGCAACTCTCCAACATTNGGGGTAGGT 

GACTCCTTTTTGTTAGGACATTTGAAACTAGCCAA 

Sequence 4816 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAAACTATGTATAGGMTTCCAAAGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGGTG 

G GTTTG MTCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATC 

TCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTA 
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Sequence 4817 

GCNGGCGCCCGGGCTAGTCACTTGTTCAGTTCTTTCTTNCCTGTTTNTGGCCAGGTGTGC 

CACCCTAAACANAGGTAAATTTCTTTAGAGGCTAGNCACAAACAGACTTCAAGATTCCTA 
CGCAGGGAATTTGCCTN 

Sequence 4818 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAGTATGAGTTGCTAAGTTAGATGACAAA 

GCACTGGGTTTATTATGTATTAGTGCTGTAGTTATACTAAAGGAATATAATATATGTTGA 

CATTACCAGACTAAG CATT GATCACAATATTCTCAAGTAGGGAAAATTAGAATATTAAAG 

TGGAATATAAGCTGATTTTCTTTACGAAAGTAATAAATGAAAATAAGGCTGTGACCAAAA 

AGTAAGTTTCTAAGTGGTTCTCTTGTTAGCCAAGCAAATAAATCCATTTAAGATATGGTT 

AGCTAAT TAAA TCATATTTGATTGCAGGAACTGAAAAAATGTATCTAGAGAAAATAAACA 

TTAAGCCTTTTGGTGGGAACAGTTTCTCAAAGAGTTGAGGGTATTGGGAGCAGCATTTCT 

AGTCAGTTACAAMCAGAACAAGTGATTTTTGAGTGGTTTTCCTTGACTCTTGGTGAATT 

GACAMTGNTATCMTACTmCTGNrrGGTTTTTATTTTANGA 

Sequence 4819 

AC I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I TTTTNGI I I 1 1 1 I I I I 1 1 1 1 1 I I 1 1 1 1 1 1 1 | 1 1 | 1 1 1 1 N 

NN i 1 1 1 ii 1 1 1 1 1 NGTTTTNTTNTN N AAANTTN NTTTTTTTATNTTTAATAAANTTAACC 

TTCTCCCNNAAANTAANAAAAACCNNNANNNANNAAAAAAAAAAAAAAAAAACTANTANT 

MM I NNATNAAAAMAAAAAAAATNNTNTTNTTTTTNNTATANAAANNANAATTAAAAA 

AAAAAAA 

Sequence 4820 

TCGACGGCGC AGTG TGATGGATATCTGAGAATNNCCTTTGACGGCGCCGGCAGGTCCGGC 

TGGGGGAGACTTTTGACGTGGAGTNNATTTTCTCTGNAAATCTTAGGAGCCAGAGAGTTA 

GCCCATCCACCGAGAAGCTTTTGAATCTTGGATNACNCTCCTATCAGCCTGCTGTGNAAA 

CCGACCAAAGGAGGAGGCTGNAATGCCAGAGATTACCCAACTGTGAAGTTGTGTTTATGG 

GGATGGAANATTATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTCACTCAGAT 

CCAGANCGGGAATTGNTATCAGCCTCTTGGAACACAAAATGCTTAAGCTCTGGCCTGCCT 
GTTTCTCTTCCCTTGNA 

Sequence 4821 

CCCTTAGCGNGGNNNGCGGCCGAGGTACNCNGATATATNNNTATTTGGCTAAATGCTTTC 

TGAGGTCCTTTGGAGTCCTGNAGCTCCATGGTTATGTAGCTCCTTTCCTTGAANACTGGG 

GGTTTTGTAATGTTGANATACTTTGCCTCTATGCTTCTCAGCTCATGACCAGTCC 
Sequence 4822 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I 1 1 I I I II I I 1 1 1 I I I AAACAAAACAACAAATC 

AACMCAGCAACAACMCAACAAAAATTAAAAACTTTTTTCT AAAAAAA AAGTGAAAATA 

MAAAAATTATATGCGCTTCATGGGACTGAGTCACCACCTTCCCTTACATACTTCAGTTC 

AGATTGNAGCCATACTTAAAAAAAAAAAAAAAGCCAAAAGATGATGACACATTTTTATCA 

GTATTGNGAATAAACTTGAACCCCAATACCCGAAGTTCATGTCATGTCTTTAGTTGNAGA 

MGTTTTNCTNTTTMGGGAAGCGACCAACTTGGACTTTTNTGGCACACGATTCGCAGTT 

NTNTAAGGAATCAAGGGTCCCGCCCTGGATATATNATTATGGGGNAATTAATGGGAATGG 

AAATATGGGGAGTTGGTTTTAAGCCT77TT 

Sequence 4823 

CCCTTAGCGTGGGTCGCGGC CGAGGTAC ) 1 1 U 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 N 1 1 IA TTTTT 

i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 CTTTTTTACATTTTTATAANAGTATATAAAAAATGATNTAAATG 

GACATTTACCGGTAAGTGGGGGGAAGGCATATATNTACGTTAAAAGGCAGGACATTTTTA 

AAAGCTCTATTTTNTAAATGAAAACTACNAAAGCGGGGTGGGTTGTGGCGGGGGCA 
Sequence 4824 

CCCTTAGCGTGGT CGCGGCC GAGGTA C 1 1 I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 A AA 
AATNGAATCACTTA I I 1 1 1 1 I I AAAGCCCTGCATAG AAATTCCCAAGGTNTCAAAAACAA 
ATGAGAGAAGCCTTATTCATTACATTANCCAAAAATGGGTGTGGACGTGAACATTNTGGA 
AGGGTGACNCTGATGACTTGAGAATGTNTAAGGCACACTTTGTGTTNTTTGCAACATCCC 
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ATGAGCMGTACATTTTATCCACTTAGGTAANAAAAGTATAATTGTAACTCAATNTTTGA 

TTCAATAAAAAATATNTTNAGCAAAAGNGGATAACCTTACATGAAAGTGAGAAATNNTGT 

7TTACAACTTTAAATCAMCAACTTTTGGTATATTCTTAAAATTATATAAAAATAGTTTT 

AGTGATAAAATGCNTTTGGTCCCCTGGATTTCATAAAGCANATCTGGTAGGCNTTAAAAA 

TTGGCCCAAAAACAACCG NCTAA AAAAAAAAACCNAAAATAAACCCCCCCACAAAAAAAG 

NTCCTNCCCGGGCGGCCGTTTTAAAGGGCGAATTTTANNANAATTGGGGGGGGGGNCCCN 

AGNGGMTCCCNGCCTTGGTNCCAAMTTTTGGCCNCNCCCMGGGGNATMNTTTTTTT 

TTTGGGGGAAANCCCCCCCCCCC 

Sequence 4825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAATAAAAAAAAAATTAGCCAGGTGTGGTG 

GTGCACGCCCTGTAGTCCCTAGCTGCTGAGGTGGCTGAGCCCCAGAAAGAATACTTTGAG 

CCCCGAGAGGTAGAGG CTGT AGTGACCTATGATTCATGCCACTTGCACTCCAGCCTGAGA 

GACAGAGTGGGGACCCTTTTCTCTAAAGAATTGTTGTTGGC 

Sequence 4826 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAAAGAAAAATTTAAAATCAAGATGAGTAAA 

AGGAGAATGGTCTCAATATCCTCAAAAATGCAGTAAGAGAAGTAATTCCCCACTGAAAAT 

GTCTCTCTTTCTTTCTATGT TATAC CCTGGAGTCCTGGTTGAGGGGTGGGGGAATCAGAA 

AAGTAGGTTTACATTTMCATTTTTCTTAACTACATTCACTTCTTAAAAAGGMCAAGAA 

GTGT AAATA AGTATGTATAGAGTGAGGGATTAAGCATATTTGCATTGGGGACTCGTGTAT 

TA TGCTT TTAAGTCA AMTT AATATTCTCAAATTCGMTTTGATAGCTATTATTTCTAAA 

TCTTTTTMTCCTCMTTTTCCTGGTAACCTTCTTTCAAGAGTCTCCTTCTTCTAAAAGT 

TGCCAAACCCTTTAT 

Sequence 4827 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAGCCCTTTTCTGTTGGTGCAGCTGC 
TGGCA7TCCCCCCATGCAAGTTTTCAGCTTGC7TATCTATGTTTGTAGCTCAAGTTTTCA 

GGTCGCTCTTTGTTAGGAAAGAAATTATTTTGGGGCTGCTTTTTGTTAAAAGGGAAATTC 
TG CCTAAATAATTTTTTCTAACTTNT 
Sequence 4828 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 It I 1 1 GGAGACGGA 

GTCTTGCTCTGTCACCCAGGCTGGAGTGCANTGGTGCCGTCTTGGCTTACTGCAACCTCC 

ACCTCCCAGGTTCAAGCAATTNTCCTGCCTCAGCCTCCCGAGTAGCTGGGGCTACAGGTG 

CCCGCCACCACCCCCGGCTMTTTTTGTATTTTAGTANAGACTGGGTTTCACCATATTGG 

CCAGGCTGGNCTCGAACTACTGACCTTGNGATCTGCCCGCCTCAGGTTCCCAAAGTGCTG 

GGATTACAGGNGTGAGCCACCGNGCCTGGCCCTATATTTTCAAAGTNTAAGGCATGTAGG 

ATGTAAATGAGTTCTGGCAACTANACAAGTGCAGAGCTCCATTTTAAGTCTATTCCCAAT 

TTAAAAAATGTACCTG 

Sequence 4829 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 I I 1 1 1 I 1 1 1 1 I I I 1 1 1 I I I 1 1 1 1 1 | 1 1 

"i i 1 1 1 1 I 1 1 I I I I I I I I 1 1 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 I 1 1 I 1 1 I 1 1 INGGGGGNA 

AAAAAAANi I I I I I NNAAAAAAAAAAAAAAAAAAAAAAAAAANANANTG I I I I 1 1 I I I I I 
TTNNNNCNNANNNNNNNNNNNNNNNAAAAAAAAANNNCCCCTN I I 1 1 1 1 1 1 1 1 1 I I INAA 
AAAAAANNNNNGGGG GGNAAAA ANNCCCCCCCCNAAAAAAAAAANNTNNNNNGGGGGGGG 
GGGGG GCCCCCCCCO I 1 1 1 1 1 1 1 1 NNGGGGGGGGGGGGGGAAAAAAAAAAMTTTTTTT 
i M N iNGGGGGGNGNNAAAAAAMANCCCCNTTTTrNCCCCCCCCCCCAAMNNNTTTT 

NAAAAAAAAAAAAAAAAAAAANNANNTNNTTNNNNTCCCCNNNCNCANIMGGGGGGGGGGG 
GGGGGTNCCCC 

Sequence 4830 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGGTTTTCTTAAAGTGAAAGTCAGCTATAT 
CTATCMCCTTTGTATTTGAATAGTCCCGCTTTACACTCTAAGAAGGGTCATAAACAGTA 
ATTT MTATA ATTATGACCATGCTMTGTGMTTCTTAGGCTTTACTATATTTACAACAG 
CACAATTTTGATTCAAAATCAGCTCTTCCAACTGTAATAACTATCTTCAAAAACTGGTTT 
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CCAGGCCAGGCACAGTGGCTCACGCCAGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGA 

(3GATCACTTG AGGCC ACAAATTCAAAACCAGCCTGGGCAACAGAGCAAGATTCCATCTCC 

ACAAAAACMGTTTTGAAATTAGTCAGGTATGATGGCATGTACCTGCCCGGGCGGNCGCT 

CGAAAGGGCG 

Sequence 4831 

CCCTTGGCCCGCCCGGGCAGGTACTMTTATCCTCTTCTAGTCTCTTTGTTAATGTGCAA 

TGTCCTGAAAGAGTAAAATTTTAAAAAATGMTTMTTTACATACAAAAGCAGTGGCATT 

GMATTAAAAAGAATAATGTCAAAAGAACAAGAATACAAATAAACAATAAATTTCAAAGT 

AGCAACAGACAAACCTGAACAAGAACTTCCATGAGGGAATCATCAACCACAGAATGAAGC 

CACCTGTCCTTCTTCACTCTCGCTGGGCGTCTGTGGCTACCMTTTTCAAGCCCCGCGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 4832 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGTGGCCTGCTAGGATCCAGGGTGCACA 
GCAGGAGGTGAATGTAGGATGAGCAAACATTACTGCCTGAGCTCAACTTTCTGTCAGATC 
AGCAGTGGCATTAGATTCTCATAGGAGCATGAACTTTATTGTGAACTGCACATGCAAGGG 
ATCT AGGTTTGCACACTCCTTATGAGAATCTAAATGCCTGATGATCTGAACTGGGAACAG 

TTTTAATCCCCCAACTTCCAGTCCGTGGGAAAAATTGTCTTCCACGAAACTGGGTCCCTG 
GTGCCCAAAAAGTTAGG GG AC 
Sequence 4833 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I H I I I I I I I I I II I I I H I I 1 1 I AANTTTTTT 

I I I 1 1 I I I I II 1 1 I I 1 1 1 I I 1 1 I I I I I INI 1 1 I I I I I I ! I I I I NNNGGGGGNAGNGNAAT 

NNNAAAAAAAAAAAAAAACNNNNAAANAGNATNNNAAAAAAANGGNNNNTANTANCAANN 

NNANAAAACNAAAAAAAAAAAAAACCGGGGGGNGGNNGNGAAAAAAAAANAANGGGGGGN 

GNGMANNTNTNNGGGGGGGAACCTANATTTTTNTTNCCCCGCNCCNCAGACAATACACA 

NAAGNNGAGTNGNCCCCANAACCCAAANTGGGGAGAAGGCCNAAAAAAAANANCATTNGG 

GGGG GCNCT AAAMTTTNTTNfTGACNNGGGNAAAAAAAAAAAANACAGNCGTNNAGANGG 

GGGNi i i i i iNNGGGGGGG GGGCN AAAAAAAANNGAANCCNNCNCNNNNNCNGGGGGGGG 

AAAAAAAAAAANCCNTAAAAN I I I J I NGGGGNAAAAAANNGNGGGGNCNTTTNNGNNNAA 

AAANNCNNTTNGGGGGNNANNNTNNAACNAAAAANGGGGGGGGGNNGNNAAAAAGGGGNA 

ANNNNAANNNGNCCNCAANNNTTGGGGNNNAAAAAAAAAANAAAAAAAANNNNTCNTNTT 

NCTGNNANNNNNNNNNNNNGNNNGGGGGNGGNANNAANNAAAANNNNNNNNNNNNNTNTT 

NTTATNNANNNNNNNNNNNNNNNNNNIMNCCCCCCCNCNNNNANNNAAAAAAAAAAAA 
Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGCAGGCAATCGGAGACACTTTTGCTGTT 

GCCTAGGAATGGATACACCCTGGTTAGAGTAAAGCGTATCTCTTCTCCACGCCTTCCATT 

GTCTACTTTCTCTTTGAAACATCTTAGGGATAATTATTAGGAATAAATACTGAGAAAAAT 

AGCACCGGCAATAAAAGTAGCTGCAATAATAATAGTAAAAGCTAATATTGATGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 4835 

TACTAAGGGAATAAGCTTGCGGCCGCACCAA I I I I I I I I M I I I H I I I I I I II I I ICAA 

TGCTTTTAAGACCTTTAATAATGCCCACGTGCCCTAAGGTTGGCCCTCTTAACTCCCTCA 

GCTCTTTCTGGCTTTAAGCCATCACCCCAGGTGTGCAGTTTATGTCAGAGGGGCCATCAG 

GTAGGGAAACTTATCAGCTGCTCTAAGAGAAAAGGCCGCCCTGCTATTATCAGTGGGCAC 

AGGCTGGAGCTCACCCAGCAGGGGCTACAGTCGGGTTACCTGNAGACATGATCCCCTGGT 

CCTCTGAGGGCCTAGGCAGGACATGGGGGAGGACACGGCCCCCGGNACAGANTCCTCTGG 

CCAGGAGCANCCTTTCAGGTTGCTCTTGNGTGCTANAAAAAAATATTTTCTCTATGTGCC 

ATGTCATGAAAAAGACAAAAGCACTGAGTTAATGGGATGNGGAAACTTTANCCACAGGCT 

TTTN TGCTG TGAANAMGCATTTTTGCATGTGMCAGCTGGANCANGAGGCTTAATGG 

NTGCTTTTTCAAAAACCACAACATTCCCCCAATCCCTNGGCANCTACA7TCACCTATNCA 

TTTATCCTTCCCTTACCCTGGCAAMNTTTATTGNATGCCTACTTTGCCCAAGGCCCATC 

TTTATCCCNAAACAAAGTGAANACCCCTTAAANGGGCAAATCCTGGGGGATTTNGGAAAC 
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AAAGNCCCAGGG GTNTN NGGTTCCCACAGGNCCCCCCNTTNAAAGNGNAATNTCCAACCC 

TTGMTGCAAGACTTTTTGTTTNTTGGGGGGGGNATTT^ 

TTT 

Sequence 4836 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTrCTTT 
GGAGAGMGTTAMGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 
GGGTTGGCCAGATCTTTGAACCTACMCACTTCATTCCGGTTTTCATTTTCTTTGTGTT^ 
ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCMGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTA 

Sequence 4837 

AC I l 1 1 1 I J 1 1 1 I I 1 1 I I I i J 1 I 1 1 T'\ NAN I » 1 I I I » 1 1 M I 1 ) I I 1 1 1 INAAAAAAAAA 

AAAAANl Mill I NAAAANTNNNAAMNNCNGNNTTTTTTNNNAAAAAAAAAAAAAAAAA 

MNTTTNAAAAAA ANNN NTTNNNNAMNTNTTTTNAAAAAANNAAAAANGNTNCCNNNNN 

NNNAAAMAANNCTTTTNNGGNNTNCCCNAAAAAAAANNAAANNCCCCCCCNNNCNGNNT 

TTNAAAAAANCAAAAAAAAAAANGGGGG 

Sequence 4838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAAMTCCTTTTACAAAATATAAATTTAT 

TATGAAAACCTGGAAGGATAATCCAAGGAAGGTAAAGAAAGAGAAAAGGAGGCCGGCAGA 

AGAAGGCAGGAAGGAGAGGAAAAGAGAAAAAGACAAAGAGGAGATGAGAGAAGAAAATAC 

AGTTCAGCACAACAGAAGTGCAGAAGCTCACCTACCCAAATGGCATTAAAGCCTCGCTGT 

GTAATCGTGTCAGAAAACAAAGCATACTGACACATAGTGCTCTACTTCCCATCCACTTGA 

GTTCTAAGAGGT AAAA TTAAAAAGCTCCCTGGGAAGGGGACATGAGGTTGCTCAAAAACC 

CACCAAAGAAAATTTTAAAAAAAANGGAGAGAGAGAAACCCCCCCCCCACAGTCTTCATT 

TCCGGATGTTCATTGGTTAAAAAAGGGAATAAATCCATTTGAAAATTAGAAMGAGGAAT 

TGGGAMAGGGMAAAAACTTATTGGGTTTTANAAGACCAGCCTTGCTTCCNTTGGAGGG 
GGAAAAAGGAGGA 

Sequence 4839 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGGGGAGTGACTCCACACCCACAGAAGGAGAG 

GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCNCAGTTCTGATGAAGAGTGACTCAGC 

CCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGGAT 

TCCAACCTCCAGCACGACAAAAGCAAAACACACTCGCTCTGAGAAACCGAGGAACGAGCC 

AGACGACTGGAGTTGCCAAGAGCAAGTCAAAAAACATTCTGGTGAGAATGGTGAGCGAAG 

CTGGGACAGGTTTCTGCTTCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCTTT 

TGCATTATGATCCAGTTGTGAAACAAAGAGTCCTCTTCGTGGAAAAGAAAAAAATACCCT 

CCCTTTAMCNGTGGATTGAAMTGACTTTGATTTATAAAGAGAAGACTGGAGGGCCGGG 

ATACTGATTCA AAAAT CCTGTACCGTGTAATAAAAGAAGAAGAAATGGCATGGAATCACT 

G CCTCC TGTGATTTTGAAAGCCATTGTGAAGGAAAACAATGCAGTGAAAAGAAAGTCTTT 

CTTTTTAGGAC AGATA TTATTGCATCACATTTATTTATCTTTCTGGGNATTT^ 

CTTMTAAAAAATTTTNAATNNNNNNNNNNNNNNNNNNNNTAAAACTAAAAAAAAAAAAA 
AAAAAAA 

Sequence 4840 

CCCTTAGCGTGGTCGCGGNCGAGGTACTNTGTNTNCATTNTNTTTTTTAAANAATCATCA 

NGACTCCTTATGAATNAANTNCATTTGCTGTNTTGTNCCAAAACCATATANCNCAGAAAA 

ATC AMACC ATGACANGACATTTTACCNTTTMNTACTTNNNATAACTAANTACTCTTTA 

A ATAI \ i j l ATTTCAATACTGTGGATGGAAATGAGAAGCATTCTAAATTTNAGTTAATAT 

ATTTTTATGAANATATTTGAGAAAAGAAAAANATANCTAGGTATNCANGACCCATGGACA 

TGCTCNTNNTNATGGACNTATNTANGTTANCTMTTTGGCCTTTTAAAAAANGNGTANNG 

TTGTT TATTAT AGCTACTTTCAAGGGAMGTTTGMTATNATTCTAGTCTCTAAAGTTCT 

TCACGI I I I ICTGACATTCCCTGGANGGTGACTGGGGAAAAAATGGCTCCAGGGNTNTAA 

NTCAACCAANGCCCAAANACTTTACCNTTCTNATCTTANAGAACAAAANGGATACCTNAA 
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TT NANG GANC 1 1 I I F I I I CCCCNTTTTTGGNAAACMGGTNAAAAAAAGNCNTTTTNNCT 
T ATTXl^ATTVVTAAATTTTTAAAAACC AN NATTTTTTTATTNTTAAACANGNTTATTCOC 
ATATTT TCTNN AGNATTGNGCCTNAAGAAMTTCNNTTTTTTNNNNTGCCCNANNMTTA 
TAA AAAl M M NTNN I I I 1 I I N NTG AATANG N N N AAAAN AAAAACAAACTTN ITTTTTTl 
TTTNTTTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 4841 

TAGGGAGTCGACCCACGCGTCCGGGCGGCGTCCGCAGTCTGCCGAGCGGCCTGCTCTGGG 

ACGCAAGCGCTACTTCGCACCTGCCGCTCGCCGGCCCTGCTGAGGCTACCTGCCTTGCGG 

GGTACCGCAACCTTCGTCCAGGCCCTCCAGAGCGTGCCGGAGACACAGGTCAGCGTATTG 

GACAACGGGCTGCGTGTGGCCTCGGAGCAGTCCTCGCATCCTACCTGCACGGTGGGAGTG 

TGGATTGACGTTGGCAGTCGCTATGAGACTGAGAAGAACAATGGAGCAGGCTACTTTTTG 

GAACATCTGGCTTTCAAGGGAACAAAGAACCGTCCTGGCAATGCCTTAGAGAAGGAGGTA 

GAGAGTATTGGCGCCCATCTTAATGCCTACAGCACTCGGGAGCACACTGCTTACCTCATC 

AAGGCACTGTCCAAGGACCTGCCAAAAGTTGTGGAGCTCCTGGCAGATATTGTGCAGAAC 

ATTAGTCTTGGAAGACTCGCANATTGAGAAGGAGCGAGATGTGATCCTGCGGGAGATGCA 

GGAA AAACGATGCCTCT ATGC AAAATGTAAGTCTTCGATTACCTTGCATTGCAACAAGCA 

TTTTCAGGGGCACAACCTTTTAGCCCAAGCTTGGTGGGAAGG 

Sequence 4842 

CCCTTTNTAGCGGCCGCCCGGGCAGGTACTTTNANAGGCTGAGGCAGGTGGATTACTTAA 

GCTCAGTAGTTCCAGACCAGCCTGGGCAAGATGGCAAAACTCTGTCTCTACAAAAATTCT 

AAAAATGTAGGCAGGCATGGTGGTGTGTGCCTGTAGTCCTGGCTACCCAGGGGGCTGAGG 

TGGGAGGATTGCTTGAGCCTATGAGTTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTGC 

ACTCCT GCCT GTGTGACAGAGTGACCCCTTAAMGANAAAAAAAGGCTTTTTNTGGTGCA 

NANCNATTTTAGGGNAAATNTTCTTCCNATGGNGNGGAGTTTTTNANGGGGCCTNCTGGG 

ACTMCCCATNTTTNCGNTGAMTNGMTTCCTTAAGTTCTTGAAAAAATNCTNTTTTNA 

ATAMCTTGC TCTTGG GTTTCNrTG GGAC AANAATNAACTNCAATTCNTTTmGTTAAAN 

AAAAAAAAAAAl I I l I GTTCNTGGCTTTTGGCAATAATTCAAAAAAACCTTNTTGGG ATA 

ACCCCTTGATCAMCMCCCGGGTTTCNAMTTTTTTTCCTGGMTCGGGNGGNCCATTT 

TGAACATTAANTCCTTGACCTTNNCCNAAAAAATTCCAAAANCCAAGGCCCTTNAAAAAA 

MTNAMTTC CAMC CCCTTCCCNNCCAAMNTNCNCTTTTGGGCCGGGNAANCCCNCtT 

TMGGGCNAATTTTCNNCCCNNCTTGGGGGGGGGNTTNTTNCAGGGGAANCCCANNCTTG 

GGGNCCCNNNCNTTNGGGGAAAAG 

Sequence 4843 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCTGGATGACAGAATGAGACTCTGTCTC 

AAAAAAAACAAMGCAMCMACMAAAMAACAGATTTTCTCACAGTTGTGGAGACTGG 

AAGTGCAAGATCAAAGTGTTGGCAGGTGCCTGTAATCCCAGCTATTCCAGAGGCTGAGGC 

AGGAGAATCACTTGAACCTGGGAGGCAGAGGTTTCAGTGAGTCCAGATCATGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGATTCTATCTCAAAAAAAAAAAAAAAACAACATAAGC 

AAATGAGAGTGCCTGGGAGTGGTCATTGTGGGGCATTTCTGTTCGTGTGACCCAGGTCAT 

GTCCCTCCCTAAGCCCTGGTCTNTCTTGCCTCCTGCAGGGCTGGTGAAATTACCATATCT 

CCGTCAAGTGCAGTMCCAGTTCMGTTGGAMGTGTGTCTTTTGAAATCATACAACAAA 

GTTTGNGGACAACCAGGCCTGGNGACCCAAGGGC 

Sequence 4844 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I II I U I I i I U I I I I I I I I I I I CTTTTTT 

imi I M I I I i I I I I | | I j | M | l l | | | | | | 1 1 | n I I I I I I I I I I I I I I I | I l 

M M M i m I I I I I I 1 1 I I I I | | | | NAAAAAAAAAAAAAAAANCCC I I I I I I I I NAAAAA 
AAAAAAAAANNNTTNATNNCNNNTTNAAAAMNNAANAMANANNNMNCGNNTTTTTNA 
AAATCNNTNAAAANNNAAAAAAANGGGNAAAAAN I I i I I I I I I NTNAAAAAAAAAAAAA 
Sequence 4845 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGCCATCATCTATAACATCCTGCTCTTTGG 
GCTGACCAGTGCCCTGGGTCAGAGCTTCATCTTTATGACGGTTGTGTATTTTGGTCCCCT 
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GACCTGCTCCATCATNACTACMCTCAAMGTTCTTCACAATTTGGCCTCTGTGATCCTC 

TTCGCCAATCCCATCAGCCCAATGCAGTGGGGTGGGCACTGNGCTTGTGTCCTGGGGNCT 

TGGTCTTGATGCCAAGTTTGGAAAAGGACTAAGAAGACATCCACTAGGAAGAGAGAGACT 

ACCTCCCATNAANAATATTTAAGI I I I I I I I I AAACAGTGACATCTNTTGGGAAAAATGG 

ACTTMTAGGGAATATTGGGACTGAGTTCCAGTCTTTTTTAATAAAATAAAA 

Sequence 4846 

CCCTTTCGAGCGGCCGCCCGGGCAGGT AC 1 1 1 I II I I I 1 I 1 I 1 1 I I NN I I I 1 1 1 1 I 11 I T 
M I I 1 1 I I I I 1 I M 1 I 1 1 1 I I I 1 I I I I I I I I I 1 1 I I I I I 1 I I I I 1 I I I I 1 INTNTNNNTT 
NNNNANNNNNTTTTTTTNNNNNNNNNNNAANNAANNGGNAAACTNAATGTNNAAAGNNCC 
CCTTTANCNANAACAAMCACCATTCAGGATAAAMCTTAMTTCCMNTTTAGGGANTT 
AAGGAAGAAAAAAAANAAAAAGCCCGGGGTCNTCTAAAANCTNGCTTTAAAANANCNNTT 
TCANANNNN GNNAN AAGNNNGAAANCAANNAAATNANAAAANNNNNNAATNTTNTNCCCT 
TTTCCCCC ANTTTTAG NAACAAANTNAATTTTN AN AAAAAAAAA 
Sequence 4847 

CCCTTTCGAGCGGCCGCCCGGGCAGGT A C I 1 II 1 1 1 1 1 1 I II 1 1 1 1 1 1 1 I I I M I 1 1 1 1 1 

11 1 M 1 1 I ) 1 I I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 H I I I M 1 NNNTNNNNTTTTNCC 1 1 I I < I 1 1 1 I N 

A NNTTT GGGGGGGNNNNNNNNANNTTTTNAAAANNAAAAGGGGGNNGGNNNNNNNAAAAA 

ANTTTTAAAAAANCTTNAANTNGNTNNTTTNGGGGNCCCCCCNAAAAAAANTGGGGGAAA 
AAAT 

Sequence 4848 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M I 1 1 I 1. 1 11 1 1 1 1 1 1 1 I I I I I I I I I I I I I" 

I I M M M I 11 I I M 1 I I I 1 1 1 M I I I I M 1 I I I 1G I I M M M M M M I I I M M 1 1 1 

1 I I 1 1 I I M 11 I 1 NNNANGGNGNNGGGGCNNNCCCCN I I I I I I I 1 1 I I 1 1 I NTNAAAAAA 

AAATNTCTTAAAAAAATN I ill I I I 1 AAAAAAANGANAAAANAANNCCNNNAAAAAAGGG 

GGGGGNA I I I I I M 1 1 I I I I I 1 NCCNCAAAAAAATT1TTTNTGNNGNNTTTTTTAAAAAA 

AAAAAAAAivrrNAN CNNNM TTNANCCNNGGGGGGGGGNNNAAAANNTTTTTAANNNANNN 

NNNNNNNNNNNNNT TTTTNAAAAAAA NAANNNNNNNNNNNNNNNNNTNTTTATTANAAAA 

AAAAANCCCCCCCCN f T I rTTTTTTl I NNTAAAAAAA A AAAAAAAAA 

Sequence 4849 

CCCTTTGAGCGGCCGCCCGGGC AGGTAC 1 1 I 1 1 1 1 U I M M II N I HI 1 1 1 1 I \ NNNN 

n I I I M H 1 I I M I ) 1 1 I I 1 1 I 1 1 1 AAAAAAAAAAAAANCN I I I I I 1 1 1 U I 1 1 1 1 A AA 

MAAAMNNNNNNAMNNGNNNNTTTTTTNGGGGAAAAAAAAAAAAAAAAAMNCNNTTT 

TTTNNCCCCNCCCCCCCNNATTTTTTTNNNNNNAAAAANAANGGGGGGGGGNCNAAAAAA 

AAAAAAAANTTNNNGGGGGGAANNNCCNNGGGGGGNCCCCCCCNANGGGGGGGNNNNNNN 

NNAAAAA AGGNGNN I I 1 1 1 II 1 I ANNGGGGGGGGNGGGGNTTTNNNITTNNNAAAAAAANG 

GGGGGGNI I I I I 1 1 I I I I NTTNGGGNNCNCCCCNNGGGGGGGNAANTNNCCCNNAGGGGG 

GGGNTNANNAANNAAANNNNNNGNGGNAAANAAGGGGGGAAAA 

Sequence 4850 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC A I I I I 11 I 1 I I AAG AAAAATGGAATCACACT 

AAATATTTCAGAAAMTATTTCTGAAATGTTAATTACCAAAGGATACAAAACTGTATTGA 

AACCATGATTCAGTTGTGTAAAAGAAAATCTGTAAGGAGATATGTGAAAAGATTGGTTGC 

AAGGGAATAATGAAATTACAAGTATTAGAAGGAATGGCTGGGCATGGTGGCTCACGCCTG 

TAATCCCAGCACTTTCGGAGGCTGAGGCAGGTGGACCACCTGAGGTCAGAAGTTCGAGAG 

CAGCCTGGCTAACATGGTTGAAACCCCGTTTCTATTAAATATACAAA 

Sequence 4851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAG 

GGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGMGGGGGGGCA 

CGAAG GCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCGAAGATTAAAAAA 

ATTTTGCATTACATAATTTACACGAAAGCAATGCTATCACCTCCCCTGTGTGGACCCGCG 

TACTTGAAGCTTTCMTTTMGTGGACCTTCAGGCTGGGMGACCATTTCTCTGTTTTAT 

CCTCCATGCTGGCAAGGTCATGTCCTGGCTTGGAAAGAGGAGTCTCATCTATTTCTCCTG 
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GAAGAACCTGGGTT 
Sequence 4852 

CCCTTGAGCG GCCGCCCGGGCAGGTAC < I » 1 1 I 1 1 1 1 I 11 1 I n I 1 1 1 NAN I llllllll 
it i i 1 1 i m i i NNGGGGAAAAAAAAAANAAN I II I 1 1 1 1 I NNNNNTTGGGGGGGGGGNCC 
CCNNAANNGGGGNTTTNNNCCCCNNGGGNNGGGGGGGNCNNGAAAAAAAAAAAAAAAANG 
GNNNAAAAAAANGGGGGGGNT7TNAMNNCCNNNCCCAGGGGGCCCCNANCCCCNTTTTN 
GNNNNGGGNCCCCN7TNAAAMANATTTTNGGANCCCNTTTTTGGGNCCCCCNTNAAANA 
AAAAAANTTTGAAAAAANTTNGNGCCCCCNNNTNGGGGGGGNNNA I 1 1 1)1 ] I NNNANGG 
GGAAAANAAANNANGGGGN I I I I 1 1 I I 1 1 1 I 1 1 AAAAAAGNNNI I 1 1 > I I I 1 1 1 1 I INAA 
AAATTAAAAANN I I 1 1 I I \ NNNAAAMGGTTTTTNTMNACNTTTTTTNAAAMNTTTTT 
GNNAAAAANAAANANGGGGNNNTTNCCCCCCNTTTNTTTTTTTGGGGGGGGNGANMTTT 
TCCCCNTTTNNAAAAAAAAAAAAAANCCCCGAANG I I I I M I I 1 1 I AAAAAACCCTTTTN 
AAAANTTTTTTCCCCCCCC 
Sequence 4853 

CCCTTNGAGCGGCCGCCCGGGCAG GNA C I I I I I I I I I I I I I 1 1 I 1 1 M I I 1 ICTTTTTTT 

H I I I 1 11 I M 1 1 11 1 1 1 I 1 I 1 1 1 1 I 1 1 11 1 I I 1 1 I 1 1 I 1 1 1 1 I I I I 1 11 M I I I 1 1 1 I C 

CAAAAAAAAAANNN NCTTNT TTATNNANGGNAAAAMNGNTTTTTGGGGGGANAAATNAA 

AAANGGNTNAAMATTTTTTNTTTTTTAAAAANGCCCCTTNCNGGNAGGGGGGNAAAAAN 

AAATTNANNAAAACNAAAAANTTNCCCTTTTANAAAAAAAA 

Sequence 4854 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCTTCCGCCGCCGACTGTCCTGAGCTG 

ACTGCTTGTTACGGATTTTCCTCCTGACCTTCTTGAGGACCCTCTCCTCTGCCTTGGTGA 

GGGGCAGGTGAGAGGGCAGGGAAACCCCTTCCTGCCCCAGCAGACGCTTCTCCTCATCGG 

CCAGGAACAGGGTTTGACAGGGCAGCTGGGGGTAGGGGCAGGAGAAGATGCAATAGGAGT 

GAGGAGGGGGTCATCCCATTTGCAGCACCCAGGCTACTCCCCCCACATGCCTTCTGGAGA 

GTGTTTCCTCACTGGGAGACAACTTTAATCTANAGGTGAGGTGAGGGGCANAGACTTTAA 

TTCAGACAGGCTCTANATCAAGCCAAAGGG 

Sequence 4855 

CGGCCGCCCGGGCAGGTACGCGGGAGTCCTGATAGGACTCCTAAAAAGCATTTCAGTGCC 

ATCACAAAACAAGTAGAGCTGGGTAGAGCTGGGCGCGGTGGCTCACGCCCGTAATCCCAG 

CACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGTTCAAAACCAGTCTGGCCA 

AGATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAAAATCAGCCGGACATGGTGGCGGG 

TGCCTGTAATCCCAGGACTTTGGGCAAGGCGAGAGGATCACCTGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

TTGGTGGTGGACACCTGTAGTCCCAGCTACTTGGGAGGCTGCGGCAGGANAATCACTTGA 

ACCCCGGAAGTGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTACCCAGACCAATTTTA 

TGTATATATATTCTGAMTGCTCCCTTTITMTGTGGTCATTTGTTGCCTTCTAAGTTGA 

GAAGACAAAACTGAATAAGTGAATGTTAATTGTCNAAAAAAAAAAAAAAAAAAA 

Sequence 4856 

NCCTTACGTGGTCNGGCCGAGGTCAGTNCCTAAAATGTCCTTCTNCAAACAGTAAAATAT 
TTCACTCTGTAAATCATCACTAAGTAGTTATTCTGCCTGTTGATTATGAGCCTCCAAAAA 
TGTTTMTGCTTGMGGATGGmGGGAGGCAGGGMTCCTTTTCTTAAAACACCmM 
TGAGGCATATGTTACATATCATAAACACCCATTTCAAGTGTCCCTGCCCGGGCGGCCGCT 

CGAAAGGGCGAATTCCAGCCACTGGCCGGCNGTTCTAGTGGATCCGACCTCGGTCCMCC 

TTGGCGTATCATGGTCAT 

Sequence 4857 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGGATTMGTTTCCMCACATGCTTTTT 

GTGAMCATGTTCAMCCATAGCATTTTCAAATTCCAAAATAAGATATCCC7TACAATAA 

GTATCTTACCAAACACAGTGGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCAGAGGCA 

GGANGATTGCTTGAGCCCAAGAGTTTGAGACCAACCTGGGCAACATAGT 

Sequence 4858 
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CCCTTTCGAG CGGCCGCCCGGGCAGGTAC 1 M 1 I I 1 I 1 I I I I I I I 1 I I I I NGGNTTTTTT 

I 1 1 I 1 1 1 I I I I I I I I I I 1 1 I I I I I I I NNGGGGGNAAAMNATNTTTTTTTTNTNANNNNN 
MANNNNNAAANNGGGGGGGGNNNNNNNNAAMAMNNNGGGNNMNNNTTTTTTTNGGG 
GGGGNI I I I I I I I INNGGNNNNNNNGGGGGGGNAAAAANGGGGGCNTTTTTTTNAAAAAN 
AANAAAANGGGGNTCCCCNCNNAAAAAAAANTTTT 

Sequence 4859 

TCGACCCACGCGTCCGACAGGGTCTGATCTAGGGAGAGGCCAACTCTGATACCCCTATGT 

GCGCT GCTAGGAGCTAAGGACATTCAGAGAGACATGGCCTGGAAACAGACACCACTCCTG 

CTTTTGGTCTACATGATCACAACATGCAGTGCCCGGGACAGAACAGACCTGCTCAACGTT 

TGCATGGATGCCAAGCACCATAAGACAAAGCCAGGCCCGGAGGACAAGCTGCATGACCAG 

TGTAGTCCATGGAAGAGAAATGCCTGCTGCTCAGTCAACACCAGCCAGGAGCTACACAAG 

GACAACTCCCGTCTGTACAATTTCAATTGGGATCACTGTGGCGAGATGACGCCCGCCTGT 

AAGCGTCACTTCATCCAAGACGCCTGCCTGTATGAGTGTTCCCCCAATCTTGGGCCTTGG 

ATTCAGCAGGCAGGCCAGAGCTGGCGCAAAGAGCGCTTCCTGGATGTGCCCTTATGCAAA 

GAGGACTGTCAGGAGTGGTGGGAAG 

Sequence 4660 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTCTCTAAAATTAAAATCATTAGAAAATATCT 

TAAATAAAATGTTTTACATAAATAAGTGTTAMTTTCAGATTCAAACTATATTTTCTTCT 

GTATCTCAATTTGGGAAAAATCTCACMTTATTMCTCTTCTCAGTTACATTTATTTTTG 

AGCATTTAAATCTACTATACACCAGTTTGTAAAATTCACCTTGGTTACCTCTCCCCATGC 

CTATGTGCTGTCTTTCCTCAGGTAAGTCCATTATATGCATCTAAGTGCTGGGGAGGTTTA 

MTAGCACTTAAAGMTATTCATGAGAGTTCTGAMTGMGGTTTCGTCTTTAGCTATTG 

ACTGTAGGATTTGTAATTCAAATCATCACAGCATCCTAAAGAAATACTGT 

Sequence 4861 

ACTGTTTTGAAGAACAAAGGGCTCAACCCTGATAACTCTAAAATTTGGGATCTTGTCAAA 
TTMNTTTCAACATTCTTTAMTTTTACCCTNATCCTTGTTT^ 

NCCTTTCTGACTCTNTTCCGCTTTTGGGTTGGTCTTCTAACAGTMGGNATGCTTGTAGG 

TGTGGCTGGTTNTGATCCACACAGTGGAAGGAGAAGCTCCTCATCCCAGCTTCTGGGTGC 

CTGTATCCCCACCTGATATGTTGCCTGCTTNCGCCGATGAAGTCTAATAACCTTCCCCCT 

GCNATTCCCCTAAAGAGGGAAAATAAACTT 

Sequence 4862 

TTCCGCCCTTTCG AGCGGTCGCCCGGGCAGGGACTTTA I I I I I I I I 1 1 I I 1 1 1 I I lAAAT 
Mill M I M II I I I II I I M l I I I | I | MM | I N I I I II I I I I M Ml l l l l HUM 

I I m 1 1 1 i 1 1 I I I I I N I I I N | | J J | | 1 1 1 I I I GNNGCNNNNNNGNNNNNNNNNAAAAA 
AAAAAAAAAAAAAAANNNANATNTNNC I I I I I I I I I I I NNAAAAAAANAAANTTTTTTTN 
NCCNN NNGNNA NNAANANTNAANNNANNNNNTTNNTTTTNTTTTTTNNNNTTGGGGAAAA 
AANATNi mm l MTTNNAMNGAAAGGGGNGGAMAAAAAMAMNNTTTATTIvrrTTTT 
NNTNTTNNNAAATAAAAMANCNCCCGNGGGTNGGGTNTTTTTNTTANNNNNNNNNNNNN 
NCNNCAAAAAAAAANNANAANI It M 1 1 1 NNNNNNNNNCCCCCCCCCCCNNNGGNGNNTG 
NNANAAAAAAAAAAAA 

Sequence 4863 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

GCGGGTAGCATAAAAATAAAGGTATAAAGAAAGATATACCATGTTAATACTAGTCAAAAG 

AAAACTGGAGTAGCAGTATTGATATCAGATAAGGCAAACTTCAGAGGGAGAAAAATGATC 

AGGGATAAAGAGGGGCATTATATAATAAGAGGGTCAATACTCCAAGAAGACATTGTTAAA 

TCCTTAATGTGTATGCACCTAACAACAGCATCAACGTATGTGAAGCAAAAACTAATAGAA 

CTGCAAGAGAAATAGACAAGTCCACTATTATAGTTGGAGACTTCAACACTCTTCTATCAG 

TAATTGACACATTTAGCAGGCAAAAAAATCAGTAAGGATATAGCTGAACTGGACAATACT 

GTCAAGCCACTGAATCTAATTGACATTTACAGTATACTTCATTCAACAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4864 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGATAACTTAATATCCTATGTTGTGTCA 
AGACTCTTTGMGACTTTCTTGMTTGCTTTCGTAAAGGTCTGAACACTGTTAAGGAGAA 
AGCTGAGTATCMCTTGCCTTTCTGATAGAMTGTTTCTTGTGCCAGTTTTATTGTTGAG 
ATATACTATTTTTTTCCTTTTTTAATTCAG 

CCAGTTACCAGGTTGTCTAGGTAATGACAGTAAACTGACTGTAGAATGATAATTGTGGTA 
TAGTGACCAATAGATGCCAAACAGCTTGTGGCCTCACTAAAGGTGGGGTCCGCTTAGTCC 
CCGGGAGTAAAATGAGTGACCTCAGAAACAAGAATTCCTGGAAAGGCACATGCCGAAGAG 
G AAT ATG GTATMTTTT AAATTTTMTGCN AAMTTTTAATTTG G N CTTT ATTTTT 
Sequence 4865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAATCAAACCACTACATCTGGATCAG 

AGACAMTGACCTCCCAGATTGACTAGTTTTGTAAGGAACTTCAGTTGAAATTGAAGCAG 

TCATCAGCTGCTTCTCAAACCAGCTACACTACATAAGGAGGAGCCCAAGGGAAACTGCAG 

GACAACAGGTCCACTGGGAAACTTCAGGGGGCCAAGCTGTCAAAGACAAGCACAGAAAAA 

TTCCTGCAATGTGCGTTAGACCTTGAGGCAGCTTTTAATGGCAAAAGTCAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 4866 

CCCTTTCGAGCGGCCGCCCNGGCAGGTACAAAAAGTAGCCGGGCGTGGTGGCTGGCATGT 

GCCTGTANTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGAGAGGCG 

GAGGTTGCAGTTAGCCAAGATCACGCCATTGCACTCCAGCCTGGGCCGACAAGAGTGAGA 

CTCCATCTCAGAAAAGAAAAAAAANAANAAAAAANAAAATANGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAAATTCCAGCACACTTGGCGGCCGTTCTAAGTGGGATCCGAGCTCGGGT 

ACCMGCTTGGGCCGTAATCWGGGACATAGCTTGTTTCCTGTNGTGAAMTTGTTTAT 

CCGGNTCACAAATTTCCCACACAACATACCGAGCCCGGAAGCCATAAAAAGTGTAAAAAN 

GCCTGGGGGGTNGCCCTAAATGAAGTGAAGCCTAACTCAC 

Sequence 4867 

CCCTTAGCGTGGTCGCGGCCG AGGTAC \ 11 I II I 1 1 I I I I I I M 1 I 1 1 I NN M I I I II I 1 
I I I 1 1 M I I I 1 II I I I I M I I II I I I II I I I I I I I I II III M I I I II I II I GANNNNNA 
AAA AAAAA NN1 I I I 1 1 1 1NNNGGNGNGGCCCNNAANNATNTNNAAAAAAAAAAANANNNN 
NTNTTTTTNNAAAAAAAAAAAANNNCAANNA I I I I 1 1 1 1 I NAAAAAAAAAAAACNCAAAA 
ANGGGNNCCNNNTmNNNNANNNAANMNANGGNGNTTTTTTTNATNNTNNNGNGNGGG 
GNGGNGG T I 1 1 I I I I 1 1 NAAAAAAAAAAI I I I I I II I I II I I I NTCCNCCCNAAAANNAT 
NATNNNTNTTTTTTNGGGTGNNGGGCCCCCCCCCCCCNNAAAAAAAAAMAIsrTTCTT^^ 
TTTNNCAAANNGNGGGGGGG I I 1 1 I I I I I I I I I 1 1 1 I AAANAAACNNGGGGNNAAAAAAA 
AAAANAAATNTANNNGNNCCCGCN I ITTTTTI 1 F T NCCCCCCCCCTCCCCCNNNNGNGNN 
NAAMANTTTTTTTNAAANCCCCCCNCT NI 1 1 1 1 1 I 1 1 
Sequence 4868 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATACTTGACMTTTGTTTTATTATGTA 

ATTGATAAMTGGTGATGTGTATTMTGTTAGTTCAACCATATATTTATACTGTCTGGGG 

ATGTGTGGTTATAGTTCTGTGGGAGAMTAATTTTGTCAGTGTTCACCAGCTTGTAAAAA 

CTTAGTGCGAGAGCTGAAACATCTAAATAAATAATGACATGCATTTATCATCAAAAAAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 4869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTAGGTCCGGCGTGGTGGCTCACTTTGGGAG 

GCCGAGGCGAGCAGCACTTTGGGAGGCCAAGGCGAGCAGAACACTTGAGGTCAGGAGTTT 

GAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTATTAAAAACACAAAATTTACCCG 

GGCATGGTGGGGCATGCCTGTAATCCCAGCCACTTGGGAGTCTGAGGCAGGAGAATTGCT 

TGAACCCGGGAGACGGAGGTTACATTGAGCCGAGATGGCGCCATTGCACTCCAGCTTGGG 

CAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAAAATNCCAAANNGNCTNCGGGGTNA 

ACCTNNGGGGGNTNNNNCCCMNNNGGGNMNCCCCTTNTTTNNTAAAAhrrNCAAMTTT 

ANNNGNACNNNCTANGNCCCCCNTNTANNCCCACCTNNNGGGNACCNNGNGGCAGNAAAN 

TGNTTNGAACCNAGGNGGGGGNGGTTGCANTGACCCAAAATCNCCCCNTACNCTCCNCCC 
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NGGGGGANAAAAAAANACTCCGTTTAAAAAAAAAAAAAAAAA 
Sequence 4670 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATCCCCTCGCTCTTTTAMTMTTT 

CGCATAGCTTCCCTAGTMGTCGTTTAGGTGGAGGCCGCTCGCCAMTTTCCTTTTAATC 

CACGCCATGGTACGCGGGTCGGAAACCACGCGTCCTACTACAMGATGCTCTGCGGTTTT 

TGGGCTGTGTTGACATCAAGGATCTACCAGTGTCTGAGCAGCAGGAGAGAGCCTTCACGC 

TGGGGCTAGCAGGACTTCTCGGCGAGGGAGTTTTTAACTTTGGAGAACTCCTCATGCACC 

CTGTGCTGGAGTCCCTGAGGAATACTG 

Sequence 4871 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAAAATATTGAAATGACCAACGTTACATGATT 

TCMGGGTTGTCCTTTCTGTGCTTTTATCTGTCACGACAGGAAGGTGTGGAAAGTTTATA 

TC GTTT ATATCCTTAATTTGACTACTCTTGGATATTAAAATCTTTCTATTAATTAAAAAG 

ACTTTTAGACAACCTCTTAAATGGAATTACACTATGGAAAACAGGGCTCCCCCAAAAACA 

CCTAGGCAGAACTGAGAGTTCTTTGAAAACCATTCCCAATAAAAACTAAATGAAAAATAA 

ATATAAMCAMGCTTAAAAAMTATGCATTACCTGACACCAACCTTTTCTGGCTGACAA 

TATTTATTCATGAAAACATATCAGCTGTCTACCTTTTATATGCAAACCAAGTCCTGAGGT 

TMCTAGGGGCTGAAGCAAACTAGCATTTAGGATGCAAACATTCTTGGATTTGTGATGTA 

AACTTGCCTTGCCAGGGAAAGTTTGCTGGTCTATACAGAATGAGAAATTCAAAGCCCTAT 

TTTMCCCCTGCCCTC7TTAGCTTTCACAAMCATTGGTCCACAMTTAMTTTTCAAAA 

AGT 

Sequence 4872 

NCCCTTCGAGCGGCCGCCCGGGCAGGTAC I I II I 1 1 1 1 M I I I < 1 1 1 1 GG T rTTTTTTTT 
I I I I I I I I II I I I I I I I I II I M I I I I I I I I I I I I I I NTT AAAAAAA I 1 1 I I I I I M I NA 
AAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAGNAAAGGAA I I I I II I I NTNTAAAAAAA 
AAA I I I! I I I I INTAAAAAAAMAAANATTTNNNGNAGNGAAAANAAAAAAACCCNTTGG 
NNGNTGGAGCAAACCCCNAAAGGTGTNTATTTCCNCCNAAAAAAAAAAAAAANCCCCNGA 
AAAAATNAGNNNNTGNGGGGGANAAAAAAAAAAAAAAAANCCNTTTAAANNAAAAAAAAA 
AGCGGGGCNCAAAAAAAAAAAAANNNGGGGGGGGGNTGAATATNNAATNAGAAAAANGNN 
NGNTTTAAAAAAAAAAAAANAACANNTANTTTNTGGTNNANAAAMAAAAMTTTTNTTN 
AN AAAAAAAAAAAA MAM1TTTTTCCNGTGNAAGNAMANATATTTTTATTAGAAAAAA 
AAA! 1 1 1 I I I I I Fl ATAAAAAAAAAAAAAANNNNNNNNNNCTTTAATNNAAAAAAAA 
Sequence 4873 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 1 I I I I I I I I I 1 1 M I GGGACGGAGCC 

TCGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCC 

TCCCGGGTTCAAGCTATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTGT 

CCCACCCGGCTMTTTTTGTATTTTTTGTAGAGACGGGGTTTCACCATGTTGGCTAGGCT 

GGTCTCGAACTCCTGACCTCGTGACCGCCTTGGCCTCTCAAAGTCTGGGATTACAGGCGT 

GAGCCACCGAGCCCAGCCCCTCCTTMMCAAGTTTCTMTTANMCCCTTATTTTACCC 

AAATGGGGTTNAGGGMCAAAMCCMCCCTNATCACCCTATTTGGGGAAAAATNAATTT 

T 

Sequence 4874 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTTMGTTTGTGAAMGTGATGCMTTTGTTAT 

ACATTCAMTGCAAATTAGMCTAGCTGCCTTACGATGAGATTTCACTGTCATTTTTTTA 

GCACCCTAATTTTTGTCGGTTC TGTA GGTTrCAAGTAGCAGAAACTTACATCTATTTCCT 

TCAGAAMTTMGGAGCAGATATTTTMTATGCTTTATGTMATAGGATTCTGATAATTT 

TAGCTTTAGTTAATGCAACACACTTNCCTGGGCACAACCATGACCTCTCTGAGAACTGGA 

AMTACTGCATMTTTTAAAAATCAGAGTGTAATGACATTCCCTGACAACTTCAMTAAG 

TTATGTGAGGAGGATGAACTATGGGTAGTCTAGACCACCAGTCATATTTGTCTAGCCGTA 

GAAACAGTGACAACTTAAA 

Sequence 4875 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTCGCTCANATCCTGCCAGGTCAATGAGTG 
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ACATCTTGGCMTACGGACATTTTGATTGATACTTGCTGTTTTGTCTTGTTGTCGCAAGT 

AAATTTGGAAAACAGCATGAGAACGAGAAGATGTGGCATTCATATCAGTGGGATGTTGTG 

TCCTGTTTTTGTTTCCATTATCCMTAAATGCAMATTTCTTCTGAGGATTTGGGCTGGT 

GTAMGTAAGTCCATGMCGACCACCCCTTTTTGGGTATCTTCCCGGACAGCAAGTGGCC 

CTGMTTTACTAAGAGATCACAAATCTGTTCATTATATACCTCCAGATATGAAACTGCAG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4876 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAATCAGGAATGGCCATATTAGTGTCA 

GATAMGAAGACTTTAGAGCAAAGAAAATTACCAGAGACAGAGAGGGCTGTTACATTGTA 

ATAAAAGTGTCAAACAACCGAGAAGACAACAATCCTAAATGTGTATGCAGAAAATAACAC 

AGCTGCCAAAATACATGAAGGAAAAACTGTCATAACTAAAAGGAAAAAGACAAATCTACA 

ATTACAGTTGCAGACTTCAGCACGCCTCCCTCTCTTACTGATAGGTAGAACAACTAGACA 

GAAATAGCAAAGAGGTAGAACT 

Sequence 4877 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTAGATAACCAGCTTCAAGAACAATCAGA 

AACTGAGGAAGATTCCAATCCTAATGTTAGCTGGGGTAAAAAGGTCCAGCCTATAGACTC 

CATATTAGCAGNCTGGAATGAAGATTAGAAGCATTTGAAATGATGGAGAAGGATGAGCTA 

TGACTTGCTAMCMTCTGTTGGTAGGTATTTAAAAAGAAAAGGTAAACTGTGTGTGGTT 

MTAGACATCCTAATACTMGCAGGCTTTCTAATGGGAGGCTTTAAGTATGGTGATGAAC 

AACCACGTTCTGACTGGCGTAGTTATCGTAGGAATCTGGACATGCTGTGTTANAATTGAC 

CTTGTTTAAAACTGTCCCATCAAAAATGGAAATCCACAGTTCCCCCTTC 

Sequence 4878 

CCTTTGGGAGTCGACCCCGNNTCCTCTGATTTTGATATCATTATTCTAAGGAGTTATCTC 

AAAGGCACAAAAT ATGAA TTCTGCAAGMGGCTATTTTTTATTGTAGTTTGAATGGGTTA 

GGAMAGCCTCAATTTTTCACTCTTMGTCCTTCAGTACATTTTTCTT^ 

TTATGCMGTTAAGGTTCTTTGGTAACAGAATTCTTGCAACTGTAAAATAAAACTACATA 

GATGTMGAAGTCATGTAMCGGTTAACMGCTTACCAAGGTTAGCAAMCTTTCATTGT 

AAATCAGTCTGTACTGAGCAAATAAAAATCATTATTAGTTGTATAAACACAAATTCCATT 

TTGACTTTCAGGATGTCATACTACTTCTGTACCTAGCATTTTCAGTCCTTATATTTGCAA 

TG7TACACAAACTGTACTATTTTCTTTTATGTGCAGTTTGCATGAGTAAACCATCAGAGA 

ATAMTTCTATCTTTAAATTNNNANAAAAMAAAAAAMAAGGGNGNCCNTTNAATTNTT 

TTAAAAAAAAAACCCCCCCCCCCCCCCCGGACNNGGAAAANTAAAAGNAAGGCCNTTGNG 

GNGGAMNCTGGTTTNTGGNNCNCTTTAAAGGIvrrTCAAAAAAAANCCNANCCCNCCCCAA 

ANTTCCMMAAAMACANTTTTTCCCCCGGCTTCCNAAGGGGGGGGNGGCCCCACCCCN 

AAGGGGNTNTNAAAANGGGGGGGAACCCCCGGGGCCCCCCCCCCAAA 

Sequence 4879 

CCCTTAGCGT GGTCGC GGCCCGAGGTACTTTTCACATAGCTTGTTGCCCCGTAAAAGGGT 

TMCAGCACMTTTTTTAAAMTMATTMGAGGTATTrATAGGATTAAAGTGACTTCAT 

TTGTATACATTTGGAATCTMACCAGCTTAMAACAGTTTCCTCAATGACTTAGATACAC 

AGTATAACTGATGCTCTTCTGGAATACCACATGAGACATGGTCAGAAACAGTGCTTGGAA 

GGACATTACACAAGAAATTCAGAGTAATGCTTTGAAGATTTCCCCCCTTTTGTTTTATTC 

CTGAAGGAACATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4880 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATTACTTCAAGATATGTGTAGGCAAATATG 

CTMNCTTNTACAGTTTAGAGGGTTTTACAAAACTGAAAAGTGAAATTGAGGGTCACATG 

AACCTGCCATGAANTAAATGTCACATTTCTGTCACTGCTCACTAGACTTGTGCACTACTA 

GAGTATTTGTAAACTAAAATGTTATATAGAAAATAACCNCNTATTNGGTCATTTACTCNA 

ACATTTATCAAGTGCCTATTTTGNGCCAAACATAGCAAATAGGGGCTGTGAATAAAGAGG 

ATGAAAACGTGCCCTTATCC7TAAAGAACTCTNATAAGAATCTTATTAAACNAACCCGAA 

GCNGAGTTNNC CTTCC CCCCTTTATGTNAACTMCCNTTATTTCCCGGGAATACCTTTCN 

MATTCCTGMCTTTTTACCCAAACCNATTTGACAGAAGTCCCNCGTTTATAAACCTTCT 
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TTNGGAAAATATTTGGTAAAAGGGCCCNTCTANACNAAATNTGCCA6GGGNAAAAAAATT 
Sequence 4881 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I I I I II l I I I M I I I I I I I I I I I I I I I I I 

I I I I I 1 1 I M I I i I I 1 1 1 1 I I I I I i I I I I NTNTTNTTTN I I I I I I NAAAAAAAAAAATTC 

I I I I I I I I I I I I ^^^TANAMANTGGTNTAMCACATTTTTT^flTTTNNGNTTNTAATCTG 

GGTGTNTACTTANAGACANCATTTATIVITAAACTANNATNNMCTTTGATAAAAACTATAT 

TTTCTTTCTTTAAAANAATTTAMTGTTTTTTCACA 

TNTNTTTNTCTTAAAAANGGNTTAAAACCCANAAT 

Sequence 4882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I U II I I I M I I I I I I I I I I 1 1 1 I I I 1 1 

I n 1 1 1 I I I n M I I 1 1 1 1 1 I 1 1 II 1 1 1 1 1 1 1 1 I I I I I 1 1 1 1 1 1 I || I I J NCNNNNNNAA 

AAAAAANTTANNNNNNNNNNNTNAANAANAANGGGGGGGGNNNNCNNNNNNTGTTTTNAA 

TNNAANNNNNNNCNNANNTTGNGI MINIM I NAAANANNNNNAAAAAAAATNGGCCCC 

ANNGGNNTNTNANANAACCCCCCNTTNANNNNTNTTTGTTAAAAAAAAAAAAAACANNCA 

AAAAAAAAAA 

Sequence 4883 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAGTAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4884 

CCCTTAGCGTGGTCGCGGCCG AGG TA C I I II II I II t II II I 1 1 M M I I I I 1 1 I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I NCNNCNNNNNNNNNNCNTTTTTT 

TTTNTNNNNANTTNGGGGGGNNNNNAAAAAAAAAAANTNGGGGNNNNAANNANNCNNNNN 

CCAAAAAAA MNC CCCCCCCCCNNAAMNNANTNTAAAAAANNNTTNTTTNTAAANGGGG 

AAAACNCNNTTTTNNGNCCANAGGNGGGNNAAMAAMNACCANNCNNNGNNNCNTTrTT 

GNMNGGGGGGGGGNAAMNTTTTTTCCCNGGGGGGNNAAAAANCCCGGGGGGAAAAAAA 

AAAAANCCNCCCNAAAAAAAAAAAAAATTCCGGGGGNGGGNNNNATANANCCCCCCNCCG 

GGGGGGGGGGNNNNNTTNCCCCNGGGGNNGGGGNGNAAAAAAANNNGGNGGNNTTCCCCC 

NCCCCCCCCCNNGGGGNGGGGNNNAANNANG I 1 1 I 1 1 I J I AAAAAAAAAAANNCCCCNAA 

ANNNNN GNNNNGGGGGGGG GNNGNCCCCCCCCCCCCCNNTNNTTTTTTAAAAAAAANANN 

CNCCCNI M II M I II M ITT^r^TNTNNG^IGGNAANNANNNCCCTTNAAAAAAAAANAGG 

GNNNGNGGI I I I I I I I CCCCCCCCNGGGGGGGGGGGNNNNG I I I I I I I I N 

Sequence 4885 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I H I I I I I I II II 1 1 I I I I I I I I I I I IGTTTTT 
M I I 1 1 I I I I I INI I I I I I I I I I AAAGGTNANAN ANAAATTTTTTNAANGGTNTTNAAAA 
AAAAAATTAAAAAAAANNTNNNNAANNNAANNNANAAANNNTTTAAAAAAANNNTNCNAA 

MNNTTNATTGAAGGCTTNANAAANATNTNNTNNAAGGTTTAGGGTTANNAANNNAAANC 

TTNTAAAATGAAA 

Sequence 4886 

GANAAAGGGTTTTACTATGGAGCCAGGCTGGCCTTGAACTCACAGCAGTCCTNTAGCTCC 

AGCCTCTTGAATGCTGGGATTACAGGNGNGAGCCACCATGCTGGGCTGTGTCTGGAATGN 

CTCCTTGAACAANANGNGCAAGGATGTGTCTGAAANAAAGACAGTCTGAGNGGGCTCTGC 

TGTACATCAAGCAAAACACCAACCCCTTGCTTAACGCCATGANACCTNGGCTCACCCTGT 

CCAGGTCCCAGGGACCCAA 

Sequence 4887 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGAAAAACAACAGCAAAGCAAGCAGAAA 

GAAGGCAGAAGAAGGAAGGAAACCATAAAGATAAGGAGAGCAATTAATGAGCTAGAAAAC 

AAAGTAATAATGCAGAAATCAACCCAACTAAAAGCCGGTTCCTTGAAAAGAGTGATAAAG 
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CCATCTCTGGCAAAGAATGACCCAAGGGACGAGGAGGMG 
Sequence 4888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGGCGCAATC7TGGCTCACAGCAGCCTACA 

CCTCCCGGGCTCAGGCCA TCTTTC CACTTCAGCCTCTGAGTAGCTGGGACCACAGTTGTG 

CACCACCATGTCTGGCTACTTTTTGTATTTTTTGTAGAGAGAGAGTTTCACTATGTTGCC 

CCGGCAGGCCCGGAACTCCTGAGTTCAAGCAATCCACCTGCCTCAGGCCTCCCAAAGTGC 

TGGGATTACAGTCGTAAGCCACCACGCTTGTCCAATAAATGGATTTTAATGGAGGAGTTA 

GAAMGTTCTTrGGTGTGGTTTCAGATTACACTTCACAACCAACCTTAAAGAAACTACTA 

CTGGATAGTATTAMGMGMTATCCACAATTATCTGTMGGGCTAGCCCTTTTCCATCT 

ATATATTTGTAAAAGACTGGATTTCTTTCATATGCTTCAGCCAMTCAACATTTTAAAAC 
Sequence 4889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNCTTCTGTNGACATGGGGGTCTNATTATGTTG 
NCCANGNTGGNCTTGAACTACTGGGCTCAANCAATTTACCCGCCGNCATGGTCTCCCAAA 
GTGCTCANATTATAGGCATGACCACTGTGCCTGGCCAACATNAAACCATGTGTTATATAC 
ACAAGMGCCTGAGAGAGGAAAGAAGGGTANGCGCCCTGCNCATGCCGATGAAGC 
Sequence 4890 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNA I rTTTTTTTTTG N TTTTTTTTn IA GCAA 

AGATTCACTTTATTTATTCATTCTCCTCCAACATTAGCATAATTAAAGCCAAGGAGGAGG 

AGGGGGGTGAGGTGAAANATCACGCCACTGCACTCCAGCCTGGACAACAAGAGTGAAACT 

CCGTCTCAAAAAAAAAAAAGATTCCATTTTAACCAACAGAGAGCTGCACCAACATGTTTG 

ATT^GGGGTTGAAGAGACTGGGGGAAGTCAGGGATTAGGTGCACATTCTCACATATATT 

TTTGTAGGAGTATAMTTGGCCCTGNATCTGTANAGAGTAATTTGGCAATATTGACCAAG 

ATTTAANAATGCACAAGCCCGCGTTCCTGC 

Sequence 4891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCTAAGCTATATATTGAGCACATCCAGT 

TATATTTMGGTGGTTCTGTTAGTCCAATTTCATACTGATATAAAGAACTGCCTGAGACT 

GGGTMTTTCAAAAAGAAAGAGGTTTAATTGACTCACAGTGCAGCATGACTGGGGAGGCC 

TCAGGAAACTTACAATCATGGTGCAAGGCAAAGGGGAAGCAAGGCACCTTCTTCAAAAGG 

TGGCAGAAAGGAGAAGAGCTGAGCAAAGGGGGAAGAGCACCTTATAAAACCATGAGATCT 

CAATCATTGTGCAAAAATCACAAGCATTCTTATACACCAATAACAGACAAACATAGAGCC 

AAGAGTGAACTCCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTT 

ACAAGGGACATGAAGGACCTCTTCAAGGAGAACCACAAACCACTGCTCAATGAAATAAAA 

GAGGATCAAACAAATGGAAGAACATTCCATGCTCATGG 

Sequence 4892 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAACTGGGTTTAGCAATTCGGGTAGGCACAG 

CAGGTCCGGCTTGGCCCTGCCTGCTTTGACTGCCTTTTCGGGAGTTTTAMCCTCCTACA 

CTCGGMTGTAGCCCTGATTGTGGTTTCTCTGCATAGCAAGTTCGGACTTAAGCGGAATA 

AGTATCGGCTTATTTCGCCTGCGATAAAGATGCTTAATTCTGCGTTCGAAATATTCTGAG 

CGAGTCCTGGGTTAGGGATTTCTTAGAGTMCMGTGCATGCTTCGATTTTAAGTGCCCC 

TGTGMTGTGATTTCTTAGCTCTTGCAAGTCCATATTTGGTCGCAACCAGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4893 

CCCTTANCGNGGNCNCGGCCGACGTNCANTTAATATGATTCANTATAATCTGCAGTCTCA 

TGTATGGCTTATCAATAATGCCATCATCACTGTATGTCAAACAACCTCACTGCTTACTAG 

AAATGCTAAACACTGGMAAAATGGAATTTTATACATTTGTTTTCTTAMTTTTGACAGA 

TATTCTTCAGAAAGTTAAAACTGCCTTCCACAAAATTTTGTGTGTATATGGCACAAGGTG 

ACAGCCAAAAAGTGTGATTCCATCGAAAAGGCGCTGTTAACAATACTCAAGAATAATCTG 

ACAAGTNTACATCAATGTCTGAGTAAAGAATAGGTAAATAGACAAACCCCTATAAAAGAT 

AG TATTA TNGNTTAAATATACTATTGCTNTATAAAAAGAANGTAACACACAGGAAATGAC 

CCTTTTTATGACAAGCCTATANACCCCNTTGAAATCACATTATTAGNTCTTGTAACCACA 

AAAAAATGANAAAAAAATATT 
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CCCTTAGCGTGGTCGCG6CCGAGGTACANTNGTCTTTATTATCATATATGGTATGTATGT 

ATGATTTCTTTCCATTCCTCATATTTAGACTGTATATTTATGTAGGTGTGAGTGATTGCC 

TGGTGCTTGCTTGTGCCAAGGTGCTAGGCACCCTCCAACCCTGCCAACTTTTGTGGCCTC 

CCAAAGCATTCCTGTTACCAAAGAGGCTTCAAACCTGACCCTCACTTCTCAGTGGACCCG 

AGTTTCCCTTCCATGCCATTATTTTCAGTGGGGMGTTTTAGAGGTGAGCTGTTGGCCAC 

MTATCMTTTTMGTGTTCATAGCAGCTATGTCTCCTGCATTCTTGGCTCCTGGATTTA 

CCACCMGAGTCCCCAAMTATTAATGCTCTTCCCTTTTTCTACCCTCAAACTTATAGTT 

GTATCTTATTTTTTAAAATGMTTTTCATGGCCGGGCACGGGGGCTACCCGCCTGTAGTT 

CTCAGCCTCCNMGANCTGGGACTTACANGCGCCGGCCACCACNCCCGG^MTTTTTTT 

G 

Sequence 4895 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I 1 I 1 1 1 I ) 1 1 I I I 1 II I 1 1 INAN 1 I I I 1 M I 1 I 
i M M M i I I I 1 1 I II I I I I 1 1 I I I I M I | I | | 1 1 | | NNNGGNCCCNNAANANNAAAAAA 
AAAAAAANNNNNNAAAAAAAAAAAAAAANCCCCCCCCNNNGGGGNTNAAAAAAAAAANNN 
NNNNNG GGGGGNNNNANNNANNGGGGGNAAAAAANCCCCCAAAAAAAAAAAANNNNNTTT 
I I I J 1 1 IGGGGGGNNNNTNTNTAAAAAANANTNCCCCNGGGGGGGGNAAAAANAAAAAAA 
AAAANNNNNNNN I I I I M I I I I NCCC 
Sequence 4896 

(XCTTTCGAGCGGCCGCCCGGGCAGGTACACTGCAGGCAAATGTGGTTTGGTGCCTGTCC 

TGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGAC 

CTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGA 

ACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGNCGTGGACAGGACTGCAGGCTGGAATA 

TCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAMTTTGATGAATATTTCAAGT 

CAAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGNCTCTTGTGTATTGGCCGA 

CGAAGC ANGG TGAGAATAAGTGCGTTCCCAACAGCAACCNAGAGATACTACNGCTACACT 

GGGGGCTTTTCCGGTGCCTGGCTTAAAMTCTGGAGACGTTTGTATTTTriTGAMGATTT 

CACTTGTCTTNCAANAACACTTGATNGAAAATAACAATGAAGGCATTGGNCTAAAGGATT 

TGAMNCTTGGCAGACTTTTGCGCTGCTTTNCCCTCNATNGCAAAACGGAMCCCTTTGA 

CTGANGCTTAGAAACCTGGCATTNTTGCCATTGGCCCNCNAATTAATGCCCNNGGTGTCT 

TNNGGATGGGATAMGGTGGMCNCCCTTAAAAAAGGTGCTTGTTTCAANCAACANGGCT 

NAATTTGGGAAAAAATGGATCTTACTTCCCCGANMNNTT^^ 

ACCAAANAAAAAAAAAAAA 

Sequence 4897 

CCCTTAGCGTGGTCGCGGCCCGNTNTACCAGAATCGGCAGAAGAATCAGCCCCATAAATT 

TTAAAGACTTCCTCAATCGGGATACTGTTCATTAAGATTCCAGCATAAGATGATAAAATC 

ATAGCTTCTCGTTCTCTACGATTTGGATATATGGGTCTGCCATGGAGTGGTATTTTCAGT 

TCCTCCCACTCCAGCCAAGTTAAGTCTTCTGAGGGATCCAGCCATTGCAAAGCAACACTG 

ATGGCCAAATCATMGTGTGCCATATCATCTAGAMGGTGAGTTGCCGTCTTCCTTTTGG 

GTCAMTTTCAATTTTCCCCGAAGCTGATGCCMTATMTCTCCCAAGAGCTTTTTCATT 

TCCTTCTTTATGAGCCTTC7TTCCATGTTMAGGGCTTAGCCAGCTTGAGCMGGTATTN 

TGCAGTTTACACTMCACTTAGACCCAGCTTTTTNNTCCCCGCGGTACCTGCCCCGGGCG 

GGCCNNTTCGAMAGGNCAAAATTNNACCCCNClvnTGGGGGCAGGTTCTTAGGNGNAATC 

CANGNTTNGGTANCMANTTTGGGNAANAAAGGGGCCAATGNTGGGTTNCCGGGGGGAAN 

ATNNNNNANNATTNNNAAAAAATTTC 

Sequence 4898 

CCCTTANCGTNGNCNCGGCCGACGTACNCNAAATACTTCATACTAAACTTTCTAGAGAAT 

TAMCTTTAATGATGGGCTCAAANNANANANAACCNGCCNACTAATTTGTTCCTGCCCGG 

GCGGCCGCTNAAAAGGGCGAATTCC 

Sequence 4899 

CCCTTACGTGGCGCGGCCGAGGTC 1 M I I I II < I M I U I I I I I I I I I I 1 I I I I I I I [ f f 
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ttttni i m u 1 1 1 1 1 1 n n n 1 1 1 1 n 1 1 n 1 1 1 1 1 1 1 1 n u n 1 1 1 1 n 1 1 1 ii i [ 

tTTTTAAAAAAAAAAAAAAANNNCNNN l I I 1 II I 1 1 1 NTTCCCCCCCCCCCCCCCCNNTT 

NNTNNAAAAAAAAAAAAAAAAAAAAAACCCCCNCNNNNCCNNGG6GGGGGGGNNNTNTNT 

TTTGGGGGGNNNAAAANNNCCCCCCCCCCCCCNNAAAAAAANNNGGGGGNNNCCCCNNNN 

GGANNNNAAAAAAAMANNNNGGGGNTTTTTNNNNNANCCCCCCCCCCCCC 

Sequence 4900 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I I I 1 1 1 1 1 I 1 I I I 1 I I I I I I I I I 1 1 I I I I TT 

I » I I I I n I 1 I M I I 1 1 I II I I I II I II 1 1 I I I 1 1 I M | | l | M | | | | | | M | | i | | u | 

1 1 1 * I J 1 1 I 1 1 I I 1 I 1 1 1 I I I I J J I i 1 1 1 1 I 1 1 1 1 1 I f 1 1 1 1 t 1 1 1 1 1 1 I I * I I I 1 1 i 1 1 

TTNANAAATNNATNTNATAAAAAATTCCTACCATTTNACTTAANANNNATAANNNAAAAN 

ANNAAAAGAAAAANANANAGGGGGGNGNNAAAAAAAAANAAATNAATANTTTNNNNNANA 

NAANNAAAATNACCTANATAAAANNGNNTAAAATGCAANTGGNIMAAATACCAAAAACNCT 

NNNNGNAANAAAAGTANANNNNNNTNNNNNNNGNNNNAAAAAAAAA 

Sequence 4901 

TCGNCGGCCGCCAGTGTGAGGCTATCTGCAGAATTCGCCCTTACGTGGTCGCGGCCGAGG 
TACCTCAAATACTTCTGTTATGTATCTGTGATTTTATTTCTTCTTTGGGTATAGGGTTGA 

GGGGAMTAAGTTTTGAGTGAGAMTAMCGTTTTAGCTAAAAAAAAAAAAAAAAAAAAA 
AAA 

Sequence 4902 

CCCTTTCGAGCGGCCGC CCGG GC AGGT GCCTGTCTGTGACTGTTGCTATGATCAGGACGT 

TTGGCACTAGM GAGC AGTTTTGGTTTTCTTTATTAGGGTTACCGAGAAAGCTGGAATAG 

AGATCTTTGTGTCTTTTCCAAAGACTTTGGMTGAAAACAMTCCAGTTTTCTGATACAA 

AGAGCTTTCCTTGGTATAGTATTNCTTTCTGTAGAGCACAGGTAAAGCTTTGCTTCAGTG 

GTTCCTNCGTTGGGACACTMGGAMCAACTTGTGAAAGTGCATATTGGCCTTGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATNCCAGCACACTGGCCGGGCCGTTACTAGTNGGATN 

CCGTAGCTCGGTACCAAAGCTTGGGCGTAATCATTGGTCATAAGCTTGTTTCCTGTNGGG 

AAATTTGTTATCCCGCTCACAATTCCCACACAACAATACCGNAGCCCGGAANGCATTAAA 
AGTG 

Sequence 4903 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTGGTGCGATCTTGACTGACTGCAACCTG 

CAACCTCTGCCTCCGGACTCAAGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATT 

ACAGGTGCCGTGCTACCACGCCTGGCTAATTTTTGTATTTTTAGTGAGACCAGGTTTCAC 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACCTGCCTCGGCCTCC 

CAAAGTGCTGGGATTACAGGCGCGAGCCACTGCACACAGGCAAAAGCCCCTTGCTTCTCA 

TGGGTCTGCTGTCGTTTCCTTCAGCCACTTTGGTTTTCAGGGAGGGTTCAGGAAACCATC 

CTCCACTGTGCTTCTTTCTGGCCTTTGCTACCCCTGTTTCC 

Sequence 4904 

CCCTTCGGCCGCCCGGGCAGGTA C I I I I M I I I I I 1 1 I I I IG I I II I I I I G I I I I I I I I I 

n i i 1 1 I I I I I I I I I I I I I I I I I M n I I I I I I I I I I I AANCNAAATAAATNAANAATTT 

TATTTMTTATAANGGACCACNTTAMTATTANTTNAMAAATTCAGGCNTATNTTTAAA 

ANAGGNGGCCTGATAANTTCCANGANNNTANTNGNAANACCCTTTTNCCAAANTACAATA 

AGTC CATTN NCGNATNNTAAAAAAANTACCCCCANTCCACTTGGGATTTTTTNAAAAGTN 

TTAAGTTTTCNAAAAAANCATNNAAAAGGGTNNAAANTTAN I I I I I I I I 

Sequence 4905 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCAAGTGAAAACATCAATAATAAGAAAGCA 

AAAAAGCTTCTTCCTGATATGAAGAAAGTTTGGGTGGTCTGGATAGAAAATAAAACCAGC 

CACACATTCTCTTAAGCCAAAGTCCAAAGCAGAACAAGGACCTCTCTTCAATTCTCTGAA 

GGCTGAGAGAAGTGAAGAAACTGCAGAAGAAAAGTTGGAAACCAGTAGAGGCTGGTTCAT 

AAGCATTAAGATAGAAGCCTTCTTCATATGAAAAACTACAAGATGAAGCAGCAAGAGCTA 

ATGTAGAAGCTGCGGCAAGTTATGCAGAAGATCAGGTTAAGATCATTTAAAGAAGGAGGC 
TACACTAAACAAGAG 
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Sequence 4906 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTACAAGGACTTACTGGAAAATTCCATG 
CTGTGCGCTGGCATCCCCGACTCCAAGAAAAACGCCTGCAATGGTGACTCAGGGGGGACC 
GTTGGTGTGCAGAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4907 

CTTAGGGAGTCGACTCAAGCTGCCGCGGTTTCCTGCTTCAACAGTGCTTGAACGGAACCC 

GGTGCTCGACCCCTCCGACCCCCGCCGGCCGCTTTGAGCCTGAGCCCTTTGCAACTTCGT 

CGCTCCGCCGCTCCAGCGTCGCCTCCGCGCCTCGCCCAGCCGCCATCATGACCACCGCGT 

CTCCCTCGCAAGTGCGCCAGAACTACCACCAGGACTCGGAGGCTGCCATCAACCGCCAGA 

TCMCCTGGAGTTGTATGCCTCCTACGTCTATCTGTCCATGTCTTGTTATTTTGACCGGG 

ATGATGTGGCCCTGMGAACTTTGCCAAATACTTTCTCCATCAATCTCATGAAGAGAGGG 

AACATGCTGAGAAACTGATGAAGCTGCAGAACCAGCGAGGTGGACGAATCTTCCTGCAGG 

ATATAAAGAAACCTGACCGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCAC 

TGCACTTGGAAAAGAGTGTGAATCAGTCACTACTGGAACTTCACAAACTGGCTACTGACA 

AAGAATGATCCCCACTTATGTGACTTCATTGAGACGCATTACTGAATGAGCAGGTGAAAT 

CCATTAAAGAA 

Sequence 4908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTMCCTGACAGGAATTMCTACTGTTTTTTT 

GTGGGGCAGAAAGCAAMCCTGGTGTTGTGACTTTTATCCTAATGGTTCTTAGGCAAGGT 

TAGTG AGAAGAAACACAAACCCAGATGCATACATTGTGCATTATTTTGTAGACAAGCTAC 

TTTTTCTTCTGTCCCTTTMCAAATrTGCAGCMTfACCCTCCCTTTGGGGTCTAGAGTG 

AAAGCTAATTTGTGGGTAGATGAGATTGCAGAAGAATGGATGTCCATGGCTGTGAACACT 

GCACACTGCACATCTATCTCCAGTGCTCACACTGTGCAGCTACCACTCCCTGGCTGCGTG 

CCATGCTGTCGGGTTGCAGATTTGCACACATAAATTCCTCAGGAAGAGTTTGCATGAGCA 

TCACCTCGCAATATTCTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAAT 

Sequence 4909 

CCCTTAGCGTGGTCGCGGCCGAGGA A C I I I I I I I I I I I II 1 1 I I I I I I M | | 1CTTTTTT 

1 1 n 1 1 1 i 1 1 1 1 1 1 1 n 1 1 1 ii ii 1 1 1 1 1 1 in 1 1 ii 1 1 1 1 1 i i 1 1 n 1 1 1 1 1 1 1 1 1 1 i n 

TTTTTNATTNTNNNNTNTAAAAAGNTNNNNNNANNNAAAAAGNGGNTNAAAAAAACACCN 
GGGNCCCTTNACNACATGTGNCCCCCAAAANNANGGNNAATTNAGAANTNCGTCNANTNG 
AATTG N N A AAAAT AAATACC AATG G CTNTTTTATC ATTGTCC NTTCTTTCCCTTTT AAAN 
TTTCACTTTGAAAATT 
Sequence 4910 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTAATGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGAACTGGAMTCCTTTTTCTCAAGGACGTGGTCCAGATTAAGTTTGCAC 

GAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGGA 

CAAAATACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4911 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCTAAGAGACTATGGAAGAATTTCAGGGTAGC 

TGGGATGTCTTTTACATAATACAGCATCTAGAAAGGAGGAAAAAGAGAAATGAGCTGCTT 

CTGTATGT TGM GTCTTTATTGCTTGGGCTAGATACTCCTAGAMGTTTGATTTTCTAGT 

TGAGTGMTTTTACCCAANMMCACTTAAGAAATTTAAAGATTAAAGACGTTGCATGAA 

GACATAGAACAATAATGTGAGAAAATATTTGGGGA 

Sequence 4912 

GGAGTCGACCCCGCGTCCGGCGGCTGAGCAGGGATTTAACCCGCCACCATGTGGAGCAAA 

AGAGCGAAGACCAAGACCACCAAGAAGCGCCCTCAGCGCGCAACGTCCAACGTGTTCGCC 

ATGTTTGACCAGTCCCAGATCCAGGAGTTCAAAGAGGCCTTCAACATGATCGACCAGAAC 

CGGGACGGCTTCATCGACAAGGAGGACCTGCACGATATGCTGGCTTCAATGGGAAAAAAT 

CCAACTGATGAATACCTGGACGCCATGATGAATGAGGCCCCGGGCCCCATCAATTTCACC 

ATGTTCCTCACCATGTTTGGAGAAAAGCTGAACGGCACCGACCCTGAGGACGTCATCAGA 
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AATGCCTTCGCTTGCTTCGATGAGGAAGCAATCGGCACCATCCAGGAGGATTACCTGAGG 

GAGCTGCTCACCACCATGGGTGACCGCTTCACAGATGAGGAAGTGGATGAGCTGTACAGG 

GAGGCCCCCATTCGACAAAAAGGGGMTTTCMCTTACATCGAGTTTCACGCGCATCCTT 

AAGCACGGGGCGAAAGACAAAGATGACTGAAGAGCTGTGGCTTNCAAGCCAAATGTCCCT 

GTTGCCA TTGGG GTATTTTCTGAGAT1TTNCTNCTGGAGCCGGTCGCATTGCCCTTGCTT 

TTTCTGGCTTTTGCTTTCCTTGGTT^^ 

TGTACCTTTTTATNATTCANACTTGGGAAACGGGGACNTTTNTTGTTCATTTGGTTCGAT 
GAGMCGTTMGGGNMTTTTACTTTACAGACAGGNTTTGTNCCNTTGTAANAACCTGNA 
GCCCCCAGNAGTNANTTNTN I WWW I AGNAAAAMGTTlvfrCCCCTTCMTTTTTTTNT 
T 

Sequence 4913 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTGCTGAGGCTGTMGTTTTGTTTTGTGAG 

AMTAGGTAAAGACATTAGCATTTAATCTACTGGAATAAGCTGGTTGCTGTGGCTTATAC 

CTGTAGTCCCAGATACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGACCAGCCTGGGCA 

ATATAGTGAGACCTCACCTCTAAAAMGTTTTTTATAAATTTACTTGTCTAAAGTGGGGA 

MGGGAMTTATTCTGTTTTCTTATTCTTGCTTCMGACTATGACAGATTTGAAAGAGAA 

TTCTAMGCAGATTTAGAAGAACCTGCTTCTCTTCTTATCTCCTAATCCCTAAATTGTAA 

TTNAG CTCTTATCTGTATTGGTGGTTTGGTTTGGGTAAMGGGATGATTTTTACATTGAG 

TTTTTAAAGGTAGAATAAAGAAAAAGCNTCTAAAAACTTGCATTGNGCCTAGGGATCTGN 

CCTATATCTTTGCCCTGGGGGNTCCGTNGGTGGNGGTAATTGG7TGGTCCCC 

Sequence 4914 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGTCCTGAGAAAGTTAAGCCAATTTAACA 

ACTATTTCCAACATCTCTCTACCTGCTTTTCTTTMGTATAGGGTCATGTNTT^ 

GCCTATGTGTTTTATAAACATGTATTAGTATTTGCCTNGTATAGGGCTTACTATGGGCTA 

GMAC TTTCTAGAAAGCTTTAGAGATGTGAACTCATCTAATATATGATTATTAACCCCCC 

ATTTTACAGATAAGAAAATGGGANGCAAAGACAGATTGGATAACTTGCTGAACTTGGTGG 

AGGAGAMGGCTTGMCTTANCAGCCCAACTTGAGTCTTTCTATGTGCTGNGCTGTGCTG 

TCNTTCCGAAGCGGGTGCACTANCTNTTTAACCCCAAAANGAGGTGTGCAAACTTAAACT 

GGGGGTGTGGGCTCATGCCTTTTATTCTAACTGCCCAANAANCTGANGCAANGANGAGGG 

CANGAGTTTGANGACCAACCTGGGCGAAATNAGTGAGAAGACCGN I I I I I HI I I I 

Sequence 4915 

CCCTTTCG AGCGG CCCCCGGGCAGGTACTGCCAACCAGAGATGCTCACCCAAGATTTGGT 

GTCCAGGGTTTTTACTGGGGTCTCTCGTCTAGGTATGCAGCTCCCACATGAGTGACACTA 

GCTACTCTCCCTTTACCATCCCAGAAGCCAAACCAATACTGCGTGGCCCAAGACCTCAGC 

ATAAAAAAACACTCTTATCAGGTGGCATATTCCAAGGGCTTAGAGGTTCTCTCTCAGGAG 

CTGGTCMGGGCCTGTCTTTGGCATGTGCAGGGTTTGAGCAACTCANGCCTGCTGT 

Sequence 4916 

TCMCAGGAAGTAATTGCCTGAGCTNTTTAAAGCAACTGANTTGAATGTCAGGAAACTGG 
AGNCCTMTCCAGGCCCTTTTTTGACTGACTGAGTTGGGATMGACTTTTTACCTNTAGG 
ATCATCAGGNGCAAAATGAAAAGGTTGAAAAAA 
Sequence 4917 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACTTTN I II I I I ! I II I I 1 1 I I I I I I CTTATTA 

TTATNATTTTTTGCCAGTCCCTATGGCTACATCGCACCTGCTACCCCCCAAATACATGCT 

AATGGCAGTATCTTAAAGGGACAGGAATCACCANAAAAGAAATGCACATAGTTGGATTTC 

TTATGCMCTCATTGATTGCATATGCCTGTAGTAATCTTTTACAACAAGAACTTGTCAGG 

TTAAMTTATAMTGACTTCAMGCTGCTGCTATCCATTTCATTTGGCTATTAGGGNGGG 

C AGGG ATGTCTAACTCAGGAAAGATAAAATGACAAAATGTCCCAGGAATNAATAGGNCTT 

TATTTTGCCTTGGATTTTANCTGMNAAAMTCCCCCTTTMCTTTGACTGCTTGGGGC 

AAAAACCNCTTCTGGNTTATTCTANTCTTTMGGACCANTTTTTAGANGAGNAMTTNAA 

ACCCCAAAAAA 

Sequence 4918 
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CCCTTTGGCCGCCCGGGCAGGTACAGGCCAACATGATCAAAGGCATGCTGGAAACAAGCG 

TATTAAAGATCAGCTTGGATCAAGCTTTCATTTGCATCTGCCTGAACCGCACATATTTNA 

GTCTGAAGGGAAAATTGGTAATCAAGTTGAGAAGTCTATCAACAATGCTTCCTCAGTTTC 

AACATCCCAMNAATTTGTTGTAGGCCCAAAACCCATATTTCTAATAAGTATGGAAATAA 

TTCCCTCCATTCTTCATTACTCACACAAAAATGGGAAGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 4919 

ATNCTTAGGGAGTCGACCCACGCGTCCGGGTTGATGAACTGGACTCTGTTGCTGAAAGGA 

GCTGGCACMTGMGTTTCTCCTCGTGCTGGTGCTGCTTGTGTCCTTACAGGTATCTGCX) 

TGTGGGGCTGCTCCCATGMCGAGAGCGAATTTGCTGMTGGTACTTGTCAAGATTTTTT 

GACTATCAAGGGGACAGAATTCCAATGACAAAAACAAAAACCAATAGAAACCTCCTAGAA 

GAAAAACTCCAGGAAATGCAGCAGTTCTTTGGGCTAGAAGTAACTGGGCAACTGGACACC 

TCAACTCTGAAAATAATGCACACGTCTCGATGTGGAGTGCCTGATGTACAGCATCTTAGA 

GCAGTGCCCCAGAGGTCAAGATGGATGAAGCGGTATCTCACTTACAGGATCTATAATTAC 

ACTCCAGACATGMGCGTGCGGATGTAGACTACATATTTCAGAAAGCTTTTCAAGTCTGG 

AGCG ATGTCACTCCTCTAAGATTCAGAAAGATTCATAAAGATCATGGAGACTTCTACGAT 

TTTTGATGGCAAAGGTGGTACCTTAGCCCATG C 1 DMA 

Sequence 4920 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAGT 

AAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTA 

AGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTNA 

GGCAGGTGCCCCGtCGGGAGGCCTNTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4921 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATGAAAGGGGCACCATTTCAAGAGCACTAG 

GACTACATTAAACTTAAATATATTCCCACATTCTTAAAAATGTAACTCAAAACCAAATCT 

AGTCTTAAAGAAGCTCCAATAACTAAAACTACATTAACAGGCACGATGAACAGTGTAAAC 

ACTGTTMT GGGCAC CMGTTTMCAGGGCAGACAATATTTGCTTCTGCATTCACACTTA 

TTC AA TTAC A TTTTTTAAAAAAATG ATG CTG CTTAAACTATTAATGTTTTACC AAAA AAA 

TAATMTTTTAATAAATACAGCAAATGCTAGAAATCTGGCTAGGTTATCATGCAAGGTAT 

MC CAAGA CAAACTCAAATTTATAATAAAGGCAACTTGCATTCAAAATGAACTCTACCCT 

TATATTTrATTAAMGGGCAMCATCATGAATTAACCCAGCCGCTTACTTGAATTACAAA 

AGTAACATGATTCAATATGAAAATAAGAAACTGTCTACAAATCTCTGACAGTAATAAATT 

GCAATATACAATGCATACAGGAGTCATACAGAGCAACAAACTCTCGTACCTGCCCGGGCG 

Sequence 4922 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCATANGCTGGCGGATCGCTTGA 
GTTCATAAGTTGGGGAACAGCGTGGGCAACATGGCGGAAATCCCGTCTCTACAAAAAAAA 
NAAAMAAAAMNNNAMTTNCCCCCNNGGGGGCCCCCNCTTITTTNGNCCCMTTTTTT 
GGGGCANNGAGGGANNNNNNTTNNCTAANCCCGGGNGTNGCTGGGGNAGTANACATAAAA 

ACTCCCNNNANCNCCCNNGTTGNNTAAAAATAGGAANATTTNGNNCTATATTNAAAATAC 
ATANA 

Sequence 4923 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATGGGAAGGGTCTTGTGTTTTAATGC 

CAATAAATGTGCCAGCTGGGCAAAAAAAAAAAAAAAAAAAGTNCCTGCCCGGGCGGCCAA 

GGGCN 

Sequence 4924 . 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 
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GCCATGGTAGATTATGGTTTCTGAGAACAGATGGGGCACACAATTCCTAGTGTGCCCATT 

AACAGGTCTTCCAAAGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 4925 

CCCTTCGAGCGGCCGC CCGGGCAGGTAC I I 1 I 1 1 1 1 I I I 1 1 I I 11 1 1 1 1 I I I I I I 1 1 1 AA 
I I I I 1 I I I I 1 1 I I I U I n [ 1 I 1 I I I 1 1 1 I I 1 I I I NTNTTNG I I I I I I I 1 1 I I I 1 1 1 NTT 
TTANTTTTNNTTTATANNTT^ 
NNGNTTAGMNTNTTTCNNCNCATTTTT^ 

MNAATTAGAGTTNTNTNAANGGNAGNANTGNNTTTNCCCTTGTAMNCCCTAANMTTT 

TTTGGNGGGGGNGGGGACGTTNNTNNCNATAAAAAAAAAGCTGTATATTTGGANGNNGNT 

TAAAANAANCCCCCCCAANACAATAAAAAAAATTGGACCGCNNCATTAAAAATAAAAATA 

C CTCC CNNCCCNCCNAAAATNCNTTTAAAAGNNGNNGGGNGTATNNNTAAANCNCCCCCC 

CTTTTNNNGGTTATNNACANNANCTNTTTTCNNAAAAAAANATNTTTTCCCCCTANATAA 

CAAATTTGGNGAAAACAANNNTGANNAN I I I I I I 1 1 1 1 I ! 1 1 I AAAAAAG AATTNNGNNT 

GNNNGNGCCCMAAAAAAMNMGTTNGGGNTGNNCTNCCNNNTTANlSTTAAAATTTm 

GNGGNGNNCTTTTTCCAAAAAAANTCTNGGNAANNAACCNCNAAAAAAAAAATCTNNNCC 

ATTCCCCCCAGATNNNTTTGGGAAANCCCCTTTGGGCAAAAAAA 

Sequence 4926 

CGCGGCCNAGGTACCGTAAAAGAAGAAGGAATGCCTAAAGAAACAGACATAGAAATCATC 

CCAGAAATCCCTGGAAACTCTAGAGCCACTGTCCCTTCCANATGTGCTGAGGATCTNGNC 

AGTTCTGGAGGACACCACANACCANCTCTCTATTCTGAACTACATNATGCCCGTTCAGTA 

CCTGCCCNGGCGGCCGNTCNAAAGGGCGA 

Sequence 4927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTATATTCTTAAGCCTCTCTTTAT 

TGAGAACCCCTAGAATTGCAGGATAAACTTGATCGAAGTAAAATCCAAATCTTACACTAA 

GTTCTGTGAGATTTAAGAGCAATAATCAACAGTTCTAAGCCTAATAAAGAGAGCTCTTAA 

TCAGCTCAGTGGTGGTTAAAACCAGCTATCTTTTAAAGAAGAGAAAAAACAAAACACAGC 

MTGCCCTGTCTCTTCAGAAMTTGTTTTAAAMGTTAGCCAGGCATAGTTAGTGGCCCA 

CGCCTGTAGTCCGAGCTGTTTGGGAGGTTGAGGTGGGMGATTGGTTGAGCCCAAGATTT 

TGAGGCTGCAGTAAGCCATAATTGGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4928 

CCCTTAGCGTGGTCGC GGCCGAGGTAC I I I I I I I 1 I I I II I 1 I I I I I 1 IGGGI H 1 1 1 11 

I I I I I I I I I I I I I I I I 1 I I I I I I I I II I I I I NNAAAAAANNCCCCNTTTTTNNNNAAAAA 

AANNNNNNNCCNAAAAAAANAAAAANNTTTNNCCAAAAAAAAAAAAAANGGGGGGNNNAA 

AAAAANNATNGGGGNAAAAAAANNNNTTNNNNTTNNNGGNNNNGNTCNGGNAAAAAAAAA 

AAAAANTNNCCCCCCCCCGGNNAAAATTNGAAAAAAAACCCCCCCCNANANGGGGGGGGN 

NAAAAAAANNNNNNANNNCCCCCCNGGGGGNNNGNAAAAAAAAAAAAA 

Sequence 4929 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGCTGTGTTGACATGGAGCACTTCAA 

AGTAATTAAGACCCATCA GATCGAGGATGAAAGGGAAAGACGGGAGAAGAAATTGGACTT 

I I M 1 M I I l I I I 1 1 I I I I I GGGAGGACAATGGTATATTTATTTACAATCCGACCAAAAA 

AAGGCATACAGGCATTTTTTTMTTAAAAATMTAATGATAATGATTTAAAAAGTCANAA 

AAATTGATGATCTTTGMCCCTTTATGAGGTGTCCGTTTCCCATTCCCCCTAAAAAGAGA 

ATCTNTTAGGGAAAAAAAAAAATCCAAGATTTGAATGAACAAAAGACTCCAATATCGCTC 

TNTACTGCTTGGGTTCCC1TTTCTCCAACTTGATGCTTGGTGGATGCCGCTTGGCGCTGC . 

AGTCACTGTGAGGCAAGATTGAGAAATTCCTGGTTTGATGGGT 

Sequence 4930 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 I I I I I I I I 1 1 GAGACAGTCTTGCTCT 
GTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCTGGG 
TTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCGGGGATTACAGGTGCTGCCACCAC . 
GCCCGGCTAATTITTGTATTTTTAGTAGAGACGGGTTTrCACCGTGTTGGCCAGGCTGAT 
CTCAAACTCCTGACCTTGTGATCTGCCCACCTCAGCCTCCTGAAGTGCTGGGATTACAGG 
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CATGAGCCTGGTTGAGACATGGTTATTTCATCGCAATATCTTGGGGAACCCATGAATGCT 

CTGAAATGCCTTTGGTTTANAAATGGATGAAGGAGAGGCCATGGAAATATTTANACCTTT 

TGGAGAGATCGAAAGGACAGGTGATTTATCTCCAAGTTCACCTCGAGGCATGACTTGGGC 
TGTC 

Sequence 4931 

CCCTT TCGA GCGGCCGCCXGGGCAGGTACAATTTATTTCAGAAAAAACTACAGACATGAT 

ACTGCTTTTCCTACACTAAAAATACTTCAGTGTATATTTCCCAAAAATAGGAGTAATCCC 

TTATGTAACCACAGTGTA ATTAT CAAAATTCACAAATAGTGTTACAAAACTATTATCTGA 

TCTATGGACCTTATTCAGATTTTACCACTTGTCCCAACAATGCCCTTCTCAGTAAATAAA 

NANANANNATANANNANANNNGGTNCCTCGGCCGNGACCACGCTAAGGG 

Sequence 4932 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCAGTTACTGCAGATGCTCCCAGGAAAGC 

CACCATCATTAGTCTTCGCCGGATCTGGATGGGCTGTGGTCCTGCATAGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 4933 

CCTTACGTGGTCCGGCCGAGGTCAGTGGACAGTCTCAGCTCACTGCAACTTCCGTCTTCC 

AGGCTCAAGTGAT CCTCCC TCCTCAGCCTCCTGAGTAGCTGGACCTACAGGTGCTTGTCA 

TTACACCCAGCAMTTTTTTGTATTTTTAATAGAGATGAAGTTTCACCTATGTTGCCGAG 

GCTGGTCTTGAACCCCTGAGCTCAAGCGATCCGCCAGCCTTGNCCTCCTAAAGTGCTGGG 

ATTACAAGTGTGAACTCCCGTGCCTGGCCTGATGATAGTTTCTGCTGACTTGTAGCATTA 

ATCATTACAGCAGGTTTCTGCTTTGCATACTGGATATATTTGCTAATTAAACTCAGCAAA 

ATACATGTTGAGAGGGATCTCATTTTCCACGTGTAATATAGCANATCATTACACATTCCT 

TTTAACACTGTGTTCACTTGCCTTTTGGAATAACACTCANTCTTTGGTCTTATCCTACTT 

CACTGGCTGCTCCTTTTCCGTC I 1 1 1 I 

Sequence 4934 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTT N I I 1 1 1 I 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 A ACT 

ACTGATTTCTAATATACTTCTGNTGTGGTCAAAGAACCATGTTATATGTCAGGGCCTGCG 

GAAGGTTTATCACGTGCTTCTCAGGAAAAGATCAGGCTGAAAAATCCCGCCGCTGAGAAA 

AAACAATATAAATAAAATGATAAGTCTACAGGCCAGCTAAAAGATAATTAGGAAATAACA 

ACAAAAATTAATCTTAATACTAAAATATTTATGAATAAATTGATGTCTTGGATTTCCTTC 

AAAATAATCCAAGATTATAGGGAGTAGATAAGGGAAGAGATCAAACAAGACTGGGCCAGG 

GAATGAATTG AAGCT AGATGACAGTCATGGGNGGTTCATTACCACTATTTTACTTTTTTA 

AACATTTAAAA I I 1 1 1 CCATAATAAATGGNTTTTAAAAAATGCNTTNTTACACTTCACTT 

CGTGAAACCCTGAAAA 

Sequence 4935 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGCAAAGGCTGTTCATATACCTNTTCACCTN 
AGGGTCACTGTTCATTTATGCTTNTCATTCCTACCCAAACTTGCCCCCCTCCCCCCTGAA 
GAAAGTNAACAAACAAAAAACTAGTTCAAAGCTTTGTTTCACAGTGGGCANTNTNTTANC 
G CCAACA AAACAACCTCAATTTATTG CTTCTATTTAMMTGTTTTAANTTTATTTATTT 

TTAAAAAAA AATAAT ATTGTTCCATGANACATTCAAAGTTGCCACTTGGCCTTTGGGGTT 
CACTGG NCCTTT TTNTTCNCTGCAAACCTTTTNCCTGCCAATTGGCCCTGAANAAAAAAC 
TTCANGG i 1 1 i I AAMCCMCAATGGCCNCGGTACTGGTGTTTTAACNTTTTAATNTTTT 
NCNMNTCTGTNGGTNAAMAACCTTTTTGGGCCCNCCMTTTTCMTTTCTTCTTTTTT 

AAMATNANCCTTTGGGGAMATTTTAAAAAAAAANAAAAATTTNCCTTAAGAAAATGGG 
TAATTTTAAA 

Sequence 4936 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTTTCTAGACAAGGCAGTTGAGGAGGA 

GGGAGCGC7TGAGGGGGACTGGCCTGGCGTGCACTCCGCACCTCGGGGACATTATTGCGC 

GTGGMCGGCTGCTTTTGGMGACTATTGCCCAGAAGAAMGATGTTTGGTTTTCACAAG 

CCAAAGATGTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 4937 
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GGTACTTTCATCCTCAMGTGTCTMCTTTAGTTTCATCAGATTAAGAGCTTTAGTGCCT 

GGGAGGCTGAGGCAGAAGAATCGCCTGAACCTGGGAGGCAGAGATTGAAGCGAGTCGAGA 

TCGCGCCTCTGCACTCTAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAA 

AGGANANANANAGNGGGGATTTTTNNTTTTTNCCCCNGNCNAAATTNAANTNCNGGGNCN 

AANGGNANCCNCCAAGTACNGGGNNCNCAMAANTNTTTNGGCCCNGGNnTNATNTNNTA 

GGCCTTAAAAAAAAAAAAANTNN CCCCG GGGGGGGGGGGGATCCCTNNAANCCCACTNCN 

TNNGGGGGTTGNGGCAAAAANTNTTTTNACCCCGGGNGGCAANGNTTGCNNTNGANCTAA 

ANTAACCCCNTTGCNCTCCACCCGGGGGCAAAAAAAAACNCCCNCCCCAAAAAAAAAAAA 

AAAAAAAAANTTTTTTNNCCGGGGGGGGNTTT 

Sequence 4938 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCAT TCATC TTGAACATGACCCAMTCCTGGCTCCATCTTCCCTCTTACTT 

TTCCTTTGCCCCATTTTTCTTC CTTAT ^ 

ATTTGTAAGCTGGCTCAAATCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCACACCCTCCTTCCATAAGGGTCAAGTGAGAGTATGGGTCTATA 

GGGTCTGTGAGGGGCCCAGCMCTTTGACAGGCTGAGTATTCTTCTATTTCCAAGCCGGT 

TAGAGTCACACAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4939 

CCCTTAGCGTGGTCGCGGCC GAGGTAC 1 1 1 1 1 11 1 1 1 1 1 I 1 M I 1 1 1 1 I I NGGTTTTTTT 

n 1 1 1 1 n 1 1 J 1 1 1 I 1 1 1 1 1 I I I GGGNNAAAAMAAAANNNNAANTTTTTTTNNNNNNNN 

NAAAN ANNCC CCCCNNNAAAAAAAAAAAAAANTTTTNNNAANNGNN I I I II I 1 I I I N AAA 

CCC N NTTTTTAAAAAAAAAA AAAANCCC CCCTTTTT AAN AN N N AA AANTTTTT AAAAAAA 

AAMAAA AAANNCNA MTTTCCCCNNTTTTTAAAAAAAANTNN T1 I 1 1 I I ANANNANAAA 

AAAAANNi m ini lA AAAAAAAAAl 1 I I I I I I I I T 1 CNNNGANAAAAAAAAAAAAANNC 

NCCCGGGNN I MM I AAAANAAAAAAANTTTTTNCCCCCNAAAAAANNGGGGGGNNNNNT 

PI i M M M i NAAAAAAANNAI M M M I NNNAAAAAANNCCCCCCNAAAAAACCCCNTN 

NAAAAAAAAAI I I I 1 1 I NANNGGAAAAAAATTTTAAAAAAAAAAMAMCNNTTTTNTTT 

TTNNCANNGGGNGAGNANANAAMAAAAATTTNGAAAAAAATTTTTTTNTTTTT^ 

MA NNNAAAAAM NNNGGGTTTTTT^NCCTTTNAMAMNANANAAMAANNNGGGGMC 
NCCI M M M I M 

Sequence 4940 

CCCTTTGCCGCCCGGGCAGGTACCACAAGGTGATAGATGGTAAACATCTAACCGAAAGCT 

TTAGA TAGACTTCTTTCTAGTAAMTATAACATMTGMTATTATTTCATTCTTACTTTG 

TTTTTGATC TTTCA TACAAGTAAAAAATGTAAAATACTACACAGATTTATAAGTGTGCTT 

AGTMTCACTTTTATGAAAGACACTTGTGAGGATAAATATAATACAGTGCACAGACTATG 

GCTGTATTAAGTCTGTCTGATGCTGCTAACAAAGATATACCCGAGACTGGGTAACTTATA - 

MGGMAGAGGTTTMTTGACTCACAGTTTGGCATGGCTAGGGAGGCCTCAGGAAACTTA 

GAATAATGGCAAAAGGCACCTCATCACAGGGTGGTGGGAGAGAGAATGAGTGCCCAGTGA 

AGGGGGAATCCCCATATAAAACCATTAGATCTTGTGAGAACTAACTCACTATCATGAAAA 

CAGTATTGGGGGAACT 

Sequence 4941 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTTGGAGCTAAATTAGTCCCCAAACCAAATTC 

ATTATTTTCTTCTTAAAMTGTCTTTTACTTCCTTGMTCTGCTTCTGTATTTCCC^ 

AAATTTACAATGTATTTTGTCCAGTTACTGAGATAAATACCTCTACTTTTGCACCTAGAC 

ATTTAGGAGCCATTGTTTACTMATTCATTTGATGCTGTCTTCTAAAAGAACTAAAATCT 

AGCATC TCCTC TTCATACCTCCTGCCACTGTCTTTCATTTTCCATACCTGGAGTTATGAT 

AGTAGATTTTTMCGAGCTTTTCCCGTCTCTGTCTTCTACCTAGATCCAGTATACTTCTG 
CAGGCTGGTATG I T I I I CCCCCTAA 
Sequence 4942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAACCTCTGC 
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CTCCTGGGTTCAAGCAATT CTCAT GCCTCAGCCTCCCAAGTAGCTCAGATTACAGGCATG 

TGCCACCACGTCTTGCTAATTTTTATATTTTTAGTAGAGATGGGGTTTTGCCATGTTGGC 

CAGGATGGTTTTGAACTCCTGGCCTCAATGATCCACCCACCTCAGCCTCCCAAAGTTTTG 

G GATT ACAGGCGTGAGCCACCGCACCTGGCCACAAATCAGAATTTCTATTATCAAAGGAA 

GTTTTATATTAGTTGAGAAATGACTGTTTCTGACATAGTCAACCTCTCTGGTCACCATGA 

AAATGCATGGTGGCAACCATGAAAATGCTCCATTTACATATTGTTCGTTTGAGGAAATTG 

ACAACCCCAGCTACCATTGTTCTGGATCTACTGGGTTCATGCCAAATGCCCAACCCGCGT 

ACCTTGCCCCGGGCGGG 

Sequence 4943 

C GCCAGTGTGATGGGA TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGACTT 

TNI 1 1 1 1 1 1 1 1 1 1 I 1 1 1 INNNI 1 1 1 1 1 I I NMCTNAAATTTTTGTAMTTATTTTGTTTC 

TTCCATGGGGATTTANAGGGACTATNTTCAMCCAGCCATAAATAATATCTGGCTATTTT 

GTMCCMTTGAGTMTTTGTTGCACMTMGCCACCTCACATTTTTCAGCAAGAAATAC 

A7TAAATTTGMTAGTAMGACGTTACACAGTGMTTAGGACACGATTAAAATTTGCTTT 

AMTATTTCTTT GGGG GAAGGGACACCACACTTNTACTCMTGMGAGGMCATTTTTAC 

ATTTCANAGGTCTTTTATTATTTTTCACACCTATTATGCCATGAATTCA 

Sequence 4944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCCGGGTCATCCGCAGAAATTCCTCATA 

GATGGCAACTCTGTCTACTCTCCGAGCCAGTGGCGAGAAGTTACACAGGGAGTCCACCCC 

GGTGTGGTGCCTGTTGGGGACAGACCTGAATGTTGAAACTTGACAGTCAGAAAAATAACT 

CTTGATGCTGCTGTTTCGGAAGAGTTGGTTGAGCGCATCCTCAATATTCCTTTTGTTCCT 

CTGGTAATTGGTGGTGCCTGGCTGGGCTTTGTCCTGGGAATATGGTAGGTTGGTGATGGT 

GAAATTCAGGTAGAAGTGCTGGGTGCTGGAGCTGCTTGTTGGTTGATAAACTGATGACTC 

CATTTCTGTCACATGGATGTCCACCAACTGGTAGGTGGAGCCCAACCAATGGAATGAGGC 

ATTCAGGGTCTTATCTAGAAAGACTTGCTCCACCAGGCTGGGGTCCAAATTGGAGGAAAA 

C 

Sequence 4945 

C CCTT AGCGTGGTCGCGGCCGAGGTACTCTAAAGAAAATCCTGAAAGTCACCACCTTGGT 

CTTTTATAATCGGGACCATGAGGAAGCCCAAGAAAAAGGGAGAAAAGGAACGAGAAAAAG 

GCAGAGGCACTAATAGCTGCCATACAGGCATATAAACCTCTCGATCCCAGGGAGCTTCTC 

ATTCTATGACCGACTGTTATCAGTGTGGGAGCACTAAAAGAGAGTCTGCCCCCGAAATCA 

GAAGCAGCCCCCACGGCCCTGTCCAATCTGTAAGGGAGACTACTGGAAGACAAACTGCCT 

CCAGAAACATACCGT 

Sequence 4946 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGAATGGCCCTTTCCTAGAATCAGTGT 

CTTTMCTGCAAACCAGGGGTGTCCMTCTTTTGGCTTCCCTGGACCACATTGAAAGAAG 

MGAATTGTCTTGGGCCACATATAAAATACACTAACACTMCMTAGCTGATGAGTTTTT 

GTTTGTTTGTTGTTTGT7TGTTTGATGTTTG7TTGCTTGC7TGTTTTTGAGACGGAGTTT 

TGCTNTTGTTGCCCAGGCTATAGTGCAATGGTGCAATCTCGGCTCAACGCAACCTNCGCC 

TCCCANGTTCAAGCMT TCTCC TTGCCTTNAGCCTTNCGAGTAGTTTGGQATTACAGGCA 

TGCGCCACCATGCCTNATTTTNCATTTTTATTTGAGATGGGGTTTCTCCATGTTGATCAG 

GCTGGTCTCGAACTCCTGACCTTCAGNGATCCACCTGCCTTTAGCCTCCAAAGTGCTGGG 

GATTGCMGCCTGAGCCACCGTGCCCCGGCCTTTTTTGIvrrTGNTTTGGTTTAAACAAAAA 

AAA 

Sequence 4947 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTAAAAACCTATTTTCCTCCCAGTTAGATA 

AAMTTCCTTGAGTCCAGGAACTATTTGATTGAATATGTATCATCATAATCTTGCTTGAT 

TTTTG ACAC TCACTTAAMCAATTTGMTCGMCAGAAAAAAAGCTCTAGTTTCTTTTTT 

AAAAATmMTTCTAGmCTTTTTGMTCTCACGTATTGNCTCTCTTCTTTCAGCTCT 

GGATGAGGGGGATATTGCCTTGTTGAAAACTTATGGTCAGAGCACTTACTCTAGGCAGAT 

CAAGCAAGTTGAAGATGACATTCAGCAACTTCTCAAGAAAATTAATGAGCTCACTGGTAT 
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TAAA(3AATCTGACACTGGCCTG 
Sequence 4948 

ATGGATATCTGCAGAATTQGCCCTTAGCCGTGGTCGCCGGCCGAGGTACAAGTCTACCTA 

CATTATCGAAGAGGCTAGAGAAGTCCCTTTTGCCCAACCCTCATATGTGAGAAATCAAGA 

AAAGCAATGTTCAT GGGAT CCTGACAAATCTACTATATAAAGTGAGAGCCCTTATTTAAA 

mGAGC MmMGTTTTTCCCCAGMTGTCTCCTTTGTTGGTTCCACAAAA 

TGTTTTTAGTGTTTAAAGTCMCAMCTGGCATTGCATTTTCCTTAACTTACATAAACTC 

ATCAGAATTACATGAATATTCCTACTGCTTA 

Sequence 4949 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGCTCTTTTACCAAGGACCCGCCAACATG 

GGCCGCGTTCGCACCAAAACCGTGAAGAAGGCGGCCGGGTCATCGTAGAAAAGTACATCC 

CGGTGAATCAAAGACGGTGGCAGCAGGAGAATTAAGGTGACGCATCCAAATGAGCAAGGG 

AGATGGGGGTGGACAAAAAAAACCAATGAAATGTTCCTTGACCCCAAGGTCTCAACANAA 

GTTTGAAGTCCTTCCTGCGTTAAGAGTCTGCAATGTGTGTCTACACACACCAAGACATCC 

AGAGTGTCACANCCTGTCTTCACTGGGCAAAAAGTCCAAGTCACTAATTTAGTGCAAAGG 

CMGT TCTGG TTTCTTGTTTCTTAAAAACAMCAAACMAAAATTTTCATTCCACTGGCC 

TGTTCCTTTTCTCCAAAAGAGGAAGAAGAAAC 

Sequence 4950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTCCTCTTCTCAGAACTCGATCAA 

GATGTTATTCACAGGTAACAGTGACCTGGTTTGGGTTTTCTCTTTCCTCCCTGGCTCTAC 

ATGTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAA 

AGGAACCTGCATAACCCCCAATAGGCCTGGGCACAGTGGCTCACGCCTGTAATCGCAGCA 

CTTTGGGAGACCGAGGCGGGCAGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAAC 

ACAGTGAAACCCCATCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4951 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATCTGTAGGTATTAATAAATACATAGGAAA 

TTGAATTGAATTTGTAACTCAAAGCAGAGGGGTGGAGAGAAGTGCTTCCTAGCCAGGAAT 

ACAGGATTTAGGCCATATCTATTTAAAAGAAGACTAACAAACAGACTAGAAACGATAACA 

CTGGTAAAMGATCTCTTTACCTGAGCTACAAAAGTCATACATTAGGTAGAGGCTTCAAT 

AGTGTAGAAMTATACTAATGTGTTATCTCCTTAGAGACAGATTTAGAACCATGTCAGTT 

ATGTTGCAGATGACAGAGAACAGAAACCTAGTGAAATCAACTCAAGACAATGAGGGCTAC 

CATAAGGAGGCCCAAGGAGTAGTTGGATGGACCTGAGGAAGGACAGGAGCCAGAGGCCCC 

CTGAGGAGCTCTGCGCCGCCCCGCGTACAGCCCGTTGTCAATGGAGAGTTCAAAGACCTA 

AGCCTTGATGACTTTMGGGGAMTATTTGGTGCTTTTCTTCTATCCTTTGGAT 

Sequence 4952 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTAGCAAATACTTTTGCAGAAAAGCGCC 

CTGTAAACCTTCACTAGAGAGTCCCTCTGCACCACAACAACACTTCTGTTCCTTCCTCTC 

ATCAMCATGGGTMTTTTGCAAGAGTTTTCATGGGAMTTATTAGGCATCAACATTACA 

GT CCTGAT TTGGTTTCTTCTGACATTTITTCCCTAATCTTAAMTAACTGTAAAGGGCA^ 

CCATTTTTCTTTAGTTMTAATAGMGACTGCATTGACACGGTTAAATTCCCATTACCCT 

CAGTTCTTTAGCAATGGAATGAATGACTGGGATCATCGCTTAATGGAGTGTCTGGACCTC 

AGTAGAGCTTAMTTGAAAMTAMGTTTATATTTATATTTTTAAAAAAACCNAAAAAAA 

AA 

Sequence 4953 

C CCTTA GCGTGGTCGCGGCCGAGGTACGATATTGCATTTAGCATTTTAAAAAATATGGTT 
GTTm CCTTGA GTTGTGAGAGTTTCATTAW 

CGCCACTTTTTCACTTGGCACAGTTCTCCMATTAATTGTATTAGTAGCAGAGTCATTAT 

TCGTATTAGATTTGGGTGTGAAAGAAAGAGGACTTAAGGATGACTTGAAAGTTTCTGGAT 

GGCTGGGGATGTTMTTATTGGAGAAAAGGACTTCAGGAAGACCAGGTTTGATTAAGAGG 

GTG MCAG TGGGTGTTGCTGGTGGTGGTAGTGATTAGGAGTTTAGCTTCTACCCCCAAGG 

ANAGTTTTGGGATGCTTATTTGNAATACCAAAGAGGGAAGATNTCNAGGGAAAGTACCCT 
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GNCCCGGGCGGCCGCTCGAAAGGGCAAAANNTCCAAACNCACCTGGCCNGNCCGGTTTAC 
CTAGTGGAATCCCGNGCTCCGGNTCCCCCAAGCTNGGCCGTTNNNAATGGTNCATAGCTN 
TTTCCCTGTGNCCAAAATTTGGAAATTCGG 
Sequence 4954 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I M 1 1 I I I I I 1 1 AACAGATGTGATTTCACTT 

AACCCTTTGCGCTTTCCCTTAGTTGTCATn*MCATACMTACTGGCTTGTACTTATCGC 

TAGAMGAAGMGGCATGCTTCAAATAGGAAGGAATTGTAATAATGATCTTTGGCCTNTA 

CTTTGTCTTAGCTGTNAAACCGMTTTAGTNTTNANGTTAAATATTTGCAAAGGGAAAGC 

ATTTTCTNCAGAGGATAATTNATTTCAAGAA 

Sequence 4955 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGCATATTGGCGGCGCACGCCTCATTACGAT 

TCGCCTGCTTGCTTCTCCTGTTCMTCGTTTCTTTGGAAGGCAGTGGATTTTTCTCTTGC 

GTCTCTGTCTTCTTCAGTTTCGACTTATCGAATTTCTCGATCTCAGCCATATCGGGTTTG 

TCA GACA TGGTTGCGGAGGAAAAGCGAAGCGAGGCGCACGAGTACATCCTAGAATCTGTT 

TCCTTTTMMATGTCTAAATTTGCTTTTGCCATGGCGCTAATGCTAATGGTAMTTATT 

GATTGCGTGGCCCATGT 

Sequence 4956 

ctt aggg agtcgacccacgcgtccgcgctgttgttcttttgttttaaaattgttcttcgt 

ttcttttcattaaaggtttmtcagctagattagagagcatcatttgtatttaacagctg 

macttcggtacgttgccgtttaatgaatgmcttgcaWgtgtagccagggcctacam 

ggctcttgtcaggmtaccagccctggctggggctggtgctcaaaagaattttcaggtgc 

caccnggaatagnttccttgggtggatncccancttangtggagaaagggggatgcctgn 

tccacttctaggtatgagggtntgcgactttggatcttaaaattatgctagacta 

Sequence 4957 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACCCTGGCCAAAACTGGGATAAGACGGAT 

AGTCCTGCTGTGMCTATTAMTCCAGAGGMTTTGTGAGTGMTTATTTCCTGTATATA 

TTCCTGATGATGTTGTAAAACTGCTACCTTGCATCTGGTAGCTGTATGGNGCCTGTCCAG 

GTTGAGGGGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

ANGGGATAGTGTTGTTNACTTTGAAAAATATCTN7TCTTGTTGNAAGATTCANCANGGTC 

TTTATCTTTTTAAAAGTATCACATTNTTTGNTTNCTTTATTTTGCNN^ 

AGCNNGATCATTNTNNATNTTNNTNCTISTT^ 

GAAANAAAANGGANANTNNNAANGAAAGNANAANAANNAATTTNAACTCNCCNTGAAATG 

AANNANTCTNNGGCTTTGCAGGAATTAACCNACCCCNAGGAAC 

Sequence 4958 

CCCTTNCNAGCGGCCGCCCNGGCNGGNACCT^ 

TAGTTTCACTCAGCCACTTCAAAATTANMTTTCTCTGTTGTAGGAATGCTAGCCTTATA 

GATCTGTGAMTGATCTAGTTGCT1TATCTATAGTTGCTGGAGMTTGAGTGTTTTGATC 

AMGGTAGCCTATTTAGCTGTAAMCTGTCTAGAATTATTTCATTCCTAGGATAAAGGAA 

MTTTGTGTCCAAMTATCTCTAMGGTATTACACTGTATTCCTTTAATCTTAATGATAC 

AC I 1 1 I I I I ICTTATAAATGTANCACATTATACACTAGCGGTCTTCAGTATGATAAACAG 

ATCMCTACCAATTTCATTGCCATTACTCTTTGAAATAGTCCTCATTGAGAGTTCTTGAA 

ACCTGTGTCTAATAACAAAGTAAAATATAATCAAAAATTTCCACAAGTAGAAGAAAAAAC 

ATTGACMATCTCTTGGGGAGACCACATACTTATTTTTAACAAGAATGAATGAAATATNT 

TCMCCTGTAAAAATAGTTTGCAAATGGTCATGGGCTATATTACATTGGNGNGGAGTTNT 

TATTACANATGCCATTTCCTACAACATTAAATCTGCAGTMMTTTAATTAATCCCCTTA 

AATTTGGGA 

Sequence 4959 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTGGCAGACAGCCCTCAGCTGTCAGCCCTCT 

TTGGGAATTACCTAGCAAAAAGGAGTCACTTCGGCCCAAGATCATACTCCTTCCTGGGGC 

AGCTTGCATCTAATGATTGGGGATATAAACGTCCAGCTCCTCTCACCCCAACTTGAGACA 
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ACTCTGAGGGACCATCCCAGCTTCAGAGCTCTCCGTGTGGGTTACTGAAACTGTATCACA 
GTCCMCTTCTCCCATGGMATCTGGCTTTCTTCCTTTACATGGCATTGGTCCCAAGAGG 
CCTCCCTAGTAAATTTGCTG 
Sequence 4960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGTCATTGTA TGACT GCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTTTTCACATTTTAAAAMTGCTTCCTGAGACTTCTTTAGGCTCCTCTMCTTCTTCA 

G TGCATT TGGGATCAAACTTAGCTCTTAGATCAGCAAACCTGACTTGCTCCTACTTTTGC 

MTTTTTCAGGCCTTACCATATTTC1TATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGAMCAGT GGTTT CTGGCCTGCTGCTGCAGCAMTTCCCTATGTTTATTTAAG 

MGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAATTTACTTGCAAT 

Sequence 4961 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I 1 1 I I I I I i I AA I I I I I I I I I I I IGGGNT 

i n 1 1 ii 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 m n 1 1 1 1 1 1 1 1 1 1 1 1 m i i i 1 1 1 n n » i i ngnnn 

MNGCCCCCCCCNTTTTNAAAAAAAAAAAAANNNNNTTNNNTNTNAAAAAAAAAANNNNN 

GGGGG GNAAAAAA AAAAAANNNNNTNNNNCNNNNGGGNAAAAAAAAAAAAANTTNTNCCC 

CCCCCC TTTTTTTTNTN NN^^ 

NGGGGN I I I I I I I I I I I NAAAAAAAAAMANTNTTTTTCAANNTTNNCNNCCNAAAANNA 

NNMNNGGNNCANANNCNNNTTTCTGGNNGNANTNAATAAAAAAAAMAANTNNTTTTTT 

TTNAAAAAAAAAAAAAGNGGGGNNTTNTTAANAAAAAGAGGGGGNGGGGGGGGGNGCGAC 

ATTNTATNANNAGANAAAAAAAAAAAA 

Sequence 4962 

CAAGTGAGCAGGCCACCTGTTGCAGCAAGTAAAGTGGCTGTGTGAGGCCTAGGTGGGGGC 
ATCACTGGCTGAAGGTCCGTGGCTTACAAAGTGACTGAGAAAAATCATGTGTCATAAGGT 
GCTTTGGGC TACTTT ATGATATACTCTGMGTCCCTGTTTCATGAAAAATGCAGTTTACG 
AGTTTTCCMTTTTTGTTGTTTTTGTTCTATGGCTTTGTTT 

TTACTGTGTATGTTACTCTTTGGGTACTGTTCTATGGCTTCCAACAAGAAATGGGGGAGG 

GGAGAATTATACATTATACGTCCATGTTCATATCAGAAA 

Sequence 4963 

CCCTTAGCGGCCGCCCGGGCAGGTACATATTMCTTMGTTTCTCTGTAAATGAATGAAA 

TAATTGGTGCATTANGTTTCACCTAAAACAGGTAGGGTTGAGGATATTCTGANACTTNTG 

TNMGNTGACCATTCTGGATTCATTCTACCANCCATGANGAGANGACTTTNTAAATCTCA 

CNTCATTANCANTATGCNACCAATNCTTTTGGGTGGAAAACNTCATAAANGCTTTTTNCA 

TAAGNTTTGTTGGAGNGGGCCAGGNCTCANCMTTATTTCNACTTAATTTGGA 

Sequence 4964 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTATGTAAGATATGACAGTTTTTGACTTA 

AGATGTAGCTTTTGTAATACTATTTTGACCTCTTCTGCTCTCATTTGGTTMTATTTGCA 

TGCMTGTCTAAATCTATCTTGCCACCTTCAGTATGTTTTTAATCATTAGATGTCAGCTG 

ACCCTTGTAGAAAGGCAAATTGGATCTTGGTTTTTMTMTTTTAMTAAATTTC 

TGAMGTATGTCTCTTGATTGGAMGTTTTCTGAMCAMGAGACTTACTMTTTTTT^ 

GTTGTTCTATTTGATTCTTGCATCTTTGTCCCACATTTTCTCTC 

GCTGTTTTATTTTTACTTTGATATGCnTrTACTTCTT 

Sequence 4965 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTAAGAATTCAAACTTCAGCAGTCATGGGTG 

AGTMGGMGTCTTATAMTGTATTTTAGCCACCTAACAAGAAACTAGAAATTTAGCAAG 

TTCTTTCACATTCAGGACAGTTGTGTTCACTAGATCAGAGGCACTGAGACATGAAGAACA 

GACCCCTAAAAAGGGAMGTGTTCCTTTCAG7TTTAGGACACCACTGGAATATTAGGGAA 

GTGGAAACACAGCTGCCCACTCTACAGTATGGGTTGCCTTTGTGTCCGGAATGTGCCTAA 

CGTCCTGACCTCCATGCCCTTTTCAGGGAGCCTTGGGAGGAGCCCGAATCACTGATGGAA 

TCGGACAGTGCATGGAGATGGTTCAACAGGACGAGGGTAAAGTGCAGGGGCAAGTCCAGG 

TCATACTGAGAGACAACGAGTGGCGCTGGACAGAGACAGACAAAGATAAAAT 
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CCCTTGCCGCCCGGGCAGGTACTTCAATCACATAGCTTAAAATATGGAGAAAAGACAGGT 
AAAAAMTTATCTTMCCTGTAGTAGTCTTT^ 

TAATTTCCCAAAATAAAGAATATTATGACACATTGGTGTCAACTTACACAGATGAAAGCT 
GATGCCAGCTTT TTCCT MCTMAGTTCATTTCACCAAACC7TTATATATTACATGAATA 
TCCAA GTAAAGTA I I IN 11 I II 1 AAATTCAACACACAGGAACATAATATACATTGTTTT 
TTTTTAAAMAAAGGTTAATTTAGGMTGATTCATCTTC 

AAGACCATGAMCCTCTTGTCATTGCAAGACTTTTCAGTTCATGTTTCTATTTCCCAGTT 
TTMTTCTTAAAGGAAAAAAAAAAAGATGMAGGGTTTATTATGTATTTCCCATGAGAAA 
ACTGTGGTMGGATCTTATTCATTACCAG 
Sequence 4967 

ACI H I I I I M I I I I I II I ITTTTGG GI I I II I I 1 1 I I I I I I I II I I I 1 1 I I I 1 1 1 I I I I 
TNAAAAAAAAAAAAAAANTTTTTTNAAAAAAAAAANAANNAAAAAANTTTNCNNAANNNC 
NNANAAAAANNNNCNNN N I MIN IM INNGGGGGNNAANNNNNCNCCCCNNAAANTTTT 
TTTNNNGGGGGGGGGN^^^T^^TTNNNAM 

TT TTTATANN GGGATNAAAAAAAAAAAMTNNGGNAAANAATTrTTTAAAAANNNNGNNT 
NN 1 1 1 1 I I I I NCCNANCCTTTTTTTNCCCNAAAAANGGGGGGNNNGGNCCCCCTNAAAAA 
AANCNCCCCCCCCCCCAAAAAAAAAAAANTTCNNNAAAAAAAANNCCCCCCCCCCCCCCC 
CNNGNNNAAAAAANAAAAAAANCNTTTTTTTAAANNGNNTTTNTTTTTNAAAAAA 
GGGGGGNAAAAAAAAAAAAMNGGGGGGGNNCCCCCNTTTTTNAAANCCCCCCNAAAANN 
AAAA AAAAA ANTTTTTCCCCCCN I I I 11 M 1 1 II I II NNNNNNNNANNNCAAAAAAAAAA 
NNNNTTTTTNGN GGGGGGGGGGNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGCN 
I I 1 1 1 1 M I I I I I GGNNGGGNNTTAAAAAANAGGGGNCCNTAAAAAAAAAAAAAAAAA 
Sequence 4968 

CCCTTAG CGTG GTCGCGGCCGAGGTACATTCATAAGMAGATTGATCTAAMTTTTATTG 

TATTGTCCTTTTCCAGTGTTTCAGGATAATATCATACCTCATAAAATTAAATGGGGTAGC 

TTCCTGCACCTCTTACCTTTTTTC I 1 1 I I CTTTTCTTTTCAGAGACATGATCTCACTCTG 

CACTCATGCTGGAGTGCAGTGCTGTGATCATAGCTCACTGCACCTGGAACTTCTGGGCTC 

AACTATCCTCTGCCTNACCTCCAAGTAGCAGGGACTACAGGTGCCACCACCAGAACCTGC 

TAATTTTAAA 

Sequence 4969 

CCCTTAGCGTGGTCGCGGC CGAGGTAC 1 1 I I I I I I I 1 M I II I M M 1 M I M I 1 1 1 I I I 

MIMMMMM 1 MMI 1 M I MM MIM1MMMM IMIM MM MMM 1NN 

ANMNMNNANNNNACTTT1TTTNNANNANAAAAAAAAAAAAAAAAAAAAAANNNNNNNN 

NCNNCNNGATANThfrNNNNNNNTTTTTTTAANNNNNNGNNNTNNTATMNTTTAAAGAGC 

AGATMCNCNANCCACTTTNNGNNGGGGGGGGCNGTTNCNGNTGNGNAGAAAAAAANTTT 

TCTCANCNCCCCATGNGGGGNGGGGACANCNANGTTCANGGNTNAATTANAGGNTGCCNG 

NNTTTGNNAAAAAANTAAACAATGCTTATTGAAAAATTATNNNNNAAAANCANNANGAGG 

NNGAGAANNNTNNGANGNNCCIMNNAAAGGAATTGGGNNGNGNTTGGTTNTAAAAANACNT 

NANAANANGGGNGGGGGCNGNGNANANAATGGNTNAAATANANNNTTNAANTNNANNNNA 

TN CNCCCAATT AAANGGGNTAAAAAGGNNNNNATN I I I I I I I I I CTNCTNCCCNNNGCCC 

N ATTTTTTTTTTAN AAAN AAT AN NTATTTTTTT AAAAAAA AAAAAA A 

Sequence 4970 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTGCTCTGTAATTGATTACAAAGGTTAATT 

CATTMGMTATTTTTCCAGTCATTTTACAAAAMTATTCTCAATAAAATCACCAATTAT 

ACCMATAMCATAAAACACTCAAATCCTTCTMCMTACTTTATATATTTTAAATACCA 

TTTTGAAGATGAGTCAGAAAATTACCTGTTTCTGAACCTCCACCTGCTCATACACAAGGG 

GTATAGGTGTACGCGGGGAAAGAATTCAAGAGTCTATATGATTAGTTACAGAGAATATTT 

T CATCC CCTCTCCCTGAATAGAAAAGCAGGGGTCACCATTTGTATCCTTACCCTTGAGGT 

GTTTTTGAAGATGCTGTAACTCTTGAAGTTGAGCTGAGGCAGAAAGGTTGGAAAAATGCA 

GCCCTCTGGGTATT 
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Sequence 4971 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I IAAA A I M I I II I 

I I » 1 1 I M I I I I I I I I I I II I I I I I I I I I I I I I I I M i I I II I I 1 1 I I I I I I j I I I I I I I 

i i 1 1 1 1 ANTTNAAAAAAANNNN I I I I I I I I I I NTNATGNNNNAANAAAAAAANNNNNNGN 

GANAANNNTTNNNNTNI I II 1 1 I I I I IGNNNGGNGNNNGNNNNTANNTNNTTTNTNCNNG 

NNNN GAAMNCCNTTTTGTTTNNAAAAMNTANNACNCCCNAAAAAACCCCCMNATTTT 

TTTTNTN AGANGGGGGGGGGNCNCAAAAAAGNCNCCGAAANTTAAAAAANNCAGNCNNGG 

mrm cccaaaaaaaaani mm ingggggggggnaaaaaaaaaaaagnanggngg 

GNGNTTNTNGNAANNGATNGGNNNGGTTTTTT^^ 

NAAAAAAAAAAAAACCI I I I I I I I 1 1 AGNNNNANAAAANNGGGGGGGGGGGGGGNGGGGG 
NAMAAAAAAMGGGGGTTTCTTTTTNTTTTTTCNG 

NTTTCAG TNCC CANTTGNGGGGGNCNAAAAAAAATAGTGNGNTTTCNAAACCCCCGNNNC 

CCAAAAGTTTTG NNGTAAAA AAAANAGNACAATNANCGGGGGNGGGGGNGGNCGNAAAAA 

AAAMNATNNTTNTTTTTTTNTCNCCCCCCTGNGNNAAAAAAAAAMC^ 

TGGAAAAAAAAAAAAAA 

Sequence 4972 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTGCTGGGGGGTTCAGACAAGCAAGTAT 

CTCTTTTCACCAAGGATGGAGTGCGGCTTGGGACTGTTGGGGAGCAGAACTCCTGGGTGT 

GGACGTGTCAAGCGAAACCGGATTCCAACTATGTGGTGGTCGGCTGCCAGGACGGCACCA 

TTTCCTTCTACCAGCTTATTTTCAGCACAGTCCATGGGCTTTACAAGGACCGCTATGCCT 

ACAGGGATAGCATGACTGACGTCATTGTGCAGCACCTGATCACTGAGCAGAAAGTTCGGA 

TTAAATGCAAAGAGCTTGTCAAGAAGATTGCCATCTACAGAAATCGA 

Sequence 4973 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTAAAAMTTTTTAA 

TGTAAAATACCCCTTTAAGGATAGMTTTAGGGCCTTGAAATTCTACTCAGTTGCTATGA 

ACTGTGGGGMTTTGAGACAAATAGCTTTTGTAATTGGAATGCACACTGTGTTGTAATAA 

TGTGGAMGAGAAACAAAMCTTTCCTTAATGTAATGAGTTTCCATTATCTGCCTAATCT 

MGGTTTGTM GTCT ACATTGTCAGGATTTATATTGAGGAGATAGGGGGTGTCATTTTCT 

GTACMG ATAGTT TTMGTATGTTCTAMTATTTGTCTGCTGTAGTCTATTTGCTGTATA 

TGC TGAM TTTTTGTATGCCATTTAGTATTTTTATAGTTTAGGAAMTATTTTCTAAGAC 

CAGTTTTAGATGACTCTTATTCCTGTAGTAATATTCAATTTGCTGTACCTGCCCGGGCGG 

CCCGCTCGAAAGG 

Sequence 4974 

CCCTTGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I 1 1 I I I I I I I I AAAAATATATA 

AGAMTTTATTAAAATACGTATTCMGACTCACAMTGTATGCAT7TTATTCATACTTCT 

AAATAATATAATCATAGAMTTACCCTGTAGTCAATGTCTATTTATTTATTCATTTTGAG 

ACAAAGTCTCGCTCTGCCACCCATGAAGATGGTTCTATTTGAAAGTAATATrTAGGCCGG 

GCGTAATCTCAGCACTTTGGGAGGCCAAGGTGGTCAGATTGCATGAACTCAGGAGTTCNG 

AGACCAGCCTCTGCAACATGGCAAAACCCTGTCTCTACAAAAAATCAAAATTAG 

Sequence 4975 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAATTAGCAAGGTGTGTTGGCGGGCGTCT 

GTAATCCCAGCTACTCAGGAGGCTGAGGCACGAGAATTGCTTGAACCTGGGAGATAGAGG 

TTGCAGTGAGCCGAGATCATGCCATTGCACTCCAGCTGGGGCAACAGTGCAAGACTTTGT 

CTCAAAMCAAAACAAMCAATACAAACAAAAAACCTTTGACTCTTGAAAAAATTATATC 

CACTTCCAACTGATGAGGGGTTAAATGATTGAAATTATCCCAAAGAATATGATGCAGGTC 

ATCAAAATCTGAGTTCCAAATATGTTTTGAACAATAGAAAACATTGAGAAAAACTNCATA 

ACCTTCCAAMCCATTACTTTGAATTGNGACATTTATTTGAAAA 

Sequence 4976 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTCCTTCATGACAGCAGGAAGACCCCCGGCAC 
AGAAGAACAACCGGGATGTCAGCACCGCGGGGATGGCTGCCGGAAATGCTCACTCACTTC 
CCCCCGCGTACGTTAGTCTGGGGATAGTAAGTCTGGGTTAATCTATTATTAAATTATTAG 
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CCTGGGTCTCCTTGGMGCAGACAGNGAGACAAGGACTTGACTTCAMTGGTTTATTTGA 

GATATAATCCCAGAATATAATGATTAAAAAGTACCTGCCCGGGCGGCCGCTCGAAGGGnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATTGTNATCCCGCTCACAANTTCCACAC 

AACATAACGAGCCCGGAAGCATAAANGTGGTAAAGCC 

Sequence 4977 

CCCTTAGCGGCCCGCCCGGGCAGGNCCTCATATATGTATGTATCTTCCCTGAACCTGTAA 

AmGGACnCTTTACMCTTMGCTCATTTGCTATTTTTGATGCMTGTTC^ 

AATAGATGTCCCAGATATTCGCTTGAAGCGAACCCCATTAAGTGACAGTCGTGGCAACTT 

GCAGACTTCCATCT CCCACT GCACGAGGCTATCCTGTCTAGCGTCTCCATGGACACAGAA 

MGCAAAMTCTCTCTTTTTGCTCATAATCACAGTTATTTGCATCTMCACTTTTCGGAT 

TTCTCTCATCATGTCATTAGGGGTCCATTGAACTAGTGGTCTTCATACTCCATGTGAACC 

GCAAAGAACGCGGCTTAAAATCTTTACCCTCTTCCTTGN 

Sequence 4978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTC ACTTG GAGGGGCCAGTTCTCTATATTCCMTCTATTTTCTATATCAG 

AMTGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAMGGCCATTTCCCAAATCTAGMTTTATTACTAAAAATCA 

AGTTT GCATT GAGGGGAGGAGTATGATTTGCTCAAGCTTACI I I I 1 I 1 ATAGGTGGGGTT 

TTTATA TTTTC AATGTGATTACTCACCCATACMTTTCAGCTCTTTCAMGCATTCTTGT 

TGGCTATTTTCAGAGTCCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 4979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTAAGAGCCAAGTGTAGCTCTTTACATG 

TAGTMCTCATTTATCTTTACMGGGCTCTCTGTGGTAGATACCATAATCCCCATTTTGT 

AACTAATGAAACTGAGGATCAGAGAGGTTAAGTAACTTGGCAAGGTTACATAGTAAATTC 

TGGGCCCAGATTTACACCCAGGCAGTCTGACTTCACAGCCCTTGCTCTTGGCAGATATTA 

AAATGCCATGCAGTAAATACAAGGAATAATGTGAATATGAAGAAAGAAACTCCTGAATGG 

GGGTGGGATGGGGATACTGTTGTTAGAGAAGGGAGAGAAAAGTGGAGTAGAGAAGGTTCT 

CCTTAGAGCTGACTGTTTGATCTAAGCTGGGAAGGAAGAGTAGGAATCATTCACATGGAT 

AAAGGAGAGAAGGGCATCCTAGGTAGAACATATGCTGAAGCACAAAAGAACCTAGAATAC 

TTACATAACAGATCAGGATGTCTAG 

Sequence 4980 

NCNCCCTTTCGAGCGGCCGCCCGGGCNGGTACCCCAGTCCCATTCCTTCTNACTGACTGG 

GGCCTCCAGCCACCCCTGCCAGTGTTCTCCAGCTGACANATACTTGAATTCTCCCTGGGA 

GAGAGCTCCCAGAGGGAGGGGCAGGCTGCCATCATTGCTGTTTGGGCGACTTAGCTGTTC 

CAGGCCTTCAGGCTTTGGGGANCTTAAGCAAGGGGTTGGAAGGGGAACCCCAGCACAGTA 

ACAAGCTTGCCCCGACAAAAAAAA 

Sequence 4981 

GGGCGAATTGGGCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGATGGATTATCTGCCA 

GAATTCGCCCTTACGTGGTCGCGGCCGAGGTCTGCCCTGCAATCAAGANGNCTCTTCAAA 

GAGAGAATCAGCTCAAACTGGTCAGCTCTAGATTAGAATGGAAGTTCTTGGTGCCGGCCT 

TTT CTTG ATTTTGGMGCTTCAGTCACTCACTGCTATCMTTGATGAGGTTCAATCCATG 

ATATTTTGATCTTTAGGTGMTTCTAAAACATGTTTAAAGTTAAAAAGGCCGGGCGTACC 

CGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCCACTGGCCGNN 

Sequence 4982 

CCCTTANCGTGGNCGCGGCCGAGGNACTTTAm 

AH I I I I I 1 1 TATANANGNTTTTTNTTNTNCATTTTNTA I I I II I I GNTTTTAACTTTTT 
TTNTTTTNNCCTNGNNCNCCNGGNCTCAAGANAAAAAAAAAANANANATTTNAATTNAAN 
TGGGACCACAGGCATGTGCCACCATGACCGGCTAAI Mini I ACTTTTCAAAG ANAGG A 
GGGGGAATCTCACTTTGTTNCCANGCTGNNNTAAAACTCCTGGGCTCAAGCAATCCACCT 
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GCCTCGGTGGCCAAAGTGCTGGGATTACAGGTGTGAGTTG I I I 1 1 I I i i I AAAAAAACAG 

NCTTACCTCANTTTGTCACCCAAAAANGGGAATGACTTTCNAAAAATTGCAAAAAGCAAA 

AACATATTCCTTGCTGGTAANAAAAANAAAAGNCGNATCAAAGGGGAAANAATATTTNTC 

CTTAMTAAAAATACNAAATANGAAAANGTATGTTTAACTCTAACTCAANAAAAGGTATT 

GTAAAAAACAAAAAGGTT 

Sequence 4983 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I I 1 1 I 1 I I i I I I 1 1 INGG1 > I I I I NGGTT 
I 1 1 l l I I I 1 1 1 1 1 I I 1 1 I I I I I I I I I I I I I NNNNNGNAAAAAAAANNTTTTTTNNAAAAA 
AAAMNNNCAAAAMAAANNNNNNNTTTNNNAAAAAAMAAAMAMAANTTTTTCCNNG 
GGGTTTTTNTNlsrTTGNAGGAAAGGGTTTTTTNNGGNGNGNTT^ 
NTTGANGANGNNNTTTTTTTNTNAAAAAAAANN I M I I 1 1 1 1 1 1 I NNAAAAAAAAAAANG 
GGGA I I I U 1 1 I I 
Sequence 4984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGTCTTGTCTACATTATTCTAACAAACAA 

MTTATTCAMCAMCAGATCTCTCAGTCTTGAGCACAACTTTTCAATCCAGCCACATCA 

GCCMAATGATCATACTAMGCAMTCCTGTTATACCTGTGTTTMGATACTTTCTTTGC 

TCCCATGTCCTTGAGTTAGCTGACAAGGTCCCCAGCTCACTTCAGGCTGCCCTCTCTGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4985 

CCCTTAGCGGCCCGCCCGGGCAGGTACAACCATAGAAAACATTCGNGATTACTATTAAGT 

CTTCCAGAGAMATCCGMGMGTCCTTGTCACCTTGAAGGGCTCCCCTTTCAAAATCCG 

NCNATCCAMGAAAAMGAMGAAATTTCCCGCACTCCCTTTCTTTTCTGGAAAAGGAAC 

AAAAAAAMGGAGGAAAGTTGAGGCCTAMTTAMGNCTTTTTATAATTTATTATTATTA 

ACAATGTGACAATTGCACATCTAAATACCACATTTTAAGTTGGATC 

Sequence 4986 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC I I 1 1 M I 1 1 1 M U 1 1 I I 1 1 M 1 I NGGGTTT 
I I m I I 1 I i 1 1 I I I I 1 1 I I 1 I I I I 1 1 I 1 I 1 I I I I I 1 1 1 1 I I I 1 1 1 | I | | IN I 1 1 I 1 I i 1 
Nl I I I I I I I I I I I I II I I I I I I II I I I I I I 1 1 NNNNAAAGNANAAAAAAAAANNTTTNAN 
TTNTNNANNANTNAATAAAACAGNANNACAAACAAATTNANNTAAATANNGNAANTTANG 
ACATAAANCTNCNGTTGCNCACCNTTNANAAAAANNGAAAAAAAATTATNTGTNANCNAA 
GGAAAAAAAAAAAATGANNTTN I I I I 1 1 1 1 1 ATTAAAAAANACCCNTTTTNATTTTAAAA 
AANCCAGGGGGTGGGGGGAAAAAAAAAAAAN I 1 1 1 II I I NNAGAAAAAAAAAAA 
Sequence 4987 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCGGCCGGGAGTCCCCACTGTCTCTCT 

ACAATGAGGAGCTGGTGAGCATGAACGTGCAGGGTGATTATGAGCCATCTGATGCCACCG 

GGTTCATCAACATCAATTCCCTCAGGCTGAAGGAATATCATCGTCTCCAGAGCAAGGTCA 

CTGCCAMTAGACCCGTGTACTATTTGATTTTTGCCTTAGTGATTAAAGGAGGAACATAT 

GTGGAAACMTCATCAGATCTGMTGCTACCTCGTCTGCTTCCTATTTTTGTCATCTAGG 

ATGGGTCACMTATTCTTGAGCCTATTTCTTCATCTTAAATCTCAATATAGAAGTTCCCA 

AGGTTGTTACGAGATTGAGAGGCCACGTMGCATTGCTTTGTGCATGCTACAGCTCTTTT 

TGCACAAAAGTCGTTATAATTGTTGCAACCCACAAATAAAAGG 

Sequence 4988 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACATTATTAAAGATAGTCAAGAACTCTAACC 

CMGCATATGGGCATTAMNAAACTTATTMGCCTTTTCTTTGCAGGAGCCAAAGGAGAC 

AGGGGAGCCCCAGGTTTTCCTGGCCTCCCGGGCAGAAAAGGGGCCATGGGAGATGCTGGA 

CCTCGAGGACCCACAGGCATAGAAGGATTCCCAGGGCCACCAGGTCTGCCCGGTGCAATT 

ATCC CCGG CCAGACANGAAATCGTGGTCCACCANGCTCAAGAGGAAGCCCAGGTAAAGGG 

TTTACTTTT AAACAGCATAAAATMCAAAAATCATGTTTGACCTCAAMGTTTTTCAACC 

TTCTCCTCATGTTACCTTGTTGCTTNTTNTTTCCCTGTGGTCATNTTCATTCCCCCACTA 

CCTGTGGTTTCCATACCCAGCAGTTGTCAANGTAAAGGNAGCCTGTTTGAGGGATGCATA 

GTTAAT 
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Sequence 4989 

CCCTTAGCGCNGNCCGGGCCGGTGCNCNGGNGACATGGNNNNANTNAANNNGGNCCNGGA 

TGAGGAATAANACCAAGGCCNACCATGCCCCATGCTCAGCAAGNANCTGATNNANGTTNN 

NGACCCTGANNTCTTGNNGNACTCACTGNATAGATGTTATNANAACTCCTTCCAGTTNAC 

TNNNNNGCCTGACTCCTGCCAG(XCTATGGMCTCCTTTTTGCATTGGAGGAAAAGCATG 

TACGGCTTTTCTCTTGACNGCNGGAGAAATACAAAAGAAGGGGAAGGGGAAGAAAAGAAG 

GGGANGANNATCTTTTATTACTATACAATGACACCGNTCNTGTGAGCTCACCANNTGCTG 

GGTNNNNNANCCNTNTNNCTGNGGATTTTTGAAGACTAMGMGTTTTTACCCTAGATCT 

CTTCCAGAACAAMTANMNTTTCAGCAAATACTTACTGACCTTTAAAGCCTTGTTGTGG 

ATTTCTGANATTTAMGATACTTTAAMTTCTCAAGMCAAAACTTTCAAACCTCTGGTT 

GAAAGAAATATACCCAGTTCAATCNCTGCANTANAATTCCTTGNAGATAACAACTGGAT 

Sequence 4990 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAGACCTGGAAAATGCTTCAGACTTTACACAG 

AGAAAGCTTATAAAACAGAAATGCAGGATMCACCTATCCTGAGATTTTGCGTTCTAATT 

TAGGATCAGTTGTGTTACAATTGAAGAAACTTGGTATTGATGACTTGGTACATCTGAAAC 

TCAAGACTCTCACTGATTGG AGAG CTTGTGGAAAACAAAACACACCATGCCAATAAATGA 

GATGAAAACTTGAGTTTGCCTTTTTMCTATTTATGTTCTMGTTAMGCTTTGATAACA 

TTCAMTGTCAMTTCTCTCATTCTTATAAAMGTTGAATTAATTGCCTGTATTTATTTT 

AGCMTTATTCMTGTATTTCCAGTATAGGATGTATAGTATMTTAMTTTTTTTGTAAA 

TAAAATATTT 

Sequence 4991 

CCCTTAGCGTGGTCGCGGCCGAGGTACi I II 1 1 i I I 1 1 1 1 1 1 1 1 1 1 1 1 N 1 1 I CCTTTTT 

i m i u M I I M H I I i I I I I U I I IH M M II M NAAAANNANNGGN I I H 1 1 I I I 1 1 

NTNAAMAANTTNfTTNNNAAAANNCANTTNNCNAMNGGTTNAAAAANANCCAAMTTTT 

TCNA NCCT TANTNCTTTTGNAMNAAAAGGAAANNTGNGNTTTTGNTNANNNNNNGGGNN 

CCCNTTTTAAAAAAANNTNCNTTNCCTTGGMGGGTAAAAA^r^TNGGNNCCCCNCNAAA 

ANGGNCCCCANCNTGGNNGGMANCCCTTTNGGGGNACCCNTNGGNNAAAACTTTTTTTG 

GGGGGCCACNAGGTTNMTTTAAAMNTTAMTTTTCCCCCCANNAAATTAAANTAAGGG 

GTTAAAAAAAAAAG 

Sequence 4992 

NGGTACAATATGACAGGCTGGGCATGGTGCTGTAGGAATACAGAACACACATTCTATATT 

TGTTCTGGNGGGGCCTAAAGTTGCACATTTNAATCNTGAGGAAAGACAGGGAATTNGCTG 

AAAAAGCTAATATCAAGTGTAAAGACCCTGGGTCAAAACAGAGTTACTTAGGAAGTCATA 

GGTTCTTMGTGCTGCTGGATCACGGAGTGCACTTAAAGAGTGCATTAAAGATCTATTAC 

TGTGTAMTAGTGATTTAMTTCTCMCTMTTATTTGCTMTTAGGMCTTTNAAAAAA 

MTCCCTGGCTTTGTCTACCGACTCAATTCACCTTTMCATATGTTGMTTTTTCTATAT 

ACTATGGGGTCTTTGGGGCTATTCCTTTGGTGCTTTTGNGA I Mill I AAAAAATCTGTT 

TTTG AACTANATTCAAATGGG NTTTCCTTAATGTAGCTTTATAATG 

Sequence 4993 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGACCCAACATACAGGAGGTGTTGATTCTCA 

TCCCTTGACTCAGGACATGTGTGTMTTGTTMTGTCATCACAAGACCTTTCTACAAATG 

TCTTGTGACATACACCTTGGCCCAGCATCTGAGTTATTTGTCTCTTTTTCCTGGGCCCAG 

TTCACAGTGCTGTATCACTGGACCCAGACCCTTGGTAATGTGATTGTATTCTGCCTTGAT 

ACAGCCCATAAGGGTCATTGTGACATATCACAGGGTGTTGCACCCAGGTGGTTTGAGTCT 

CCTCTTC TGCC TT GGTG CTACCCACAGGTGTATTGTGACATATTGCTGGGTCTGTGTTAT 

GAGMTCTTTTGCTTTTGCCCTAAACATATAGGCCATTGTAACATTGCTGAGTCCAACAC 

CCAAGGTGATGTAACGCTTCATNCTGGACCTGTCTACAGAGGGGATTGTACCTGCCCGGG 

CGGCCCGCTCNAAAGGGCGAATTCCAGCACACTGGCGCCCG 

Sequence 4994 

CCCNGGNGCGGNCGCCCGGGCAGGNACNNTNNGNGTGACTCCACACCCACAGAAGGAGAG 
GGGGATGAAGAAATCTGCCAGGAGGGTGCCTCCCGCCAGTATCTGATGAAGAGTGACTCA 
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GCCCTGGCCTCATGGACCCTCCACAGGCTCTCCCTCCCTCAAGGGTGCAGAATGATGAGG 

ATTCCAACCTNCAGCACCGACAAAAGCAAAAACACACTCGCTCTGAGAAACCGAGGAACG 

AGCCAGGACCGACCTGGAGTTTGCCAAGAGCAAGTCAAAAAAACATTCTGGTTGAGNAAT 

GGTGAGCCGAAGCCTGGGGACAGGGTTTCTGCTTCAACCACCCAAGGAGNAAACCCGACT 

GCGGGGAAAAAACTTGACTCTTTTGCCATTATGAATCCAAGTTGTGGAAAACAAAAGAGT 

CCTCTTCGGTGGGAAAAGAAAAAAAATACGCTCCCTTTTAAACCGGTNGGGATTNGAAAA 

ATGACCTTTGATTTATAAAAGGAGAAAGAACTGGAGGGGCCGGGGGATACTGATTCAAGA 

AATTCCTGTTAGCCGTGTNAATAAAAAAGAAAGGAA 

Sequence 4995 

CCCTTAGCGTGGTC GCGG CCGNGGTNCAGNGTCTCTAGTCTTTTGTAATCTGATAGAATA 

GTCTTC CTTA TCTNCTTTTCCCCCCCTTTAAATGACATTACCTTTTTGAAGAGACCATGC 

CAGTTGTTTTATAGACTATCACACATTCTTTATTTG 

TMCTCA TTCCA CTMTCCTTGTNTTTCTGGTAAGAGGAAGTTAGGTGTAAAGGTTGATG 

AGACTCGTTTTTGGTAANCAGACCTNACAGTGATNCACAGCGTTGTATTTCATATTGCAT 

CATCAGGAGGCTCACAATATCAGGTTGCTGCTCTTGTGGTGCTGAGTTGGATTGCGTAAA 

GGTGGGGACCTTCAGATCTTCCACGGGAAAGGTCCTGCCCNGGCGGCCGCTCCAAAGGGC 

GAATTCCAACNCACTGGCNGCGGNTAAAAGGTGGATTCAACCTCNGGACCAACTTGGCAT 

AATCATNGGCATAGGCTGNNCCNGGGNANANAACCANAANACCNTNTTAAAAAAAAAAAA 



Sequence 4996 

CGACTCAAGCTCTACACGGGACGGGACGACCGGCACTTTGTGCCCACAGGTGTCTACATT 

GTCAGGACTGTGACTGAGCCGTGGACCATGGCATTCAGCAAGGGCTGGAAGAAGAAGTTC 

TTCTACAACAAGAAAACCGGCGAGTCCTTCTTTACACTCCCCCCAGAGTCCATTGCCCCA 

TTCCATACCTGCTACTACACCCGGCTCTTCTGGGAGTGGGGAGATGGCTTCCATATGCGC 

GATTCCCAGAAGCCCCAGGATCCAGACAAGCTGTCCAAGGAGGACGTCCTTTCCTTCATC 

CAGAGTCACAATCCTCTAGGCCCTTAGATTTCCACCTGATGAATGTCCTGTCATTCTTAA 

GGCAGGGCCCAGTGACTGGGTTCCTTCTGCCTCTTAGAAAGGCACTGGGACTGTTCTCCC 

TGGTCACAGGGAGATGGGCTCCTCTCCATTCCCAAGGAGCTCAATTGGGACCTTAGAGGA 

CGTATCCTTGTGGAACTCTGCTGCCTGAGAGCTTGACACCAGCAGCAGGCAGCCTCCAAA 

GCAGCTGCTTCGGGGCAGGTCAGTGCTTTAAGCACTTGCCANANTGGCAGGCTTTTGGGC 

CCMCCATTCCCATTGTAMTATGTGGGACTCAGCAGTGIvnTCTGAGTTTCAmNCTGG 

TCCCCMGMCAGTCANCTTCTTGTTTTTGCCCMCTTTTTTACTAAGGCTAGCCAMTT 

GTGGGAGCCCCTCCATNACCGGGCTGGGCCAAGGANCCCCCTGTNGNNCCAATCAAAANT 

TG I I I I 1 1 GNGGGCTTT 

Sequence 4997 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTTTCATTTTTTGATGATGTGAGGGCCA 

AGAGCCTTGGCCTTGGTTCACTGAAAAACTGAGACAGCTGAGTATAAAGGGGTCX^CCAGA 

GA ACCTC CGACCAGCCTGCGCATGGGGAGAACGGGATGGAGCCTCAGAAAGTTTGTGCCA 

TTGTTTTGCAGTGGGG AGGAG CCTGGCCTCTCCTGTTCTGGGGTGGAGTCTCGCTTTGCT 

GAGAGTCCTTGTTTCCCTTTTGTTCCCTTTTCCTCCCTCAGCCCCTTCTCACCCCTTTGC 

TGTCCTATGTAGTGATTTGGTGAGAAAT 

Sequence 4998 

CCCTTTNGAGCGG NC6CC CGGGCAGGTACCTAGCTGTTGCTTATACCTATTATGCCANAT 
MTTATCTCTATCCTTTTTTTCTAGTATTGTGCCACACACACACACACACACACACACAC 
ACACACAC 
Sequence 4999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTTGCTTTCTCTTACAAAAAGAAAAAAA 

AMTCCTGTTGTATTAACATTTAAAMCAGMTTGTGTTATGTGATCAGTTTTGGGGGTT 

MCmGC TTAAT TCCTCAGGCTTTGCGAmAAGGAGGAGCTGCCTTAAAAAAAAATAA 

AGGCCTTATTTTGCAATTATGGGAGTAMCMTAGTCTANANAAGCATTTGGTAAGCTTT 

NTCGTATATATATTTTTTAAAGAANAAAAAAACCCTTGAGCCTTAAAACGGNGCTGCTGG 



A 
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GMCATTTGTNCTCTTTTAGNGCATTTCCCCCGGCCTTGGCTTGGTCNCTGCAGNCTTAA 

AAAMGANGGTAAMGGGCAGNCCMGGGGAMGGMATTNTGTTTNTNGGGMTTGTTT 

CCACCCCCCCANNAAAGGGCCCCGANACNCNCCTGGCCCCCCGGGTTGCCCTGNCCTGGG 

GNCCCCCTTGGGGNAAAGGNCAAAAACCCCGTTCCCCNTTTNNGNNCCCTNNGCCCCNTT 

TAA AAAMGC CCNNNNGGNTTACCCCTTTTMNAMATTTCCCCCTTTGNTNAAAAATNT 

TTTNl I I M l GGGNNGGGGGGGGGGG I I I I I I I 1 1 I I NNCCCCAAAAAAAAAAAAA 

Sequence 5000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I I M 1 I I I 1 1 H I 1 1 I N I 1 1 1 1 I C I I 1 1 I 1 

1 1 m 1 1 1 1 n n 1 1 1 1 im 1 1 1 1 1 1 1 hi 1 1 1 1 1 1 ii 1 1 1 1 1 1 anaaananaaaaaaaa 

ANTT TTTN ANTNGAATN AAAAAA AAAAAAACTTNNATNNAAANAAATNANGGAAGGNNTT 

TTTATTTrNGNNNGNTNTTTTTTAGAAAAAAAAAAA 

Sequence 5001 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTGTTGAATAGAGACCACAT 

TCTGGTTGMGACACTMGCCATCTTATTTCAGCCTGAATCTAGTAATCAGAAGCTCACT 

AACTCTTGATGCCTCCTGCTTGCTAGTTAGATAACTCCAAAGATTAGAGAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 5002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I 1 1 I II I GCAGAATTGTTA 

GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCTCAGTAGAGGAATGGCCAAATAAA 

TTATGATATACTCATAATATATAATATCAAGTATCTGTTAAAATAATGCAGTAGTTTATT 

CTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTAC I I M 1 1 1 1 I I » II I 1 1 

TTTTTGGGC CCCAN AMTACTAT^AAMCCGGGTGATCAAMCAMACTTATGTCATGA 

ATTTTMNAGTTTrTAGCAAAAAANATATTTTTGMCTGGCNCAGCAMAGCAMGTTGA 

ACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAAC 

ACTMGCTCATGACTGACATTCTCMTATATCCACTGATTTTTTTAAAC 

Sequence 5003 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCATGTGCCAGAGGAACTTAAGCAGCCGTT 

ACACAGAAAGTCCAAATCGCAGGCATATGCTATGATGCTGTCACTGTCTGACAAGGAGTC 

CCTCCATTCTACATCCCACAGTTCTTCCAACGTGNGGCACAGTATGGCCAGGGCTGNGGC 

GGAATCCAGTGCTATCCANTCCATAAGCCACGTNTGACGTTATCAAGGTTGACCAAGAGT 

GGGACCAAGTCCAACAGTAAGCATGGCTCTTTCATATAGGACTATTTACANGACTGCTGA 

GCAGAATGCCTTATAAACCTGCAGGGTCACTCATCTAAAGTCTAGCGACCTTAAACTGAA 

TGATTTAAAAAAGAMNGAMGGAAAAMGMACCTATTTATTCTCCGATATTTTNGTTT 

TGCACAANCNAAAGGCANATGGCTGGACTTNTGGGAANGAATCAANCCAATGGCCAACTT 

TAAANNGANTNCANNTGAAAAACCAAAA 

Sequence 5004 

CCCTTAGC GTGGT CGCGGCCGAGGTACATTCTGTTCAGGTGATAACTGAGCCTCAATCAA 

GCAG AM CTTTTTGCTTG AMTTAAAAAAAAMTTTCTATTAGTGAMTTTC I I 1 1 1 1 I I 

ITITTTGGGMGC ACCCT GTTATCTAMGMTCTTTGTAAGATrrTTGTAAM 

TTTNA CMG ATTTATTTTGAAAATTGGNTTTrTGCMGATTGGTATNATTTCT 

ATGGATTTTNTAATTGGGAATNACCATAAAAGAATTCCTTATNNCCAAAAAAAAAANNAA 

AAAAAAAAAAAA 

Sequence 5005 

ACGCGGGGGGAGCCAGAGAGACGCAGCTAGGCCTCCACGGCTGTGGAGAGATCCTGCCAC 

GGGCCTTGTTCACCATGTCGGTGCTGGATGCGCTTTGGGAGGATCGGGATGTCCGTTTCG 

ACCTGTCCGCGCAGCAAATGAAAACAAGACCTGGAGMGTCCTTATTGATTGTTTAGATT 

CCATTGAAGACACCAAAGGAAATAATGGAGATAGAGGTAGACTCTTGGTAACAAATTTAA 

GMTTCTCTGGCACTCTTTGGCATTATCAAGAGTCAATGTTTCTGTCGGTTACAATTGCA 

TATTGAATATTACAACAAGGACTGCTAACTCTAAATTACGAGGCCAAACTGAAGCTCTCT 

ATATACTAACAAAATG 

Sequence 5006 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGGACGTCTCCCCATTACAACTACCCAATCCGA 

AGTGTCAACTGTGTCAGGACTAAGAAACCCTGGTTTTGAGTAGAAAAGGGCCTGGAAAGA 

GGGGAGCCAACAAATCTGTCTGCTTCCTCACATTAGTCATTGGCAAATAAGCATTCTGTC 

TCTTTGGCTGCTGCCTCAGCACAGAGAGCCAGAACTCTATCGGGCACCAGGATAACATCT 

CTCAGTGAACAGAGTTGACAAGGCCTATGGGAAATGCCTGATGGGATTATCTTCAGCTTG 

TTGAGCTTCTMGTTTCTTTCCCTTCATTCTACCCTGCAAGCCAAGTTCTGTAAAAGAAA 

TGCCTGAGTTCTAGCTGAGGTTTTCTTCTCTGMTTTAGATCTCCAGACCCTTCCTGGCC 

ACMTTCAMTTMGGCMCAAACATTATACCTTCCATGMGCACACACAGACTTTTGAA 

AGCMGGGAC MTGA CTGCTTGAMTTTGAGGGCCTTTGAGGAATGAAAGCCTTTGAAGG 

GAAMNAMTACTTTTGTTTCCAGCCCCCCTTTCCCACACTTNTTTATGTGTTAAANCAC 

TGGGCTTTNCTNGA ANCCT TGGGMGCCCNCGGGTGGACTGGTNTTTACATTGTTGTTTT 

^ANM AMAC CTGATTTTAAAAAGTTTCTGGATCGGTTCCMGNANAATGNATTTAAAA 

TNTTCC ATTTTCCG N AAAAAAAAAAAAAA AAAAAAAA 

Sequence 5007 

GGAANTGGAAANATGGTNTAAATTGGATCCCTTGGTGANNCAACCCAGGAGGCCTATCTG 
CAACATGTAGGGTGTGGGGCGACAGTATTGTGGGGCTTCCATTCATCTTANTACCTCGGC 
CCGCNACCACGCTAAGGG 
Sequence 5008 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGAGGCTAAAACAGGAGAATCGCCTGAACC 

TAGGAGGCGGAGATTGCAGTGAGCCGAGATTGCACCACTGCATTCCAGCCTGGGCAACAG 

AGGGAGACGCCCTCTTAAAACAAACAAACAAACAAGCAAAAGCCCAGATCACTGGGCCCC 

ATCCTCAGAGTTTGTAATTCAGTAGATTTGGAGGGTAGTCCAAMTTTCTGTTTCTAAAA 

ATTCTCAGATGATGCTGATGCTGCTTGTTCAGGGACCACACTTTGAGAATCACTGGTGTA 

GGATACTGTTAAGTGAGATGAGTGMTGTAAAMTATATTTAATCTGGTCCAATTTTTGT 

AAAATAAACAACTCCCCAAATGCTATACATATGTGTATTCATATGAAAAAATATGACAAA 

TGCTACACAGTAGGACATTAACATGAGCCCGAGTACCTGC 

Sequence 5009 

ATAGGGAGTCGACCCCGCGTCCGATTCTATTCCCCAAATTAACTGAAAACATGAACGCTA 

GATGGGMTGATGGGAGAMTMTATATTTATTTCGGTGAMTTTTGCATGTGTGAAAGT 

TTTGTTAACTAGGACCTT CGAG ATCCTAGACTGCTTTTGTCTTACTGTGGGAAACAGAGT 

CTCTTGTAGACACTAGCATTTTMGGTGACAAMGTCAMGGTTGTTTCCTTTGGTTTAA 

GCGGCAGCCAAGCATTCTTCAATTGGGGGCTTAGGGTGTGGCTGTTGACAACACATTTTA 

TTATGGGGTCTTTAATGATAAAATATTMTCTMAAATAAGCCAAAAATTACAGGTTTAT 

TTTTCACTAAACAGACAATTGAAATACATGGTACAAAAATAAGTGGTAAGATTATTGTAA 

MTGAMAATGGACAGMTAAATATTCMTTTAATTTTCCATCTATGAGAATTTCACAAT 

AAAATCATAAGTTTACTTTGTATTATANNANAAANNNNNNNNNNNA 

Sequence 5010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNN I I I 1 1 1 1 1 M I i I 1 1 1 1 II I 1 1 1 1 I CC 

GGANATAGAGCCTNACTCTGTCTCCCAGGCTGGAGTGCAGNGATGTGATCTTGGCTTACA 

GCAATCTCTCCCTTCTAGGCTCAAGCGATTCTCCCACCTCAGCATCCCAAGTAGCTGGGA 

CTACMGTGTGCCMCTTAGMTTATATTAGCCACACCCAGCTMTTTTTGTATTTTTTT 

GNAGAGGCAGGGTCTCCCCATGTTGCCCAAGGTTGGGTCTTGAACTCCTGGGCTTCAGNG 

ATCCAC CCATTT NGCCTCCAGCAAAGGGCCAAGATTACAGCCATGGACCCCATGCCCAGC 

ATMCTATTTTTMTGAMGTAGACTTTAAAMAGAAAMGTNTTTATTAGAGGTAAGAA 

GACCCCCTCNCCAGAAAAGAAAAATTTTACTTAGGGGCCCAGGCCCCAATGGGCTCGGGC 

CTGTAAATTNCCAGCACNTTTGNGANGGCCAAGGNNGGGGGAACACCTGNGGGTNGGGGG 

GTTCAAGACCAANCCTGGACCAACATGGNANAAGCCCNGGNCTNTTCTTAAAAATTCCAA 

AMTTTGCCCAAGCCTTGGGGGGGCANATTGCCNGGTTTNCCMCTTCTTAAGGAGGCTT 

NGGGGGAGGANAATTTCTTTGGNCCCCAGNAAGNGANGGTTGCGGGNGAACNTAAAANTG 

GGCCAATTGGANTTCCACCNGGGGGAAAAANAANNAAAA I I I M II IA AAA 

Sequence 5011 
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CCCTTAGCGTGGTCGCGGCCGAGGTACMTTAGGTTCTGACTTAAAGATTAGAGATTGAA 

ACAMCAGAAAAAAATGCMCCGCTTGCATTTCTTGCTAAAAGTAAACCAAAAGCAGTTT 

MTTTGMGGATGTGCTATGGTAGCCGTGATTAGGTTTTAGGTCAAATAACCAATGGGCC 

CAACTCAATGTGAGACAGGGGGAGCCTCATTAAGAAGAGTGGCTGAGAAGGAGGCAGCAT 

GACCAGTACCTGCCCGGGCGGCCGNTTCGAAAGGG 

Sequence 5012 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I ) I 1 1 1 1 1 I 1 1 I) I I 1 1 1 1 I I I 1 1 I AATTTT 
I 1 1 H I » 1 1 I I I 1 1 I I I 1 1 1 I I I I I I I I I I I I I I I NTGGCAAANNNAN I I I I I INTTTNN 
ANTTNGGNNATTGGTAAMTCCTAGTNACACMTTGNANATTTTTTTNNCNNNAGMTTT 
TTThTrTTMNGNAAANMCNTNTGAAAMATANTNNANTTNTGGAAATANCNNANANATT 
TTGI I I 1 1 i AAA 
Sequence 5013 

CGCCCGGGCAGGTAC TTT N I I I I I I I i I I I j II I I I 1 1 I M I I I I I I 1 1 I I I H 1 1 1 II 1 

Mill 1 lllllllllll 1UN M 1 Mi ll II Ml ni l MH III M I I I MIM I I IIN 

I 1 1 1 I I M I 1 1 NNTNANNAAAAAAAAAAANNTNNTNNATAAANANAAGCCTNNNNCNNAC 

ANNACTAGGAAGNNNNTANATNNANNNNGNGGNTNTGNAAAAAAAAAAAANTTTANTNNN 

ANCATNNAAAGTGGAANGGNNNNTATCCTGAANATNNNGANNGNNANTGNNNNANTGNAN 

ANTCTGNNMGAAATATNNTTTACCCTTNCTTNATGGGGAGGCTTAANNATGNNCANNNC 

TTNCATGCCCTTNTATCCCANATTACCTAAATGC 

Sequence 501 4 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCAGGTCTGAAGGCAACCACACTGATTATG 

GAGGC TCCACTTTTTCACTACCCAACTCAAAACTGTCATTGTCAGT Cl I I M I I GAATTC 

TTTTTAAAGACAAAACTAAACCCAGAAGATCGAACTGGAAATAAAAGCAGACAAAGAGAC 

CACCAAATATACTGTTTAAAAAAACAACAACAACACTGCTCATGGTTTACAGTATGTGGA 

CAGTTCCTTTGTTCATGATAGAGTAAACAAAAGTCCCTTTTGTGTGCTTGAGCAAATGAA 

AACCAAGAGGAGAAAAACACACACCACCTCCCATCCCCTAAAAACATAATTAACAAAATA 

AAAAATAAAATAAAAAATCCTTTGCCCCAGTCMCGTTTTTGCAGCATCCATTGTGGTCG 

GCCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5015 

CCCTTTCGAGCGGCQGCCCGGGCAGGTACGCGGGTGAGTTTGCTATTCCTGTTTTATAAC 
CTGTTCTGCAGAAACCTATTTTTATTAMGATTTTTATAAGAAAGGGAAAAAAAAAAAAA 
AAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5016 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCGTATAGCAGACCGCGGGCACTGCCGCCGCT 

AGGTAGAGTCTGAGGGCTTGTAGTTCTTTAAACTGTCGTGTATACTCGAGTCTGAGGCCG 

TTGCTGACTTAGAATCCCTGTGTTAATTTAAGTTTTGACMGCTGGCTTACACTGGCAA^ 

GGTAGT7TCTGTGGTTGCCTGGGAAATCGAGTGCCGCATCTCACAGCTATGCAAAAAGCT 

AGTCAACAGTACGCGGGCC I I I I I I I I CACAAGATGGCGCCGAAAGCGAAGAAGGAAGCT 

CCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAAGGCAAGTGTT 

GAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCC 

GAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGNAAGAA 

ACMGCTTGACCACTATGCTATCATCMGTTTCCGCTGACCACTTGAGTCTGCCNTGAAA 

GAAAGAAT 

Sequence 5017 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCATTCCAGG7TGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCTTTGTTGTCCTCTTTTGMGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATMTTMTAMGAGCTACTAGTCCAGTATTTTCATTAATAAATTAATAT 

CATMGTGMTGGAATTCTTCAGGACCTTAGMGMGTTATGMTATAACCTTTCCTTGA 

GMGTMTTTTCATGTAAGAGGGMGATAGATTTATCTTTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCMGCCTTAATGTATGATATAGAGATTAGTCTTTTACTTATGACTGACAAA 
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AAACCCTGATGCCTTGAAAGAAAGCCTTGGCTCAGTGATAGACTTAATTACACACACACA 

CACGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5018 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTATTGTATTCCMTTTAAAAAAACAAAAT 
TMGTCTA TATTTTAAAA ACTCTGACAATAGCAAGATATTTAATGAACTCTACTTCATAT . 
CTAGTTCA I I I I I 1 1 II I CTGGTTTGAAAAAAANATCAGCTTTCCCTGAATAAACAAAAA 
TGAATGTAAATAAACATGAAAATNCAAAACCNTAATTTCCAAAAACGAAATGAATGGGCC 
AACAGTAAAATGCNCAATGAGCCACAACTGCCCTGGTNTTTAAAAAAATAAAGGTCAACT 
GNGGGTCATAAANAAGTNTCAACTTTTAAAAATATATGTATGTATNGCTACTCATAGCAT 
ACTCTGACCTAAAAAAGGCANATNCTGATTTTATAGCCAGGGACAAAAAATTTGAACGGA 
ATTGCAAAACCCCCTGCTTGNGATCACTATATGAAATGGAAGAATAATTGAAAT 
Sequence 5019 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I II I I I I I I I I GAGACGGAATTTCGCT 

CCTGTTGCCCAGGCTGGAGTGCAATGGTGCAACCTCCGTCTCCTGGGTTCAAGCGATTGT 

CCTG CCTCAG CTTCCCAAGTAGCTGAGACCACAGGCATGCACCACCACACCTGACTAATT 

TTGTATTTTTAGTAGAGACGGGATTTCTCCATGTTGGTCAGGCCGGTCTCGAACTCCTGA 

CCTCAGATGATCCTCCCGCCTTGGCATCCCAAAGTGCTGGGACTACAGGTGTGAGCCAAG 

ATCACAAAAGAGAGAAAAGAAAAAAGTCTATCGGGCTAATGGGAAGCTGCCAGGGAAGAC 

AGGGTC7TACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5020 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCTGGGTGACCTGGGGTAAGCTACTTAATCT 

CTCTGAATTTCATTTTGTCATCAGCAAMTGGGCATAATMTACCTACTTTATAGGTTTG 

TTTTATAGATTAMTATGGTMGCCATGTTAAATATTCACTTTAGTGAATGGCTCATTGT 

TMGTCCTCAAAAGTAGTTGTTAACAATAATAAATGTATACATAAGTTATACATTTCCTT 

AAGCAATACAAAATAGGTCACACTGAATGGAAACACCTCAAACCATCTGTGGTTTACCCC 

TAGAGAAAATTCTGATTGCCAGACATAATATATAGGGGCAGGTCCTTAACGTGTGGTCTC 

CCACTCTCTCTAGGTGGTAGTCTCCTCTAGGGGGTGTGCAAAGTTACCTGGGGC 

Sequence 5021 

GGTACCACTCTTTGGATGTGATTGGGTTCCTGCTGGTCTGTGTGGCAACTGTGATATTTA 

TCGCCACAAAATGTTGNCTGTTTTTGTCTNTGGMCTTTGCTAGAAAACCAAAGAAGGGA 

AAAMTGATTAGTTATATCTGAGATTTGAAGCTGGAAAACCTGATAGGNGAGACTACTTC 

AGTTNATTCCAGCAAGAMGATTGTGATGCAAGATTTCTTTCTTCCTGAAAAAAAAAANA 

CAAAAATGGAAATANNTTCNTGNCCGGNNNNNATTACCATGGGGNAAGTTCCCCCCCNTN 

GGNNGNMTAATGNNTGGTTCTTTCATGCTTTTTTCTGTGCGCTTACCTAAGNGTGAATA 

TGTNMGGGTTTGNfTTTGNATACAAATGGGATTATACTAAMTMGTMTGCCT 

AAGGATAGGTTAAATTTGTGAA 

Sequence 5022 

CCCTTAGCGTGG TCGCGGCCGAGGTAC I H ) I 1 1 1 1 1 1 1 II J J I M 1 1 I NAN! 1111)11 
1 1 1 I M I I 1 1 I I I I I I I M 1 i I I I I 1 1 I I I I 1 1 I I MM I 1 II I I I I I I II I I I M AAAA 
ANN NNNGG GG 1 I I I I I I 1 NNNAAAAAAMNANTNNNANANNTTTTTTNNAAAAAAAAAAA 
ANNATTTTNTTTTNNNNNAAANACANTAAN I I I I I I I I I I I CNCCCCCCCCCCCTCCAAA 
ANNANNNNNGGAAANNGGGGNGGNNTTTTGTAAAAAAAAAAAAACTNCCCNCNNANANCC 
NAAAAAAAAAATACTGGNANNATAAAAAAACANNCCNCCCTTAAGGGNTTNAAANNCCCC 
CCCCCTANGGGGNNTNTTTNNAACTAAN I 1 I I I I I < I M I I I I I i 1 NNTTGAAAAAAAAA 
AANNGGGGGCCNCCCCNAAAAAAAANGNGGGGC I I I I I I I I I I I I I I AANGAANNCCCNT 
NNCNAAAAAAAAAAAAAAAAATNNNNTNGGCCTTCAAAAAAAAAAAAAAANN I 1 1 1 1 1 I I 
TNCCCCCCCCCNCCCNGNNAAAAAAAAAAAAAAANCCNC I I I I I I 1 1 II I ) I I NNAAAAA 
AAANAAANTNNI M INI 1TTNATAAAAAANAAAAGNGGANGGGGGGNAANCCCCCCCCC 
ACCN I I < M I I I 1 I I I I I I GNNGGGNNANNGNAAN I I M I I I I I I 
Sequence 5023 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCAACCATGGAGAAGATGAAGCAGGTGGT 
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GACACAGACTCGGTGGATGAGGCCAGATGCAAAGAGAGCCAACAGGAGGCACAGGAGAAC 

TAGGGAGGCAAGAAGAACAAGGAGGGCAACGGTCAGAATGGAAATACTAGGCATCTGCAC 

ATGGAGTCCAGGAGAAATCCGGGGCTCTCTGAATCCTGGGGAACCTGCTTAGAAGGGTAA 

GCGTGACTACAGCAGGAGGATTCTGATTACCTTAATGATACCCAGAACATGGAGGTAGGA 

GGTTGAGTGTGGTGGCTTGCACCTTGGAATCCCAACACTTCGGGAGGCTGAGGTGGGCAG 

ATCACTTGAGCCCAGGMGTTTGAGACCAGCCTGMCACAMGTTGAGACCCTCTTmA 

AAAAAAAAAAAAAAATTGANTTNAAAAAAAGTACCCTGC 

Sequence 5024 

CCCTTTCGAGCGGCGGCCCGGGCAGGTACGCGGGGATCTTGGGGCTGCTGGGACTCGCGT 

CGGT TGGC GACTCCCGGACGTAGGTAGTTTGTTGGGCCGGGTTCTGAGGCCTTGCTTCTC 

TTTACTTTTCCACTCTA GGCC ACGATGCCGCAGTACCTATTAGAAAAATGCTACAAACTT 

TCCATTAAAMTATATATTTTCTCCTTCATTTGTCATMTAMCAGMTATMTTTTCTT 

TGTAAAATTMGTCATACCGTTTCTTTATAGGATGATAATATGTACCTCGGCCGCGACCA 

CGCTAAGGGCGAATTCCAGCA 

Sequence 5025 

CCCTTAGCGGCCGCCCGGG CAGGTAC I HI » II I I 1 1 < II II 11 II I 1 (I 1 1 1 1 1 CTTTC 
1 1 1 N I I I M II I I 1 II II I II II I I II I I I I I I AANATGNCN I I I I I I INI I H I ICTT 
I I 1 1 1 1 I I I 1 1 I N ATN ATTTTNTTC I I I 1 1 I I I I I I NTTTNNANNCNNNNNGAGGGNNGN 
GGAAAA ACCCN A AAAAAAAANANAANAAAAANTC I I I I I I I I I NATAAACCCCNNANNAA 
NAANA TGTTTTTNAANANTNTN I I I I 1 1 1 I I 1 1 1 AAAAAAAAAACCAAAAATTCTTTTTT 
T TTTTATNNNM CCCCCCCCCCTTGCANTTANANTNTATNAAAAMTTTTTTTAAMNT^ 
Nl 1 1 I I II I I IAATNTTCNNNNGGNCCCANNNCTTNTATGANNNANNTTTCCNNCNTNNN 
GGGGNNGGATNTTTNTANAAAAAATATNCNAAAAAAAANNGTGTGNNAANAATATNNNAA 
ATTGNTTTNTCTNTTGGGAAAAAAAATT 
Sequence 5026 

NNAGCCTGCTCGNCGGCCGCCAGGTGTGATGGATTATCTGCAGAATTCGCCCTTTCGAGG 

CGGCCGCCCGGGCAGGTCTCTCTTCGTGTGCAAGAGATAACTATGAAAGCCAAATTCAAA 

TACTGGCCMCATTTCCTAMGGGGCTCMTATCTATCATTCGTCTTCTTTTCCAAACTA 

CACATCACTGTATGACTCMCCAGTAGCAGTTATATTGCCCCTTGGTTTTTATTCAGTTT 

AACTACTGTTTCCAAGATAAATGAGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5027 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCCTACTCAAAATTATATCACAAATTCAGCT 

GGGAGCTTCTTTTACCCTGTGACCCCTCCCTGAGCTCATTGGCTMCTTTCTTGAGGGCT 

CCTGTGAGATATAGTCAGGAATGGCTTTCCTTGGTTCATACTAGAGACTCAGAATACCTG 

CAAGGCACTTCCTGCGACTGCTTCTACTTTTATTTTCACGAGGCTCCCTAMTTTGTTCC 

AGCTCTTGGTAGCATTMGGCCTTCTCCTGTGGCCTGGATTTTCAGATTCCTTAGTGGGG 

ATATGTGCTCAAAGGTAGAATCTCCCCGTCTCATACTCTGGGAACTTTTAI I I 1 1 1 1 ICC 

TATCTCATGGAGTAGGCTGCAGCCTATCACTTCCTTCAAMGGTCTGTGGATTTTTCCAG 

TTTTCCCAGTGGGAGAGGCATGCTAACAC 

Sequence 5028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATACTCAGTATTTAAATATGTCCCAGTATAGA 

AGCATMCTTCA ATTAA TTTGCTGACACTMCTTCTTAAAAACTTACAAATATTCAAAAC 

AMGGGAAAAMTTTTAGATAGCCMGATTTAAAAAGCCATCGCCTTGAACATGGAGCCT 

CCTNNCAAMGAGGAGATATACTTGTATACTCATTATATTTTATTTAGTAGCCATGTAAG 

GAMCACACACTCACTTATCCCAMTATTTTTCTACTTTTAATGGACATCCACTTGAAAA 

CAMTCTTMTTTTMTGTCAATTTAGTTTCAMTACTTTTCCAGCTGCCTAGTATATTC 

CMTTAMTGCTATTATTATATCTGTTTTAAMCTGGGAATTAAAGGTTAGAAATACTTT 

GCAGAGTGGTATCCAMTCATTTGAGAGGCCAACATTAAMTTTGACTTTAATGTCTTAT 

TMTATATCAACAGGCMTTGTTCCGACTTTTGAGGAACACTAACACTGCTTCCAAAAGC 

ACCCCTGCTTTTCTTTCTTCATCCCACTAATATTGNCTTAGATGTTGTCAACCAAGAAAC 

ATTTATGGTAANGAGAGCTTGCTGCATAAAACTGNATTGGATAATATATTCTTATGTCAG 
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AAMTACTCMTTTCTTCTACTTCACTTATTTAAAACCC 
Sequence 5029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAGAGAGAGGTTCCACTGCTCTTAAGAAA 
TTGMTCTrTTCAGCAGACTCCTCTTCTATTTCCATMCAGGCTGAGAAGTCTTCTTTGT 

TTTCAAATAGCTCACATTTGTTCCAAGAAGTCCATCCCCGCGTACCTCGGCCGCGACCAC 

GCTAAGGG 

Sequence 5030 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCATGATCTCAGCTCACTGCAACCTCTGC 

CTCCCGGGTTCAATT CTCCTGC CTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCNCC 

ACCATGCCCAGCTMTTTTTTTGTATTTTCAGTAAANATGGGGTTTNTNTATNTTGGCCA 

GGCTGGTCTCAAACTCCTGACCTTGTGATCCTCCTGCCTCGGCCTNTCAAAGTGCTGGGA 

TTACAGGCAT GAGCCAC CACTCCCGGCCTAMAAANAAMNATTTTCAACCCATTCGTAA 

TATANCAGGA I I 1 1 1 1 1 1 AATTCCAGNGTATANAAGTCTAATTAANAANAGCAAATTTAT 

TMTATTTCTAGTTAMTTTATATATTTTAGTCTAAGAGAAAATATTAAAGCGTTGAATA 

AATAAATGTTTAAAAACAAAAAAA 

Sequence 5031 

CCC TTTCG AGCGGCCGCCCGGGCAGGNAC ) J I I J I J 1 1 J 1 1 M J ) J M I I J CCACTTAAC 

TAT^r^TTTCTTACTTATNTGCNTTAMCTACCAAAMCAAATCAA 

CTMTTCTTCCTMTGGCTCTNGTTAGNCGGAAAAGTTGTATTATTACTGTTTCTGAAAG 

GTAAAANCNTNACCNTAAAACAAAATTANATGGATTANAAGAGTANATGTGAGGCTGGGC 

GTGGNGGCTCACATNTGTAATGTGCTTCAAAAACAGTANNTTGAGAATCANAAGCAGAGT 

NGGATGTGTTCACTGCTTCCAGNGACTATGGACAGCACACCGNTGATAAAAAACTAACCT 

CCACGAG 

Sequence 5032 

AACCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTTAAAAGAANNGTAAAGATTGGCCTG 
TTAGAAAAAGCATAATGTGAGCTTTGGATTACTGGA I I I I I M I I I I I I I lAAACACACC 
TGGAGAGGACATTTGTTNACACTGTTTTTACCCTCGAACCCTGATGCGGNNCCATNANGT 
AAATATTTCAAATATTAAAAATGNATANATNCAAAAAAAAAAAAAAAAAAAAAAGNNCAT 
TGGATACTGCAGNGNCNNCTACATGGGATGGGACAGGACATAANGNAAAACATAA 
Sequence 5033 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACACGTGCACATCAACACTAGGCTTCCTA 

CGTCTGTTTGCTGAAAAGATCTAGAAATAATAACCAACCTAGTGGAATTGATCTTCCCTG 

GTTTCCAGATTGTCATCTTGATACMCATmCCACAMAGMGCCAGGGTTTTTGGAGA 

AAGACTGATTGTATGTCCAATGCAAGGATTTTAAAAGATGAGCCTGGTGGTGCATCCTGG 

AAACCTAACCAGATAGTAAGAAAACTGACACTACTTTATGTCGGAAGTATTGAGGAACCA 

ATATGAANAGGCTTCCAGTGGCCAAAGATGTGACAGTTAGAGCATCAGTGTGGATAATAA 

CAGGAATGGATTGAAATGCATCGAATATGCTTGTCTCTCTGAGTCCATAATACTAAAAAA 

TTMTTGGTCACCTTTGMGGATAMTAGAAGCCCATATCATTGTTTTGAAAAATTGTAA 

ATAGAAGATATGAGCATTTATCCTGCCTTTTCC 

Sequence 5034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGGTTAAATTTGGAG 
MTATCTTTAGAGCCTCMTCTGGCTATTTTGGMGATTATTTTTGAAMTMTTTCAAG 
GAAMTACTAGATGTCTTTTAGATMNGCTTTTCAATTTGAACTCNGTATACATG 
Sequence 5035 

CCCTTAGCGTGGTCGC GGCCGAGGTAC I I I I I I I II 1 1 1 I I I I I II I I II NGGl I I I 1 1 I 
'I M I I 1 1 1 1 I 1 1 I I I I I I N AAAAAAG AAAAAAA I I I I I 1 1 I I NNAAAAAAAAAAAAANGN 
NCANNNNAAAAAAMAMNTTTTTAAAAAAAAAAAAAAAAANGGGNCNNTTNNAAAAAAA 
NnTNNAANC CCCNNA AAAAACNNNNGNNNCCNANTTNNANTNNNAAAAAATTNGGGGNNC 
CCCCCCCCNTTTTTTNCNCCCCNN I I I I I I I I 1 1 AAAAAAAAANG A A I I I I I FTTT NNNC 
CCCCC CNAAAAAAAAAAAAAANNNAAAMAGGNNCCCCCCCCCCCTTTTNAAAAAANTTT 
T7TI l NAAAAAAGGGGGNCCCCN I MINI I NGGGGGGGGGTTANAANNGNGNNAAANTN 
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CCCNNCTNGGGGGGGNTANAAAAANANAANCCCNNNGNAAAAAAANGGG 
Sequence 5036 

ACGCGGGGAAGAGTTCAAAGAGATGTGAGAATTAGAAATGCTGCTGTTGGAGGGAAGATT 

ACTGCTGTCAAAGGGAACAGTCAAGTCAGTGCAAAGGCCCTAAGGTAGGAGTGTGCCTAT 

CATGTTTGAGGAGCAGCAAGGAGACCAAAGTGCCTGTAGCAAGGTGAGCAAGGAGCCCGC 

ACATAAAGGGTCACTCTGCCTGCTGTGTTAAAAATAAACAGCAGGGATGGCCGGGTGCAG 

TGGCTCACACCTGTAATCCTGGCACTTTGGGAGGCCAAGGTGGGTAGATTGCTTGAGGCC 

AAGAGTTCAAGACCATCCTGGGCAACATGGTGAAACCCCATCTCTACAAAAAACACAAAA 

ATTAGCCGGGCGTGGTGGCGTGCACCCATAGTCCCAACTACCTGGGAAGCTTAAGCCGGA 

AGGATGGCTTGAGCCTGGGAAGTNGAGGTTGCAATGAGCTGANATTGTGCAACCTGGGTG 

ACAGANCCAGACACCGTCTTAAAAAAAAAAAAAAAA 

Sequence 5037 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCATTATTATTTTTTCAATTTTTTTCTTATTTT 

TTTAMGGTAGACTTCAGAATCATTTAATCAAATTCCAAAAACAAGGCAGTTTCATGGGA 

ACTATATAAAGACAGAGAGAAAGAGAAAGAAATATATATATACACATATATATATTCTTT 

CCATAATGAACATGAAATTTATCAAAGGCTCACGTATGATTCATGAAAAAAAAAAAAGAA 

MAGAAATTTCCATTTCCTCAGACTTTAAAAATATTTCTCAGTAACAGTTTACTCCATAT 

ACCCAACTAAGGTTATTCCCCCGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTGTCCTTTTACTTCCAGGTGCAGGGCT 

CCCATTTCTTGTAGGACCAGTCTTTATGTATGAATGATAAGTTTTCTGGGTATAGTATCC 

CTGGCTGGCMTATTmCTTTCAGTGCTTTGAATATATCATCCCATGTTCTCTTGGCTT 

TTAA GGTTAC TGGTGAGAAACCCTCTGTTAGTCGAATGGGGGTTCCGTTATAGGTGACTA 

GACAI 1 1 1 1 ICTTGCTGCTTTTAGMTTCTCTCTGTCTTTGACTTTTTAGAATTTAACTA 

TMTGTCTTATGGAGMTACTTTTTGGAATTGTGCCTGTTTGGGTATCTCTGAACTTCCT 

GTMCTGGATTTCTAMTCTCTTGCTAGACTTAAGMGTTTTCAGCTATTATTTTGTTAA 

ATAGCATTTCTATCCCTTTTTTAACCTTGTGGGATCCANAAAATCAMCATTTATTTGCT 

TTATGATGTCCCATATGTCAAAATTAGCTTTT 

Sequence 5039 

CCCTTTCGAGCGGCQCGCCCGGGCAGGTACTTTNTTTTNN I 1 1 1 1 I NTN I I II 1 1 I GCCG 

GGAMGTNNATCTTCTCCGTNTCTCTGGCATTGGCTTTATTTCAAGAATTTCTAGTCTGG 

CCCAGTCATTGTCTTTAAAAGGAGCAAGTGACCAAAAGAACAAATNGCTCAATGACTAAA 

TTTTCCTGCTAAAATCTTAACCGTATATCACTACCAAGAACCAAAACCGAGTTGCTGATA 

AAAATNGTTAAATAAGGGTAGCCACCATCTTNTCCCTGGCCATTTCAAATCACAAGGCCA 

GCGTTAGTGAACAATTCTGTCTTTGCCAATTTGAMTTCAAGTTTTTTCTTTNAAACATT 

CCTC7TTNMCTTGTTTTGTTACTTAACTGT7TTAAGGGCCATCAGGAATANAAAAGACC 

GGGGTTTTAATTCTCACATAANANMGCTTTNTAAATCCCMTTTTNCTCMTTTCATTT 

GAGG7TGANGTATCTACCCAATTAGCTTCCTTTATCAAAGTGTTTTTAGGC7TAAATGGG 

GTTAAAAAAAAAAACCCTATACCTTATTGGGGNAAATCATAAAGGCTTNCTTTGGTAGCT 

TANTGTTTA7TAAATTTNATCAACATTA7TTGGGGCAANATGATTTAAGGAATTGAAAGC 

CCNNCNNAMATTT7TTANCCCTTTCCTTAACCAACAACTTCTNGNTAAAGCACAGCATT 

GGmANTTGAGGCCANGGACCTTGGGCTNGAAATAACAATTTTCTTAAAGGGGG 

Sequence 5040 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCCAGTGGTTTAMCGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTT 

TACAAGTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCTGG 

ACAGAGCAGTATTTCGTTTAAAACTTTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTAAT 

TCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGGCAGGTTAAGGGA 

TACTG TCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGGGAAATTAGGGGCTGAT 

TTTTTAAACTGTGTGAGATATTAACCAGCCGCCCTGTTATAAAATCAGGAAATCCAAACA 

GCGATTTACACCGATTMCACCCCCTTTATATATTTTTTACAAAAATCACTGAGAAAATA 
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ATCAAACGTTTTCATCTCfCTTGNCTTTTTTTGGTTTTTAAAAAGTGTCAAAAGTCTACA 

TTTAAATATAAAAAATTAAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGGAACGTAAAAT 

GGCGTGGGTAACACCACTTCCCAAAAAAAAAGAAAAAAAAGGAAAAAAGGGAAAGGGAGG 

GATTAAGGAAATAAGGGAGTAAAAGAAAGGAAGAAAAAAGGG 

Sequence 5041 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTAATGAAAGAGTTTTAAAATAGGTAAGTC 

TTCT AAAAA CAATAATTACTAAGTCCATTTTACAAATGTTGGTGGGATAAATGGGTGGGT 

C AGATTTTCTTAAAATCAG AAACAGACTGCTAAATAACCTACTGAATACATCTAGGAAAA 

CI 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 IGGGACGGAGTCTCGCTCTTTCGCCCAGGCAAAAACATTTT 

AAACTTTATGGAAGATATACTTATCTTCAGAAGTATAAAAAACACATTGATAAAAATTGT 

TAGGCT GACAT AAAMTATTCATTAAAAAGCTTGTATGCAAAATTTAATCATATAATAAC 

TTGAMCT7TTAAMTGGGATCACTTGTTATCTCCACATGTTCTCTTCTCACCAATTTCT 

CACAAAATCTAAA ACACA GATGTTAGAACTGTAAACATTATTAACCTAGAGACTAATTTC 

CTAAMTMTTACATTTTGCAGAATATAGAGTGAATAGGTGGTTCTTTCTCACAAAAACT 

GGATTGNGTAATCCTAATATGAAATCCCCAAATCTCATGAAAAGTNACTTTGNAAACCTA 

ACCTTAAATTTN 

Sequence 5042 

CCCTTAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTCATGCAACAGGCAGTGTTCAAA 

GAGGCTTCAAGTTCA AGGGA GCTCAGAGTTCCATTTTCCACCGAAAAGCTTTAAACAGAC 

TGMTATTAGTGGACATTTTTGMTMTTTTAAMCATAATTTTACACCCGATCTTAGCC 

AGAAGGTTGAGAAGTGATAACAAAAGTGTCAGTATTCTGGAGAGATATTCCTCAGTTGTT 

ATCAC TTACCACAGTAACTMCATCGATGTTGGACATGCTGTTTTTATAACAACATTCTT 

TTTrrATATT ATTCTT TMTTTTATAAGACTTCATAGGACACAGGCAATACAAATCTGCT 

ATGTTATTCXTTTTTGTCTCTCCTTGTAATTTACAACCTGAAAATGTTGACTGTACCTCG 

GCCGCGACCACGCTAAGGG 

Sequence 5043 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCGGGATGAGATTTAAGAAGGAGTGAAGAGAAA 

GTGGCAGAMGACTATTTGAAGATATGATGGCCAGAATTTTCTTAAATGTTATGAAAAAC 

ATTGATCTGCCTAAGAAACTTGAAGTCCATGTGGTATAATTTAAAGAGATGCATATTTCA 

ACACATAGTAGTTGAACTGTTGAAAGACAAAGAAAAAAAATGTGAAGACAGCAAGAGAAG 

AGCCACTCATCACACAAAAGTCTCCTCAAAAAGATGGCTGACTTCTTATCAAAAGCAGGG 

AGGCCAGAAGAAAGTGGGATGATATATTCAGTACATACTATACAGTAACACTGCTGTTGG 

CCCTGGAGATAAAACAGTCACAGGTCAGCCCTTGCTCCCATAGGGCTTACACTCCAGTGG 

GGACACCCACAAAGCATGAAAATAAAAGCAGTAAAAATAAAACAGGGCATTATGTTACAG 
AGGGGTGGGGG 

Sequence 5044 

A CNATAG CTATCCCTACAGMGATMTGTGTMCTTTTTATAGGAAAAGTGTGGTTTTAC 

TATTTT TGCC TTATCATTCCAAATAANAACTAGTCNGTTAATGATCATATTGTATGTAGA 

GAAAMTTTTCATTGACTCCCATTGTGGAATTCCCTAGCMTTTATTTAGACTTAATTTT 

TTAMTTCMGCTTACTGTATTAGTCATTTTTAGCCCATMTTAAAACATGATCACTTTT 

ACACAGGTGTAGTATGGTGCATTTCATTCCTTATTTATAAA7TAACTGAAATTACAGTTT 

GCTATAATATAAAATGACAATAGTCTCTTGAGTGGTAAGTTGGTTATTTTTTTAGAGGTG 

ATCCANGAATC TTTAGT TTGAAGGCAGTTACC I I H I 1 1 1 1 1 1 1 I 1 1 1 II NAAAAAAAAN 

GNGGGGGGGGTTTTTTNNCCMNGMCTNNGAAMTTNGCCCAAATNNNNGGGGGTTTTT 

CCNCNACCNNANTTNTNGGGTTTTNGGGGGGGGNTCTTNNNNANNANNTGGGGGNNNNNG 

GGNTTNNNGGGGGGNANANAAAAAA 1 1 1 1 1 1 1 1 1 1 GGANNGGNAAAAATTTTTTTNTNTT 

TNNCCCNNAAAAANNNNCNGGGGGGNNCCCCTTTTNTGNGNGNGGNNNNAAAANANNNAN 

AAACNCCCGGGG 

Sequence 5045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGMTAAATATTTATCTTTTGTATTGC 
TAAAAAAAAAAAAAAAAAAAANTTCCTTNNNNCNGNNCNNCCNTANGGGNAANTTCNAAN 
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NNTTNGGGGGNNGGTTATTAAGGANCCCNCTANGGAATCAANTCNGGNTCAAATAAANNC 
ANNTTCNACCCTTACTACACAATCAAAGACGCCCTCGGCTTACTTCTCTTCCTTCTCTCC 
TTAATGACATTAACACTATTCTCACCAAGACCTCCTAGGCGACCCANACAATTATACCCT 
AGCCAACCCCTTAAACACCCCTNCCCACATTNAANCCCGAATGATATTTCCTATTCGCCT 

ACACAATTCTCCGATCCCGTTCCTAAACAAACTANGGANGCGGTTCCTTTGC , 
Sequence 5046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATAAAACACAAATCCAGCCCCAGGATCA 
TAMTrTATGACTCCTAATCTAAGATCACAGCTTACTTCTTTTTATTTAATTAGGAAAAG 
GAATGGATTATATTAGGATGAAGGTCACCATATACCCAGCTCTCCTATAAATTACTTAGC 
ATGGTATATATGCTAAACATTAGCAACCTTTACTTATTATCTTGTTTATAAAACTACATT 
TTGACCATGAG A 1 1 1 1 I I 1 1 ATGGCCTAAAAAG I I 1 1 1 1 1 1 AATATGCTAAACATTAGCA 
ACCTTTACTTA TGATCTTGTTTA TAAAACTGCATTTTGACCATGAGAA t rTTTTTTTAAT 
AGCATGACAAG I I I I 1 1 1 1 I I I I 1 1 1 1 1 1 1 GGNAGTGGATATGTGTCAATAAATTT 
Sequence 5047 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACCAAGTAGAAGGCACTATGCCAGCACTGCA 

TAGCTTTCCTTGAAGAA GAGC ANTTACTGCCCTTCAGGAGTGTATAATCTAGTAGGAGAA 

ATAAAATATTTACATGAGTTTTACATGTAGGAAACTGAATGAAAAGAAAACATTTAAAGT 

TGATGATATGTTATCAAAA GTAGA GAAAATGAAAGGAGAGCAAGAATCTCATAGCTTGTN 

AGCTCATTTGCAGCTTACATTTTTGGTTTCTTCCACAAAAATGATAAGCCATCACCAAAC 

TCAGAAAATGAACAAAATTCTGTTACCCTGGAAGTCCTGCTTGTGAAAGTTTGCCAAAAA 

AAAAAAAAAAAAAAAGTACC 

Sequence 5048 

CGNCGGCCGCCATGTGATGGA TATCTGCAGATTCGCCCTTACGTGGTCGCGGCCGAGTAC 

I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I II I 1 1 1 I 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 

I I I 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 INNNNNN 
NNGGNGNATTNTAAAAAAAAAAAAAAANN1 1 1 1 I 1 1 1 1 1 1 NNNNNNNNNNAAAAAAANNN 
A NANANCM TTTNNNNNNANATTTTTTNTNNNAANNNNNTTTNAAAAANNNCCCCCNNNN 
Nil 1 1 1 1 1 INNNNNNNNNTTTTTNAAAAAAAAAAAANANNNNNNNNTNWNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNN I 1 1 1 1 1 I 1 1 1 1 I I 1 1 NNNNTTTTTNNNNNGGGG 
GNNNNAAANTTTTTTT 

Sequence 5049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATTTAATTACATCATCTTACTGAACACTA 

CTGACTTTAC TGMTCT ATTCCTTGATTTGATGTTCCTTTCATACAAATCACAGTAGAAA 

MCGTATGMTTTTTTTCAATACAGCCAAGATGCTGGCTTCTCACCTGTGAATATAGTTT 

TCACGATTGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCAACAAGTCAGTAGTGATCAGAACACGACTTGACCCTGACCGGAATTCCCTCATG 

ATAACATCTCTCTCCTTCTGGTCCATGTCACCATGCTGCAAATTAATAAACCTTAATTCA 

AGAATCACCAAGTCAGGTCGGTATTTAATTTTAATCAACATGTATGAGACCAAGCGTCCC 

TGGCTGCTACAGGAGAATAGCAGACAGGTATAGTTAAGAAACAACTTTATTTTAAGCAGG 

GGGA 

Sequence 5050 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 1 II 1 II 1 1 III I 1 1 1 1 1 1 1 1 1 CCTAATTTGT 

TGCCTCTTGGTGANAANAAGCTGTTTCTCCTATTATCTTGACCTTTCTAAAGTCAAACCT 

NTTTCTA MCnT ATCAMTCATCCTTTGCTGGCATTACATTTTCCAGGTATAGATCCTTC 

ACCTTCCT7TTGCTTTGTCACANMTGACTTTTTTNTCAAATCATAGTANAGTCTNTAAG 

TATGCCTTTCCTATAGCAATACTACACCTACATAAAAGCTGAACTTACAATNTGAGATTA 

AAAGATATTGCACAAAATGTGCAAGGTTNTTGTACNTGCCCGGGCGGCCGCTCGAAAGGG 

CA 

Sequence 5051 - 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCATATGTATATATGGGGTGGGAGCATA 
A7TGCCATTCCCATGTGTCTCAAGGAAGCTTAATGAGGAAACTAATGAGTTAATATTAAC 
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TCTTCTGMGMAGCTGACATTTTAGGAGTATTAAGTCATCTGTCCGTTAATGAGCAGCA 
AGAATATATTATGATTGTATCACATGTTCCAGAAGAGCA7TACCCCTTACATAGAAAGCT 
CCTTGGAGATTTCATGATGTTGGATGMCATCAGTTTATCCTTATACATCCCTATTGAGC 
TATAATTATCCTCATTTGATACTTGAGGGAAACTGAAGTGACTTGCTCCAAAGTGACTA 
Sequence 5052 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M I I GTTTTG A I M I N I 1 AAACTAAAG 

CTATATAMGCTTGTGGATTAAACAGAATAAATTTCTAAATTAAAAAAAAAAACGTACCT 

NCCCGGGC 

Sequence 5053 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTGGCATAAAAACAGACACATAGACCAATGGAA 

CAGAATAGAGAGTCTAGAAATAAACCCACACATATGCAATAAACTAATCTTTGATAAGGA 

CACCAAGAATACACAAAGGGGAAAAGAATGGTCTCTTCAATAAATAGTATTGGGAAAGTT 

GGATATCCACATGCAAAAGAACGCATTTGGACTCTCATCTTATGCCATATATAATAATGA 

ACTCAAAATGGATTAAAGACCTGAAACCATAAAGCTCCTAGAAGAAAACATAGGGAAAAA 

CCTCCTTGTCATTGGTCMTGATTTTTTGGATATGAAACCAAAAACCTATGCAACTAAAG 

CAAAMTMGTTTAAAAATAAGCAAAAAATAAGTTTAAAATAAGCTTAAAATAAGCAAAA 

ATMGTTTAAAATAAGCAAAAAATAAGCAAAAATAAGTTTAATAAACTAAAAACCTTCTG 

TACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5054 

CCCTTAGCGGCCGCCTGGGCAGGTACTATTTCAGAAAGTCCCTAGATTCTCAGATGCACT 

GGCMGCACCATACACTGMGAATTCACGGAAGATTTTAGTCACTTGCTCACTCATCCAC 

TTGAAGTAAGAAAMTCAGTCACTGCATGTTTATTGTTCTATAATAAAGCAAATGTTAGA 

AATAAAAGTTAGAAATGTCAAACACACTAAATTGTTACATAATAAACTAATCAAGACACA 

ACTTTTATTCAGGACATGGATATTTCTGAAATGAAAACAAMGAAGAGAATTGACTTAAA 

ATGTTTATAMTACCAATATTATGACAGAACCAMGCTATTTATGAGCATTATTTTTAAA 

AGCTTGTTTMGTATTATGCACTTGGCTGTGTGACATTTTGTAAAGCGGAGAAAAATTAA 

GGA 

Sequence 5055 

CCTATAGGGAGTCGACCCCGCGTCCGCAAAGATTTCAGCAACAACCATGGCAACCTTCGT 

GGAGCTCAGTACCAAAGCCAAGATGCCCATTGTGGGTCTGGGCACCTGGAAGTCTACGCC 

AAACCAAGTCAAGGAAGCTGTGAAGGCAGCCATTGATGCTGGGTATCGCCATATTGACTG 

TGCGTATGCATATTGCAACGAGAATGAGGTGGGGGAAGCCATCCAAGAGAAGATCAAAGA 

GAAGGCTGTGAGGCGGGAGGACCTCTTCATTGTCAGCAAGTTGTGGCCCACCTGCTTTGA 

GAAAAAACTGCTAAAGGAAGCCTTTCAGAAGACCCTCACGGATCTCAAGCTGGACTACTT 

GGACCTCTATCTTATCCACTGGCCTCAGGGATTTCAGGCAGGGAAGGAGTTATTCCCCAA 

AGATGAACAAGGCAACGTCCTCCCCAGTAAAACAACATTCCTGGAAGCCTGGGAGGGCAT 

GGAGGAACTGGTGGACCAGGGGCTGGTGAAAGCTCTGGGCGTCTCCAACTTCAACCACTT 

CCAGATCGAAAGGCTTCCTnnnnnnnnnnnnnnnnnnnnnnnACCCTTCCACAACCTTCC 

CCCTGAACCCTTGAAACATTAAAAATGGAATGCC 

Sequence 5056 

CCCmCGAGCGGCCGCCCGGGCAGGTACTAMTTTTTGCCTACMTTTACCTTGTTAAA 

TATTGTAGATAMTTGCTMTACTAATAGCCAMTAGATMCACTMTGCTTTGTTTAAA 

AAAACGAAAAAAACAAAACAAAACAAAAAAACATGAGCAGTGGTGTTCTAATGAAGTTAT 

GACA TCTGTC CTMTTAGTTTCTTAAATACATTTACTACTTAATGGTTTTGAAGCAACTG 

TTTMTTTTTAAMTTTTTGAAMCTTGCTMTMCCTTTTGTTCAGM 

GGTTMTGCAGGACATCMCTACATMTGAMGATGCTTGAMTGCTTTTGTATTTCAGG 

GCCMTCAMTTTMTTCAMCTTTCMCTTCCAGAAAAMCCNTMGCCTTTTTGGGTT 

TGGC CAMCAATGTTATTTTANNGAATGCTTTGGGAACCTGGGAGTGAACTGGATTGGAT 

TTTTNTTMTNTTTANANMCCTTCNNCCCNCNTTGGGGGGTTGTTNGGCTTTTTGA 

AMNGGTTNATTMGTTTNAMNCCTTNCNNGGGTTTT^ 

CNGGGTTGGNNAAAAAATAAMANAMAANTTGCCCCTTTTTCNNTTNNNNNNNNNNNNN 
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NNNNNNNNNNNNNNNNNNNNNNNNNGNNTTTTTTTNNGGGGGGNGNNCCNCCCCNNTNGN 
GGGGGGNGAANNTTTNCCCCCCNCCNGNNGNGGGGGGGGGGGI I I I I I I I I 1 1 I NGGGGG 
GCNCCCCCCCCCCCCCCCCC 
Sequence 5057 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTCANTATTCACTAATGAAATTAATTGA 
GGCCTAGMTTACCATTTCCTATTTCATTCAACCATCCTATTCATAAGTAAAATAATGTT 
TAAAAATGAAC 
Sequence 5058 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 I I I 1 1 I I I 1 1 I I I I II I I I CCAC 

AAAAAANACTACTATCTMCTCTTACTATCCTTTNATAAAANACATTTTAATACCAAAAA 

ACTGCANAGGACATAATCTCATAATAAAGGAAAAGTGATNTAAATGAACAAATTTAGCTT 

CATGTAAAACTNTACAATAGTCTTCATTTTCACACTTTCCTCAGGGCCAGTGCAAACGGC 
ATTGAAAA 

Sequence 5059 

CGCCAGTGTGA TGGGATATCTG CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TGGCCAGTGTCATTTTATTTTTTCCCTCCTGACAAATATTTTAGAAGCTAATGTAGGACT 

GTATAGGT AGAT CCA GATCC AGACTGTAAGATGTTGTTTTAGGGGCTAAAGGGGAGAAAC 

TGAMGTGTTTTACTCTTTTTCTAMGTGTTGGTCTTTCTMTGTAGCTATTTTTCTTGN 

TGCATCTTTTCTACTTCAGNACTTGGCCTGGCCCGATTTTCACCTTTCCTTTTTACACCT 

CAAGAACAGCAGATAGGTNTGCATAACCACAGCAGAA 

Sequence 5060 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTGCAGAACTGTGGACCAATCAAACCTCTT 

TTCTTATAMTTACCTGG TCrTG GGGATTTCTTTAtTTAATGTGAGAACGCATGCCCTTT 

TGGATCTACTGTTTCTACTTTTATAAATTTATCCTGCAGAAATACACAAATACACAAAGA 

TACATGTAAAAAAAGTAGTTTACTGCAGTACATAGTAGGTGTATATAACAATGGGATACA 

TG AMTGT TACAAGATAGTATTTGTATTTTCCCTTTTAAACTTTGTGTCTGTTACTTGTT 

AMTTTTTACAAAAGTAAAACTAACAGAATAATGCTGGCCCAACACTTTGAGATGATAAC 

AAGTCCATATAAGACAGACAAAATTGAACTTA 

Sequence 5061 

CCCTTTCGAGCGGCQGCCC GGGC AGGTACAGATCTTTMTTGTTGATCATTTTATTTTGC 

TGTGGCACAGAAATCTAAGATTTTGGATTTAAAAAAAAACTTTATAAGGGGGAAAAGGAA 

AMGTTGCTCTGGAATAATMTTAGCTTTTAGAAGCATTTAAGATCTTTAGGAGACATTA 

TMCAACTAAATAGGAGCTCTGGTTCAAATTTTATAGGATTCTTATATAAAACTTATATT 

GAGTTTTCTGTTGTAAAAACAGCCCTGTGTTTCTCTGCCATTATTTGGGCTTACAACCAT 

MTTAAAGGCCAAGGCTATGCCCCAGATTCCATGTTAGCCATCTTTTATTTTAAAAATAC 

CCCAAATGGGGCAAATTCATACTGGGACTGAGACAATGTACCTCGGCCGCGACCACGCTA 
AGGG 

Sequence 5062 

NCTCAAGCTGGCGACGAAGGGACCTCGCGTCGCCGCGCCGGGTCTCGAGCAGCTGCCAGA 

GCCGCCGGACAGACCGCCGCCCCCGCCGCGTCATGGCCGAGAGTGACTGGGACACCGTGA 

CGGTGCTGCGCAAGAAGGGCCCCACGGCCGCACAGGCCAAGTCTAAGCAGGCCATCTTAG 

CAGCTCAGCGACGAGGAGAAGATGTGGAGACATCCAAAAAATGGGCTGCTGGCCAGAACA 

AGCAGCATTCCATCACTAAAAACACAGCCAAGCTAGACCGGGAGACAGAGGAGCTGCACC 

ACGACAGGGTGACCCTGGAGGTGGGCAAAGTGATCCAGCGGGGCCGGCAGAGCAAAGGCC 

TGACGCAGAAGGACCTGGCCACGAAAATCAATGAAAAGCCCGCAAGTCATCGCAGACTAT 

GAAAGTGGACGGGCCATTCCGAATAACCAGGTTTTGGGCAAAATTGAGAGAGCCATCGGC 

CTCAAGCTCCGGGGGA 

Sequence 5063 

GGTCGCGGCCGAGGTACATTGTATACTGCAGTGCCGNCTACATGGCATTGGACAGGACAT 
AAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATNATAGTGAATGGCAACGTGAC 
CAAi i 1 1 IGTCTNAAGTTAAAATACCAAAAACTATTACAGTNGTCTACTGGATTTATGTC 
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TATATGACAAATNTTGATACTGCATCCACAACATTATTGGCGT 
Sequence 5064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCCTTTTAAATACCCAGGAATATGCCAGAG 

CTTTCCAMGTTCCCTATAGTTGGCTAGTTCTCCAGACTTTCCTTTTAAATTCCTGGCCA 

GATTCTTCCTTTGCCTCMCTGAMTCACAGCCTTAGGCMTTGACATTTTGCCAACAGT 

TTGCTATTGTTTCAGTAATGCCCTGGGGGTAAGCTTTTTCTTCCCCCAACTGAGCTGAGT 

TCAGAGTCAMTCAAATATCCAGCCACTCTCTCTGAAAAGAGTTTTCCCAGGGAGCTGCA 

AGTTGGGACAAAATATTAACTGTGCTCTGGGGATAGTGCCTTCAATGGGGCTCCAGAAGT 

GGTCAGCTCTCTCCATTGTCTGCMTACTGCCAGCTTTTAGCTACACCACTAAGCTGGAG 

AGAGAGA TGAGA ATAACCCCAAGTTAAAATATCGCAGACCCCACTGGTCTTCCCAAAGAT 

TCACTAAGTTTTCTCTTGGACAGATGATT1TCAATTCATACTCCTGCTTAATTGCCANAA 

TTCTAAAATGGGC 

Sequence 5065 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTCCGAGCGGCCCGCCCGGGCAGGTC 

CGTGCCTGTAATCCTGCCTCAGCCCCCCAAGTAGCTGGGATTACAGGCACCTGCCACCAT 

GCCCGGCTMTTTTTGTMTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTT 

TCGAACTCCTGACCTCAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG 

GCTTGAGCCCCCGCGCCCAANCATCAMATGCTTTTTATTTCTGCATATGTTGAATACTT 

TTTACAATTTAAAAAAATGATCTGTTTTTGNANGCAAMTTGCGMTCT^ 

AMGGNGANAAATGTGAMGGNGGCGNMCTTTTAMTCNAAGTTTTTNGGAAGTGAAAA 

CTGGGAG CTAATTTGNATivrTMTTTCACAAMNTN^ATMCTCTtTNTGNNTATACAAA 

Al 1 1 l l l iCNT 

Sequence 5066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 I I I 1 I I I II I I I CC 1 1 I 1 I AAAGTTT 

TATAMAMCTATTTCTCGTTCTTTAAGTAAAGAACACTATACAAAANAAAATNTAT7TG 

TGAAATACCCCAAGAGACATGG I I I I I I I I I I I CCCCCTTGAAANANATTNTCCATCCTA 

AGGAAATGGTGGGGGGGTGGGATNTGGGGGGGGTGCAAAATAAGGNCCCTAATTCCCTTG 

TNGGANATTTTTTGGGGGGG 

Sequence 5067 

CCCTTGAGCGGCCGQCCGGGCAGGTAC I I I I I I I I I I I I 1 1 I I I I I I I II I I I I AG AT AT 

MTAAMTATTAATAAAGACATTTATATTTTTATATATAATAAMTGATTAGTTTACCAA 

CAATCAAAATAAAAA GATCCCAA AGCCACAGATAAGGATAGCCTACAGTGGTCTTTATGT 

TCCTTTGTATAATTCC I HUM I CANAGTCCAGTCTTGGATGTAATCCAATTGCGATAA 

GMGTCACTCGAGTATAGACACCTGGCTTATTCTTTTTACCACATCCATCACCCCAGCTT 

ACTATTCCAACAAGATG 

Sequence 5068 

CCCTTAGCGTGGTC GCGGCCGAGGTACAAAACAATATAACAACAAAAAGAATTTAATAAT 
1 1 1 1 I I I I I I I I I I INAAAAANAGGATNTTNNTNTNNCNCCCAGGTNGGACCCCGGGNAT 
GTNANNANGGNTNACNGNANCCNNANCCCCTNGGGCNNAAANNATCCNCCNACCAAANCC 
TCCCAANTA GCTGG GCCNANAMTNCNTNCCNCCMNGNAMCNCCTTTTTTTANAAACN 
GGATCTNCNi I I I f NNCCCAGGNGGGTTTAAAAIMTAAGGGGCCAAAAAAATCCNNNCACT 
TT TNAC TCCCNAAAGGGNNGGGNTTANAANNNTAGGCCACTAACACCTNGGCAATTAATN 
NATTTTGGTCCAAA I I I I I I ANTrNNTTTGTNCAAANAANAAATTTTAAACCANAAAATT 
TCCCTANTTTGNACCTGCCCCGGGGGG 
Sequence 5069 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGACCTACCTCATTTTCCTCTAGATTCCA 

TACCACTTATAACTGGTAACACTATATCCTCAAATGTATACATAAAGCAATTCCACCTTA 

TTTCCCATCAACTTCTAGTTATACTGAAAACCATGGAACTGTATACAGTTGTGCATCGCC 

ACCAAGCCAAAACTAAGATCTTCACGTTACCTTCTGAGAAGTCAGAAGAGGAGTAACAGC 

CACATCACCAAAGAGAACAATTTTAGCCAGCATAAGGAAGTCCCCTTTGCTTTMCCTTT 

ACAAGAAAAATAACTTTGTAAAG ATCAATTGC I I I 1 1 GAI I I I I GTTTCTGCTTTCCTCA 
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GCCTTTTTCCATCTATAAMCTAGCCTCTTCTATTTTATAGAAGGAAGTGTTGCCTGATT 

CTTGMTGGCAMTGAMGTCMTTAAGATCTTTAMCTAAATTTGTAGTMTTTTGTCT 

TTGACAGCCACMCCTACMTTCTTGCCTTAATCTCTTTTATCTCCTCAMGACAAACTA 

ATTCTTCCAAATTATAAAGACCAAACCTAT 

Sequence 5070 

ATGGNTTTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACAGGTATGTGGCTG 

CACGGGGGTGGGAGGGCTTGTGGGAGAAGGGCTGCTCTGCTCTAACCTTTCTTGGAAAAG 

CCAAATCTCCAAGTANAATGGGAACTATCTGGGACATCTAGACAGAATAGTTTAAGCCCT 

MCTCCCTTTCTTGATACTTTAGTATAATTACTTCTGGTCCTGCACAGGGCCTGTTCTCT 

CCAGCTCCAGACCTGNATCTCTTTCCAGGCTGACAGTGGTGGAAAGTGANGTGGCAAGTG 

CAAGAAGGGCCTAGAGATCGGCTACAAAGGGAAAGGAAGAGATGACAAGAAAGGCCGAGG 

AAGGATGCCCAAAAAGCTTGATTCAAGGGTTCAAAAGATGGTGGGCCAGGCCACCCCCAT 

TCATTGTNCAGCACCTNCCGTCTNCAACATTGGCTTTTGI M I I I I IG 

Sequence 5071 

CCCTTTGCGGCCGCGCGGGCAGGTACTGTTCATMCCCCATTTTACAAAGAAAAAACTGA 

ATTTTAGGGAGTTTMTTGCTTGAACCAAGGCCACAGAATTGGTGAGTTGCAGGTAAAAT 

TTGMCCCATTTCTGCAGATGTCMGTTGTGTTTTTTTGTCTTTCCATCATGCTACT^ 

CACCCAMCCAAATGAAACTGGCANCCCGGATTCTTTCAGAGAGATGTTGTAAAAGAGTT 

CCCCCAACAACCTCACCTGTTAAACCCCCA 

Sequence 5072 

NCGCCGGGCAGGT C I I I I I M I I I 1 1 I I I I I I 1 1 I I I I NA N I I I I I 1 1 I I N 1 1 I I I I 1 1 

I 1 1 1 1 I I I ! I I 1 1 II INNNI 1 1 I I I I I IAAAMMAAAAANNTTTTTTTCCNNNNAANTT 

TN GGGGGGA AAAAAAAMAAAAAAAAAAAAAAAAAAATTTTTTTNNNAAANNCNNNNAAA 

AAAl m i iTNN NAAAAAAAMNTTTTNCCCNTAAAAAAAAANCCCCCCCCCCNNAATTT 

NAAAMNTTTTNAAAAAMNNNNTTTTTTAAAAAAAAAACCCNNCNNNN I I I I I I 1 1 1 I A 

AMNNCCNAAAAAAANNNAAAANNNNNNNNNCCCCNNGGGGNNNNANTNTTTTTNNAAAA 

AAAAAAAAAAAAAAAANCCCNNNNAAAAANCCCCCNNNNNNNNNNNNNNNNAAAANNNNN 

NNNNNNNNNNNNNNNNNNNNNNNAAANNNNNNNNNNNNNNAAAAAAANNNNTTTNNNNNN 

NNNNNNNNNNNNNNNNAAAAAAAAAAAAAAAA 

Sequence 5073 

TCGNC GGCCGCCAGTGT GAGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGC 
AGGTACl n I i I I I I 1 1 I I I I l l I I It I I I U I I II I I I I I II I I I I I AAAAAAAANGGG 
CCNNGGGGGGGNTTTTTTTTNAATTTTTGGGGNNNGGNANNGGGGGNNNGGGGCTTTAAA 
MCCCCAAAAAAAANANNNCNGGGGNNNNNNTTTTTTNANAAANGGGGNNI M I NIM A 
MNGGGGGNCCNGGGNAAMTTTTTTTNAAAAAAAAAAAC 
Sequence 5074 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTT N I I I I I I I I I M I I I I I I I I I 1 1 II I NC 

NGGNNNTGNGTTNGGGTCCMCTCATGTCCAMTTATGGCCTTTTTGTGATACCTTCCAC 

TGGCATATTCCCMGGMTTTACTCCTTTTGATGACACTGCACCCANAATGGAGGAACAC 

AGCTNCAAAATGAACTATAAAGAAGGGCTAGGCAGGCATGGTGGCTCACACCTATCATCC 

CANCACTTTGAGAGGCCAAGGCAAAAGGATCACTTGACGCCAGGAGTTCACAACCAGCCT 

GGGCAATATGGCTGTCTCTACAAACAATATAAAA 

Sequence 5075 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGGAAGAGGGCCAAGTGGGCAACTTGAGAG 

GTTAMCTGCATGGTTTGAGTTTTGATTTGAGGTTTTACGTGTTGGCATGCATTCA 

CTTGTGTCCCTTCTCCCCTGATTCTTCCCTCCGGGTAGGAGGGAAGAATCCACCTGAGCA 

GTGGCCTGCCAGCACTTGAGAGGCTCCGCAAGCACAAGTGTGTTTATGGGAGTTGTGCAC 

ATGCTCAGTTGAGGCATTCTTCCCTTACCAGTCGAGTGTTTCTAGAGGAAGGTCATAGAC 

TAATAGNCTAATAAGTCTATGACCTTTAATCATACTAGTGCACATGCCTGAGCCCACTCA 

CCTGTGMCCCCCAAMTTTGAGACAGGTCTTCMTTMTTTAAAAAGGTTTAT 

Sequence 5076 



• 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTACAATCTTCTATAAAATTCTGCTTTGTC 

TACAACACAGTCCTGACTCTAGCTTAAGCACAAAAGGATTTAGTATGAACCAATTCATAC 

AT TTAATA CTTATTAAACTCCTGACATGCCAGGCATTGTTGTAGGTGCTGGTAATAAAGC 

AGTTTTTAAAAAGTCCTTATTCTCTTGAAGTTTACATTCTAGTGGGGTAAAGGGAATCAA 

MGATGTTG GTMG AGMGTGAGAGAGGAATGCTATTTTTTTATAGCTTTGTCTACGAAA 

GCCTCTCTMTTTTGTGACATTTGAGCAAAGACCTGAAGGTATTAACATCATTTGCTCCA 

AACTGACCAAACTGTTCTTATTACTTATAGGTTTCAGGAGATGTGTTACAAGGCTTATCT 

AGCTATTCGACAGCATGCCAATCTCTTCATAAATCTTTTCTCAATGATGCTTGGCTCTGG 

AATGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATT 

Sequence 5077 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTITGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCAtTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT rrTATT GTATATATTGTATTTGTTTATATACCATTATTTTTAATACATACA 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 5078 

GCCGCCCGGGCAGGTAC I II 1 1 1 I I I I 1 1 1 1 1 1 1 1 1 I I I I INAN I I 1 1 1 1 1 I I 1 1 1 1 1 1 1 

' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I I I II I 1 1 1 1 1 NNAAAAAAAAAAAAANN 

1 1 1 1 1 1 1 l N NTTTTNNNNANNANANANAAAANNANNAANNANGGAANAAGGAAAAAAAAA 

ATTNTTTTCCAAAAGNATNNATTNAMCCCACAANCTNAMNAGGGTTTTTGGGGGAANT 

AMGNAANNCCNNTTATAAAAAAMAAAAAMNTTTNTTTAANCCCCCNTCCCGTGGGAN 

TNAAAAAAAANANCNNCCCGN I 1 1 1 1 1 1 1 I 1 1 NCCCCNNNANANNNAGAAGNANGNGGGG 

NATAAAAAANACCCCCCCCNCCCCCNNCAAAAAATAAAAAGTNTNCCCNNCNNANAGGNG 

GGGGGNGNAANAAAAAAAAAAAAAAAGGNNGNGAGANNATTCCCCNCCCGCGGANGTNAT 

TAANAAAAAAAAAANAAANAANNNGGNANGGGGGGGGGGGGGNNTN I 1 1 1 1 1 1 1 1 IA AAA 

AAAACCCNCCCCCCCCCCCNGAAAAANAANGANAAAAAAANANNGNGNTAAAAAAANCAA 

CTNTTTGNNGNNNAAAAAAAAAAAAAAAAAAA 

Sequence 5079 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTG7TTGA 

CCTAGAAAAATTTCTTATACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTG 

MGGGTGMTTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATATTT 

ACT TGGA AGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTGG 

GAGTTTTACAACTGCTTAACACTTTGTCTATGCTAGAATACAAAAAAAAAAAAAAAAAAA 

AAAANGTGCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5080 

CCCTTCGGCCGCCCGGGCAGGTACATTTAGTTAGGTTCGTTAGGTCTATATTATAGTTTT 

ACTCTGATGTTTCTTTTATGATTTTCTGCCTGAATGATCTGTCCATTGCTTAAAATGTGT 

TGTTGAATTCCCCTGCCCTTATTGTATTCATCTATTTCTCCCTTCAGATCTATTAATATT 

TACTTAATATATCTGAGTGCTGTAATATTGGGTGCATATGTATACTTATAAATACTATAT 

T ATATT GCTGAAGTGACCCATTTGTCATTATATAATGGTCTTCTTTGACTC I I I 1 1 1 ACT 

CTTTTTGACTTAMGTCTATTTTATCTMGTATAGCTGTGCCTGCTCTTTACTGGTTTTC 

ATTTTCATGGAATATCTGTTTTCATCCCTATACAGTCAGTCTATGTGTGTTTTTATGAGC 

AAAGTGGGTTTCTTGTAGGCAATATATTGNTTGG 1 1 1 1 1 1 I I GTTTTTAATCCATTCAGT 

CACTCTATGTCTTTTACTTGGAAGMTTTANCCCCCTTGCATTTAATATTATTATTGGGT 

ATGGTMGMCnTACTATTGCCATTTNGGTCCTTGNTTTCTAGNGGGTTTNGNAAGGCTT 

CCTTTCTTCCTGGCTTCC 

Sequence 5081 

CXJCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGTCTGCCAGACTTATAGGCATTCTTTCC 
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TGCG CTTAGC CATATACTTTTTGCATGGCCCTATCTAAAGCCTGCATTTGCCTTCTTAAA 

GTTAGTTTTTGTAGCTCACGGAGATTACCTTTAATCTGACTTATGATTGGGGGTGGCTGG 

CTGAACAAAATCTCATTGGGCAAATACCCAGTGTGGTTTGTTTTGTGGGGGTGCACCTGA 

CTTGGAGAAAGACCATGGGCAAGACCTGGTCCCACCTCAGATGAGTTTCCTGACAAAATT 

TCTTCAGCAGCTGCTTGAGTATCTGGT TCATG TGCTCCATCTTTACTGAGCACTGAGGCT 

GGTAGACTGGATGCMCTTCCATTTTATTTTTAACAGTCNAGTTAAGTCCTGAACGATTT 

CAGCCACAAATGCCAGTCCATTATCTTGAACCCAAAGTTAGGGGCAGTCCAAATCTGGGA 

ATAATGTCTCTTAACAATACCTTCAT 

Sequence 5082 

CCCTTTCGAGCGGCCGCCCGGGCNGGGACTTNGTT NI 1 1 1 1 1 I 1 1 1 1 1 I I NGGATTAGAA 

MCTATCATTTA7TGATNGATTTAAGGGGTAATACAGGTTTCCAAAAATGNGGCAGTGAG 

AATACCATCNTNAAAAAGAGAAACTTGNGCTAAAAAACAACCTGGAATTCATCATTGGCN 

ATNTTACATMCAANTCAAAGGCCCTNACCATACTAATGGATTTCCACTTTGNCTATTAT 

TGGGCNACCTTCCCATGGCANCAAAAAAAAAA 

Sequence 5083 

CCCTTGGCCGCCCGGGCAGGTAC I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I GTATTTTTAGTGGAGA 

TGGGGTTTCACCAGGCTGGTTTTGAACTCCTGACCTCAAGTGATCCACCTACCTGGGCCT 

CCCAAAGTGCTAGGATTACAGGTGTGAGCCACTGCTCCCGGCCTCCCCTTTCCTTTTACT 

GNTTTAAGCCCTCATCGGGTCACTTGTCTNCCCNCACAGGTNACCGNGCCAGCCTNTGTG 

GNCANATTTCTTTGTGTGAACCTGTTGAAAGAGAATTCCCAGTANAAATTTGGCCTCCTG 

CACTCCCATNCCTAGGGTGTCTNAAGGGCATGGGGTGAATTTCAGGAAAAAGT 

Sequence 5084 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGATGGGGTTGGGTCATACAGTTGTGTGCAT 

TCGTCAAMCCCATTGMTATTATACGTMGGTTTATGCAATTTATTATATGTAAGGTTT 

ATCTCAAGGAAAAAAGTTTTGAAAACTGTGATTTTGATGCAGGTGATCTGAGCACCACAC 

TTGAAAACTACTGGGTTTGAGTAACTTCAGGAATAGTTCTTCCATAAAAGCATAATAATT 

CAGAGATTACTAATGTAATCCTTTGGCATTCAAAAACTAAGGGAGCCAAAATATTAATGG 

AGCCAGGTGCAGTGGCTCCAAGCACTTTNGGAAGACTGCCCGGGCNGNCGCTNGAAAGGG 

CGAA 

Sequence 5085 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACATGAGATAATCAATGCTTCCTTACAAAATGG 

GCTTATGTTAGAAGACTTTTGCCCAGCTGCAGGCTATTGTAAGTGTTCTGAGCACATATG 

AGATAACCTGGGCCAAGCTATGATGTTCGATACCGTTAGGTGTATTAAATGCACTTTTGA 

CTGCCATCTCAGTGGATGACAGCCTTCTCACTGACAGCAGAGATCTTCCTCACTGTGCCA 

GTGGGCAGGAGAAAGAGCATGCTGCGACTGGCCAGTGACATGCAGAGGATCCAGATTGCA 

CAACCCGGATCCAGAGGCCTTGGGAAGCATTAGGGAAGCTCTCCAGCTGTCTCACTCAAA 

TCTGTAGCAGCATATGGACCCACAAATGGAGGCCAAAAGTGGGCCCTCAATTTGGACACT 

TTGGCAACCCTTGAAGAAACTNCTTCCTTTCAACTTACTGGTTTAGTATGTTCCAAAAAA 

AGGGAGNGGGCGTCNTTTTTGGGGAATTCAAGGAAGAAGGGAGACACCCTTGTTACTCTA 

TTCCATTAAATAAAAGCTTTTGATGGTCAACAAGCCCCCCGCCCCCACTTAAAAAAA 

Sequence 5086 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTATCTTTTTGGTTAATATAGAGTTAT 

AGGTGTTTTTAAGCCACTAAGTGTCATTACTGTTACATGCATCAGTTAGCCCTACTTGGA 

TTAGCMGATTATGCTTTCATAMCTATTCTTTCTCTAMTTAATATATTTATATATTTA 

GMGTTGACATTCTAMTCAAATTGTGTTTTTTTCCTTTTGCAGGTGGATAATTACTGTA 

CCTCGGCCGCGACCACGCTAAGGG 

Sequence 5087 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGAAACTATGGAAACCTACATATG 
TAGCTTGTAAATGGGAGGGAATCAATACCATCTAGAATTGAAACGGTTTACTTTACCTAA 
AATATTTATAGAATTTTTrrATCTATAAACAGCTGCAAGGAMTATTTTTTAAATTAAAA 
AGAAAGAGAAAAGTAAACTATGCCTCAATATTAAAATTTTAACCAGAAAACTCTCAACTT 



WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

377/599 

CTTGGAAAACAAAAACCAACCAAACAAAAAACTCCATTAGACAAATAAGTTAAAAGAGAG 

GAACATTTGCCTCAAAMTTTAGAAAAGAACACCAAAGTTATAAAACAGCAAATAATAAA 

GATAAGATCAAAAATAAAGAATTTACAAAAAAAGAACAAAGTACCTCGGCCGCGACCACG 
CTAAGGG 

Sequence 5088 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 I 1 I I 1 I I I I I I i I I 1 1TTTTTTANNCTTTT 

M l )) I I I i 1 1 l l l M l M I I u | n 1 I I I 1 1 I M | | | | 1 1 1 1 FNTGGNNAAAAAAAAAA 

ANN 1 1 1 i i I I i I I iGNNGGNGGGGGGGGGNNNNNAANNANGGGGGGGGCCNNNGGGGGGG 

GNAAAAAAAAANAGGTGGGGGGGGGGNTTTTNTNTNTNNNCCCNNGGGGGGNGAANAAAN 

GGGGGGNNTACCCCCCNNGNGGGGGGGGGNTNANATTTNTTAACANGCNNNCCGCNCCNG 

AAGGGGGCANANGGNGGACNNTTCTNNNNGGNNATNNNNNNGCCCAANNNGCCNNANNAA 

GCCACCTCCTCCACTACCTAAAAAGCTGT 

Sequence 5089 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATCTAGTCTGCCTCTTTTCCCTTT7CTT 

ACTTCATTACCTCTTCAACACAACAACCAAAAGAGACCCTTCTCATAAAACAAATCTGAT 

TGTGTCTCTCCCTTGCTTAAAATCCTTTATAGTTCTCTGTCACATACAAAATCAAATACA 

AGACCCGCCGTGACATGGTTTCTCTTCTAGATTCACATCTCTAGTTTATGCAAAACTATG 

TGCMCTCTCTGAGCTCTGACTTCTGTGTGTTTGCACACACTGAATATTCTTGCTAACTT 

GTGCT GCTTCCTAATTCTTGTGGCAMTTCCAGTTCATTCAAMTTTAGCTCCAGCATTG 

TTTTTGGGTGGTGTTTAAACAGTGTTTTACTTTTCT 

CATAAGATTATATTTGGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 5090 

CNCCAGTGTGATGGATATC TGCCAGMTTCCCCTTACGTGGTCCGGCGAGGTACTTTTTT 

i m 1 1 i m I » U H I 1 1 M ITNAAN I M M 1 I I I M I 1 1 1 1 1 1 1 II 1 1 M H I 1 1 1 I I M 

n II I I I I 1 1 I I 1 I M I I I I I TTTTAAT AI II H I I I 1 1 1 1 1 I I | | I 1 1 I 1 1 II I 1 1 1 I I 

TTA^^TIT^^TGNGGGNGNGGGANANANAAANTTATTNTTTTTNCCCCCCCN^ 

AANNAANNAGANNANAAAAAAAAAAAANATNNNNCNNCNNCCACACAAAAAAAAAAAAAA 

AAAAAGNGGGNGGGGGGGGNCGCNCNNAANANNNNNNTTATNNTATNAAAAAANANAGNT 

TNNAAAAAAAAAAAAAAAACAANNACCCCCCCNCTTNTAAAAAAAAAAAANAGGGGGGGG 

GGGAGGNCTCTTNNI^TCANNAAANANAAAANNNNCCCNCCCCCCCCCCCCCCNNAANNGN 

NNNNNTAAAAANAAANCCCCCGNGCACANCNNNAAAAANAAAAAGGNGGGGGGGGGGG 

Sequence 5091 

CCCTTAGCGTGGT CGCG GCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
CA TMCTT ACTATTTTTTCTTTTTTATTTTTATATATAA I I I 1 1 1 1 i I GGTTTGTTTGTT 
TGllllll AATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNAAA 
GCGGTCCCTGCCCGGGCGGCCGCTCGAAAGGGCA 
Sequence 5092 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGMGMTGTTTTAMTTTTTGTTATTG 
CCATTATTTGTTTATTAMGGTTAGATAAMTTTGGCTTTAAMAAMAAAAAAM 
GTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5093 

NTAGATGCATGCTCGAGCCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTA 

G CCGTG GTCCGCGGCCCGAGGTACCGCCGGGAATCTTTCTGTAGTTATCTGCATAATTCT 

TGTTTTTCTTTCCATCTGGCTCCTGGGTTGACAATNTGTGGAAACAACTCTATTGCTACT 

ATTTAAAAAAAATCAGAAATCTTTCCCTTTMGCTATGTTAMTTCAMCTATTCCTGCT 

ATTCCTGTTTTGTCAMGAATTATATTTTTCA 

AGGAAACACT 

Sequence 5094 

CCCTTTNGAGCGGCCGCCCGGGCAGGTACGCGGGCCAGATAAAAACCTCACACTAANGGC 

CTMCTATCAGTTCCTTTTAACCAGTGCATCATGTCTCACTTTCAATAAAATGTTACCAC 

ACGTTCTNGACACACAAAAAATACAGAATTTGAAAAGAAAAAGCAAGCATAAGAACCAAA 
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CTGAGCTTATG GCAG AGATGTTGGAAATATCAGACCTTGMTTTTTAAGACTATGATTAA 
TATGCAAAGGGTTTTAATGGAAAGTGAGAACAATATGCANGAACAGATAGGTAATATAAG 
CAGAGAAATGGAAACACTAAGAAAGAATCAAAAGAAAATGCTAGAAATCAAAAACATC 
Sequence 5095 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAATCTCAGACGTCCAGGCTCTAGAACTG 

TMGMGATAMTGTGTMCGTTTAAGCCACCCAATCTATGGTATTTTATTATGGCAGCT 

CGAGTCGACTAAGACAGATTAAGTGCTAAAACCTTCTAAAAGTCTCCAGAACATTACTTG 

ACAC AGMTAGCTAATGMTGTMCACAGTTCTTTTCTATMCCTCTGAGATCCTGAGGG 

TTTTCCTGAGCTGCTAAGGAAAAAGGGAGGGCTGGGACAGTAAGTACCTCGGCCGCGACC 

ACGCTAAGGG 

Sequence 5096 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTTGAATCMTGAMTATAGTTGTGTTTA 

ATATGT TTGG TAAAATAAMCMTTTATTCATTTATTCAGTTTTTCCATTCTGCTCTCM 

ATCCCCTTTTCCACACTTGAACAAAACTCTATTGTCAACATAAAAGAACAAGTCAAAGAG 

CTATAAACTCCCCCTCTAMCTTGGCCTTGGTGTTCTCACTTTTTCTGTGATAGTATATG 

AGAAAAATGMTATAATGTTGCCCTGATAGGAAGTTTAATGMTTTTAAAAGAAAGCAAT 

GTTGCTTTTATAAAATATAAMTTTATTATTTTTCTTGG 

Sequence 5097 

CCCTTAGCGTGG TCGCGGCCGAGGTAC I I I 1 I I I I 1 1 I II I I I 1 I 11 11 I I I NTNNGGGT 
TTTTN1 IIMM 1 NNTNTTNTTNTThrTNTTTATTTTTTN 1 HUM [ NCTNNGAATGCTN 
ACANANAATTGGACMNNANAAAMNMACATTCTGTCCTTTAAGCTNNNGNANACNNCC 
NNN CCTCC CAAAACNNNNGCNGGGACTGAAANGNNNATTAAAACCCCCGCNGGGGGGGGN 
ATAAI I I I 1GACACTTAAATGAAAGCTTGGNTGNTTTANAGAAATTNANGCNATAATCTA 
TACAAGCTGTCAAGGAAAACTGGATAATTGCAAAAAAGCCATAAAGGTAAAGGA 
Sequence 5098 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I 1 I I I II 1 1 1 1 I I 1 1 1 I I I NAN I 1 I I I 11 1 1 

m m m m m h 1 1 m u 1 1 m 1 1 1 1 ii 1 1 1 1 1 m y m m m m 1 1 1 1 1 m 1 1 i I M 

TTACNNAAMAAANAATTNNNNTAAAAAAAAAMAANNNNMAAAMNTTTTTNNAAAAA 
A AAANNN I I 1 11 1 1 1 NAAAAAAANAAATTTTNGGGGGNGNNNGGGGGGGGGAAAAAAAAN 
Nl 1 11 I 1 1 I II I I INANGAGGNGNNNAAAAAAANCCNGCCCCCCCCCCCCNTTTTANNAA 
AAAAAAAANNCCCCNCAGGGGGGGGGGAAAAAANCCAAAGGGNAANNNCCCNTTNNTNGG 
GGGGNGGGGGGGNGCAMAMANAATT7TTNTNNACCCCCTNNGGGNNAAAAAAAAANAA 
NGGGGGNGGGGGGNNAAAAAAAAAAAAAANTATAAATTGNNNNNTTN I I I I I I M I INTT 
TCTCCCCCCNCCCCNNANNGNNGGGGGGGGGGGGGNAAAANANGNGAANTNAAAAANNAA 
AM I I I I I I I 
Sequence 5099 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 I 1 I 1 I 1 M I 1 I I I M 1 I I 11 I 1 I I I 1 I I M 11 
' I M I M I I I II I II 1 1 1 1 I M J 1 1 1 1 1 1 I I I I I 1 1 II NNNTTNGGGGGGGAANAAAAAA 
AA ANAANNANNN NNNNNNNANAAN 1 1 I 1 1 1 1 1 1 1 NCCCNNNNNNNNNAAAAAAANANNGN 

TN ii i i i I AANAANNNNGGGNNAMAAAAAAAAAAAAMAN^r^TTTNNCNTNTNG 

GGGGNGAAAAAAANTNNNAANTGGTGGGGNTNTTAAAAAAAAAATAGCCNNN 1 1 1 11 I M 
TAAAAAMNGGNGNGGTTrTTTTNANNNAATTGGGGGGGGGNGAAAAAAAAAAANNTCGN 
GTTTMNTAAAAAMATTTTGTCGNNNCCCNCNNCCAAAAAAAAAAAAAAAAGGGGGGG 
Sequence 5100 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAACACTTCCCCGCTTGGCTCTCATT 

CTTCCACAAGAGAGACCTTTCTCCGGACCTTGCTACTGGTTCAGCAGCTCTGCAGAAAAT 

GTCCTCCCTTGTGGCTGCCTCAGCTCCTGTTCTTGGCCTGAAGCCCACAGCTTTGATGGC 

AGCGCCTCATCTTCMCTTTTGTGCTCCCCTTTGCCTAAACCCTATGGCCTCCTGTGCAT 

CTGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNnnnnnnnnnnnnnnnnnnnnnnn 
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nnnnnnnnnnnnnnnnAGTGAGCTNACTCACATTTAATTGCGTTGGCGCTCACTGGCCCG 

CTTTCCAGTCCGGGAAACCTGTCCGTGCCAAGCTGCATTAATGAA 

Sequence 5101 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTTGATTAGTTMGAATAMATTTTTTTA 

AAAC ATGCGCTCCAAAAGAGGACACATCACANAAACACAACAAGCAAATTAACCTTCTGT 

TTTTGCCTCTGCAGAAAATGTCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGG 

TTGAAGAAGAAATGAAGAAGCATGAAAGTAATAATGTGGGATTACTAGAAAACCTGACTA 

ATGGTGTCACTGCTGGCAATGGTGATAATGGATTAATTCCTCAAAGGAAGAGCAGAACAC 

CTGAAMTCAGCMTTTCCTGACAACGAMGTGMGAGTATCACAGAATTTGCGAATTAG 

TTTCTGACTACAAAGAAAAACAGATGCCAAAATACTCTTCTGAAAACAGCAACCCAGAAC 

AAGACTTAAAGCTGACATCAGAGGAAGAGTCCAAAGGCTTGAAGGCAGTGAAAATGGCCA 

GCCAGAGAAAAGATCTCAAGAACCAGAAATAAATAAGGATGGTGATAGAGAGCTAGAAA 

Sequence 5102 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I M I I I I I I I I I I I I I I l INA A l I I M I 1 1 1 
I M I i I 1 1 1 1 I II I I I 1 I I I 1 n I 1 I I I I I I 1 1 1 I n I 1 11 II I 1 1 I 1 I I 1 I I 1 1 I IGGG 
GGNCNANAAAANNNNNNTTNNTNNNNAAAAAAAAAAAAANNAAATTGNGGNNNNNNAANT 
TTTNN NTTAAAAAAAAAAMAAAAANTGGNNNNNNCNNGGNNNNAAAAMAAMNTTTTT 
TTT TTANAAAAA AAMNACCCNCNNCCTTTTTANANNACTTNNNNCCCNCNNAMAAAAA 
AAA I I 1 1 I I I 1 INTNGNNGGNGAAAAAANCCCCCNNGGNNGGGGGGGNNGACNCCCNNTN 

I 1 1 1 I 1 1 1 1 1 GNAGNNAACGACANAANAANGGGGGGGNGAAAAANAAANATCANATAANG 
NNCGGGGGGGGGGAGNGNGAAAAAAAAAANTNNNNIsnTNGGNN NI rTTTTTl f NNNAAAA 
AAAAAAAANANNGAATTGNGGGGNCCCCCCCNGNNANAAAAANANAAAAAAANCNNNCCN 
NNCTTTGNTNGANNANNAAAAAAAAACACCCNNCCCNNNCCCGNTNGNNNNNANGAANAA 
AAAAAAAAAN 

Sequence 5103 

CCCTTTCGAGCGGCCGCCCG GGCAGGTAC I I I I I I I 1 1 I I I I I I I 1 1 I M I I T I NGGTTT 
M I I n 1 1 1 1 1 II I I 1 1 1 1 1 1 I I I 1 1 I II II 1 1 I < I I I 1 1 1 1 M I II 1 1 | M | | | | | I 1 1 
n l l ll 1 1 l I 1 1 I I I II I 1 1 li I I I I I 1 1 II I NATANAAAAAAAAAAAANTTANAANANA 
AAAAATNTNNNNNNTTNAAAANANGNGGGGGGGGN I I I I I I II I I I I I INNGGGGNGGGA 
NAAAAAAAAAAAAAAACNNCCNNCNNNNNGNNNAAAAAAAAAAATANNNCNNNGNGTGNG 
NNNAMAAAAAAAAAAAAAAANGNTTTTTTAAAAAAAGANAANGGGN I I I I I I I 1 1 1 1 AA 
AAAAAAAAAAANNNNNAATAAGANNGGGGGGGGGGTN I I I I I 1 1 I IMNAGNANNNGGANAA 
AN AN A I M I NIM I 
Sequence 5104 

CCCT TAGCG TGGTCGCCGCCGAGGTACTTT A I I I I I M I U I I I I I I M I I I I NGCGGAT 
TTACCTTTTAAMGTTMCTTTATTGAAAAGGTAACAGGAAAAAAAATTGCATGGCAGGA 
ATGGTTTAAAACTGCTAA 
Sequence 5105 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTC I 1 1 1 I I I I I I I I I I I I II I NCTTTAATCAT 

TTATTTGGGGGTGAG ATTTTG GTTGTTGCCAMTTTTCACTATGGACMTTATGCAAAAT 

TCCTCATACGTATATATTTTTTTGTCCAGGGTGTTMGTCTTCTGTGGCATAGGTTTCTG 

GAAGTAAAATAATTGTGTAAAACAATGTGTTCTTAAAAAAAATAATAGATATAGATACTC 

TGCCTTCAAAAATGTATTGACTGTATAACTCATGGTATATATAAAAAGGCTTCAAAATCT 

TCACTCTGATTCTTCCAMGTCATTMGATTTTTAATATATCAAGTGAATGTGTTAAAAG 

CTTTGTTAAATACAGCCAGACATGGTGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGGC 

TTAGGCGAGAGAATCACTTGAGGCTGGGAAACTGAGTNTGCAATGANCCCGATCACATCA 

CTGCAT TCCAAGTCAAAAAAAGCAAACNAACAAAAACAAAACAAAAAACCTACTGCNCTC 

AIMIIIIIC 

Sequence 5106 

CCCTTTCGAGCGGC CGCCCGGGCAGGTAC I I I U I M I II I I I I I I I M » I I I I I I CTTT 

I I I H I I I I 1 I H I I ) | 1 1 | | I l I I | | I | 1 1 1 I I I 1 1 1 I I 1 1 I I I I I I I I I I I I I I I I I A 
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A AATTN NN I rTTTTTTTTTI I NNNNNNNNAAAAAAAAAAAAN I I mTTTI GGNCNNNAA 
NTTTTTAAMAAAAM 

M 1 1 I I I I MCCCCNAAAAAMAAAAAAMTTTTAMTTTTTTAAAAAAAAAAA 
Sequence 5107 

AGCATCAAGAA GCGTC GGGGAGCGGAGGCCCAGCAGCCATGGCGGTGGAAGGAGGAATGA 
AGTGTGTCMGTTTTTGCTCTACGTTCTCCTACTGGCCTTTTGCGCCTGCNCAGNGGGAT 
TGATTGCCATTGGCGTAACAGTTCAGGTTGTCTTGAAGCAGGCCATTACCCACGAGACTA 
CTGC 

Sequence 5108 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I M I I 1 I I I 1 1 I II I II I II I I 1 1 I NNNTTTT 
■ i n u i i i I I It I I I II I I 11 I I II I I I I I I I I I I 1 1 1 IC I I I n I I I I I I I I INAAAN 
ANNANCCCNAAANNN NNNNNGNGN NCNCCCCCCCCCCNTTTTATNAANNNNNNANCNNNN 
NCCNNAAAAAAAAAAA I I I I I I I I 1 1 ATNANNANAAAAAAAAAACNNTCTCAAANAANAA 
NCTTNTNNNTNNCCCCCCCNNAAA 
Sequence 5109 

CTCAAGCTATCAATGGAGTCGGATCTTGTAAGGCACCTCGCCCGGCGCCTCGGCCTCGGG 

GAGCCGAGTGTACTGAGGAAAGCAGAGGAGTACCTGCGGCTGTCTAAAGTGAAGTGTGTC 

AGTCTGTCTGCACACACCTCAGAAACCAGCAATGCTGTCATATGCCTGGACCTTGCAGCG 

TCCTGTAGGMGTGCCCCTTGGATAGAGCGTATCTAATTAAGCTCTCTGGTTTGAACAAG 

MGATGTATCAGAGCTGTCTTAAATCTTTTGAGTGTTTGCTGGGGTTAAACTCAAATATT 

GGATTAAGAGACCTGGCTGTGCAGTTCAGCTGTACAGAAGCCGTGAACTTGGCTGCGGGG 

ATACTGCAAAGCTATGAGTCTAGTCTTCCGGAAGCACAGCGAGCAGATCTTGACTTGTCC 

AGGCCACTTTTCACCACGGCGGCTCTACTCTCAGCATGCAAAATTCTAAAGATAAAGGTG 

GATAAAACCAAAATGATMCTACATCCGGTGTTGAAAAAAACAATATTTTGATCGACTGT 

GTACACAGCTAGAAAAGGATCGGACAGCAAATTAACAGAGACTCTGCAGATTTAGCTAGT 

NCAGCCCTGAAA 

Sequence 51 10 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCTTTACTACTCTAGTAACACTAGATAA 

TMGCACTTAAATGCTGAGTGTTTGTCAGTTTTAAMTTAGAGAMGAGACAAATTGTTT 

TCTGATCTACTTGCTTAATAAATTATTTTTTGCCMCTMTTTTTAGGT^ 

ATTTAMGGTAGTTTAAMTGTATATTTAMTMCTTTTCTCTATMTTGAAGAAAATAA 

T TTATC TTGAGAGMTTTTACTTTAMCAGTTGCTTTAGAGTCTATCTTGTAMGTATTC 

TATTTTCAAATAAAGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGC 

CGAGGCAGGCAGATTACCTGAGGTCGGGAGTTTGAGACCAGACTGACCAACAAGGAGAAA 

CCCCATCTCTACTAAAAATACAAAATTAGCTGGGTATGGTGGCGCATGCTACCAGCTACT 

CGGGANGCTGAGGCAGGAGAATCGCTTGGACCCAGGANGTNGAAAGTTGCGGT 

Sequence 51 1 1 

CTGCAGAATTCGCCCTTCGNGCGGCCGCCCGGGCAGGTACTTTNTTACATAATGTCTCCA 

GAGAGGGmCCTTNTGTCTAGCANACAAAGGTAATGGTAGCTGATCACCTTAACAAAAT 

CAGGAGCTGTTTGAAGTTGANACTTGGTTGTAGCTCTGGGTAAAGCTCTAGCTACTTATG 

TCCMGGGTATATAGCCCTCTAGGATTTTTMCTGAGAGCTTGGTATTCATTGGGGCTTC 

TCCTTCTGGCAAGTTCATAACTCTAATCTGTATCTTGTGAAGACTGCCAAAGAGTCTGTT 

CTGCTTTTCAAAGGCTTTCCMTGAGGNTTTTNACCTCTCATTCTGCAGAGCCCCNGGGA 

ATTGGCAMTATCCCAACAGGATAACTGGCTGGTTGCATGGANGTTCCCCTGGTTTTCCA 

CAAMGCCTCTGCTGATTTCTTGTCCCCAGTTANGGGCTTTCCCGNCNACCATAAANGTN 

TCTGGNTTCTCAAATCCCCTGCCC 

Sequence 5112 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCACTCCAGCCTGGCGACAGAGTGGACTC 
CGTCTCAAAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAGCAA 
AAATATAAAATGTTAAAAAAAAACAAAAAAAGGGAAAAAGGAAGCTGATTGCCTTGGTGA 
GTCAACACTGGGTATTTTCTGACCACTATTTGAAACAAAAAAGGAAACCACTGATTTTCT 
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ATGCCAAAGATCTTGTTCCTGGGAAGGCACTCTGCGGAGACACCAGGAGAACTTTTATCA 

ATCCTTCATTGATTTGAAGTAAAAGTGCTAAANCATTGGTTGNGGGTGGCANCCCATTAN 

CANATCNCAAANTCCCTNGAGTGGGTTACCTAACCAGNNGGAACCCAGGACCGNCTTCTT 

GGNMCTNGGGGTMNCCNTACTTTTTNGAACCTANNGGATTCAGTTTCCTTTTAAGGGN 

TTTCCACCAAMGNTAAACCCTGGTTCATTTTNAAATTTAAAATNCTTTGCCAGTCCCCT 

TTCGANTT GGGGAGAAATTTTCCCNCGNGCATTCCCCAGGNGGGGNGGNTTTGAAAAAAN 

TTTTTTTTAANTNNNACCTTNCCCGGGGGGGGCCNTT 

Sequence 51 13 

ACTTTTAGTAGAGACAGGGTTTCACCATGTTAGGCAGGATGGTCTCGATCTCCTGACCTT 

GTGATCCACCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACAGCGCCC 

GGCCTAGTCAGCCCAGTATCTTATAGCTGTTGACGACATTCTGGGGATATGAATGTAGCT 

TACAMCGCTAGTATTTCTACAGAAAGCAGAMTMTTTAACTGTCCGTTTTCACATTTA 

TATTTAATAAAAT 

Sequence 51 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCTTCTGTTGNATTAACTTCTTTCCT 

TTGTGGTATCTTGTATCCTGTTTAAAAACTAAATGAAGGGAACCACATTAGGGCCCATGC 

CAGCATCCCAGTGAAGTTCGTCCAGCTCCAGTTAGGTGGATTCTGGAGTTCCGGAGAGGG 

TTTAMG77TGGCTGAMTAGCACCTCAAGTGGGGTTTMGTTTTATTTTTACCTGCGGG 

CATNATGGGCCGAT 

Sequence 5115 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTMTTCTTAAAAATGTGATAATTGTAATAAACTTTTATTATATCTTATGT 

AAA ATAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGMGAATTATAGCCTCAGTATTTATGTATATTTT 

TGAAAGAGTGAAGT GGGG ACTGAGAAGGTATATCTACATGCTATGCCmTGATAGCATT 

CTGTT TCAAATCTCCTTTTCTCATCATTGGCTGGAACACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGAATTCCAGTTAGCTAAGGATTAGAAAAACTGATTTTCA 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGNATTATACTGAAATATAAAGCAG 

AGGTCTACTAAAATCTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 51 16 

cccttagcgtggtcgcggccgaggtacgcgggtgactgtagtggctctcaccagtaatcc 

cagcacttggggagactgaagcaggaagattgcttgagaccaggagtttgagaccaccct 

gggcaatatagcaagacccgtctctgcaaaaaaattaaaaacttagccaggcatagtggc 

ctgtgcctgtagtcccagctactcagtaggctgtggtgggaggattgcttgagcctagga 

ggtcgaggctgcagtgagctgtgatcttgccactgcacgctgaaccttggtgacagagtg 

ggatcctatctcagaataaattagaataaaataaaatcccaagagagacgttacaagcaa 

agaamtcatggaccmtatttitcatgmcatamtgtaaaAttcttaggaaaatttta 

GTTAATTAGTAATATATTAA 
Sequence 5117 

a ci 1 1 1 1 1 1 1 1 1 1 1 n 1 1 ic i 1 1 1 1 n 1 1 1 1 i c i n n 1 1 1 1 1 n 1 1 ii 1 1 1 1 ii 1 1 1 1 1 

TTTNTTTATNACTAMGGTTNATTTACATANNGTTTAAAGCNTAATAAAAAATAAATTAC 

AATNCAAAAGNGCTNTTTAGGAAANANACNCTAAACAACAGGCCCATNTTACCCCTTGAC 

TNTTTANCCAAAANATAGGCTANAAATTTTGCCGGAAAAACTGNCCANANATTTTAAACT 

ACTTC TTNAT TATTNTNATG6ACCATNNTCCAGNANATTTNTTTGAAAAAATATCCANTT 

ATMTNTTTTNAAAGGTTAAAATTNNGAAAAAAAAATTTAAAATNGGATTAAAGGATNTN 

TANCCTTNAAATGTAATTTACAGTTTTAAAATTGCNCTTTAAMCTTrrCTTTTTTAAAC 

ATTAT AAAAGGCAAAATGGNNNAAATTNTTTAATNGAATTTTNAAAACTGAGGGGTNAAT 

I I I I I AAAATNATANAAA I I I 1 1 [ I I AAAAAAAANAATTTTTTTGNAAAAAAATNATTAA 

AGGGGNmACNATTTTAAAAAANCNANAAAAANTmGNTTTNAAAAAAATTCNNAATT 

TTGNTAAAAAAAAA 

Sequence 51 18 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGATCTCAGCTTATGCAACCTCCACCTCCCGG 

GTTCAAGTGATTCT CCTGC CTCAGCCTCCCGAGGAATTGGAATTACAGGCACCTGCCACC 

ACACCTGGCTAATGTTTTTGTATTTTTAGTAGAGACACGGTTTTTGCCATGTTGGC 

CTGGTCTTGAACTCCTGACCTCAAGTGAGCCACCTGCCTTGACCTCCCAAAGTGTCGGGA 

TTACAG GCGTG AGCTCTTGTCATTCGGCGGAAGCAGNGTTTCTCTATTAGGAGACATGAT 

GGGTCATTTTTCTCTGTAMGAGAAAAACATGTAGCCTAGACCMGCTTTCCTCANCCCT 

CAGCTTTAGTGATGTTGGGGGCCMGACAATTTCTTTTGTTGGGTGGGACAGGGCTGTCT 

TTGTTTGCTGCAAGGGGTGGTGAAACAAGCATCCCTGGCTTCTGCCCATAGGTGCCCAAG 

TAGCATACCATCCAATTGCAGTAACCCAAAATGTCTTNTAGATATTACCAAGGNGCCCCT 

GGGGG 

Sequence 5119 

C CCTTC GAGCGGCCGCCCGGGCAGGTACCTTGAATATACTGATGAAAATCAACATCAATA 

TATTTTGGCTGTGCCTGTGTTAMCCTAMTCTTCAACATAATAAGATATTTGTGAACCA 

AGACAGCMCTCTGGAMGTGGCTTCTMCTCGGCGCATTTTCTTAGTGGATGCAGTAAG 

TGGACGAGAAAATGACTTAGGAACTCAGCCAAGAGTAATTCGAGTTGCTACTCAAATATC 

ACTGAGTGTCCACCTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5120 

CCCTTAGCGTGGTCGCGGCCGAGGTAC T l I I M I H I 1 1 1 I I 1 I M I M 1 I 1 11 NNNTTT 
n i m M M I 1 1 II I I I I I I I I I I I | M | I | | | | | I AAAAAAAAAAAAAANNTTTTTNTN 
AAAAAM NNNNNCCNC NNANAAAAAAAMAAAMNNTNtNNNNAAAAAAAAATTTTTTNC 
CCCCNANI I I I 1 1 I I MNNCNNCCCCCNNNGNNTTTTTTAAAAAAAAAMTTTTTTNNAA 
ANNNNNGGNGT7TTCCCCNNTTTTTTTNTNNACCNGANGAAAAAAAAAANACACNNTNNN 
CNNTTTNTTANAAAAAANGGGGGGGNANCCCCCCNN I 1 1 1 1 1 I Fl CNGNAAAAAATAANA 
ANThnTTNTCCCCAN AAAAA AAAAAMNATCTNTC 
CCCCCCCCNNAAANhTT^^ 

TTNNATTNGGG CCCCCNT TTTTNAAAAANAAGAAAANNANAAAAAAATT N Mini F NGN 
GGGGGGNGGN I 1 I I I I 1 1 CANAAAAAAAAAAANCCCCCNCNAAAGTNGGTTTNTTTTNCC 
CCCCCANNNCAANANAAAAAANATTTTTT 
Sequence 5121 

NCCCTTTCNAGCGGCCGCCCGGNCAGGTACTGGCCTGCCAAGCCAATCACTGTCACTGTC 

AAtACCGGGATANACAACTCGNAANCCAAAGGTTTGTCCTGCCACGGNTACTGATATTGC 

CCATANCATACTTNATGCCCAGGANCCCAAAAACCTGCCCACCCAACTGGCCTACTGNTG 

TCACTACCAGTAACCAGGCAAGCCACCTAAAGGTTNAANAATNANCTNTNTGGACTAGCT 

AACACTAATGCCATTATACACTGCCCTAGGTCCCAAGGAAAGGAATATTTGGCCTACCAC 

TGCCGTGACTANAACCTGAAAACATGCCTACCTGGCNTCCAAGTCACCANCAA 

Sequence 5122 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGCCTTCTGGCTGTATGGCTTACATCCTG 

GAAATTACCTGATAATAAAGCAAGTAAAGGTGTAAGGTTTCCTAAGGGATTACAACACAG 

T GGTTT CCTGGTCTCTCTCCCTGTCATCAATCAGGGTAGTAACTTGACTTAAGAATACCA 

CTTTTTAGAAAAATTACGATAGAGATGGGATCTCACTAGGTTGCCCAGGCTGGTGTCGAA 

TTCCTGGTCTCAAGCAGTCCTCCCACCTCAGCCTCCCAAGGTGCTGGGATTACAGGTGTG 

AGCCACCACACCTGGCCMGMTACCACTTTTGAAAGTTAATCCTTTTGTGTGATACAGG 

ATGAACTTGGGATGTTTGAACCCTGGACATTCCAAATAAAGAATAGGCCCCTGCCTGGCT 

CCTGGGGAGAATMCCTNTMGCCATTAGAATATCTTGCCTGATMGAGTGTTTTTGTTT 

ACCTTGTGGGCCTT 

Sequence 5123 

CCCTTAGCGTGGTCGCG GCCGAGGTAC I M I I I I I I I I 1 1 I I I I I I I I I I I I I I I I II I I 
H 'I 1 1 1 1 1| M I M II II M M M I I M M I II N M I I M M I I I I M II I NNGAAAA 
AAAAAAAAAANAANNNGGGGGGGGNNCNANNNNAAAAAAAAMNATNANTTTTTNNNAAA 
AAAANNNNGGNNNNAAAAAAAANNGNNNNNCAAAAAAAANNNAAAAAAANCCCCNCACCT 
GGGGGGGGGNNNAAAACCACACCCACCCNTTTTGGGNAAAAAAAAANCCCCCCCCNNCAT 
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TGATTTAANTNNTCNNCCCCCCCCCAAGGGAAAAACTAANNGGAGGN7TTAAANGGAAGN 

ATNTTNANCNCCCNNNNCTTTNNTAACTTGGANGG I I I I 1 1 1 I I CCCNGANNNNAAAANA 

TNTNCCCCCCCCCCNNTAI I I I I I I I AAAACANGGNGGGGGGGNANAAAAANNTNTTTTT 

TTNTTCNCCCCCNNAACCNNAAAAAAAAAAAAANANCNCCNNNNNNNNCCCNCCCTThJTT 

m^lSTTNISTrNNTTATNAAAAAAAANAAAACCCCCAAAAAAAAAANNNCCCCNCCCCCCC 

CNTNATNTTTTNGGGGGGGGGGGG 

Sequence 5124 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGGGTGAATGGAATGGGCAGTGGTCGCC 

AGGATGGCCTCCCACCCAGCTCAGAGACCTGGTGAGGACCACCCAGAAGGGTTGTGCANA 

GGGTTAGAGGCCACACAGAGGGGCACTCATGTTTTTGTGGGGGATGCACAGCTCATTAAA 

CAGTCACCAGTCATGGGAGGAGGCTGGTCAGGGGCTAGGGGACTTGCTCACAGTCGTGAT 

GGCTCTGTGTTATTTGGGGGTGACAGTAATTATGGAGCTGGAGTGCTCCTCGACAAAGAC 

AGACAGAGCTCCTCGCAGAGGGATGGTTTCCATGGCAATAGCATCAGCATCTGAATGACT 

TCCTGTCACAACMGTTGGTGATTTAATGAGTTCATTACTGAATTCCAAAGGAAAACCAG 

AGAGTGGATGAGCTACTGTTCAGCCCTCAAAGTGGCTAAGTCCATAGTGAGGGAGCCATT 

TCTACCGGGTGCAGCATCAGAACCATTAACAGCTCAGGG 

Sequence 5125 

NCCCTTAGCGTGGTC NCGCCCGAGGTCC 1 1 1 II 1 1 I 1 I ) 1) 1 I ) 1 1 1) II 1 1 II M I J 1 ) 

i in mi ii 1 1 i n 1 1 1 in in 1 1 1 1 n m in 1 1 11 1 n i iiiinn niM i n i 

TTCCCCCCCNNAAAAAAAAAAANANNGNNAAAAAAAAACNGGGGNNNCCCCCCCCCCCNN 

GGGGG GGGGG GNNCCCNNCNNNNNNAAAAAAAAAMAANTTTTTNCCCCCCCCCCCCCCC 

CCCCNNTTTTTAAAAAAMAAAAAAAAMNNGGGGGNGNNNAAAAAAAANTNTTTTTTNN 

NNNNNAAAAAAAAAAAAAAAAAAAAAAAAAAANCCCCCCCCCCCCCCCCCCNN I MINI 

TTTTNNNCCCCCNANNAAAANNNAAAAAAAAAANNNNNNGGNGGGGGGGGNNNNNNAAAA 

AAAAAAAAAAAAAAA 

Sequence 5126 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCTCTGTAAAAAGTCCTTGCTGTCTCAGCA 
GCCAATCAACTTATAGTTTA 1 1 1 1 1 1 1 CTGGGTTTTTGTTTTGT7TTGTTTTCTTTCTAA 
TCGAG GTGTGAAAAAGTTCTAGGTTCAGTTGAAGTTCTGATGAAGAAACACAATTGAGAT 
TTTTTCAG TGATAAA A TCTGC ATATTTGTATTTCMCAATGTAGCTAAAACTTGATGTAA 
ATTCCTCCTTTTTTTCCTTTTTTGGCTTMTGAATATCATTTATTCM^ 

TATACTATATGTTCCACGTGTTAAGAATAAATGTACCTGCCCGGGCGGCCCGCTCGAAGG 
G 

Sequence 5127 

CCCTTTCNAGCGGCCGCCCGGGCAGGTA C I I 1 1 I I I I I 1 1 1 1 1 IT I I I I I I NGNTTNTTT 

I I M I I II I I I I II I I I II 1 1 I It I I II I I n II I II I II I I I 1 1 1 n NAANAANANNAA 

MNATNmfslTTTmGGGNNNNAMNMTNGNTNNNANNGTTNGGGGGNNNNAAAACCC 

CCTNCNNCNAAANNATNNAAAAANTNTNAANNATNAGGCATTTNCTNNNTNGNAAAAAAA 

AAAAAANNGGNGGGGNMNANTATTAAAATNTCCTGGNTCCTAAAGGNNTATTTNAAAAN 

AAAAGNAAATNCATNNNTCCCNNCGNNNGNATAAAAAAACAA A I I II I I 1 1 I I I ATNAAC 

AAAAMTTAGATGATGGGGNGGGACTNCCNAAMCCCNNTTTTACTTTTTCTTTCCNCNA 

AMT G GGGN NGGGNTNCNNCCCCATTTTGAAATNAAAATTGCCCGGGNAANCAANNAAAA 

TTTT^ATTTTNNNGGAAGGGNANGMCCNGA^ 

TTTTTTTCANAAAAAAAAAAM 

NNAGNGN I I I I I I I I N G AANTTAAAAAA AAAAAA 

Sequence 5128 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACTTCAGTCACAATTCTGGAACNCTAAGAAA 

AMCGTTCCAGACTTCAMCACAAATTrATCCTCACCAGTTMTMCTNCTTTTCTTTGC 

TCAAAAACCCAGTGAGAAAAAATAACTCCAGGCCAGGCACAGNGGCTCATGCCTATACTT 

CTAGCACTTTGGAAGGCACNAGGCGGGCGGATCACAAGGTCAGGAGTTCAAGGAACCAAG 

GGCTGACCANACATGGNTGGAAACCCCCACCT 
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Sequence 5129 

C CCTTCGAGCGGCCGCCCGGGCAGGT AC I I I I I I I I I 1 1 1 I I I I I I 1 1 1 1 M 1 1 I I I 1 1 N 
AN I I I 1 1 M 1 1 1 I I I I I 1 1 I I 1 I I 1 1 1 I I I I 1 I I M 1AAAAAAAAAANN I I I 1 I I 1 I 1 I I 
NGGGG NAAAA AATTTTAAAACNCAAAAAANNNAAAAAAAAAAAAN I M I I 1 11 1 ANN AAA 
MA^NTTTTTNAAAAAAAMNTTNNNGGGNAAAAAAAAAM 

NAAAAA AANAN NANGGGGGCNANAAANNN I I I I I 1 1 I I I I I I AN AAAAAAAAANTTTTTN 
CCCCCCTTTTTNMNANNTTTNAAAAAAAANCCGGGGGNAAAAAAAAAAAAAATTNNAAC 
CNTTT ACNNGGAGA I II I 1 1 I 1 AAAAAMAGAGTNTTTTTTTNACATGNCAAAAAAGNTT 
TTTTTACACAAAAANTCCCCGGGNTGNCTTNANNMNANGNNAAATTTCNTTTNNT 
AAAAAA ANAGGGGGGGAAA AAAAN I I I I I I 1 1 NNNNNTANAACCCCNAAAAAAAAAAAAA 
AAAA NAI I II I I I I 1 1 I I I 1 1 AAAAAAAAAAAAAACTATTTTTNNGGAAAAAAAAAAAAC 
TTTTNANAAAAAGNGN I 1 1 1 I I 1 1 I AAAAMAAAAMCNAANTTTTTTGGGGGGCCNNCC 
NCNAAAAAAAAAAAAAAAA 
Sequence 5130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCCTCAGAGGGAAAGACAGTGGAAGTTCCT 

TTTAAAGGAGATGTGGAACATACCATCCGAGACATCCTAGGAGGGATCCGCTCTACGTGT 

ACGCGGGGTCCAAGGATTTATTTAATGGGGATGTGTTCAAGGCAAGACCGAATTCAGAAG 

GATATCGACCGTCGTGATCCAAAAGTCCAGAGCTGAGGACTGCCTGTTTGCAAATACTGG 

ACTTT NNTN TTNNNANNNNNNNTNTTNNNGGGN I I II I I I I I I M I I I IGAGGAATTAAC 

MGTNTTT rATTTGG GCTCAAACCAAGAATCCCGGGGGTCTTGAGGGACCTCTGGGGGAT 

TGGGCA AATTTTTTT NTCCCNCG I 1 1 I I I H I 1 1 1 GGGNCTTGTTTTCCNTNAACCCCCA 

TNAACC C I H I I 1 1 » fl 1 1 1 TTCCCGGGGGGGGGGAAACNTTGGGGC < I I I If 1 1 1 1 II 1 

NCCCTNTTTTTCCCCCCAAAGGGGGGGGGTTGGTCAACTTGGGCCTNGGGGACCCCTGGC 

CCCGGGGCGGGGNCCCGTTTTAAAAA 

Sequence 5131 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTAT 

MGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGTT 

TTCTTTCCAGTTCTTCTGAAAAACTCACTANAGAAAAAGAAAGCAAGAAATACAGAAAAG 

TATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAACT 

TC ATACT G AAAAA CCACCCTTrCTAGAGGCGATTTACCACTTATTCCTTGCCTTTCAAAA 

ATATTTTACTTTTNCMGGGNMNCTCTCCTTATTAMT^ 

TTTTAAATTAGAGATTGTTAACTTGGGGTC 

Sequence 5132 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTTATGATTAAAAACAAATTAAATT 

TTAAAACACCTGAAGATATATTAGAAGAAATTGTGCACCCTCCACAAAACATACAAAGTT 

TAAMGTTTGGATCTTT7TCTCAGCAGGTATCANTTGTAAATAATGAATTAGGGGCCAAA 

ATGCAAMCGAAAAATGMGCAGCTACATGTAGTTAGTMTTTCTAGTTTGAACTGTAAT 

TGMTATTGTGGCTTCATATGTATTATTTTATATTGNACCTGCCCGGGCGGCCGCTCNAA 

AGGGCNAATT 

Sequence 5133 

CCCTTTCGAGCGGCCG CCCGGGCAGGTAC I I I I I I I I I I M M I I I M I I I II II IGTTT 

M I I I I I 1 1 I I I I I I I II M I I I I I I I I I I I I I I I I I I I 1 1 I I I I I I I I I I I 1 1 I I I I I I 

T I I I I I I I I M I I NNTTNN I I I I I I I I I I NTNNAAAAAAAANAAAAAAANTNNNTNTTNN 

MTTTNNNAAAAAAAAAAAAAAANNGAAAAANAAAAATTANTNTANNNANACAAAAANAG 

AGNNAAAAMNGNNTNAAANTTTTNNTNNAACAAAGGGGNTGAAAAAAAAA 

Sequence 5134 

CCCTTNCCAGCGGCCGGNCNGNCNGGNACTGNNNTNNrr^ATTTANNNNNTTCATATTGG 

CTNGGCACANTGGTTCACACCTGTAATCCCAGCATTTTGGGAGGCCGAGGCGGGCGGAGG 

TCANGAGATTGAGATCACCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAAATAT 

AAAAAATTAGCCAGGTGTGATGGCTGGCACCTGTGGTCTCAATTACTCNGGAGGCTGAGG 

CAGGAAAATGGTGTGAACCCAGGAGGCGGAGCTTGCAAGTGAGCCGAAATTGTGCCACTG 
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CACTCCAGC CTGGGT GACAGAGCGAGACTCCGTCTCCCNTTTTTTAAAAAAAAAAAAAAA 

NCCCCCCAGTTTTTTIsrTNGGTTNNANNNCCCCCCCNTAAMGGGGGGGMGGAAMNTTT 

TANCCCCChTTCCNCCNCGGGNGGGGGGGGGNNNGAACNAAANNAAATNAAATCCCCTTTT 

AAACCCCCCCNNNGNGGGGGGGAAAAAAGTTTTNNTCCCNGGGGGNNNAAAAANAAAAAA 

MNNGNGTTTTTTTNNANAAAAAAAAMTTTTTTN 

AAAANGGGGNANGNGGGNNGNCCCCCTTNTTGNNNCCNACNAAAAAAATTTTTTTN 
Sequence 5135 

CC CTTAGCGTGGTCGCG GCCGAGGTAC I I I I 1 1 1 1 II I I I 1 1 I I 1 1 I I I i 1 1 1 I 1 1 1 I ) I 

TTNi i i fl I I I 1 1 I I u i l NTAAAAAAAAANTTNNNAAAAAAAAAAAAAAANNCCCCCCT 

TTTTNAAAAAAAAAANCCCNNNNAAANNNNAAAAAACCCCCCCNAAAAAAACCCNCTTTN 

NANAMTNNNTGGGGAGGNAAMAAAAAAMNCCCCC^flTTTTTAAAAAAAAAANNNCCC 

CCCCCCCCCNGGGGGGGGNNNNAAAAAAAAAAAAAAAAAAANTTNNTTNAAAAAAAAAAN 

CCCN AAAAAA I II 1 I H I I II I AAAAAAAANCCCCCCCNNGGGGGGGGGGN I M 1 1 I II I 

TNAANAN CCCCCCCCNGGGGGGNNTTTNNNNATTNCCNNNCNNNCANGGGGGGGGNGGNT 

ITTTT1 I AA ANAC CCCCNCNGGGGGGGGGGAAANCCCAAAAANNANNNNTAAAAAAAAAA 

NCCNNTNNTTTTNAAAAAAAANANNNNNNNNNNNNNNNNNNNNNNNNNNAANNNNNCAAA 

AGAAAANTTTTTT 

Sequence 5136 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGG 

GCATTGGTGAG ATCM TGGTAMCTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAA 

ACGTTGGACAAATTTTGAGTTTTAACMGGACAAAMGTTGAAAGAAAAGGCACAGTTAA 

CAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTG 

AAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGA 

AMCGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTGCTTTTTAAATCATGCCCCTCG 

TTGCCTGCCTAATCTGTGACTCCCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAA 

CCAGAGCTGAATAACATGTTAGGCTCACACATGCATCANCACTGCACACTGGAATCATTG 

CTC7TCCTGGACTTTGTANAAATCAGTCTCAAGTGCTTCAAGAGTCTGGCTCCTG 

Sequence 51 37 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATAGAATTATGAATATACAGTAACCTCATTG 

AGATTMTCATAAMTCMCACTAGATTCCAATATTMCTGTTTATACTGCATTTTGTTT 

GTTC CCGCG CACCAACTTTGTCATGCCTTMGCAGGTTAGTTCTTTTTACTGTGTCTTAA 

ANNNTTTTTCCTAGTGAGTMCATGGTATTTTTTAATAATCCCGCGTACCTGCCCGGGCG 

GCCAAAGGG 

Sequence 5138 

CGCCCAGTGGTGAATGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGCCCGCCCGGGCA 
GGTACT CCAGCCTGGGCAACAAGAAGACTCCATCTCAAAAAAAAAAAANGGATNGTTGGC 
CTTT TTAMCCCATTCCCAAANAANTACCCCTTCAANGTNTTTAACNTGGGGCCAANGGT 
TTTTNCGGAAAAMhrTCCCCGGNTTNMNMTGAGTTTTNM 

AT TNAC CCCNTCAGGTAAAACCGNTAAAGGGGGGAAAAAAAAANTNTTTANCCAANNTAA 
MTTTTCCGGTTGGGNATTTATTAANAAGGTTNGGGAAAAANTCGGGGGGGGGGGGTCAT 
GGCCTTNMCCCCACCCTTTTCAANGGCCCNTTTCCNGGAAGGACTGTTTGAANGCCANT 
TGGAMCNACCNGGGGGCMCCNAAMTTTIvrrTTTCCACAAAMNTTTTAAAATT 
Sequence 5139 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACTTCATTTGCCTMTTTTTGCCATTCTCATAA 
TGTG G C AATTGTTCAATTTTG C ATTTCTTCC ATTTTA'I Mill) GCATCTCTGCTTTTCT 
TTTGGTTAGCTTTGCCAGTTCTGCCTATTATATTMTCTCCCAGMTCAGCTTTTAGTTT 
TGTTAMTCTCTGACATGTTTCGTTGATTCCTGCTT^ 
TMTTTGTGTTTGCTATAAMTAAGCMCATCT^ 

ATTCTGTAAT^GATATTTAMGATATMTTTTTTCCCTAMTGCTTTATTAGA 
TCATAAGTTTTGACTGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5140 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACNTATGTNATATTTMCMCCCCCTTTTGAAG 
TCCTATATTTGTTTAGTAGACTGAAAATTTGAATTCACTGTTAAGAGGAGACATGGAACT 
GTGGAMGMTATTCATTTGAGTGTTTCAGG AAGTTTGGA I I 1 I 1 1 I 1 1 1 ACCAACATAT 
TATTTGTAAAAGGAGGGAAATCAGCTGCCTCAGGAGGTTCTTAACATATAGGAATGTAAT 
TATCAGATTCAAAGCTGAACAGTANTGCGTTGCCCTGTAACCTAAGTCTTGGGCTTGTTA 

GCAMNAAAMGCCAGTGTCTGGGGTNTTGGTTCCAGGACCTTCCACTTAATAACAAAAT 
CC 

Sequence 5141 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I I U I l I M I I I I I I I II I 1 1 I I I I 1 1 1 I 

I M l N M 1 1 1 1 1 I 1 1 1 1 1 M 1 1 I I I I M I I I 1 1 I I M I I I I I 1 1 1 1 1 1 I I M 1 1 I I I 1 1 

1 1 1 1 1 I I I I 1 1 1 1 1 1 I 1 1 INNGGGGGNNNNGNATANTNAAANTNCCAAAAANTNGNGGGG 

GGGNAAAANAAAAAAAMTNTTTNGANNAANGAANANNGGNCCCCCCCGNTNNNNTTTNA 

ANMTNGGNGGGGGGGNNGGANAAAAANNCATMCNNCCTTTAAAAAAAAAAAAAAAANG 

GGNATTNATNNNAGGNAANNANGCCTTTTNATGAAAAAAAAAAAAA 

Sequence 5142 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCAT 

CTGTTCCAMGAGGCCAACACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAGA 

GCATAAAACCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGTTC 

CGMGATTTCCACACTGATTCTGAGCMTTTATGTAAGCCCAGGTGTTCAAAGTTCCAGG 

TTGAAACATTTGGTTAATTMCATCATGCTGCAAACACTCAAAATCACTTCAGCTGCCAC 

TATAACAAAACAAAACTCCCAAAAACAAAAACTGTAGGGAAATATAAACAAATGGCAGTA 

TTCmGGAAMCAGTATATGAT TTTAG TGACAATAAAAGCAGCMGGGCTTTCTTGATT 

TMTACTGNGTTTCTCAAAMCATTTTTCTAAAGGAAATTATATTGAGTTTGAGTAAAAA 

ACTTGAAAGTTCCTCGGNCGCGACCACGCTTAAGGGCCGAATTTCC 

Sequence 5143 

CCTTTCGAGCGGCCGCCCGGG CAGGTA Cl I i I I I I I I I 1 1 I I I It I U H I II I GGGNTT 
i M M M l l 1 1 1 1 I I 1 1 M I I | | | | 1 1 M M 1 1 1 I M I M I M I II M I I M 1 1 1 1 I I I I 

I I I I I I iNNAANNAAAAAAAAANNNNTTNNNAAAAAAAAAAAAAAMTNNAACNACANNCN 
NCCCCCNCCCCCCNCCNNAANNGGNGMTTTTAGGANNANNNGGGGGGTTCCCCATGTNG 
GNANAGCNGGTCTNNAACTTTTGAGCCTAAGGGNATCTATNTGCCTCGGCCTTCAAAAGA 
GCCCNGGAATNAANNGGNCATNAAANANCCCNTGNNCCTTGGCAAAAAAANGGG 
Sequence 5144 

CCCTTAGCGTGGTCGCGGCCGAG GTACTTT A I I I I M II I M I I I I I I I lAAAAl 1 1 1 I I 

[j] II I I II I I I I 1 1 I I I I 1 1 I I I I 1 1 1 | 1 1 | M | | | | | | | | | | | 1 1 1 1 || | | 

I I 1 1 I I I l ll 1 1 NTNNNNAAAAAAAAAAAAAANNN I I I I 1 1 1 I NTNNNGGGNNCCNAAAA 

AAAAAAAAAAAANCCNNNNNGAANGNNAAANNNTNTTNNTTATNGGGAAAAAANNCAANN 

Cn^r^TTMTAMGAGAMGAGNGGNNANNNG 

GAGGGANNMMNCNCCCCCCCCANCCCCGGGAGGGGANNNTANAAMNTTTTTTT 
Sequence 5145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTCTCACTATTGTGAATCTTCATGTGTTC 

CCTATGATTCTTGAT7TAGCTTAAMGAAMCGTMGACATGGTTTCATTAGCTTGAACC 

TTATCTTTGTAAAG CCAT GCATTTACCTTGTT^ 

CCTATTCAAAMGATTTTGMTAATTATTTCAAMCTTTTTGCMCTTTMTAATCT^ 
ATMCCTTAAMTATTTAGGTAAATACGGCATCATCTGCATGGAGGATTTGATTCATGAG 
ATCTATACTGTTGGAAAACGCTTCAAAGAGGCAAA 
Sequence 5146 

NCCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGGTTTATCTCTANTGTCACAAACAGC 

TGTGCTTGTTNGAGTGAGACAACCACCATCANGAAAAGACTCANGGCTGGCAGCTGTAAC 

TAMTTrMTTTTCACCTACATTTCNCAGTTTATTTATGGTGANAAGTGTTNCTATGCAA 

GCATTCTTTNANTGAACCAAGAAAANTAGNCATATCCANGCTCTGACAAANAACTTANNC 

TNTGGGATTTTGTTANAGGNAAAATTAAATAANGAATTTATTCC 
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Sequence 5147 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGAAAGGAGTGAGAAGTGTTTTGAGGGCTC 

TCCCTGTCTCTTCCTGCACCTCTCTCTTGTGATCCCAGAAGCTACAACCTCAGCCCAGAT 

TAGCAGGCTGAGGGGTCAGGAGGCTGTCACTGGAGCTGTTGAGCTCATGAACACGCCGAA 

GTTGCTGCGCTCCAGAAATGTGGAAGTTGGAATGAAGAGCCACCACTGCTGCCACCAACA 

TGAAGCTTGACCAAGCAAGCCAAGAAAAGATGGCCAAGAGCCTCTGCCTTCCTTCTGCCT 

TCTGCAACGC 

Sequence 51 48 

CCCTTAGCGTGGTCGCGGCTCGAGGTACNCGGGGAAGGCCAGGCATGGTGGCTCACCGCC 

TGTGATCTCAGGATTTTAAGAGGCTGAGGCAGGCGGATCACCTNAGGTCAGGAGTGAAAC 

TGGCCAACACGGTGAAACCCTGTGTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGG 

CAGGTGCCTGTAATCNCAACTACTCCNCGAGGCTGAGGCANGAGAATTNGCTTTAAACCC 

CGNGAGGCGGATGTTNCATGTGTAGCCGGANNATGGCACACATTNCNNCANTTTTCAAGC 

CCTGTGGCTTACAANGTAGTGGAAACNTNCCGTCCTCAAATAATCAAAAANTTATAAACA 

MTNAAAANTTATTTATNAAANCACGTTTATTTTGG 

Sequence 5149 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACMTACTGGAGTTMGGAMTTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AMGAATGGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCANAAAAGAAGTGT 

TTGAAAGATG 

Sequence 5150 

ACM I I I I H I I I I II U I I I I II 1 1 1 I I I I U I I I I I 1 1 I I 1 1 11 I 1 I I II I i I I 1 1 AA 

AGNCCCCNMNGGGGNNANNCCCNTTTTTTNNGGGGMNNTTTNNCCCCNNNTNNTNNTN 

NANNNNGGGGGNNNAAAAAAAAAAANTTTTTNTGNNTTTNAAAAAAAANTTTTN 

NGGNAAAMNCTCCCCTTTNCAAAAAAAAAAAAMGGGGNNCCCAAANTTTTTNCCCCCC 

CCCCCNTTAAAAMNGGGGGGGNNCCCCTTTTTTNAAANGGGGGGGGGGGGNTNAAAAAA 

NGGGGGNNCCCGGGGNTTTTTAAAAAMNNTTTTTNNNNCCCCCCm 

TTNAAAAANNGGGGGNCNCNCCCCCNGGGGGNNANNNTTCNCCNNTNGGGGGGNTTTTTT 

NTNNTNTNNACCATTTNNAAAAAAAAGGG 

Sequence 5151 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTGATATTTTAATCTCACATCCAGAATGGC 

TAAAATGGAAAACCCAGAAAATGCTAGATGTTGGTCAAGAGTTGGAGTAACTGAAACTAC 

ACAGCTGCTGGAAATGTATATTGGTATAACCACTTTGGAAAATGGGAAGTTCAACAAACA 

GGCAMCCMTCTAGATTTAGGGATATATGTTTAGGTAGTAAAAGTATAAAGAAAGGAAA 

TAGTTAGCTTTGCAGGGAGTAGTGCTTGGGAGGTAATAGGTGCTtCTGGAGTGCTGTTGA 

TGTTCTGTTCCTAAGTAGGGTGCTATGGCTTGAGTTTGGTTTGTCTGACCCTACCAAGTC 

TCATGTTAAAATTTCATCCCCAGTGTTGGAGGTGAGGCCTGGTGGGAAGGGTTGTGG 

Sequence 5152 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGCTTTGTGTTCAGTCCTTTTGGA 

ACACGTAGCTTCCAGCTTAAGGGTAGAGAAATATATACCTAAAATCATCAATACATGAAA 

GAAAMGGATGGAAACTATGTCCTCAGTTTTACTTCTACCAAAACATCCCTGTATGTGTG 

TGCATGTATGTTGGCGTGTGTGTGTGTGCATGCATATTAAGTAAATGTGTGTTTGCATGT 

GTGTGTTGGGGA 

Sequence 5153 

CCCTTAGCGTGGTCG CGGCCGAGGTAC I M M M I I I I II I I I I I I I II I NNNI 1 1 1 1 1 1 
I n I I I I I II II I I I I I I I I II I I I I II I I 1 1 I NNGNNTNCI I M I M I I I I I I I I I AAA 
AAAANNACN I I I I I I rTNNAAAAAAAAAAAAAAAAAGGNGNNGNNNGNAAAAAGGGANTN 
ACCCTNNCCCCCCCCNCNAGGGGGGGGGGGNTTTTTNCCCNNNCANNGGGNGGGNAAAAA 
AANNCCNNNCNCCNCNTNNNNCCCNCNAAAAA 
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Sequence 5154 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTA6GTCTTCCTTAAGCAGCAAGAAAATGTGG 

GGGGTTTTACAGAAGAAAACAGGCAATCTGGGCTATAGCAGAAGAGCACTAATCAACTTA 

AGTCCACCTTCCATGGTGGTTCAGAAACCAGACTACCTTAACGATTTTACCCACGAAATC 

CCAAATATCCAGACTGGCTCCTATGAAAGTATGGCAAAAACCACACCAACTGGAGGCCTT 

CCAAGGGACCCCCMGAACTCATGGTTGATAACCCTTTGAATCAGCTCTCGACTCTAGCA 

GGGCAGTTGTCCAGTCTGCCACCCGAAAACCAAAACCCTGCATCCCCTGATGTAGTTCCC 

TGCCCTGATGAAAAGCCTTTCATGATTCAGCAGCCCTCTACCCAAGCAGTA 

Sequence 5155 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGGATTCCCTTCTGTCGCGCGGCCTTATA 

GTTCCGGCTGTGGCGCGCGGACGGAAAGTTTATGCCGACGGAAAGTTTATGCCGACGGAC 

TGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTGATT 

GGGAACACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCC 

ATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAATACCAGCGTAAGCACCTAGTAGCC 

CATGGTT TAACGAT GCTGTTTGAGCACATGGCCACAAATTACAAGCTTGAATTTACAGCA 

C7TGTGGI Mill ICATCACTTTGGGAGTTGATGGTCCCCTTCACGAGAGATTATAATAC 

CCTACAGGAAGCACTAAGTAATATGGATGATTATGACAAAAC 

Sequence 5156 

CCCTTAACGT GGTCCGCG GCCCAGGTA C I I I 1 1 1 1 I I 1 1 I I I 1 1 I 1 1 1 1 1 1 I A ACTGAAA 

GAGTTGACMTT7TATTTTCACATTTCCAATACAAAGGAAMCTGCATCTTTTTTGCCCA 

CTTCTCCCCTCCAAAACTATTCTCTTTCATGGGACAGGGGAACAAGTCTTCCTTATGCTG 

TTTAAAAAACTCAAGTATCACAAGCANCATGATCTCCTGGTGAAGCAGAACAGGTAATAT 

AAAACCCGATACAATAAGGCCTCCCTCTATCCTTATCTGTCTGGTCGAGTCATTCCCGGC 

CCAGTGGNCACCATCATGGGACCGGGCAAGGANGTCTCATTAATTGGGGGCCCAAGCANT 

AATTGGCATATGGCCCTCCATGGGCCGGCCTTATTCCAAGGAACCAGGTCCCACTGGCAT 

NATTCCAAGGANGGAGGAGGGCCCATCAATTTGGCCATCATNGGGANGGGCCCCCATATT 

GGGGGNGCTGGCATTAAAACCAAGGGCCAAGGAAGGACCCCCGAAAGG 

Sequence 5157 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAAAATGTTGCTCAGCATATTTAACATTA 

TTATTGTTCATATTTCCTMTGGGGMCAGCGTTTTTCTCTTACATTCCAGTATTGTTTC 

TGCCTCTATT AATA AGGTTTCTGATMTATATATCAGTGGAGATATTTCTTTGGACTTAT 

ATCTTTCAGCTTTTCTTTAGATAATGGCTCTTAAATGTTGGTCTGCAGGCAGGTGATAGG 

CAATGATATGAAAATCATATGGGGGACTTATTAAGAATATAGATCAGCAGGGCCCATCTC 

TCCATATGCTGATTGAGTAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5158 

GCGGCCGAGGTACTTCAAACACGACTTAGCAAGATCNGGGGACAGCAGACAGATGGTATG 

AMCTTNNAT7TGGAGAAGAMACCTTCCAAAAGAGGAAACAGAGTTTTTATCAATCCAT 

TCTCAGATGACCAATTTGGAAGACATTGATGTCAATCATAAAAGCAAGTTATCTTCTNITG 

CAAGATCTNGAAAAAACTAAACAGCTTGAAGAACAAGACCACTTATTAGAAGATTATCAG 

AAAAAGAAAGAAGACTCCACAATGCAAATTAGTTTCTTGCAAGAGAAAATTAAAGTNTAT 

GAAATGGAACAAGATAAAAAAGTAGAAAACTCAAATAAAGAAGAAATACAGGAAANGGAG 

ACANTCATTGAAGAATTATTTAANANGGACGNANNAANAAANGTNCCTTGCCCGGGCGGC 

CNGTTCGAAAGGGCGA 

Sequence 5159 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATAGCTCACTGTAACCTCCAACTCCTGGG 

CTCAAGTGATCCCTCTGCTTCAGCCTCCCATGTAGCTGGGACTATAGGCACATGCCACCA 

TGCTCGACTAATTTAAAAAAAAAATTATAGAGACGGGGGTCCTACTACATTGTCCAAGCC 

GGTCTCGAACTCCTGGCCTCAAGTGATCTCTCACCTCGGTCTCCCAAAGTGCTGAGATTA 

CAGACATGAGCCACCATATCCAGCCCCTTGCCTTGMTTTTTAAAAAATTTTAGAGACAT 

ATTCT ACATATMGTTGCATTTTTGACATTTTCACTGATATCATCCCAAGGCATTAAGTA 

TTTTTGACAATGTGACTTAATGGTTATATGACATTTCATTAATTTATTTAA 
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Sequence 5160 

CCCTTAGCGGCCGCCCGGGCAGGTAC I 1 1 I I < I I 1 1 I I I 1 1 I I I IN I I I G AG ACATTGT 

CTGGTTCTGTCACCTAGGCTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCCAC 

CTCCTGGGCTCAAGCCATCTTCCCACCTCAGCCTCCCAAGTAGCTGGGACTATAGGTGCA 

CACTGCCAGGGCTGGCTMTTTTTGTATTTTTAGTGGAGATGGGGTTTCACCATGTTGTC 

CAGGCTGGTCTTGAACTCCTGAGCTCACGTGATTCGCCCACCTTGGCCTCCAAAGTGCTG 

GGATTACAGGCGTGAGCCCCTGGGCCCAGCCAGGGATATTAAATCTTGACCTTCAAAAAA 

ATTATAAACCACTGTCTTAAAGGAAATGTCTGCCACTNATGTGAACTGACCCCAAAAATT 

GANGGTTTATGGCTTTGGTTGGGTCNAAAAGTCCAAAGGACAAAGCCTAAGTCTGGTTTC 

MTMTGMCGNNTNAGGMNAAMCCCGGNCANTTAAANAAMCTTTTTMNTTTTGGG 

CCTTGGAATTTAAATTAAAAAAA I MINI I CCTTGG AAAAAAANCAAAAGGTCCCTTTC 

TTTTTTTCNAAAAANCTTTTNATNGGGTTAAANGG 

Sequence 5161 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAACCAGACAAAGACGCAACAAAAAAAGAAA 

ACTACAGGCCAGTATCTTTGAACAGAGATGCAAAATCCTTAAACCAAATTCAACTACATA 

TTTAAMGATCATTCATTGTAATCMGTGGGATTCATCCCAGGGATGCAAGGATGG7TCA 

ACATACTCTGATATGGTTTGTGTTTGTGTCCCTGCCCAAATCTTACATTTAATTGTAATC 

CCCAGTGTTGGAGGAGGGGCCTGGTGGAACGTGATTGGATCATAGGAGTGGAGTTCTCAT 

GAATGGTTTAGCCCCATCTCCCCTTGCTACTATATAGTTAGTGAGTTCTCATGAGATCTG 

ATTGTTTAAACCTCCCTGCTCTCTGTCTCTCTCCTACTCTGGCCATGTGTGTTCCCCTGT 

T 

Sequence 5162 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCCTGCTCCTGTTTCCTTAACCACCATCCT 

CAGGGCATCTCCGGCACCTTGGGGTCGGGTAAGTGCTCTCTACTGCCCTCGTTTTAGCTG 

CCTTTATCTCGTCTATATGGCACTTTCTGCGTGAAMGACATTTGCCTTACAGGGATGAA 

ACTGGACTTGCAAGAGTTTGCTGTANAAGGTGTTCAAGTCAGGAAGATGCTCANAAATGA 

CCTCCTCTCCCMCCACTTCAACGATTCTTTCTTTGGGTTTGGGGTTCTTGCAGTTCTAT 

CATCTAAAATAACCTTTGGACTGCNGGTAAAATGCAATNAGGACAACTAACCAAGTAGAC 

NA MCAA GTTCCCCTAGGCAGGGGNGTCCAATATTTANCTTCCCTGGACCGCATTGGNAA 

AMTTTTIvrrNGGNCCpTTGTAAMCNCCCTACCCNTANCCNTGNTNGGGGGACCTTTAAA 

AAANTAAATTTNNAATTTGGCAAAAAAAAAAAAAAAAA 

Sequence 5163 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGAAGTMGATTCTTAGGAGCTTTTCTTA 

TCACACAAGATGCCTGMTCGMTGTGAGMTTGAAGGCATTTCTTCTGCATAAACAAAG 

MTTCTACCTGCTGGACAGAMCCTGGAMGTTCTTTGGMTTCGCTGMTTACAGTTTA 

GTATGTCCTGATTACAGAGTGACMTATTTATCMGCCTTTGTTATATTGGATTATCTTC 

TCTCTTAAMTACAACTGTATTATMTTGAMTGACAGCCCAAAATtGGATGGTTTACCA 

MACCMTGAMGGGGATTTCACACATCAATTTTTATTTCTGTTTTGMGAGCACATGCT 

ATATMTMTTGCTAGTAGCAACTGCAGTAAAACANGTGGATMGTTATTTTCTCTGAAA 

AGATCCAGTCCTAGAGCAGGATTCTTCGATCATTCATGGCAGAAGTGAAAAAAGGTTGGT 

ATGGGTTCTTGGCCAAMTMCTCAGTTCTTAAAAATTCTTAAAAAATGATCCGTAAACC 

CATTTATCCTTTTAAA 

Sequence 5164 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGTTMTTMGTATATGCTATTCTTTG 

AT GCCAT TTCATTTMGCATTTGCTTAAMTGAAGAAGGTAGTGATTGTGAAATTGAGCT 

TGTTTTTMGAAATAATTTGACAATGTATAAGATCCGAGGAGATTGTGTCTACTTACTAA 

GTTTCTTCTGTCCTAAAMTCAGATGACATTTTAAATGGTTAAGTCAACCACAAATGTCT 

CACGAGATAAAAATTTTTATGTCATTTTCTGTAAMTAGGACAMCTMTTTCTATTGTG 

ATTMTTTAMCATAGCT^n"AATATTTATACTMGTTTTATATACATTAGTATATTGTAA 

TCACATTMCTTATCTCTGTATATCATGAAAGAGATTTTGTCCCTCNGCCCGCGACCACG 

CTNAGGGCGAATTCCAGCACACTGGGCGGCCCGTTACTANTGGGATNCCNNAGCTCGGTA 
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CCMGCTTGGCCGTAANCMNGGTCATMGCTGTTTCCTGTGTGAAAATTGGTAATTCGC 
TCACAATTNCACACNACATTACGAGCCTGGAAGCATAAAAGTGTNAAAGCCCTCCGCTGC 
TCTMTGGNCGGNCCTTTATTTTANATTANCCCCCTNCCCTCTCCCCCNCCCC 
Sequence 5165 

CCCTTTCG AGCG GCCGCCCGGGCAGGTACAGCTTCAGGACAGCCAGGTTGGCTTCCAGAT 

CATAGGCATTTTCCTTGGCGTGCGTCTCTACATAGCGCTCCAGGGTGGCCAGGTTCTCAG 

GATTGTACGCGGGTTATCAGAMMMTTTCCAGCTCMCCMGATMMTGMTTTTTC 

CACACTGAGAAACATTCAGGGTCTATTTGCTCCGCTAAAATTACAGATGGAATTCAAGGC 

AGTGCAGCAGGTTCAGCGTCTTCCATTTCTTTCMGCTCAAATCTTTCACTGGATGTTTT 

GAGGGGTMTGATGAGACTATTGGATTTGAGGATATTCTTAATGATCCATCACAAAGCGA 

AGTCATGGGAGAGCCACACTTGATGGTGGAATATAAACTTGGTTTACTGTAATAGTGTGC 

TGTTCATGGAAACCGAGGGCTGCATCTTGTTTATAGTCATCTTTGTNCCTCGGCCGGGAC 

CAGCGCTAAGG 

Sequence 5166 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCGAGATCGAGATGAAA 

GTCGTGAGCCTCCTGGACTCCACATCATCCATGCATAATAAGAGTGCCACATACTCCGTG 

GGAATGCAGAAAACGTACCTCGGCCGCGACCACCGCTAAGG 

Sequence 5167 



1 1 1 1 1 M 1 1 1 I I I 1 1 1 1 I I I N GGGGTTTTTN I U M I I 1 1 I I 1 1 I I I I I U I I I I I I I I I 
TTTNl I I I I II I I I I I I I I rATTTTG ACTG GGGGG AAAAAMNCN ANCCCNTTTTTTTNT 
AAAAAAAAAMCNTTTTNTTT^ 

TTTTNNGGG GGGGGG GGNGGGGCACCCCCTTANNACCCCAATTTTTNGNGGGGGNGGGAN 
AAAAAAAMNTTTTTrGNGGTTTGGAATCNCCNNCAANNGGGAAAAAAAANTNANNANTT 
TTTTTAAAAAAA 
Sequence 5168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACNGTGAGAGNCTTTCNCCTCTGAANGANCT 

NACNTNNNCGTNNTACTACCTGNNNNNTGAANCNNGCTTAACTCNTCATNTNGNNGNCNG 

TGNNATATATAGGGTGANCGTACCNTNGNCGNGGACCANTNTCTNGGCTNANTNCCNGCT 

ACACTGGAA GGACA NTNCNTTCNGNANNCAAGCNGGANAANAATGATGGNGNCCTTAANC 

NACCTACNAGTTTTCATGTATAACCCGGTAATCCCGTTTGTTGGCACCATTCCTGATCAG 

CTGGATCCTGGMCTTTGATTGTGATACGTGGGCATGTTCCTAGTGACGCAGACAGATTC 

CAGGTGGATCTGCAGAATGGCAGCAGCATGAAACCTCGAGCCGATGTGGCCTTTCATTTC 

MTCCTCGTTTCAAAAGGGCeGGCTGCATTGGTTGCAATACTTTGATAAATGAAAAAGGG 

GACGGGAAGAGANACCTTGACACGCCTTTCAAAAGAAAA 

Sequence 5169 

C CCTTTCGAGCGGCCGCCC GGGCAGGTAC I I I I 1 1 I I I I M M I I M M II I I 1 1 I I M I 

TCI I I I M 1 1 M I 1 1 1 I I I I I i M I I I I I I M I I I ATTTNNA I I I I I Hi I I I I I I II I I 

I M M M I NNAAAA AMNNNGTTTTTNANNNAAAAAANGGGNAAAAAAAAAAAAAAAANN 

I n I I I I < I < n I I AAAAAMNTTAAAAAMAAMTNCNAAAATT7TTTTNNCCNTTTTT 

ANG GGNNG GTTTTTAAMANTTTTTNGAAAAAAAN 

MNNTTTTTAAAN ANTTTTTAAAAANTTAAAAA ANTTTCNG NTTTTAAAAAAAAATTAAA 
ANTTTCCCAAAAATNNNAAAAAAANNGGNATTTTTNNCAAAGGGGTTCCCCNAAAAAAAA 

T. 

Sequence 5170 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGATGGGAGGGATTCCTTGCACGTAATCTTG 
AGCATCCACCTGCTTCAGCAGGTTCAACACCAGGTGCAAAGCCATCCAGGTGTGCCCAAC 



CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTN 




"AATTTNTT 
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AGCMTTAGCTTGGTATTATTCAGTAAMCTTTCAGTTMGATTTCMTTGACAGTTTGG 

GGMGGGATGTGCTGGCTATTAGTTAAATGACTTTAGAGGGGGGTTCATTTGTCTCTGTC 

TCACCCAATCCTGAAACTGCAGTGTAACCAAGAAAAAGCCAAAGAGAAGCACTTCCCTTT 

CTATCCTCGTCACTAGTMCTGGAGGTTTTTCCAAAATTAAAAATCTGTGTCTACATCAT 

GGTCCATATTTTAGACCCTGTCATGGAMTMGTGCTCAGGTAMCTMTATTTTTCTTT 

CACCCCCAGAACTAGAGCTTTCCTAGCTGTAAGCCTTATAAACCAAGATGCAGGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 5171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGGGCGTGGTGGCACGCACCTGTAA 

TCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAATCCGGGAGGCAGAGGTTGC 

AGTGAGCCAAGATCGTGCCACTGCATTCCAGCTTGGGTGACAGAGCAAGACTCTGTCTCA 

AAAAAAAAAAAAAAMGGGNGGGGGNCNGGGNNNNNNCCTTNNANNCCNACCTTTTNGGN 

NGNCCNGGGCGGGGGNNNNNCNNGGGGNAAAATTTAAAAATTNCCNNCCNANNTNGGNAA 

ACCCCATTTTTTNTNNAAANNNNAMNTTTCCCCGGNTTNGGGGGGGGGNCCNTNAAACC 

CNNNNTCTTGGGNNGNTTNNGNNANAAAANTTTTTTAANCCNGGGNACCNAANGNTTNNA 

GNNNCNTAAMTCCNTTTTTGNCCNNCCCCCNGGGGNAAAAAAACNAMCTNNTTTTCAA 

AAAAAAAAAA 

Sequence 5172 

TTCNCCCAATTCCCCTTCCACGCCCCTTGANNTATCTTCTNNTGGGGAAGAAGNGGNCTC 

CNCCAAAAN ACAAAAATA I I 1 1 1 1 1 1 1 1 1 I I ATATNGCNTCCCGTNCCTNNNGGCCCTCC 

NCNCCACTNCGCCCACACCTTNCATNNNNACATAATCNNCTNTCCATCTCNGACNGAGAN 

ACCCATATATCTNATTTGNCAATNAANGACTCCTAANNATANCCCTCTTAGATTAACTAA 

CTGCGTNAGANGGAGTCTTAAAAGGANNNCCTCNNNNAAATAAATTCAAGGGTAACAANT 

NATTMTCCTMGNATCTTTMTATNCTTNGATCTGGGTAMCAATTTTCATAANATNAA 

TTTCGTNGMTNTTTGAGTTTAAAAATAATGTCNCTGCTCTAAATTTCACCCATGGTGNT 

AAAAATAAAAAAGGCACATCCATAGGTATTTTAAGTCCATATAAAAACCC 

Sequence 5173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGCCTCTGGCCTGTCACTTCCCCCA 

GTGTCTTGTGTTCCGTGATGTGGCCCCTCAGGCTCCTGTGCACTTCCTGGTCATTCCTAA 

NAAGCCCATTCCTCG(3ATTAGCCAGGCtGAAGAAGAAGACCAGCAGGTGGGAAGAACAGG 

GCCAGGGTTTGGCTGGGAGGAGCCCCTGGACCCAGCTAGAGGTCTTGCTCCCTATGAATG 

AAGCCACCTATGTCCCTCCGCTCTCTCTATAGCTTCTAGGACACCTACTCCTTGTGGCCA 

AGCAGACAGCAAAGGCTGGGGGCCTGGGAGATGGATACCGACTTGGTGAGCGACTTTTGG 

CCCTTGGTCCCTCACCTATGAATTCTCATTCCTACTTCTCAATATGATCTTCATTCTTCG 

ACCTCTGCCATGATCCTGACTCCCTAAC 

Sequence 5174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAGGGTCACCTACTCTCAAATTCTGCGGTT 

CAMTTGTGGTTGGAGATGAGATGTTCTATTTCTGCATCTCTCCTGGACCATCTTAGAGC 

AGTGCAMGTTTACTGGATCTTCCAGTGCATTATTGGCCCTTGGTGTGATGACGAGAGAG 

CAGGMGGAGGTCTCCAGCTCCTTTTCTGAGJTCAGATGTTCCCTAGCCCAAGAAGACTA 

ATCATGCACCTGGTTTCCTGCTCTGAAAAATAAGAAGTGATTTTGGCAGCCTTTGAATCT 

GGATGGAAGGTGG I I I I I I 1 1 I I I I I I CAGTAACAAAGGTAGTTGTGTATGTATGTACCT 

GCCCGGGCGGCCGCTCGAAAGGGCGAATTCCANCACACTGGCGGNCG 

Sequence 5175 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I I I 1 1 I I I I I I 1 1 I I I I I I I I I I I I I N 

AAANNNNNAGNNNNTNTNNNNGNNAAAAAANANAAAAAAANTNNGGGGGGGGGNAANNNN 

TTTNNNNNNCCNNAAANNAAAAAAMNNNNT^ 

NNT TNNN NNCCNGGGGNTTTTCCCNNNTTTTTTTAAAAMNTTTT^ 

GNNTTTTNAGGGNAAAANNNAAAAANNI I I I f I i I AAAAAAANN I HUM I NNTTTTCC 

AAAAAAAANGGNCCCTAAAMNNTNNCCNNAAAAANNNNNNTNGGGGGNTTTTCCCCCCC 

AAAAAAAAACANTTTTTAAAAAAAAAAAAAAAANTNCAACCTTGGGGGNAAAAGGGNNAA 



# 
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AAAA AAAAAANAAAN NAAAAAANNNNCCCCC I II I I 1 1 I NCCCCCCCCCAAAAAAAAAAN 
NAANI 1 1 1 1 1 1 I I I 1 1 AAAAAAAANNNTTTTTTAAAA 
Sequence 5176 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCMGTTCTAGCTGAAGCTGGAGGAGAACTGG 

GAGAAGCTTCGCCTCCTCTGAACCACATTCATGGAGCTCCTTATTGTGGAGATGGGAAGG 

TGTCAGAGAGACTGGGAGAAGAGTGTGATGATGGAGACCTTGTGAGCGGAGATGGCTGCT 

CCAAGGTGTGTGAGCTGGAGGAAGGTTTCAACTGTGTAGGAGAGCCAAGCCTTTGCTACA 

TGTATGAGGGAGATGGCATATGTGAACCTTTTGAGGGAAAAACCAGCATTGTAGACTGTG 

GCATCTACACTCCCAAAGGATACTTGGATCAATGGGCTACCCGGGCTTACTCCTCTCATG 

AAGACAAGAAGAAGTGTCCTGTTTCCTTGGTAACTGGAGAACCTCATTCCCTAATTTGCA 

CATCATACCATCCAGATTTACCCAACCACCGTCCCCTAACTGGCTGGTTTCCCTGTGTTG 

CCAGTGAAAA TGAA ACTCAGGATGACAGGAGTGAACAGCCAGAAAGGTANCCTGAAGAAA 

GANGATGAGGTTTTGGCTCAAAGTGGGTTTCAATAGACCAGGAGAGGCCCAGAGCAATTT 

TTATT 

Sequence 5177 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCATTTTCCTTTTGTAATTMTAAGTCCTTTTT 

GCAGAGTTCTTTGAAATTATGTAAATACTTTGTCATCAAACTATCAATTCATTAGGTAAT 

AATCTGTATCACAGGAAATCATGGTTTCCTATTTTGTATATTAGGTTATAATCTGTTACT 

ATCATT ATTTCT TTGAGACCAGTGTGGGCCCTTCAATCTGGCTCTGACTTCTGGGTTTTT 

MMGCTTTTTGGGTGATTCTAATGTGCAGCCATGCTTAAGAACCACTTNTCTAGGTNGA 

CCAAAGCACCTATATTCAAAGGATATTCACAGGATTGCAGGCAACATGCAGCAGCCTCAG 
GGA 

Sequence 5178 

CCCTTAGCGTGGTCGCGGCCGAGGTACANACTTTATTTCCACTCTGGTGGATAAGTTCAA 
TAAAGGTCATATCCCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAANGGNNNNNNNNTTTTTTNIVITNANANAAAAAANNCCCCCC 
CNNANNNTTTTNAAAANNGGGGGGNGTNNNTTTTNNAAANAAGNNCCCCCNN I 1 1 1 1 1 1 1 
TNNAAAAAA NNCCNAAA AATTTNTNNNCCCCNACCC C I 1 1 1 I I I I I NGGAAAAACCCCNA 
NNGGGGGG 1 1 I 1 1 1 1 1 I NTGNGGGGGGAANGCCCCCCCCAAAA 
Sequence 5179 

GTGTGATGGATATCTGCANAATTCGCCCTTAGCGNGGTCGCGGCCGAGGTACCTAGGGTT 

ACAGGTCTAGAAAGTGCAGAGCCATCCCTACCTAGAAGAGAATAGATGGGAAGAGAACTG 

AAAGAAAGAATTCCTCAAGCACTGAAGTCAGGAAAATCCCCGTAGGCACTGTATTAGTTG 

TTCCATTTATCCCAGCACTCCACTTGTGGATGAAGGAGTTGTATAGAAAGGAGATGAGAA 

AATGGCAGGAGTGGAAGCAGCCAAGAAGAGATCGATGACTGAAGATCTCCTTCACCTTCA 

GGACTGTCTCAAGGGGTTATTTCACCTCTACTCATGAGGATGGCCAGTTTTTCTGTCTTT 

TATCTTTAGACCCATATATAATCAGTTCAGAGCACAAATCAAAATAAACTGGCCTAAATA 

ACTGMTTCTAG GMGC AMGCTACATCTTTTTTCATATGCCAAAGCTTCTGTTTCCTCA 

TGTTGGTCCTACTTTTTAAATAATAAATGGCTCTCAACATCTTANGAACTAGATGGGTCC 

CATCTGGGTAGGAACCTGCTATMNTTTTAANAATCACTCTTGTAATTCTTACCCTCACC 

TT AAAAA TNTTAGGAAACNCCAGTAANTTGAAAAAGACNGGGGAGAACCTCGTCTTGCAN 

GGTTTTGGGCAG TGNAA ATTTGNCTTTCCAGNGAATTGC I I 1 1 1 1 1 I 1 1 A AATTGGCCTN 

AAATCNAAAAAGCTTTTNCATTGGNNGGAGACCTTCTTTTCAAATGAACNCGNGTTGGAA 

TTCNACCCCTCTAMTTTTTTTGCATTrrNCCTGTTTTTGGGGAA 

Sequence 5180 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTTTATTGAGGGTCAGCTGTGTGGACTT 

GGCTAACGGCCTGCATGACTAACCTTAACCTCTAACCCCTTCAGATGTTGAACTGATGCT 

TTGTGGCCCAAGGTCCTCACTACAAATAACATCATTAGCATACAATATCTAGTGTGGTCC 

GAGATCTGCAGGTAAACGTAGACATTCTTATTAGTCAGGAAATTCCAAGGGTAGAGGATA 

TTTCCTGGG AGAT AGGGTGAAGGGCCAGGGTAGGGGATATTTCCTGGGAGATCGGGTGAA 

GGGCCATACTTTTCTTTGAGCAAGAATCATCCTTTATAGCATAGGCCTGATATGAAACAG 
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CTMTTAGAAACACAGCTGAGATTTGAACCCAGGCATTCAGACCTCAGGTGCTTAACCTT 

ATGTAACAGCCCATTTGCCCTCCACCACCAACAGTGTCTCCTCCTATGCTCATTTGACAG 
TA 

Sequence 5181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNN 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 AATTTCT 

CGAGACAGGGTCTCTGTCACCCAAGCTGGAGTGCAGTGACACAATCAAGGCTCACTGTAG 

CCTCAAGCTTCAGGGCTCCAGGGATCCTCCCATCTCANTCTCCTTGGGAGCTGGGAGTAG 

GCATGTGCCACCATGCCTGGCTAATTTTTTAATTTTTTTGTAAAGATGGGGTCTTGTCAT 

GTTGCCCATGTCGGTCTCAAACTCCTGGGCTCAAGCGATACTCCCACCTTGGCTTCCCAG 

TATTGGGATTACAGGTGTGAGCCACCATGTCTGGCTTGCTTCTCTTTTTGNATTCTAAAA 

TTCAAAGGNCTAAGTATTCAAATCCCTAAATCTTCAAATACTGGCACAAGATNAAGACTC 

NATAATAAACTCCTCCGAAAGTTTAAACAGGCTCAAGGGANGGACTTTGTTNNANGGGGT 

TTTNAAAAANAMCACCAGTTGCTTTGCAAAAMAAAAAANTTTTAAATTTTTTAAAGGG 

TCCATTTAAAGGGAAAAAGGTGGACNANMTTTGGAMCCCAAAAGGGATTTTTNANGTT 

TTTGGAAAANAAAA 

Sequence 5182 

CCCT TAGCGTGGTCGCGGCCGAGGTACACGMGCTTTATTTTTGGAATTTACAAGTTAGA 

TTTTATAGAT TCTTG TTCAGAAATAGCTGAACAAGAATAAAACTATGTTACTGAAGTCCT 

TTAAATGCCATTTT CTGAGGT GAACGTTCTCAAATATGGATAAACAAAATTACATATCCA 

GACAAAMTCCC TATTT rTTTGCACAGAGTGGAAGGAGGCCTGTTAAACTAACCCACTTA 

ATMTGTATTTAGTTTTMTAGGGATAGATTTTTAAATTTTMGGTTTAAMTATTTCTA 

CATATGMTTCCAAAATGAATTTTTGGTAAGTAGTGGCTCTAATTCCTGGAAATGTACCT 

GCCCGGGCGGCCGCTCAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATC 

CGTCACAATTCCAACAACTACGANCCGGAAGCATAAAGTGTA 

Sequence 5183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATATTGTGTCCTTAACTCCAACTTCTT 

TGGAAACAAACAAACAATAACAACAACAACGAAACACCAGAGGCAAAGATATAGGGCAGA 

TCCCTAGCACAATGCMGTTTTTAGMGCTTTTCTTATTCTACTTTAAAACTCAATGTAA 

AAATCATCCCTTTACQAAAACAAAACAACANTACAGATAAGAGCTAAATTACAATTTAGG 

GATTAGGAGATAAGAAGAGAAGCAGGTTCTCTAAATCTGCTTTAGAATTCTCTTTCAAAT 

CTGTCATAGTCTTGAAGCAAGAATAANGAAAACAGAATAATTTCCCTTTCCCCAC7TTAG 

ACAAAGTAAATTTATAAAAAACTT 

Sequence 5184 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCAATAATCACCTCTGACTTTCAGATTTAAA 

TTCAGTGCAATTGACAAATGCATCACTAAAGGAAAATGCAGCTTAAAAGATACTCAAAAC 

ATT TGTGTCTAT TCCCGGGAGCACATTTTAAMTTATTGCACAGATTTTTTTAATTTTTA 

TTTAi mill lAAACAATAACAGAGGTCAACCACAGATGTGGACCTCCAGCAATAAAAG 

CAGGAATTCAAGTGCCAGATACTCAGCATATTAGGTTTCCTACGTAAGTCACAGGGTAAT 

ATGTTCTAAATATCTCTAATGTGATCCAAAACCCTAAAAAGAGCTGGCACAAAACCATCG 

TGAATGACTGCCTCTCTTGATGTAAATTTTTAAAAATATTATTACAGTATCATAGTCCCC 

ACTAACAACAA 

Sequence 5185 

CCCTTAGCGTGGNCGCGGCCGAGGTACTCTGACAAATGCTCTTCAGACCTCTCACCATCA 

GACACCAGGGGAAGGAGACCCTTAAACCGGAGAATTATAATTCAACAGAAACTGTCATTT 

CCCCAGACATCATGGGAGTATTACATGCAAAAACCAGCCCTGCGGTGAGTGGGC7TAAAC 

TCAAACTTAATTCTTCMTACAGGACTCTTTACTGATTTGTTCTAAGTTTTCAGTGATGA 

ACCCAMTAAGATTGAGCTTCAAGAGACAGGGTTCTGAGAATCTTTGGAGTCATTCTGTC 

CACTATTCCTAAGAGAATCAATGTAGATAACAGTCCCAAAACCTCAACAGATTGTTTAAA 

AGTGAACAGATGTTATCTAAAATATCAGAATCAAAATTATGTGTAAAACATATCCGGGTG 

TATTGTGTATGCACCTATACATGTTTATATATGTATATTCTTTTTTCTCTGCTCAA 
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Sequence 5186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCATAAGCATTGTAACAAAAGTGCAACT 

TTTCAGCAMTCCTCCCCMAAGATATTTTMCTCAAMTATCATTAGCACATATTTTCT 

CCCTACAAAAATAGCATGTCAGACATCATTAATTGGATGTATTAACAACTATGTGCATAA 

GAGCCACCTTGTAGGCTAAGAGTTTMCGTTGTTTAMCACAGCGTTTGAGGCAAACAGT 

AGCAACAGCAGCAGCAAATGCACCAAACTGACGAAAAGACCCAGATATTTTCCTCACTCA 

TAGTCAGACTGTTGTGTCTCACCCCTTACATAACATCCAAGTGAGATTTCTCACAGTGCT 

ACCTTGGCMCAAACTAAAAATATTAGACAAGGTCTTGGTTTAAGCCTTATTAAAAAAAG 

CTTTCTTTGNGATTATTCTGGTATCTGGTTTGGTCTCCAGAAAATCATAGACTTGGAGAT 

AGGGANGCCTCACAGGGACTTCATTCTATTATCTTTACAGCATTTGGCAATCAAAACTGG 

CCAGTTAA ATGCTTT CGTTCACTTTrrGMTTTTTACAGMTNTTNGGA 

GGACCTGGTTTTTTGGTGTGGTGGTTTTTGGTTTTC 

TTTTTACAGTAAGAATTACAAAAA 

Sequence 5187 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGCGTGTATCAGGAAACACTTNACGAAN 

GGGCAANAGTGGNTTCAATTCTAAGAGTGGACAGCGGGGATCTTCCAAGTCTGGAAAGTT 

GACAAGGANGATGACCTTCAGGCCATTAAGAAGGAGCTGACCCANATAAAACAAAAAGTG 

GGTTCTCTCCTGGAAAACCTGGAAAAAATTGAAAAGGAACANAGCAAACANNCANAGATG 

ANAGAATGATGAGTCAGTAAGAGGAGCANAGCAGCCNCTCCGTGAAAAAAGATGAAGACT 

AATGTGAAAGATGGAACTCTGAGGGGGGTGCAGATGACTTNTGCTGAANGAGGGGGNACC 

TACTGGGATGATGATGATAATGAAATATCGGGGGGATGNACCNGCTGTAGTTGATCAAAG 

GATGGATGAAAAAGAGGCTTGATTGAATNGANAAGGATGGACNAGANACCCGCNCCAATG 

GNCGAAGGATTGACNTCTTTAMGCNACCATAGNNGNNNGTTTTAGAAANTTCTTTAATT 

CCCCATTTAAT 

Sequence 5188 

GCGANTTGGGCCCTCTANNGCTGCTCGNCGGCCGCCATGTGATGGNTATCTGCAGATTCG 

CCCTTTCGACGGCCGCCCGGGCAGGTACGAGGAAATGAGCTTGACAAAGTGGTCACTGAG 

GGCAATGGCAGCCCCAGCATCGAAAGTGGAAGAGTGAGTGTCACTGTTAAAGTCAGAGGA 

AACAAC CTGGT GTTCAGTGTAGCCCAAGATGCCCTTGAGGGGCCCTCTGACGCCTGCTTC 

ACCACCTTTTTGATGTCATCATATTTGGCAGGTTTCTCCAGATGGCAGGTCAGGTCCACA 

ACCAACACGTTTGCAGAAGGACACGGAAGGCCATGCTAGTGAGCTTCCTGTTCAGCTCGG 

GGATGGCCTTGCCCACAGCCTTGGCAACACCAGTAGATGCAGGGATGATGTTCTGGAGAG 

CCCCACAGACATATGCCACAGTTTCCCACAGAGGCCATCGANTCTTCTGGGCANGAGTGG 

CANCATGGATTGGGGTCACAAGTCCTTCCACAATGCCCAANTTGTCATGGATGGGCTTGG 

C 

Sequence 5189 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCTTTGGCMTCAAGTTTCCCCTTTTATGGA 

GGAAAMGTTCCCCATGTCCCATGATCCTTTACATGCCTAATTCTGTCACCCGCAGCTGT 

CACCAA AAAGT GCAAGGCAGATTAATACAAAGAGAATAGTGGTAAACATTCCTAGTGGCA 

MCCTGTTTTTAGCCAAMGGGACTTTACTGACAGTGGCCTCTAACCCCTTACATCTTAG 

GMGGACTCTMCCTTCCTMGTTGGGCCTTGAACCCAAGTTCAGTCAAGCATCCTTACT 

TTTATTAAGAGGAGCCTTTTAACCTACTCTGTCTTAGGAGAGACTCTAACTCCCCTAAGT 

GGGCCTCTAACGCAATCCCATTCTTTACCCAGGTATATGTGCCCCACTTACCTAAAGTCA 

GCCMTCAATGCTGCAGTCTATTTCCTTTGGGTTGGGAGTCTCCTCAGTATTATCTCTTC 

ATGGTC 

Sequence 5190 

CCCTTCGAGCGGCC GCCCGGGCAGGTAC I 1 1 I 1 1 I I 1 1 1 1 1 I I I I II I 1 1 N II I II UC 
TTTTTTCTTTI 1 1 I I I I I M M I 1 1 I I I 1 1 I I I 1 1 I I I I I 1 1 I Ml I I I M I I I I I I I I I 
H I I I I II 1 1 1 1 1 I I N I N I I II I I I I M I II 1 1 1 NAAANNNNNN N I rTTTTTTTTTT) 
TNAAAAAAAAAAAAAAAAAAATTNGGGGGGAAAAAAAAANNNNAAANNAAAAAAANTNGG 
GGGNNNCNNTTNCCCCCCNAAAAAAAAAANNNANNTTTGGNNNANTTNTTTNNNNAAAAA 
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AAAAAAANNI I I 1 I I I I I I I NNAAAAMNNNGGGGGNMMNNCNTTTTTTTNCCNNAAA 

ANNNNNCCCCNAAAAAAAAAAAANGGNNAAANNNGGGGNAAAAAAAAAAAAAAAANGNGG 

NAAAAACCCTTNCCCCCN I I I I 1 1 I I 1 1 1 I AAAAAAAANNTTNTAAAAANATTNANGGNG 

GGGGCNNNTTTNTAAAAAAAANGGGGGGGNAAAAAAAAANNNNCNNNTANNTTTTNNNNN 

NAGNNNNCCNNNNGGGNNTNAAAAAAAAMTTTTTTNTTNANNCCNANNNNNNNAAAAAA 

AAAAAAAA 

Sequence 5191 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCGATTCTTTCCACCCTCACGATGACTTGCG 

GTTCTCTCTGTAGAAAAGGGATGGCCTAAGAAATACAACTAAAAAAACAAACAAAAACAC 

CAAAAAAAAAAAAAAAGCCATTTAAAGCCAGCCACTAGAGGGAGTCAGTGCAGTTCCGTA 

AAGGTATGCTCAGTGCCCGCTGCCTGCAAGCTGTTGGGGACCCCGGGGAGGGCAAGGCAG 

CCTGTCCCTGCCCCCAGGGAACTAGAACATGACAAGAATTCTCCGCACTGTGCCTACCTG 

TCCCTTTACCTTACCTCTCTGGCCCANAGTTCTTGGAGGGI MM I CTTTATTTTCTTAT 

GTACCTGCCCGGGCGGCCCGCTTCGAAAGGG 

Sequence 5192 

CCCTTCGGCCGNCCGGGCAGGTACATTCCTTATGAGGGCTTTCTTCCTCAGTGTTCTCTT 
TAGAGGGCTATTGCTACTGGACTTTCTGCAATGTCTTTGGTGTGCCCTCAGAGCCTGCAA 
CMGTGTATTTGGATATACTCTATTTGTAAAGTTTAGGCCTCTAAGAAGGCCACAATGAA 
GCAACTAAAMTCTGATGATTMGGGAGTCMTCAANCTGATGCCATTTTTAAGTTTA 
Sequence 5193 

CCCTTAGCGTGGTCGCGGCCGAGGTACATmTNACATMCATACTGAGMTGCGTTNNTG 

TATCAGAGAATCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACNAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

ANCCTCTGCTCTATAAAAAGTCNTAAAACACANGGAAAACTAANAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTAGATGCATGGTAATANATTATAATATGATGATAAT 

AGATCCTTGGATTACCATTATGGTAATAAGANCCTTGGCTCAGGGAAAAAAAATTCACAA 

AGGGTGTTTTGGGAGACAGTTGACAAMTTTGAAAATGGATTGTATGTTACATAATATTA 

TATTA 

Sequence 5194 

ATATCTGCAGAATTCQCCCTTAGCGTGGTCGCGGCCCGAGGTACATAATAATAACAAGCC 

CT GGAGT TAGGAATGAAGAGGACCAGCACCCAGAATTTCTACNGNGTTACCTGNAATATC 

CMTTTTCAACAAAAAGTTGAGATATGCAAAGAAATGGGGAAGTCTAACCCATATATCGG 

GGGAAAAAAGCAGACAACCAGGCTTGCCTGTAAGAGGGAACAGATGTCAGATTTAATAAA 

NGATTTNNTTGTTGNCTTTATAAATATATTCATANAACCAAAGGAAATCATGGTTGAAGA 

AATAAAGGACAGTATGGTGACAATCACATCAAATAGAGAATGTATGTAGAGATAGATTAT 

AAAAAAGAACCAAATGAAAAATTCCACTAGAGGGGCTCAACAGTAGATTTAAACTGGTAG 

AAGAAAGAATTAGTGAACTTGAAGATTCTAGATCAATAGAGATTATGCNATCCAAAGAAG 

AGAAAAGAATGAATTAAAAGGGAAGAGAGCTTCAGAGAAACCGTGGAACCCCATTAACTG 

CTNCAACCATCCACTTAATATCGGAAGGGAAAAGAAAGAGANAAAAAGGGAAIMAAAA 

Sequence 5195 

CCCTTAGCGTG GTCGCG GCCGAGGTAC I M M M M M M I M M M M I NGGN AANGGN 
TTNNNCCNTTTNTTTTTTAMAAAAANNNNAMNCCCCCCCNAAAAANTTTANTTTAAM 
N TTNGG GNAAMNNNTTTAAMTTNNNTNNGNNTAAAAAANNNNNNTTAAAAANNNNAAA 
AATTTTN N AAAAAAN G GTTTT AAAAATTTTT AAAA AAAAAAA AA I M i M M M NNNNGG 
GGCCCNCCCCNNNAMNNNNNNTNNNAAAAAMNNCCNTTTTTTAMCTNAMTTTTTTN 
AAAAAMNTTTAAAAMNNTNNAAATTNNNNNCGGNAAMAAAAAMNCNNTCCNTTTTT 
AANGGGGNCNAAANNAAAA I MINI I NNNTTAAAAAATTTTTNAAAAANCN I I I i'l I i I 
TTGCCNTNCCGGGGAMNGNNMMNTTACCCCCCTTTTTNAAAAAAAAAMNTTTTT 
Sequence 5196 

CTGCCAATTCGCCCTTAGCGTGGTCGCGGCCGAGGGACTAACNCTATGACTACAGTNTTG 
GTGCCACTGNCTTCATGCATGCTAAGGCATCAGCAGTTTTCCCATCTTGCTTTTGCACCA 
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TCAGGACCMATGACMCAMTTTGTGC^^ 

TCTNGNCCACAACAAGGGTCTCAAGAAAGGAAAATCCCTGACCCACAATGGTGGGCTCAC 
TMTCCATTTGCAGMAAAATGGNAGCTGGCTTGNGCTACNAGGNATTTCNnTTATNGGA 
AAMTTGATTTTANGAATTNTNCTCCCAACANGGANAANGAAMCTTTCCCTTTAGTNTN 
TGCAGGCNT^^ITCTGTNMNAAAGAAACGGGNNTTGNTTTTTTTANNAAAGGNAAAA 
Sequence 5197 

GATATCTGC AGAAT TCGCCCTTAGCG TGGTCGCGGCCCGAGGTAC I I II I I I I M 1 1 I II 

I I I I I I I I I I NCTTTN I I I 1 1 1 I I I I II I I 1 1 AATCTCTAGGCTAGGAGCGCAAGCTCAT 

GTTTATTCATTCATTTGGTAGCNCTANAAACTGGCAACTGTGGGCTAAATCTAGCCCATA 

NACCTAMTTTATGTTTTTCTTMCCTTCACMTATTTANAAATCANAGCACTTCACATA 

GGTCTACATT 

Sequence 5198 

TGCAGAATTCGCCCTTGAGCGGCCGCCCGGGCAGGTACTTAGGCGTTCATAAAAATACAG 

CAGGGCAAGAGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGC 

GACAAAGACTTGAAAAAGGTGGAGAAGCAAACCTTGTGGGTATTTAGGGTAGCAGTAGTC 

CAGGCAAGGGGMCAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAA 

GAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCAAAGTGGTAGAA 

GGTGAGATCAAAGAGGTAATGAGGCCATTGT 

Sequence 5199 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTCCTCATACTGACTATAGTCATCCACCT 

CCATTCGAGACTCCAAGAGAGAAAGAGGATCACTGCAGCACACCCCATTTTCATGAAGCC 

CCTCTGTATAAGACCCCCTATTTTCCTCATCTCGTTTTAGCTGGATTTTTAATTTTGTAG 

AACTACTGCCTGATCCTGAGTTAAATCCATTATTAAGCTTTGCCACATAGAGATTGTTAT 

CGTTGTCATGG TC7TT GCTTAACTTGATGCTTATTTTGGMGAGTTCATTCCATCATTCT 

CTTGGTCATTNGTTTTGCTGCTGCTATCATGACGCCTACGAAGAGTCAATTTGGGAATCC 

CAGAGTTATTTTCTAGGAT7AACTGTGCATCATACCTTGTGATTCGCCTCTTCTTTTTAC 

TTTTTGCAG 

Sequence 5200 

CCCTTTCGAGCGGCCGCCGGG CAGGTAC I rTTTTTTTTTTTTTTTI I NTTTTC I MINI 
I M 1 1 1 I II 1 1 1 1 1 1 II I I 1 1 I I M II I II 1 1 1 1 f 1 1 1 I I I 1 1 1 1 M 1 1 II I II I M I I I 
TTNCNCNCCCCCNNAANN I I I II I I I I I I I I 1 1 1 I I I I NGGGGNCCCCCCCNNNNAAAAA 
ANNTTTG N 1 1 1 I II I I I I 1 1 1 I NTNAATTNGGGGGGGGGGGGGGGGGTN I II 1 1 1 1 1 1 1 1 
TTNAAAAAANNNNGNGNNGNTTGNTTGN I I I I I I I I II I 1 1 ATNNNNNNGGGGGGGNNNN 
NNTTTTTNNNTTAAAAANNNNNNAGNNGGGGGGGGGGGGGGGGGNANAAANNANNGGGGG 
GGGGGGGGGGG 
Sequence 5201 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGACTTTGGGAGGCTGAGATGGGT 

GGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAGATGGTGAAATCCTGTCTCTAC 

TAAAAATACAAAAATTATCCAGGTGTGGTGGCGGGTGCCTGTAATCCCAGATACTCGGGA 

GNNNGAGGCAGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCANTGAGCTGAGATTGCA 

CCACCGCACTCTAGCCTGGGCCAGTGAGTGAGACTCTGTCTCATANANNAAAAANAAAAN 

ANANAAISTTITCTTCCCNGGGGGCGCCTTTAAAGGGGGAAATTCCCCCNNNCNGGGGGGNN 

GAAAATANNGGNCNNCGCTNNGGNNNNAAANNNGGGGNAAAAANTNGGACCCNCNNNTTG 

AAATANAAAAAACNTNATGGCNTGATTNAATGCNAATTNNNCTNNCNTTNAANNNNAATN 

TNNCTCTTGGGNTT 

Sequence 5202 

CCCTTGAGCGGCCGCCCGGGCAGGTACCAGTTTTMGGTTTTMTTCATTTGMTCACTT 

ATGMTTGATGATATACAGCAATTACTTTTCAAMTTMTTTTTTATTMTTCATGATGA 

TAAATACATAGTATTCCTCAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAA 

GCTGGGTGCAGTGGCTCATGCCAGTTATCCCANCACTTTGGGAGGCCGAGGTGGGCAAAT 

CATGAGGTCAGGAGATTGAGACCTTCCTGGCTAACATGGTGAAACCCCATCTCTACTAAA 
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AATATAAAAAATTANCCAGGTGTGGTGGCACGCATCTATCAGAGTCCCAGCTACTCAAGA 

GGCTGAGGCAGGANAATCGCTTGAACCTNGGAGGTGGAGGTTGCACTNAACTGAGATTGT 

GCCACTGCCTTNCNCCTGGGGTGACAGAATGAGACTCCTCTTNAAAATAATTNNTTAATC 

ATAATAATNAAGTNAAAAAATTAAAATAAAAAAAGTTAATCANAAGCTTAAAGTAAAAGT 
T 

Sequence 5203 

CCCTTTCX3AGCGGCCGCCCGGGCAGGTACAGCTATGGACTGATGCATCCCATCCCATCAT 

CTTTCATGATCAAAGCAGTCTCTTCTTTTTTGACAGCTGAAGAAGCATCGGTAGGGAATC 

CAGAAGGAGCGTTCATGAAGGTGTTACAAGCCCGGAAGAACTACACAAGCACTGAGCTGA 

TTGTTGAGCCAGAGGAGCCCTCAGACAGCAGTGGCATCAACTTGTCAGGCTTTGGGAGTG 

AGCAGCACAGCTGATTTCCAGAGGATGGAAGAAGTCAGGAAACTTGGGAAACCGCTGCTG 

AGGTCCTTGCAGCCCCACGGTCCCCAGGCTGGTGACTGGTGGGGGAGTATGGAGTCCAGC 

TGACCACCAGAGCCTGCACACCTGCTGCTATGGGGGAGGAAAGGATGACTTCTACCTNCT 

TTCCACATTCCAAATTCCACATGACTACATTTTATTGGCAGCACCCCGCTGGCAAGTGAG 

CCTTGATGTGTGCTTCCTGGGCTTCTGGCACCTTTTGTGTTCTGGAAAAAA 

Sequence 5204 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACCTAAACTCTMGGMTGCTTTTTCTTTGAAA 

ACAGMATATT rTTAC TTATTTCTGTCCACTATGTTTGTGTGTATGTGTGTGTTTGTGTG 

TGTATGTGTGGTTTTGATGCCAGCAATGCAAACACCAATATATCTATTAANAAGTGATTG 

AATTTAGATTGGAAAAAATAAMTAGTTACATGTAAAGACATAMCTCTTTCCTTCTTAA 

ATGTGATTTTCAACTCTATGATANAAACTCCCTCTAAAAAACAANCAGGGCAAGAACAAA 

CTTACTTGTAATGGGTGAGAGAAMTMGCAAATCTCATTGGCTCATTCCTGTTTTTAGG 

AAGTTGCAGTGGGA7TAATGTCAATTGGAAGGGATGCAGCAAGTTTTAGAGAAGGNGTTN 

GGCACTAACACTGCTTGTTTGGCAAATCATCATCACTGAGGTATTCCACCCAAANACTTT 

TTCA 

Sequence 5205 

CCCTTTCGAGCGGCCGCCCGGGCAGGT A I I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I CTTTCTTTTTTT 
ITTT 1 1 1 1 I 1 1 1 1 1 1 | 1 1 1 1 | 1 1 1 1 | | | iim ni 1 1 | 1 1 1 1 1 1 1 1 1 I NATNCTTNNN 

aantt a aaacnnaana anggnannanntgnnnatnnnnnnaaaaaaaaaaaaaaagaaaa 
anaggni 1 1 1 1 1 i 1 1 i cnccaanaaaaaaaaaaaaaana i 1 1 i i i i 1 1 1 aaaaangggnt 

nnnnnaaaaaannaa'naaaaaaaannncnttntntttaanannnntnnnnggggannnta 
aaannnaaannatttnnnnnni 1 1 1 1 1 1 1 1 

Sequence 5206 

GATCGACGCGTAAGACGTGTTTTGCGACCCGGCACCACCGTAGTTTTTACAnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnN 

TTGGCCGTTNCCGCTGGACCGAGNGGCAACCCCAACAACCCTATCCTAAAAGNCTCCTTT 

GACACCTTGTNAGCTAGGTTGCTTGCCCCACCGCCTTTNGNCACCCGTTCCTGAAAANAA 

AAAANNNCGGCCGGTCTCTTAAAAAAGGCGGCCGAAGGTTCCTTGGGTTGGACXJTTTTGG 

GGCNACNCCCCAACACCGGTTGGCCAAGGCCTTGGAATNGTGGTNAACNCCCCAAAANTC 

CGGCCCCATGGCCGNTANCNTTGGGTAAAMNAMTTGGTTTNCTnTGNGGAANAAAAA 
AAAAAT 

Sequence 5207 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTrrTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGCCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCCCTG 

CGTTTAGGTGTTTTATTGGATATATTGGAmGGTTATATACCATTATmTAATACATA 
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CACATGCACGCTTTTTAATTACATAATGTATATGTACCTCGGCCGCGACCACNCTAAGGG 

CGAATTCCANCCACTGGCGGCCGTAC 

Sequence 5208 

CCCTTT CNAGCGGCCGCCCG GGCAGGTAC I I I I 1 I 1 I I 1 II I I I Ml I I I 1 1 I 1 I I 1 1 IN 
NAAAANTTTI 1 I I I I I I I I I I Mill I I II I I I 11 1 I II I II I I Mi ll II I II MM I I 

M i I 1 1 1 I I I I I II I I 1 1 I I M I M I I NNNNAAAAAAAAAAAAAAANNNTTTTTT 

NTTTn iNTNNTNTNNNTTNTACNNTTTNATCCNGGTNGGAAAAAAAAAAAAAANTACCC 
CCCCCNAATNTNTTNATTAAAAAAAAAAAAANAGGTANNTAAAAAAANTTCCATNNNNNN 
NGGGTNGGNTNGTANNMAMNAMGMNANNCNNTTTNNTTNGCCTTTNTNNANATTTA 
TCCNNNN ANNAATATNTNNATANAAAAANNAANGNGGANNNCNNNNI I l -l I I I I INTTTT 
I I M I I I N N N ATT AMN AN AMNM AAMMN AAMN ANTTTTT WTTNTTTTTTTN N NN N 
NTNTGGGGGGGGGGGGGNGNNNAATATTTTN I HUM I ATNNNGGGAGNANGGGNNAGA 
TANATATATNANNATTATTTTATTTTTATANAAAAA 
Sequence 5209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTATACAAATGTATCCATAAAATA 

TCAGAGCTTGTTGGGCATGAACATCAMCTTTTGTTCCACTAATATGGCTCTGTTTGGAA 

AAMCTGCAMTCAGAAAGMTGATTTGCAGAAAGAAAGAAAAACTATGGTGTAATTTAA 

ACTCTGGGCAGCCTCTGMTGAMTGCTACTTTCTTTAGAAATATAATAGCTGCCTTAGA 

CATTATGAGGTATACAACTAGTATTTAAGATACCATTTAATATGCCCCGTAAATGTCTTC 

AGTGTTCT TCAG GGTAGTTGGGGATCTCAAAAGATTTGGTTCAGATCCCAACCAATTCNC 

ATTCTG TGTT TTACCTCAGTGGTTTTCTAAAAAAAGAAACTGCCCCCCCGCAAAAAAATT 

GGTTACTTTTGTTGGACAAACCCAATCAGTCTNAAAAAATGANCGGNGCTTTNTAAAAAG 

GTTNTAAATNTCG GGGT NCCTTTAAACAAAACCCCCTGGNCCAANAAGGGAAGNGGNGCC 

TTGGGNCTTANTATTTTACCTTGGGGATGNCCNGNTTT^^ 

TTGGGCCAAMC TGGGGG GCCCNAAAAATTNTNTTNAAACCCCTTTTGGCNNGGTTTTNG 

GAAMCCCGG CCTTT TTTGGGTNCCAATTTTNGGGGTTTGGGGGTTNGGGGAAAAAANNG 

ATTTAAAMCCTTTTTCCAAAAAAAAAAAAAAAAANGGGGNCNGGGGGNTGNNAAAANAA 

AAAAAAAAAAAAAAAAAA 

Sequence 5210 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCTTTTTCCGTTAAGTATGCCAAGCACCT 

CGGTTGAAAGGCTTGACTCAAACCAGAAGTCTTGCTGGAATTCGTCTCTGAACACTTGAA 

AAACAGAAACCCT GAGC CGCAACAAACATGCCTCTGTGTGTCGGGATTGCCTTTGTCTCT 

GCTTCCATGTGGCTTTTCCTTTTGTAGCTATGCTTAGTGACATMTCTTCCCTCTTCTAG 

CCTTCTCCTTTCAAGCCTGTCTGTTAATTAACCATGTCAGTATTGGCMGCATTTATCTT 

CCCCCACCCTAACATGCMTCTTCTAAGMTTTTGCAAAATTCTAAACAAATATAGAGAT 

GGTA TATAGM TTCATATCTAGAAMCTTTGATTTTMTGTGAGCTTATCAAATTTGTTC 

TGGCTTTTTTGGCACTMGGCAMAACATGTTMCCAGAAMTMTTTATTCTTTCATGT 

ATGGTAAAANAATTTTGAGAATGTTTAAGCC 

Sequence 521 1 

GCCCTCTAGAGCATGCTCGNCGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAG 

CGTGGTCGCGGCCGAGGTACMGTATCCTTACTMGAGTGCTCCTmGTATTTTACATA 

TATACAGTATGAA MTA CATTGGMCACTAGGAMGTTTTTAAATMCAGTTCTMTTTA 

TCAGAAMTTGTGTTTTGGGATTGAGTTCTTTGTCTCAGCCCAGAATCCCAGGTCCTGGG 

CCTGGTTTTCTAATGCTGTCATCTCAGTTCGATATTTTACTTTAGMCCTGGAATCTCCT 

ACTTAATATATGACCATGACTTTGAAAGGCAAAAGAGGAATCAAGAATAAATAAAACAAA 

CTTMTCTTCAT CTTT A AAAA AAAGAAAAAAGAAACCAAAATGAGAATCAACACTTCATA 

GGCTCACTGGGTmCTTTTCTTTTCTGTTMTTTAMCTCAGTTA 

Sequence 5212 

TCGNCGGCCGCCATGTGAGGAT ATCTGCAAAATCGCCCTTACGTGGTCGCGGCCGAGTAC 

1 ' I I I I I I 1 1 I I I I I M I I I | | | | | I I M I I I I M I I I I I I I I I I I M I I I M 

" i i m i m I I I I I I I II 1 I I M U II I I M II I I M I I I I I I I I I I I I I I I I I NCCCCC 
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CCCNAAAAMTTTTTTNNAAMAAMN^ 

TTTTNNNNNNNCCCCCCCCCCCCCCCCCNNN I I I I I I I I I I I I I I NNCNAAAAAANNNNN 

TTNNNNCCCCN NNNNNNN NNNANNAAAAAAAAAAAAAA \ I I I I U I I I 1 I I I I I I I AAAA 

ANNCNNAAANNI I I I I I I INNAAMNNNCCCCCCCNNTTTTTNNAAAANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNCGNCCCCCCTTTTTTNNNNNNNNNNNNTTTTTNNNNNNNNN 
NNTTTTTT7TTNAAA 

Sequence 5213 

CCCTTAGCGTGGTCGCGGCCGAGGACACMTATGATACAGGATATTTTTTTCTTTCTTCT 

TTMCTGGMTAAATTTAMCTATGGCTTTCCTCTMGTTAATATTGMTTTAGAGCTCT 

AT CCTCA CACTAGAAC CGGA GTTGGCAACCTTGGCCAACAGGCTAATCTCACTCATTGCC 

TGTTTTTGGAAATAMGTTTTATTGGMCACAGCCACACTCATTCTTTTACATA 

TTGACTACTCAGAGCTGAATGGTTGTGACAGAGACCATATGGCCCTCAAAGCCAGAAATA 

TTTACTATCTGTCCCCTTTC CAAAA TATTAATACTTTACCAACCCCTATGCTAGAACATG 

AMCTTTCT TCCTC TGAAMTTT1TCTTTTGTTTATACAAAGTATAAG1TAMGGG 

TATCTTTATATTTTAAGTGTAAAGCATGTAGTAGCACTTGCTTCTAAAAACCAAACAAAA 

ATTCCACATCTGCAGMCAAAACMTATCTCTTTTGAATTCCACAACTGAAACTATGCAG 

CATAAAAGCCAAATCTGCTTTGGATCCTTCATMCTTTTCAAAATATTTAGTMTTTAAT 

TNMTTAGANAATTNCCTTTAAAAATAGGMGTTATCCCTCANNCTGACTGGGGATTTAG 

GGCCCCNTTTGGAAACC I 1 I I I INCATT 

Sequence 5214 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 

GG ACTGG TAAACTTTCCTAGGAAMGATCTTCCTAGAGTTGGTTTTCCCCTATCCAAACC 

TATCTTTTCC ATTTC TTCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 

ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGMGTGTGTTMGGTTT 

TTGCACTTMTAACATAMCTTTCATTTAATATTCATGACAACCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACAGATGAGGAMTTGAGATTTTAAGAGGTGAAATAACTTGCCC 

AAGGTCACAMGCTAGTAGATAAATTCATTTTTTTCTGACCTAAACACCCATAATATTAA 

TCAAATAA 

Sequence 5215 

GGAGTCGACCCCGCQTCCGCTTTCCCTTCCTAGATTGCACAGCGTTCATGCCCAGGATGA 

GCTTCCTGACCCCCACGATCCTGCTGCTGGCGCTGGTCGCCGCCACCCAGGCCGAGCCCC 

TGCACTTCAAGGACTGCGGCTCTAAGGTGGGCGTTATAAAGGAAGTGAATGTGAGCCCGT 

GCCCTACCCAGCCCTGTCAGCTACACAAAGGCCAGTCCTACAGTGTCAACGTCACCTTTA 

CTAGCGGCACTCAGTCCCAGAACAGCACGGCCTTGGTCCACGGCATCTTGGCAGGGGTCC 

CAGTCTACTTCCCTATTCCTGAGCCTGACGGTTGTAAATGTGGAATCAACTGCCCCATCC 

AGAAAGACAAGGTCTACAGCTACCTGAATAAAGCTGCCGGTGAAGAGCGAATATCCCTCT 

CTAAAACTGGTGGTGGAATGGAAACTTCAAGATGACAAAAAGGATAACCTCTTCTGCTGG 

GAGATCCCAGTAGAGATCAAAGGCTAGGCTGCTTGGTGCCCTGTGTCTGTGCAGGGTGAG 

AGTCCATGGGCCGAGGGAGGGGAAGGAAGAAAAATTAGACCTGAMTTGAGTCNGTGCCA 

TNAGGACGAACAGAAACTT 

Sequence 5216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAAAGTGTTCTGATTCCTTCAACTGGCTAC 

TGAGTCATGATCCTTGCTGATAAATATAACCATCMTAAAGAAGCATTCTTTTCCAAAAA 

^AAAAAAAAAAAAMAAAAGTACMCATTGTCTTTTTCACTANTCACACGAAAAATACA 

TGAAAGTGCTCTGATMTTTTAAAGCATCATATAAATTAACGGNGTCATTGGTAANAATC 

TCATATGCATTTCTTMCCCTTCCATTTCCTTGAAGACTGANACGACATCCCATGTNCCA 

CAGCATATTGCACMTGATGGGCAMCAATATGCCCTNAGTMGNGTTT^f^TG^s^TGACT 

GAAGCAACATGGNATAGCATAACCGAGCACAGACATCAGGGAGACTAGGCTGGGATGAA 

Sequence 5217 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCCTGTCATGTTCACATTCATGTCCAG 
CCTCCCTCCTGCCTCAGACTCCTGAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCCG 
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GATAAI I I I IGTATTTTTAGTAGAGACAGTGTTTCACTATGTTGGCTGGGCTGGTCTCGA 

ACTCCTGCCCTCAGGTGATCCGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACTGGCGT 

GAGCCACTGCTGCCAGCCGGCAGTTGAATTTTAAGACTGTGGAGCTGGCTGAGGCAAGTA 

GATGAAACMGATTTCTTGATGTTCCTTCCAGGTTTATTACCCATGTATCTTTAGAAGAT 
G A I N I I Mil 

Sequence 5218 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCGGCGATTTCAACCACAAAAAAAANAAAAA 

AAAAAAAAAMAATTNATTTNAAAAAAAAAAANAAAACAAATGAAAANAATCATTCAANA 

NAANGNATTGCGNTAACAAATNCATNGGTGNAAATGTAACTTGAAAGGACTAAAAGGAAG 

AATANGGANAAG TTAGA GGGAAATCTGGAAAAGACGTNAATGANGATTANGGGATCAAAA 

TCATTCCCCTTTGTTTTMTTTANATGATTCTTNtGATTCCCAAAATTANACTNCAAAAA 

NTAAANTTNTN NG AATG NG N ATCT ANMTTTTCAMTTCTTAAAAANTNCATGTTTTTTG 

CTGCTGNTTTGTTGATCNANGGAGGCAGGATAGTNATTATCANATTTACAATGGTTATAG 

NAATAANCACATNTTAAAMNCNCGTNATTTTTCCTTTTTTAT 

Sequence 5219 

CCCTTAGCGTGGTCGCGG CCGAGGTA C I 1 1 I I I I II I I M I II I I I I I I I I I NGNTTTTT 
I I n II I I I 1 1 II M I M I I AAAAAAAAANCCCCCCCNTTTTNNTTTTTNTNAAAAAANT 
NT TTTj NN NNTTTTTTTNNNNAMAANGGGGNNTTAAAAAMNNTTTTTNNAAAAAAAAA 
NN Mill I NNNGAAAA ATTTN I I I ll M AAAAAAANGGGGGGANNCNNTTTTTTNGGNNN 
CNNCNCI I 1 1 I I I I I I NAAANNGNGNAAAAAAAAAAANNNNGGGGGGGNAAAAAAAANNN 
TTNNNGGNNAAAMAAAAAANTTTTNGGNGGGGGGNTTTTATMNANAAAAAAMTTTTT 
TNTTTTA 

Sequence 5220 

CCCTTCGAGCGGCCGCCCGGGCAGGTA C I M I I I M I I 1 1 I I I I I I I I I I GANACGCAGT 

CTTGCTCTGTCTCCCAGGCTGGAGTGCAATGGTGCTATCTCATCTCACTGCAACCCCCAC 

CTCCTGAGTTCCAGCGATTCTNATGCCTCANCCTCCCGANTAGCTGGGATTACAGGTGCC 

CACCACCATGTCCGGCTMTTTTGTATTTTTTGCAGGGATGGGATTTTACCATGTTAGCC 

AGGCTGGTCTNAAATTCCTGACCTCAGATAAATCTGCNTGCCTCAGTCTCCCAAAAGTCT 

TTGGGGATTNNNTGGGCGGAANGCCNCCACGCCNCAGCAAAAAAACTGGAACCCTTTAAA 

AMTGGCAAAATTNAAAAATTTAACACTCCAAGNTCAGGGAACAACTACNANATTCATAA 

TGAATTTATTTGAGGCCTGAChfrGCAAAMTANACTTTCTGATATAANAAAAAGGCCAAA 

ATTTCCTAATTAAAA 

Sequence 5221 

CCCTTAGCG TGGT CGCGGCCGAGGTACTTATTTAMTATGGCTCTAGCTTTTAAAGTAGA 

GACAATGCCTTTTATTTCTTCTGTCTGCCTTAGAGGGTCTAGAACAATACTCAAGAAAGT 

TACTCTACGAAAGTCATTGACAGATCAGGAMTMAAGACCCMTTTTTAAAAACTGCAA 

CTGATTATAGGAGAAGTCCCTGTAACAGACAGACAGACACAGACAGACACACACACACAC 

ACACACACACACACACACACACACACCCCTNTMCTGCTTTTCCCCTTTATGGTTTTACT 

CATTTGTCCTTACTATGTGCCAGGCATTGTTTTMGCATTrTATATATACTTTCCCAAGA 

TCACMCGCTGGTAMTGATAGAAGCCMTACTTTTTCCTTC I I I I I I I I I I I M I 



Sequence 5222 

TCGACCCCGCGT CCGCC TATCTCCTGGTAGGCGATAGTGTCGTCCTGAAGCAGGACTCCA 

TCTACTACGAGCATTTTTACAATGAACTGCAGCCCTGGAAACACTACATTCCAGTGAAAA 

GCAACCTAAGTGATCTGCTGGAAAAACTCAAGTGGGCGAGAGACCACGATGCGGAGGCAA 

AGAAGATAGCAAAAGCAGGACAAGAATTTGCAAGAAACAATCTAATGGGTGATGATATAT 

TCTGTTATTACTTCAAGCTGTTCCAGGGCTATGCCAATTTACAAGTGAGTGAGCCTCAAA 

TTCGAGAGGGTATGAAGAGGGTAGAGCCACAGTCTGAGGATGACCTCTTCCCTTGCACAT 

GCCATAGGAAAAAGGCCAAAGATGAACTCTGATATGTAAAATATCTTCTGTTCAAATGAT 

GGTGCTCTGAAGACACTTTACTATAMGATTATTTTTAAACTTCACGGACAATGTAAAAT 

TTACpGTGACCATTTACTTCCTCACAGTATTTCTTC^ 

CTTTTACATCACATTTTAMGTTTTTATTAANTAAAACTGGCTT^ 
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NNNNNNNNAANNNNNGTGCCGGCCGCTAGAACTAAGTCCTAGAGAAAAAAAC 
Sequence 5223 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTTATMTTCTAAAACTTCACTTTTGTCCTTA 

AATCAATATATTACGGATTTCATTGTTCAATAAATTACCATCTTTAACTAAAAATAAGTA 

AATCAAAGAGC ATATTTGG AGAAACTAAGAGCTGTTAACTGTTTGGAGGGTAAAAGAATA 

CTTTTCTCGAM7TTTTTTGAAGAAMATCTAAAAGCCCTCTATGTTGAGTTAATACACC 

TTCTGACCCCCATCATCAGTGGCATTATTCTTCCAAGGGACTCTTATCTCTAAGCAATGG 

TGAAGTTCTGGATTCATTATGGATCTCATGGCACCAAACCAACTGGCACTGAAGTTAAGT 

TAATATACTCCAGCGAGATCACCTGTGGGTCAAGGATGGCCCAGAGAATCTTGGAAAATC 

CATTTATATTGAGCAAAGATCTGAATCACCTTCAATCANGCTGTAAGATCTAGAAAATTT 

GACCTTGTAGTAGTATTTCCCAGGG 

Sequence 5224 

CXICCTTTCGAGCGGCCGCCCGGGCAGGTCCTCAACTTGCTGATTAATTTCAAAATGAGAT 

TACAAACAAAAAGAAAACAAATCTGGTTCCTCAATAAAGGGCCAAAATAACTGAATACAG 

TCTGTTATTTACTTCTCTCTTTTAACATMGGTTGGGAACACTTCATTTTACAAATAGGA 

TTAACATGAACATAACATCGCACAAGCTTGCAGACAACCAGCATAAAATATGGAGTACCT 

CGGCCGCGACCACGCTAAGGG 

Sequence 5225 

CCCTTTCGAGCGGCCGCCCGGG CAGGTA C 1 1 1 1 1 1 1 1 1 N I 1 1 1 1 1 I I I 1 1 1 I I I INTTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I NNTTNNNATTAATTTN 1 1 1 1 1 1 1 I NNNTANTTTT 

TTNAAAATGTTNAG^r^TT^INAGAAGGAATGTGNGGNNAANNAAACGCAAANCCCACTNAT 

ANGCCAANTGCCTNTGCCCTTTGCNCANANNGGCTNCAAANGTGAAAAGGAGTTTGGCTG 

ANGGCCNGGNGGCAGGTNNGNCNACGANCCCAGAAGGATGTNTGNNGGCTTNNNNNGNTG 

NANCGTTGATNNNCTNCANCACCTGCTGGCAANGCCTCANCTTTGTCAANGNGCTTCTGG 

ACTAGTGCATNTTTNCGNTGTMTTCATTCCTTAAATTCTGACACATCCTCTTTTGATAA 

CTTGCTCTGGTTTCTGGAACAAAAAACTGCAAATCTTTTTTGGAAAGAAAAAAAACAATC 

TGGNCTGTCTTGCAANAACCAAA 

Sequence 5226 

CCCTTAGC GTGGT CGCGGCCGAGGTACGCGGGGTTATTTATGCTTTCTTGATGGGAGTTA 

TTTAAMTATTTTTATTTATGTTTCTCTAGTATTGTMGAGTCTGTTAAATTTCTATGAA 

ATTAGTAACATTATAAAAGGCCAGGCGTGGTGGCTGACGCCTGTAATCTCAACATTTTGG 

GAGGCTGAGGTGGGAGGA7TGCTTGAGGCCAGGAGTTAAAAGACCAGCTTGAGCAACATA 

GTGAGACCCTATCTCTATAAAAAAATTTTAAAAATTAGCTGGGTGTGGTTGCCTGTGCCT 

GTAGTCCCAACTACTCAAGAGGCTGAGGTAGGAAAATCACTT 

Sequence 5227 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CMGCCTCTTGTAGTTCTAGAATTCTGTAGTTCTGGGAGTTTGTAAACTATTAAGTTTTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGAACTGGGTTCAAATTCAGTGCTACCATTAAATCTCTGAATAACATCCTCA 

GTCTTCCATCTATAAAAGTCTTGGCATCTCCAATCACTTCTTGTTCTATTATCTCCTAAG 

CCCTATACATATTACTCTGNAATACTCCTTTGATCCCTATTTCTCACAGTGCTCTATCCT 

CCAAAGGTTGGAAGACTCACTCTATCTACAGATACCTCTCTGGGCATATTTTATTACTGN 

GCTGACCTCCTGGCCCTGCCTTC 

Sequence 5228 

NNTNAGGGGGCGGMNTTTGGGGGNCCCCCCTTTCCTTNAAGANNNNTTTNAAAGGGGGG 

GNCCCCCCANTTGGGGNCCCTTTNCCCCGGGNAANGGNCCCCCGGGGGGGGCCCCCCCCG 

GG NCCCCC CCCAAGTTGGTTGGNNTGGGGGATTATTCTTGGGCAAGAAAATTTCCGGCCC 

CCCTTTTTAAGNCCGGTTGGGGTTCCCCGCCCGGGGCCCCGGAGGGGTTNACCAAGNTTT 

AAMGNTGGGTTAAAAMTTATTTGGGGNATTGGGTTTTTTTGGGGGNTTNCAAAAATAA 
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GGGCNANAMTTTTNAM CTTTTG GGTTTNAAMGCCCAMNGGNTTTTTGGGGGGGCCC 

TTTGGNATAMNNGGCCCTTTTTNNAAAAAAAAATTTTTAAAAAAATT^ 

Sequence 5229 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGTCAGCAGACAGAAATAGCCATACTAA 

TCTCATAGGGCTCAAATGCATCTTCAGGCAGCAGGGAACCAAGCAGCGTGGCACAGGCCT 

TCTTGACTGGAGGAAGAGCTTGCTGGCATGGTTGGGCAGTATTCCAGGAGAGGCCATGTC 

CGTGTTCACTTCTTGGCACATTTCAGTTCCGTTTTCCNCTTGTTATAAAAACTGCCTCTT 

TAGGATGTGGGATGCCTTAAATGTCTGTMCACATTTTGAAAMNCATTTGGGCAATTAC 

TTAMGTTNGCTGCCATTGATTACCAGNATGGGMTTTATTGGGCTTACCCAAAAGAGGA 

CNCAMTCTGGATTGAATGGAGNMGCMTGAATATCTTTGGCTTTCCCCATTATAAAAC 

NCAAAMGGNTTAAATTNCTTTAAATTTGGCNANATTTTGGACCTTNCCGGTNTCTCCCT 

TTGGGTTMGGGGGATTMGACCTTTTTNTNTTCANGNATTTCCCCA 

Sequence 5230 

CCCTTCGGCCGCCCGGGCAGGTACTTTCGGTTTTGMGCTTGCTCAGCAGTTCGTCTTGC 
TTCTTTAATCATGGACTCTAATCCACCAAAAACACTATTNGTTGACTTGGAAGCCTCTCC 
ATCAGATTCACTATCATCTGAGTCATTTAGTGTTACAACCACTGATTTATGCTT 
Sequence 5231 

GGTACAGTGAGGGAGAGCCGAGGGAACCAGCGCGGTGCCTAGCGGAACTCCAGGGCTGGA 

ATCCCGAGACACAAGTGCATCTGCTAGCTGTTAGCACTTGGCAGACGGAGTTCTCCTCTA 

GGGTAGTTCTAACTTTGGGTMTMTGTTTGTCAGCTACCTGATATTAACATTGCTCCAC 

GTTCAAACAG CAGTGTTA GCAAGACCTGGGGGAGAGGTAAGCCAAATAAAATATCTTGTC 

AG AAGTT GTA I I I I I I I ICAGCATTATATTTCCTCTTCTATCTACCAAGAGGGATCAGGG 

M TGGM TTTTATGGGGTGCAMGAGTMTGCTTTATATTACTTTTGTAGGCTTCTCTTG 

CCTTTTCTTATATGMGACTTCTTTTCTTCTTGAAAAATTTTATACTTTCTAAM 

Sequence 5232 

CCC7TGGCCGCCCGGGCAGGTACGCGGGGATGTGCTGGTATGCAAACCGGGGTTCAGTTG 

AAAAACAGGCACCCACTTCTTATCTTGCTATAGATAAGAAGAAAAAAAGATGAGGGATAC 

AGGGCTATMCACAGGGATCTAGACGTTAGGACCAAAACATCTGGCAAGATTTAGCTAAA 

AGAATCATGGCAACTTACCAGACCTATGGGTGAATCAGAAGTTCAGCAAAAAAAAAAAAA 

AAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5233 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAMTTATTGTTTTCTAMCATTTGAAGTT 

TTACG ATT AG C TTTAAA AT AATG ATTTTATAAATTTG G N G G N C AC AATAATTTTTG G N AT 

TACCmCCTCCTTmCCCACTTMCCMTATAGCCCAAAGIvrrTT^ 

TCATMGGGCCTGAAMTCATAACCTGGGNCCAAATTTT1TATTGGGCCCCTMNTTTTA 

NCCATMNGGGGCMCTAmCNCCNCTTnTNGGNlSTTAAAAAANNANCCCCTAANTTCT 

TTTGGGTNMAAGANNCNTTGGGGGAMGGTTTTTGGAAAMNTTATTT^ 

TNGG 

Sequence 5234 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGGGAGCGAGCAGGCGAAGCCGCGGA 

GGACGGGGTGAAGATGGCGGCCTTCTCCGAGATGGGTGTAATGCCTGAGATTGCACAAGC 

TGTGGAAGAGATGGATTGGCTCCTCCCAACTGATATCCAGGCTGAATCTATCCCATTGAT 

CTTAGGAGGAGGTGATGTACCTGTCCCCTCGCTCTGGTGATTATTTCTTGCAGAATCACC 

ACACGAGACCATCCCGGCAGTCATGGTTTTGCTTTAGTTTTCCMGTCCGTTTCAGTCCC 

TTCCTTGGTCTGAANMATTCTGCAGNGGCGAGCAGTTTCCCACTTGCCAAAGATCCCTT 

TTMCCMCACTAGCCCTTGTTTTTTMCACACGCTTCCMGCCCTTTATTAANCCTGGG 

GCAGNCTTTACCAAAAATG 

Sequence 5235 

CCCTT AG CGGC CGCCCGGGCAGGTACAATAGACTAGAAACGAAAAATATTCCATCAAAAC 

A^TTCTCTTTTCATTTMGGGAGATCGGATGTGGCACTTTGCGGTGTCTGTGTTTCTGG 

TAGAGCTCTATGGAAACAGCCTCCTTTTGACAGCAGTCTACGGGCTGGTGGTGGCAGGGT 
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CTGTTCTGGTCCTGGGAGCCATCATCG6TGACCGGGTGGACAAGAATGCTAGACTTAAAG 

GTGAGTGTTGTTATATMTTMGCCCTTTTATTCATGGGACCAATGCCTGAGCTACCTCT 

GTAGCAAAGGAAACAACAAACTAGGAGAGAAACAACCAGGGAATGTCTGCATGCCACACT 

TGAGGGAGGAGGGCTTAGATGGCACCACCTCTGGATGGAGGGGTCCCATGGCTCCCACAC 

AAAGTTGGGATGCCTGGACATTGACCTAATAG 

Sequence 5236 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAGAAATACATTGGTTCTGTCCAGAAAGG 

CAGGACAACTCG AAGGGC GGGGAGGGGAGGGGAGCGGAGTGCGGAGCTTCCAGTTTATAG 

GCAGATTTAAAAATTTTTTGGTTGACMTTGGTTMGTTTATCTAMGACCTGGGATCAA 

TAGAMGGAAATATCTGGGTTGMGTMGAGGTTGTGGAGACCAAAATTTTATGAAACAG 

ATGAAGCCTCCMGGTAGTCAGCTTCAGAGAGMTAGGTTGTAAAAATTTCTTAGACTTA " 

GGGTTTATGTTGATGTTAATGCTGGAGAGGTATAATGAGGCATGTCCAACCCCTACTTCC 

CATCATGACCTGMCCAGTCTCTCAGGTTAMTTTTAAGAGCACCCTGGCTGAGGAGGAA 

GTCCATTCAGATGGTTTGGCTGGCGGGGGGCTTAAMTTTTATTT 

Sequence 5237 

C CCTTTCGAGCGGCCGCCCG GGCAGGTACTTT A 1 I II I I I 1 1 I I I II I I I 1 1 1 I I I NAAA 

Nl 1 1 1 1 I 1 1 1 1 I 1 1 1 I I 1 1 J I I I I I 1 1 I I I J 1 1 I II I I I 1 1 1 1 I NNTTTN I I I I 1 1 1 II I 

NTTTCTT TTI I I I I I II 1 1 TNNANNNNANAANNAAANAAAACNNNNNNACNNAAANATGN 

NNGmNTrTTTTTNNNNNNNNAAAAAAAAAAAAAAAAANAAGNNNACTAN 

GNGNANAAAAAAAAAAAATNCNTCTNNNCCCNNANNCNAAGGGGGGNAAAANAAATCCNG 

GGGGGGGGGNATAAAANAANCNCCNNNNNNNNNNANAAGNGGGAGNNNAAANAAANNNNN 

NANTNNNNNNNNNNNAATNNNNNAANNNNNCCNNAANGCTNAAAAAAANAAAAAANTTNC 

NAAANCCCTACCNTCNAANNNNNNNNNNNNNNNNNNNAAANNNNNNNANNNANNNNNNNA 

NANAANNNANNNTNAANNNNNNAANAAAANAANNANANNNNNNNNGNNNNANNANTNANN 

NNNNAAANNNNNNNTNNNNNANNNANNANNNNGGNANNNANANATNGANAAAANNNANAG 

NNTTTCTTGNNNNNANNNNNNNNNNNNNNNNNANNNNAANNNNANANNNAAANANNTANA 

AAANANNANNNAAAANNANANNNNNNANNANNNNNNNANNNNNNANAANNAAANNNAAAT 

NANNNNNNNANANANANANNNNNNNNNNNNNNNNNNNNNANNNNNNAANCNNCAACNCCC 

CCCCCCCCCCCCC 

Sequence 5238 

ACACACACTGGGGCCTTCTCGACCCCATCCCCTGACAAGCCAGCC I I I I I I I I I I CTGTT 

TCTTTGGTTNGGTTNGGI II III I CCTTTNMTTMTTNAATTTTNATTTTCTTTTTCCT 

TGGGGATATATATATATATATTTATATATTAMAAATGCMGCNTGCTTTTTTGCCACTG 

CGCTTGCCCCT GGGNGCA AAAANTMCCCTTTGGGTTTCCTGATNATTGCANGGGTCAGT 

CTACTGGACATATTTTTTTCCCTTCCCTATACCCANMATGTTCTGGGGATNATTMTTT 

ACTTGGGAAATNATNACCAGGTTNAMGTCTTTTATTATTGNNGGGTCATTTGCATACAT 

AMTAACAGGACTAGCTTMCCTTAAACCAGCTNTTTCCCTTTTCNG 

Sequence 5239 

CCCTTAGCGGCCGCCCGGGCAGGTAC 1 1 I I M 1 1 1 1 1 I I 1 1 I I I I 1 1 I 1 1 1 1 1 1 1 AGGAA . 

AGCACTTCGTTGGGGTTGATGGTCAGGAATTATGGGCTTGGGTAGGTAAGTGTGGGCTGA 

GATTAANAAAGAGTGAAATTACTGCTGAATAAAGCAACAGGCCTAANAGGAGTGAATGGG 

GGATAGTGTCTGCCTAANAGGAAAGATGGANAATGGCTCAGTANAAGTAGTCACGGACAC 

AGGANACAGAAGGCCTTGTGATATGTACCTCGGCCGCGACCACNCTAAGGGCGAATTCCA 

GCACAC 

Sequence 5240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTTTTMTCCTTTCTGTAATTGTAGGATG 

TAGATATTATAGTCCCAATATTAGGAATGAGGAAATTGAGACTCAGAGAAGTTAGGTTAC 

TTACTCCAAAGCACCCTGCTGATAAGTCGAAGAACTGCAATTAAAACCCAGGTCTGTTTG 

GCTCCCACTCCTGTGCTCTGGAATGCTTAAGGGATTAGAAATGTCCCAAAGAGACTAAGA 

ATCCAAAGCAGTAGTGGGTATGGAAGGTAACAGCAGTGATTTCCTAAGGACCTGGGTTCT 

AGCCCCAGAGACATGGTTAAAATTTTATAGCAGTTGCCTGCTTTTTGAGTCTGACAAGCC 




WO 01/070979 



PCIYUS01/09126 



TABLE 1A 

404/599 



TCCATTTTACTGTCAAAMTGTGAMTTCATAATTAGGCAATAATGTGGTGAACCTGATT 

^ATTTGGGTATTTTATTTCCATTAAAGTCATCAMAGTGATTTATTGATTCCAAAAMAA 
AAAAAA 

Sequence 5241 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCATTATAACTGAAGGAGAAGGTGCCCC 

AAMTGCMGATTTTNCACAAGATTCCCAGAGACAGGAAAATCCTCTGGCTGGCTAACTT 

GGMGCATGTATGAGMTCCMGCGATTTTTNTCAGAGAAANGCANGAATGTGTGGCAGA 

TTTMGTTGAMGCTAGAAMTATGGCAAGCGAAAGGATGTAAAACAGTGCCNTGCTTGA 

AATGATTTCCNAAAGAGAAAAA 

Sequence 5242 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCTAAAATAGTGTCTGAAGTAACATTTCAGT 

ATATMTTGCMGCCAAACATTTCAAAAGTTACATTTATCTTGAGGGGATCTCCCTGGAT 

ATAAMGATTGGACAAAAGAGCACAGAGCTGAAAGGAGGACACATTATTGAATTTGGAAC 

CCAGTTCATGAAATGAACAACAGAATAAGGCAGACCACATCACCACCATAACGGAGCTAT 

GATAAAACAAACAAAAAAACTCAAAATGCAAAAAAACTACAGGTGATATCAATTTCCCCC 

CAAAGCACTCCACAAACCTAATGTAGACTATAAGCCACCACCACAAATGGAATATTCAAA 

CAAGGAGGAATAATGATTAAACAAACATCTTGAAGAAGAAAACAAATACTAAGAAATAAA 

AGGACTCAGGCTAAAACTAAAAGGATGAAAAAAGGACGTACCTGCCCGGGCGGGCCGCTC 
GAAAAGGGCG 

Sequence 5243 

ACTCTANTAACACTAGGATANTTGAGCACTTAMTGCTGAGTGTTTGTCAGTTTTTAAAA 
TTANG AGAAAG AGACATNATTGTTTTCTGATCTACTTGCTTM 

MCTMT TTTTAG GTTTACTTTGGTAMTNCTAMGGTCNGTNTAAAAATGTATATTTAA 

NAT ANACTTT TT CrTTCT ATNMTTTGGAAAGAAAAAATANATTTTATTCC 

AAA i i i i i i I ACCTTTTMNACAANGTTTGGCTTTTNATANANGNTCNTATTNTTTGGTT 

AAAAAGGTTNATATCCTAATNTTTTC 

Sequence 5244 

CCCTTCGAGCGGCCGCCCGGGCAGGTA C I I I I I I M I I 1 1 I I M I I II I GGNI [TTTTTT 
mm i ii i i i Ml M IMUl I II I M Ml I M I MI I I I I I M M l II I II I I I NAANN 
NNNNANN I I M I II I Ml I M II I I I M M I NCTNAAAAAAMNNNNANTTTTTTNNTAA 
AAAMAMNNCCCNNNTNTNGGANANANAAAAAAAAAAAMNTNNTCCNNGNNNNTTTTT 
TTTNAGMNGGNNANA AAAAAAT TTNTGTTTGNCCCCNTNANAAAAAAAAAAAAANNGNN 
TNNCCNCCCCCCCCCNTTTTTTAAAAAAAAAAAAAAANTGNGGGGGGGCNCCCCCCCCCC 
NCTNAATAAAAAAAA 
Sequence 5245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 H I I M 1 1 I IN 1 1 HI I GTAGAGACG 

GGTTTCACCCAGGGCTGGTCTCGAACTCCTGGGCTCACGCGATCTGCCTGCCTCAGCATC 

CCAAAGTGCTACCAGCATTACAAACATGAGCCACCATGGCCAGATGATCATTTGGACTTC 

TMGCATTAGCAACCAAMTAAAAMTTMTTAGAAAAACATACACATAATTTATAATAA 

AMTMGGMCCTAGGATTAMTATAAAATAAAGATGTATAAGACCTTTGTGTAGAAAAT 

TGTAAMCTTTATTAGAAMTGTCAAAGAAGACTTAATTAAATGTAAAGCTTATACACTA 

TGTTCATGGATAGAATGGCTCAATGTCAGAATGATTTTAGTGTTCTCATATTGATCTATA 

GACTCMTACAATACTGATAAMATTCTTAMTGATTTTTCAAGGAAAATTGATGTGATA 

ATTTCAAATTTC 

Sequence 5246 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCCACGATTTGTTCTCTCAACACTCTCC 
AGGCTGTCAGAAAAGAGATAGAAACTCACCAAGGCCAAGAAATGCTTGTGCCGTGGCACA 
G AAGGAATCAAAGAGTACTTTG llllllllll Mil l I l lllllll I I AAANAAI M M I 
I M M I I I I i i i i i i i 1 1 | I M I M | M II I I M I M l I I I NAAAAAAAAAAAAAAAANT 
TTTTTTTI NACCCCCCCCCNTTT 
Sequence 5247 
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GGTACTTTCAGTATCATTATAAAMTTTTCCTTGTCTGAGTTAAAAACATGTTCAGTATC 

TGGTTTGTTGTCGTTTTCACAGTCTACTTTATTTGTATTTAAATAAAGCTCTGAAGGTGA 

CTGGC AAGCAT ATTCTGGGGACCCAGAGTATGMTGAGMAGAMGGCATTTTTGAGACT 

GGGTTATTTTTGTTCAGGAAATATCTGGACTACTACAGAGACAGACATGCCAGATGCATC 

ACTTTCCTGACAATCAGGTGMTCATTTGTCAAATTAGAAGG 

CTTCCTGTMGAGTTATTATGTAGTTGCTCTTCCTCMTACMGCAGTTTTGTMTTTTC 
ACAAATTTCACCAMACTCTGCTTTMCTTATTTGTGATGMTTTTAMGGTTATTT^ 
Sequence 5248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTTTT] I GGGTCAAG 
CTGTTCTTTATTTCAGGGAGAGGGCAGGGGAGGGGCTCAGTCTTTCTTGGCAGCAGCTTT 
CCTCATGGCGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTAATCCACTGTAGTGAAGGCACTAAAAC 

CTGTTGTATTTTCCACATTTCGATAGATCTCTCACAGGATTTMCACTTTTGGAATGCTC 

AGTAMTTATTATTGACTGCTTGATMTACCTCTTTGTTCCTGCCTTTCCCCAAGTCCTT 

CMCAGAAGTTTCTTCT AGCAC TTTGCAGGTCAGTTGAGTGGACTATTTGAGTCCCTCAC 

AGTAATGAGCTTGTGTGTTTTTGTCATTCTTTTTTCTTTTT^ 

ATTTAAGGMGCMAMGGTCCCTGGGTCAAGATTTTTATTTTATCTTTTATGGTGGTAG 

GGTGAGGTGTGAGTATTTAGGGAGATGGTT 

Sequence 5250 

ACCAC TMTA AATTGTTTGCCAAATCCTTGTMTAACATCTTAATTTTAGACAATCATGT 
CACTGTTTTTMTGTTTATTTTmGTGTGTGTTG 

CAAACTATTGTTTGTTGATTAAAATAGCACTGTTCCAGTCAGCCACTACTTTATGACCGT 
CTGAGGCACACCCCTTTCCGAATTTCAAGGACCAAGGTGACCCGACCTGTGTATGAGAGT 
GCCAMTGGTGTTTGGCTTTTCTTMCATTCC I 1 1 I I GTTTGTTTGTTATTGTTTTCCTT 
CTTAATGMCTAAATACGMTAGATGCAACTTANTTTTTGTAATACTGAAATCGATTCAA 
NTTGT ATAMCG ATTAT AATTTCTTTCAT 
Sequence 5251 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATATATGTATGTAAGTATATCAACATAGG 

TATATCAAAAACAAAACAAAACAAAACAATAACAAACAAACGAAAGGACCCAGCAACCAT 

CCAMTGTCCACACAGAGGGGMGAAAATATTTTTTCAAAAGTAATGATTGCTGTCATTA 

ATTTGGTGAGTATACTTTCACAATGMTATATTAACMTAGTTCTTTATGATAAANAAGT 

AATACTAGCCATATAACACTGAGGATAAAAATATTTTACATCNTGAAAGGAAAGCACTTG 

TTTACAT 

Sequence 5252 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTATGTCTGGCAAAATAGCGCCCCAGAATGA 

TGAGCAAGCACAGCATGGCGAACACCACCACCGCCACGACGCCACCGATCACGGCATGAT 

CCACTGCCCTGATCGAGCCTTCTTCACCTGCTCGGGAATCTGAGAGGTCCTCACTGTCCA 

GTTCTTCTGCGGAATTGGGCAACTGAGTAAGGCCGTGAACTGCTGGTTCTGTCGTCGCCG 

TTGTGTCTGTGATGATGGTAAGGATGGTGGTGG 

Sequence 5253 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I I 1 1 1 I I I I 1 1 1 I I I I I I I I I I I I I NGGGCT 

n 1 1 I I I I 1 1 1 1 I M 1 1 II I 1 1 n I I I I I i I I AAAAAAAAAAAAAAAAANTTTTTTNAAA 

AAAAAAAAAAMANANANTTNTCNNNNNNNNNNNAMAAMNGGNNNCCCCNTTTTTTGG 

GGGGGGGGGNNAANNNTNCCCCANANTTTTTTNANGGGGGGGGGGNNNNGNNAANAAAAA 

ACCCNISITT ATNGGGAAAAAAAAAAAANN I I I I I I I I I I I I NNNNGTTAAAAAAAAANANN 

CANAGNGGGGNNNATNNTTNANAAAAAANANCNGGGGGGGNGTTTTTTTNANNMCATTT 

TTTAAAANNAAACANAAGNGGGGGGGGGNNGCNNCCANNAAAAAAAAAATACCCCCCCCC 

CCCCCCCCCNNANAGANNGNNAAAANANAAANANTNGGNNANANANAATNCCCCCCCCCC 

CCCCNCGTNGGGANATANACACAAAAACATANATN I I Mill I ANANGNGGGAGTGTNTA 

NAAAACACAAACAGGGGGGGGGGGGGGGAAANAAAAAAAAAAAAAAAG 
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Sequence 5254 

GACTCTAAAAGAAACTTGTTTGTATAATGCTATTCTATNCGNGGNNTGGAGCCCAGGAAA 

TMCCMCTTGATNCGTGT TATG ACCCATTTTAAGCCTCCCATGATCACAGTTTTTAAAA 

TACAATTAAGGACTGGTCCTnTCTAGGTGACACAAGAAAGGTAATAGCTAGAACANAAN 

AAAGAGGGGTCCCCAAAAATGTAACCTTAAAATTTGACACTTGTGCCACTATTGATAGTA 

AGCCCNCAT GGGATG AANGATGTGGGTTCTCTAAATTGGAAAAAAAGTTCCCCAGTAAAA 

AAAAAATAANi mi I NTGTCAAG AAATCATATTTATGTG AANATGTGTCAAATACTGGG 

TCTTGCGTTATTTCCGGCTTACTTTGAAAAATAAAGTTAAAAAAAANAATAGTGGTTTGG 

GTrCCAAAAAAGGGAAAAAGTCNCCCCTCTCCTGCATGAATNGGGANCCTGCCAACCTTT 

TTAAAAAATGGATAATTNNCAA ACCCC CTCCAAAACCCCAAAGGTTNGAAATNAAANAAA 

AAAATTTlvTITMCAATTTAGGCCTTTTGAGGGGNAAAAGGGACCTAAAATCCTTAGTGGT 

NAGCCN TCCTTA AATAAA AMGGGAGGGGGTNCAAAAMCGTTTTTTCCAAAAACCAAGN 

1 1 l IJ iCNAAAAAl I I I I I NTTGAAANAACAAAAAATGGGGGGCCAAANAACCTTCCCCG 

GGGNGGGG 

Sequence 5255 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTTCACATAACATACTGAGAATGCGTTrCTG 

TATCAGAGAATCATTTCTGAGAATCATTTCTGTAGTATTCCTGCCCAAGTGCCTAACCTG 

AATCTAATAATGAAGAAACTTCAGACAAGTGAAAATTGAGGAGCATTCTATGATGCAGCT 

AGCCTCTGCTCTATAAAAAGTCATAAAACACAAGGAAAACTAAGAAATCTTCAAGGTTAA 

AGGAGACTAAAACCCCATGACATCTTAGATGCATGGTAATAGATTATAATATGATGATAA 

TAGATCCTTGGATTACCATTATGGTAATAAGAGCCTTGGCTCANGGAAAAAAAAATTCCC 

AAAGG GTGTT TGGGAGACAGTTGACAAAMTTTTGAAAMTGGATTGGTTTGTTAAAATA 

ATAT TAl l 1 1 lAG GGCTAAGTCNCCCTGAATATGANAATTNTNCCNGGCACTTTTTAANA 

ANACI 1 1 1 1 1 1 1 1 ATTCTTAAAAAACCCCCCCCTTTTT 

Sequence 5256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTC 

GCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTAGTC 

GGTGTACGCGGGGAAAGCAGAAGGTCNCGCTTGGAGGAAGTGGCGGCTTTGAGTCCGGTG 

GCCCAATCGCTGTTACTACTTCTCTGAAGCTCCTCTCGGCTGCTTGCCGAGACACCCTGC 

CGCCAAGATGCCTCGAATTATGATCAAGGGGGGCGTATGGAGGAATACCCGAGGATGAAA 

TTCTGAAAGCAGCGGTAATGAAATATGGGAAAAATCAGTGGTCTAGGATTGCCTCATTGC 

TGCATAGAAAATCAGCAAAGCAGTGCAAAGCCAGATGGTATGAATGGCTGGATCCAAGCA 

TTAANAAGACAGAATGGTCCAGAGAAGAAGAGGAAAAACTCTTGCACTTGGCCAAGTTGA 

TGCCAACTCAGTGGAGGACCATTGCTCCAATCATTGGA 

Sequence 5257 

GGTACTGNAC I I I 1 1 1 I 1 1 1 1 1 I I 1 1 1 I 1 1 I I NGAGCTGTTTATAGCCTTTAACAATTGA 

GT^f^ACAGMATGAGGCATATTTCTCCCT^r^NTGCCAGATTTATCCANAATTCAAAAACT 

TTGTGMTGTTCTTAATTCATTGCAATGNGGTTGTTTGCAAGATCAGTAANAATCTGTTT 

TCT ^ATAm GGAAACMTTGGAGGCNCTGGTTATTTTCTAGGACTTGGACTAAAATG 

GCATGTTTTGGGATATGAGCACACAGCTTTGAGGAATTCACATTGATTTTATAGAGCCAA 

TGAGAACCCCTTAAAAAGATGCCTCATACCTTGTCTATGCAGTTCCTTTGCAGGGTTCCT 

GGCCTGTGGTAAGTAAGAGAGTCACCTTCCTGGCAGGCCCAGGAACCACANGTTTTTTT 

Sequence 5258 

CCCTTAGCGTG GTCGCG GCCGAGGTACMTGCCTTTGATGAACTGTTTTGTAAGTGCTGC 
TATATCTATCCATTTTTTMTAAAGATMTACTGTTTTTGAAAAAAAAAAAAAAAAAAGT 
ACCTGCCCGGGCGGCCGCTCGAAAGGGCNnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnCGCTCACAATTNCACACAACATNCCGAGCCCGGNAGCATAAAGGGTAAAAGC 
CTG 

Sequence 5259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTTCAAGACATGATGGGACTAATAATTTG 
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GGCTGGAAGC AGAAA CCAAATTAGTAAAATTCACTGAGCTGTGTGAGTCTGGCTCTTTAG 

AGGCAAACCTGTTTTCATAGGGCTGTGGACCCCAAGGAATAGATTCAGCAGATGGATCAT 

TGTAGCAAGAGTTGTAACAAAATGGCAGTCGTTGGAGTTAAGTGGGAGAGCAGTTGGTCT 

AGTTTGGAGCAGAAGTCCAGATATATAGGAAATGTCATGGGGGCTGGAAAACCCAAGTGC 
ATGTCATGGA 

Sequence 5260 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCCCCTACCTTGAANAGACATGGTGGTCGT 

AGCTTNTCATCTATATGAAAAAGTTTTCGATGTATTGGAATTATTNGGGAATGCTTTTAA 

AACAANTTGNAATTATNTCTTTACAAACCAAAACAAGAACACAAAGGTGTGGTGCTTGGA 

ACATAGA TGAAG GAGCCCTACTTACTGAGCTTMNlslTNTGGACTTTTTTGATNCNTGGGT 

GTNTGNGTTTTTAAAAAG 

Sequence 5261 

CCCTTAG CGTGG TCGCGGCCGAGGTAC I I 1 1 I I I I 1 1 I H I 1 1 1 1 1 I I 1 1 1 I CCCGCTTT 

TATTCTGCTTTTGTAAMGCAGTATTTTGAGATGGACATTGCCTCTTCATTGNATTCTCA 

TCMTTCATTATTTTTGNGGTTATAGCTTGGACAAGCAATTAACTTTAAAATGGTANATC 

CGGAACTTTAMTTGGNAGCTTTCATTGCTTAAAATTTTTGGCATATGCAAATAATGGGC 

TCAT CCCT AGGAAAGAATCTCAGGGGTATGCTTATTCCCCAATGGGAGGGATGACATATA 

AATCTTTTCTGCCTTTACTTATCAATNCACCAAGGGAGCNGI I I 1 1 1 1 1 GNNTATMGCC 

ATAATACTGCCAGGCTGGGTATGACTTAAAANATGTTTATCTGAAAAAAGGCTTTTAAAA 

AAAAAAGGT 

Sequence 5262 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGCTCCGTTGTGCTGCTAGAGCCACAAGC 

CTATTAAACTTTGCCTGAMTAMTTCCTATTTGCGCTGGTGTTMTTTTTACTTATGAG 

TGAGCCAAGAACTCAGGCCAGAGTTGCGGTAACACCACCAGAAGAGGTCTCCGCTTGTCA 

GACTTGAGGGATATCATCAATGAGCCTCTGAGCTAATGGTGTAAACCAAAAATAAAATTC 

TAAGCCCCCCGCCAGCCAAACCATCTGAATGGACTTCCTCCTCAGCCAGGGTGCTCTTAA 

AATTTAACCTGAGAGACTGGTTCAGGTCATGATGGGAAGTAGGGGTTGGAGATGCCTCAT 

TATACCTCTCCAGCATTAACATCAACATAAACCCTAAGTCTAAGAAATTTTTACAACCTA 

TTCTCTCTGMGCTGACTACCTTGGAGGCTTCATCTGTTTCATAAAATTTTGGTC 

Sequence 5263 

CCCTTTCGAGCGGCCGCC CGGG CAGGTACCTTCAGTCCCTTGTTATTGTTCCGTATATTA 

CCTGTMGCAGATACTGTATTTTATTTTAGCCTATTTGACAGAACACATCACTCAGAAAA 

AGTGAAGTTTCAGAGCAAACAGTGAAGAAATCAGTGTGATTGTAGACAAAAAGTCGGTTC 

ACAGAACGGAGCAGCGGGGAGAGGAAGGGAAAAGCTTCATAGTTTGGTGTTTATCACATC 

AAGAGATTGGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACAACTC 

CTTTAAACGTGCAGCCTTTTGAATTTTTCCTCAAAACCAAG 

Sequence 5264 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCAAAGCGGAAGGGGCGCGCGGATA 

GGTTCTGAATCTGTGGTGGGACCTGAGATTCTGCATCTCAACAAGTCCCAATGTGTCCAG 

AATTGGTGGGTTCTTGGTCTCACTGAGTTCTAGAATGAAGCCGTGGACCCTCACGGCTGC 

CAGGATGGAAACTAACTACCTGAAGAGGTGCTTTGGAAATTGCCTGGCCCAGGCACTGGC 

AGAGGTGGCGAAGGTTCGGCCCAGTGACCCAATAGAATACCTGGCTCACTGGCTTTATCA 

TTACAGGAAAACAGCAAAAGCAAAAGAAGAGAATAGGGAAAAGAAGATCCACCTGCAGGA 

GGAATATGACAGTAGCCTCAAGGAAATGGAAATGACAGAAATG 

Sequence 5265 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 GA 

GACCGANTCTCACTNTGTTGCCCAGGCTGGAGTGCANTGGCNCAATNTTGGCTCACTGCA 

ACCTGTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTA 

CAGGCATGAGCCACCATGCTCAGCTMTTTTTGTATTTTTAATGGAGGNGGGGTTTCACT 

ATGTTCGCCAGGTTGGTCTCNAACTCCTGACCTNAAGTGATCCACCTGCCTCGGACTCCC 

AAAGTGCCAGGATTACAGGTGTGAACCACCGAGCCCGGGTAGAACTAAAATTTTAAAGCT 
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atntInctttattcamtttggggaggmtat^ 

acatattcagtattaacaattttgaattttmhfrtaggctttaaagc^ 

ctttacmcatattgaaagtgttttgattgmncagacmcatttaaatttt 

Sequence 5266 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCACACTGGCGCCGCTCTGCATCCACAG 

CTGGATTCTCCACCCCTGAGCAAGACAAGGAGCCCCAGACAAAACGCTCAGGATTCCAGA 

GGATGGGGTTGAGGATCCTCAGCCTTTCAGAGTGAAAATCCACGAGGCGGAGGAGGTTTA 

AAACAACAGA AACAGG CATGTGGGGAAAACCATAGGTTCAATTAGAAGCACTGTACGCGG 

GTGGTATATMTTTTTAAACTGTCTAAAGGGCCGGGCACACTGGCTCATGCCTGTAATCC 

CG 

Sequence 5267 

CCCTTTCGAGCGGCCGCCCGGGCAG GTACTTTN I I II I 1 1 I 1 I I II I I I I 1 1 NGGGGNAT 
n I I I I I 1 1 I 11 I I 11 I I I I I I I 1 1 1 1 I I 1 I 1 1 1 1 1 1 1 I I TANNNNNA i I I I 1 I I I 1 I I 1 
TNI I I I 1 1 HI I I I fl I I I 1 I II I I i I I 11 I 1 I 1 1 NTNNNTTCCCCNGGNAAAAANNNAT 
mn I NNANNNTTTNGNNNNNNNTGGGGGGAAAAAN I I II I II I NNAAAAAAAAANANN 
NNN^r^TTNMNCCCCCNANAAANNNNATTTCTTTNTAAAGGNGN I 1 11 1 1 1 1 I ICCCCCC 
CNTCCGGGNGAAAAAANNNNTCCCCTTTTTAAAAAAAAAAAAANNTTNGGGAATGGGGGG 
GAAANNANAAANTATTTNCCC 1 1 11 I 1 1 I 11 I I GGGNAAAAAAANCCNNCCCAANANNAT 
TNGGGrsrmNCCCCNNCCCNNNTNNCNAMTNmNAAAAGNNNNAAAANCANCCCTTTT 
TTTTTAAAAAAAAAAAA 
Sequence 5268 

CCCTTAGCGTGGTCGCGGCCGAGGTAC T 1 1 1 1 II I 1 1 1 1 1 1 1 1 N I I I 1 1 1 1 1 I f 1 1 f 1 1 

1 I 1 1 M I I 11 I I I M I I I 1 I I I I 1 I I I I I I I 1 11 1 M I I 1 I I I 1 I I NTTTTN 1 I I I I M I 

TTTTNTNTNNCANCCNCCNNNAAANAAAAAANNACACANNNAAAAAAAAAAAAAAANGAG 

AANCANNNANAAAAAGNCANTNNTTNTNANNNNNNAAAANAAAAAANNANCAGGGGTNAC 

ATANNCTNATNCCGGNGAACANNCCCCNCAAAAAAAAAAAAAAGGNGGGGGGGGGGTTAT 

NAAATTT^^ 

NTTTTTTTTTI f NNCNGGGGGGGGNNNGNNANAAAAAAAAANNNTNNNANTTCCAAAAAA 
ANGGGGGGGGGGGCCCC I I 1 1 I I I 1 1 CCCCCNNCCCCCCCGNGGGGGNANCAAAAAAAAA 
AA 

Sequence 5269 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTCAACAGAACCTGATGCAAAGAACAG 

AAAAGGGGAAGATGTGGGGGATTCAGTCAGGATGGTGGGAGAAATTGTAAAATTATAGGA 

AATAATCACAAACACTTGTGGAAGGCCTGGGGGTTTGCATAAAATGTTGGGCTGAAGGCA 

GCTGMTTCTCTTAAAAGCTTAGGGCATAGATACACAGAAATGTAGTTTATCTAAATGAC 

TTGT^ACTTATGTGGTCCTAAMCTMCCTTTGATAGTTTATGGGCAGGATAGCTCTCT 

CAGGGTAGGGGGAGGGCAACCAGATTGATTACCCACTGATGGTGTTGACTCAAAGCCTTC 

GTCATTTAATATGTGCTGAATAAATGC 

Sequence 5270 

CCCTTAGCGTGGTCGCGGCC GAGGTAC I I I 1 1 1 1 II 1 1 I I 1 1 1 I 1 I MAI I I I I I I I 1 I I 

1 1 ) n 1 1 1 1 1 1 1 1 1 1 1 ii i n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii i n i nnnccttttttt 

TTTTTATTTTTNACTTTTlvlGTCATTNNGTTTNGGGGNGTAAA 

TNGG NNNGGNM ^TT^r^TTTTTGNNNGGNACCNNNCATNTTCNNTNTNTTNTAMNANNA 
AAANN ] l l l l l i I 
Sequence 5271 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCGGGATTGGCCATTGTTGATCAACTCAGTTC 

AGCCCCTCTCCTCTCCCTGGAGGTCTGGGGTGGGGCTATGAACTTTCCAACTCTCTAAAC 

ACATGGTTGGTTCCCCTGGCAACCAGCCCTCATCCTGAGGCAATCTAGGTGATCTAGCCA 

TCAGTGMCTTCATAGCATACAGAAATATACATATCACTTTGMGATTCCAAGGGATTTA 

GGAGATTTGTGTCAGATGCTTCTATCTCTCAGGAAATTACAAA 

Sequence 5272 



• 
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GGTACCGTCACTTGATAAGCTGAAAGGGGTGGATGTTGAATATCACCTAAGTGTCATTGC 

MCCT AMG CCTGTTATCCTCTTTCCAATAGAACCAAAGAGAAGTTGGTATGTAGCTTCT 

CGGCCTTTTGGCTMGATTAANAGMGTTGGTATGTAGTTCAGATACTTCATTTTCTTTA 

ATTGCACTGACACTAAAGCTTTGTATTTATMCTATTCTGGTTCTTATAGACTATAGGTT 

CTTGGGGMCCCTCTTGTTMGAGAATTTTCCTGGACTCAMTATTTGATTTTCCATAGA 

GMGAAAMTTCAGTTTTATTTCTGTATTAAAGCATTTCAAGTCCCTTGGCCATAAGTCC 

TCATAGTMCTGCTCAATTMTGTTTTCATMTCATTGCATAATTATTGCCTTCAGTCTG 

TATAAAATGAAAG 

Sequence 5273 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCCGGCCGAGGTACGGTAGTAAGAAACCTT 
TGAGATCTTTCTGACTTTTCAAAATTAGAGAAAGCAAATGGGATGGATAG A I II I 1 1 [ I I 
CTTTTCMGGGGGGCAGGMGGTAATGGTTTGAGTAGCCTTTGTTTAAAAAAAAGACTAA 
ATATATTTAAMGGCCACATTTATATTTTTTTCAC 

CTTGACCTGAATTTGGAAATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCC 

TGTAATCCCAGCACTTTGAGAGGCCGAGG 

Sequence 5274 

CCCTTTCGAGCGGCCGCCCGGG CAGGTACTTTN I I I I I I 11 M I 11 I I 1 1 1 I I 1CCTTTN 
M 1 1 1 1 I I 1 1 I I I I I I M I I I | I I 1 1 | 1 | | | | | | | | 1 1 I AAAAAANNGACNTTTTNNAAN 
GGAGANTAMNNTGTTTNNANGNANTGGTGNNNANNNGCCANAANNAAAAAANNNNTTTT 
TNGNNNCGAAAAAAAAAGCGTGGTNTTTACATNATNAAAAANANCTTGCNCAAANTAATG 
GTTTAATTANAANGNAAAMNrsTrTGGNTGAA 

AAANNTGGGG GNNCTTTTTN I I I I M I 1 1 IANNNI I Ml I 1 1 NCTNCATANAATGANAAT 
M 1 1 1 1 I I I I I NCNNNAANAAAANNNA I I I I I 1 1 I I 1 1 I I I AANNTNACCCNTTTTTTT 
Sequence 5275 

CCCTTAGCGT GGTCG CGGCCGAGGTACGCGGGCATTAATTGTAAACAATCTGAACAAAGA 

GTTGGCAAACTTTTTCTTAATMGACAGATMTAMTATTTTAGGCTTAGAGGTCACAGA 

GTCTGAGTCACAACTATTTAACTATACTGCTATCGCTTGAAAGCAGCCATTGAAAATGCA 

TATACAMTGAGCATTGCTGTGTTTCMTAGTATTTTCTTTATAAAAACTGTGGGACTGC 

AGCTTGTTGACCCTTGCCATATGAGAAAGTGTAAACTAAAAATAGAATATAGTATTAAAA 

ACATGATATCAGTCTTCAAAT 

Sequence 5276 

CCCTTAGCGTGG TCGCGGCCG AGGTAC I 1 1 1 1 1 1 1 I I N I 1 1 1 1 1 1 1 1 1 1 1 f I 1GTTTTT 

1 1 I 1 1 I I I I I I I I NTTTTANCCTNNNTNTNTTTTN I I I I I I 1 1 I I I NAATTTTANTTTNA 

NMTTTNTTAAATTTAAANACTAAAANGTTANTTTTTNTNANAAAAAAMNMCTATNTT 

TGNACATTTCTACCNANNANMNMMTCMGTGTATCANCCATTTACATATTTTTNCCN 

TNGCCCCCTTNNTTTAAACCTNCCCNNGCNNGAAAAGNCTTAAAAGGCATAATTCCAGTG 

GNCCTNGGGNANMTTAANGTTATAAAGTTTAAANACNAAATGGGGNGGGGGGCCTTAAA 

MTTGNTNCAATAANGGTTTTCAT^ 

TTTTTAACTTGGGMGMTNAATTTTTTGGTTAAMTAAAGGTNAAACMTCTTANNCCC 
TCAMTNGGCMGTCCMTGTTTMNGTTTAAACCCNCCCTTAAAACCCCTTT 
Sequence 5277 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCGCGGGATCTGTGTCTACAGATATTTACATGA 

ATTGGGTGAACTCCTCTCTTTCCAAGGCCCCAAAAGAACTTGTGGTTCCTGGGCCTGCCA 

GGAAGGTGACTCTCTACTTACCACAGGCCAGGAACCCTGCAAAGGAACTGCATAGACAAG 

GTATGAGGCATCTTTCTMGGGGTTCTCATTGGCTCTATAAAATCAATGTGAATTCCTCA 

AAGCTGTGTGCTCATATCCCAAAACATGCCATTTTAGTCCAAGTCCTAGAAAATAACCAG 

TGCCTCCAATTGTTTCCA 

Sequence 5278 

CCCTTCGAGCGGCCGCCC GGGCAGGTAC I 1 1 II I I 1 1 If I I M M II 1 1 II M I I CTTTT 
I M 11 I I I M I I I I 1 I I I I I I I I I I [ I I I I 1 1 1 I 1 1 1 1 1 I 1 1 I M I 1 1 1 I I I I I I I I NTT 
NTNI I I 11 1 U I N I I 11 I I 11 1 I 1 M I NNNAAAAANAAAAAAAAN I I I I I I I I NGGCNNT 
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N AAI l l l I AA AAAAAAANNTTNAAAAAANATTNTNTNAAANCCCNTTTAANAANNAAAAA 
AAi ii M I I l NCNCCCCAAAAAATNAAAAANNCTTTTThrTTTTTTANNNAAAAAAAAAA 
Sequence 5279 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCTCACTGAACACGAGAGAGCTCACAAAG 

GAGAGAAACCATACGGGTGCAGTGAATGTGGGAAAGCCTTCCCCAGGAAATCTGAGCTTA 

CTGAACATCAAAGGATTCACACGGGAATTAAGCCCCATCAATGCAGCGAATGTGGGAGAG 

CTTTCTCCAGAAMTCACTACTCGNNGTACTTCTTTTTATAGGACTGGAAGGAAAAGTAT 

ATAMCCGTGATTATTCAMGATTTTCACTGAAMTATAAGTTGMCAGGTTTGTATTAA 

TGATTACAMGTATAGAAAATTTTGCTGTTATTTTCCAGMGMATATTATTAATACTAC 

TTTCACAGMGATGTGAMGTGGAGAMCTCCTTTTAGGTAAMTTTATTTGACT^ 

AC TGGA TTAAATAGCATTAANGAACATACAGTTGTAAAATGTAGAACCATAGAAAATTNG 

CATTTTAAAAAGCATTGCCCTTTTTAAAA 

Sequence 5280 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTAGATACATATGTA 

TACATGTGCCATGCTGGTGCGCTGCACCCACTAACTCGTCATCTAGCATTACCCGCGTAC 

AAAGGCAGGGAGTCCTGGAAGGAGTTTTANCTGATGATGACAAGTTCAGTGAAACTGTCA 

TAGAGTGCTTTGAGACTAGAGAGAGTGCTAGTGCTCTAAAGTGCTTAGAGACTAGTAGAG 

TTACACAT MMGA A CACA GTNTGTTCCAGGAACTGCAGTTGTTTCTCTACCCTTTTTCA 

CTCAGTCCCI i 1 1 I CTTTTGATGAATGGCACANAANAAAAAAAAAAAAAATTNTTNNTNC 

CCGGGGGGGCrsrnTAAANGGGNAAATTNCCCCCCNNNTGGGGGCCCmNTTNGGGGCCC 

AACTTCTGAAANNANCTNGGGGAAAAAAAATNGGCTTNAACCCCATGAGGGGGGAAANTT 

GCANGTGAGCCTGGANACCATTNCCANTTGCANTCCAGCCTNGGGGGACANAANCAAAGA 

CNNCATCTTAAAAAAAAAAAA 

Sequence 5281 

C CCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I I I M » I < I I I 1 1 H I I I I II 1 I 1 1 1 H A 
AAi I l l l I 1 1 I I I i I | I | | | | | | | | | | | i | | 1 1 1 | | | | | | | | 1 1 | | | 1 1 1 1 1 | | | | una 
AAAAAAAANNNNANNN 1 1 1 1 II I I I I I I NNNNNAAAAANANNNGGGGGGNNAAAAAAAAA 
NTTTNN GGGGGGNNNNAAAAAANNN I 11 1 ) I I I I NNNNATNNNAAAAAAAAAAANTTNTT 
Mill l NGNGNNNAAAAAAACCCNCNNTNNNNNGGGGGGGGGGGGGANAAAAAAAAANAN 
GMCCC ACCNNNGGGNGGGGGGGGGNNTTTANAAAAAAAAAAMNNNNNNNTTTTNTANN 
MINI NNNNNNNNNTTNNNNNAAAAAAAAAAATTTTTNAAAAAAAANGGNGGGGGGGGN 
AAAAAAANTTTTNNGGGGGAAAANNNTNAAAAAAAAAAAGNCGNNNACNNNANNNNTNNG 
GGTNGNNI I I I 1 1 I IGGAAAAAA 
Sequence 5282 

CCCTTTCGAGCGGCCGCC CGGGCAGGTAC I i 1 1 I I I I M II I 1 1 I 1 1 I I I I I NTNTNTTT 

M 1 1 I I I I I I I I I 1 1 | I | | | I I I I I I I I I I I I 1 1 I I I NGGGNNAAAAAAAAANTTTNTTT 

TTNNTTNNAAAAAAANGGNNGGNNTATTATNAANAAAAANNNANTTNTTNNGGNGGANAN 

AAAAAANGNNTTCATAANAAMNNGACNAMAACTNGNTTTTTTCTTNCTNNTCCAAGNA 

TAGAANNGNNTAAACGCNGGCMNAMNTTGTGACNGhrTTTAACMCCCCCMGAmTGG 

TCCNGNNNGNGGNGNTTNGNGACCCANANATAAANANGAAGGGGGAGNGNCACATTTTTT 

TTNTTTGGGCAAAAAAAAAANTTTTTATATGAA 

Sequence 5283 

CCCTTCG AGCGG CCGCCCGGGCAGGTACTTTCATTGGAGAAAATATCATTCAGCTCTGAA 

AAMGATGTTTTTAMGMTTTTTACTGATATAGGGAGACACTCAGGGTATAGTGTTATA 

TGAAGAAAAAAAATCCTGGTTAGTATANCANNTGGTAAAAGAAAAAAATATGAAGCCAGN 

TATTAAAATAATGTATAGCTGGGTGTGGTGGCTCANACCTATAATCGCAGCACTTAAGGA 

GGCAGAGGTGGAAGGATAGCTTGAGCCCATGAGTTCAAGACCTGTCTGGACAACNACTTT 

NAAATGGTACCTAAAAGTCCTCGGCCGCGACCACGCTAANGG 

Sequence 5284 

CCCTTAGCGTGGTCGCGG CCGAGGTA CI II I I J 1 1 I I M N I I I I II I I A I I » 1 1 II 1 1 1 
" 1 1 1 I 1 11 ) I I I I I I t 1 1 I I 1 1 1 M 1 1 I I 1 1 I I I I 1 I M II I I I I ) 11 I 1 GGGAANANC 
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CNNNCTTTANAAANNNANTNTTNTNANNNNNCCGGGGNNNGGNTNGAANCNNAAAANCCN 

TAMNNNATTTNANATNTTTTNAAANNAANTTNTTAAAAAAAAAAATTNTNAAAANATAN 

TNGGGGNGNCAAAAGMTNTTTNAAMNAAMAAMACNNNNCCCAAAATTTTNNNTTTT 

AAAAAAANN 

Sequence 5285 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATCTGATGAGTTAGTAGCTGTGAAAACGT 

TTCTCTAGCAAGGCTGCCTGTGAGTGGGATCCCAGGCCAAGCAGTTAACTGCGTTCCAGC 

GAAGCAGGT GCCCCG TGTGTTGCTCTGCAAGTCCACATGGAGCAGGATTCCTTATTTTGT 

GAAGAMGGATTTTTAGTGCCACGTGTGTATTTTTMCACATTTCCAAAAGCATGATTTA 

TTCAGGATTMGTTTATTCAGTAGAAATTTCCMGGTATTTTTTTAAGTGAGGCACCATC 

CTGGATGCTGGGGAAGAATCTTTGTTGGAATATGACCCCGCGTACCTGCCCGGGCGGCCG 

CTAAGGG 

Sequence 5286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACCTGGTGTCCTTGTGGTCTTTCTCAGGA 

TGGCTTCCTTCTCAACTGTGACAAGTGCAGGTAAGATCCTGTTCCATCTAAATTTAAGTC 

TGGGTTGCTGGGATTAGGGTTTCTTACAAGTAGGGAAAAGCTCAAAGTATTCTTTCTTGT 

GTTTGTTAATGTAGATGATTCCTTAGTGCTCCTTGGCTCGAATTCTCTGCACTAGGTGAG 

GATTGCTGACAACAAGGAATGAGAGATTGATGTTAAAGCTATTGAATTTGATATGAAATT 

TAATGTCCTGGAAACATTTGGTAGGTGGGAGGGAGGGGGTAGCATATGCAGAGACACTTC 

GCCCATGTGTGCTATGATGTGATGCATGCTGTTGGMGGACTACTTTMGTTTATTTTCC 

CTCTTTANGGGAATGAGCAGGGGGAAGGTTATTAGACTTCATCGGCGGAAGCAGGACAAC 

ATATCAGGTGGGGATAGCAGTGCAACAGAAAGCTGGGATGAAGAACTTTCTCCTTCCACT 

GTGTTGTATACAGCANCACAAGCACACACCTACAAGCATCACCTTACTTGTNGGAAGACC 

AACCCAAAAAGCGGAAAAG 

Sequence 5287 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGAGCCCAGGTCGTTGTTTTTTCCAGCTT 
AGAA GCCA TGGCGCACCTCCATTTTTGTGCGCTCTCCTMTGAGGTTTTTTTCTTTCGGA 
CCTGTTT TAGTAT T MTTATT GCTTTATTTTTTTGACCAGTTMCATATTTGAGGGTTAT 
TTTATTTATTTTTGGTTTTTTMCGGAGGATTTTGCCTTTA 

TGATATTTTTCTACTAGTAGATAGGACTCTTGGTTTGGACATACTACATGGATCAGTAAA 
TACCTGGGCACAGGACTTCAAAGCAAACACAGATTCCCCCTCCCCCTTAATATTTAAGAA 
TTAAAAGATGATGAGAAATAAGGACAAAAGCCAAGAGGAGGACAGTTCGCTACACAGCAA 
TGCATCGAGGTATGAGCTATCMCTTTCTTTCCTTTTTGNC I I I 1 1 1 II IGGGGGA 
Sequence 5288 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATTATGGAGGCTTTCTCAATATCTGCCACTT 

TCACTGCTTTTACCCCAGGGCCTATGCAAAGACAGCGTCCTCTTTTGAACATGGGGAAGC 

CTTGA ACAACTG TAGCACACAATATCACAGCCAAGGCTATAGCCATGCCCTTCACACTCA 

TGmGTTTTTTGCTGTTGCTGCTGGTGCTGTTGCTGCTACTTCAGCTTTGCTGCTCTTC 

TTGGAAGGAGTAGAAATGTGCTTGGCGATAAGCGATTGTCTCACCGCTCGGCGATAGGCG 

ATGGTCTTACTGCTCGGCGATAGGCGAAAGTCCCTTCGTGGTTGCCAAGATGTGTCCGGA 

ATTGGTGGGTTCTTGGTCTCGCTGACTTCAAGAATGAAGCCACGGACCCTCACGGTGAGT 

G7TACAGCTCTTAAGGTGGCGCGTCTGGAGTTTGTTCCTTCTGATGTTTGGATGTG7TCA 

AAAGTTTGTTCCTTCT 

Sequence 5289 

TAGGGAGTCGACCCACGCGTCCGGAATAGGCTGCGTTCTCTTGGAACGCGCCGCAGAACG 

AGGTTCTGGTGACCCTAGCCGCGTTCCCTCCTTAGTCCTTTCGCCTACCCACCCGCGTAC 

CCGACAGACCCACCCCGTCCTGTGCCAGGAAAGCGCTGCCACCGGCACCATGCCCCACCC 

ATACCCAGCACTGACCCCGGAGCAGAAGAAGGAGCTGGCTGACATCGCTCACCGAATTGT 

AGCTCCGGGCAAGGGCATCCTGGCTGCAGACGAGTCCACTGGAAGCATTGCCAAGCGCCT 

GCAGTCCATTGGCACCGAGAACACCGAGGAGAACAGGCGCTTCTACCGCCAACTGCTGCT 

GACTGCCGATGACCGTGTGAATCCCTGCATTGGAGGGGTGATCCTTTTCCACGAGACACT 
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GTAGCAGAAGGCAGATGATGGCCGTCCCTTCCCCCAAGTTATCAAGTCCAAGGGTGGTGT 

TGTGGGCATTAAGGTAGATAAGGGTGTAGTGCCCCTGGCTGGAACCAATGGCGAGACCAC 

TACTTCAAGGGCTGGACGGGCTGTCTGAGCGCTGTGCCCAGTATAAGAAGGGATGGAGCC 

GACTTTGCCAAGTGGCGCTGTGTGCTAAAGATTGGGGAGCATACTTCCTTGTTCCTTGCA 
TCATG 

Sequence 5290 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I 1 1 1 1 1 I I I 1 1 1 M 1 1 1 I H I 1 1 1 I NGNTTTTT 
n 1 11 1 I 1 1 I I I I I I I M 1 | | I I I AAAAAAANCCCCCAAAANNTN I I I 1 1 I) 1 1 I 1 INAA 
AAMNCNNG GGGNNAAA AMAAAANTTTTTTTNNCCCCCCCCCNTTTTNNAANANNAAAA 
NTTTTNCCCN 1 1 I I I I 1 1 NNNNTNCCCNTTTTTNCAAAAAAAATNTGNNNNNNNNNTNTA 
TTNAAAMCCNNNN TNNNTNAMAAAM ANNNNCCTTTTNNNANNGGGGGGGNAAAAANC 
CCCNN AAA AAAAA N I I I I I I I I II I I I I AAAAAAAAANANCCCCCNNGNNGGGGGGGTTT 
TAAAAA AAATTTTNANN NNAAN I I I I I I I I I I NAAAAGNCCCCCCCNNCNCCCNTTTTTT 
NAAAAAI I II ( I I I I 1 I AAAAAAAAAAATTTTCTN I I I I I I I I I I 1 M I 1 1 
Sequence 5291 

CCCTTAGCGGCCGCCCGGGCAGGTACAGGGTCATACAGATGAGCTTTGGGGTCTTGCCAC 
ACATCCNTTCAAAGATTTGCTCTTGACATGTGCTCAGGACAGGCAGGTGTGCCTGTGGAA 
CTNAATGGAACACANGCTGGAATGGACCAGGCTGGTAGATGAACCAN 
Sequence 5292 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGGCAAGCTCAAAGCCAAGAACAGCTGC 

ATTGMGTAGGAGAAAAAAAAAGCCATTTMTTTCACCTGCCTTTCCCTGAAGGTGGCAC 

AACTTGGCATGATTGGTAGTAAACACCCAACTCTTCTGCTGGGTAGAAAGTGAAAAAAGG 

MGTCCCCCATTCTGMTTTTGGGGGGTCACCTGATGGACTGGTTTCTGTCTCTCCTGAC 

TCAGTG CTGACT GGGAACTGGCATACTTTGGATGCCTGGGGGCTTCAAAGAAAAAAGAGT 

TMCTGCTTTTTGCAGCATCAAGANACTCANCANTGCTGCNGATGGAGGTCGGGACACTC 

ANACANTCANGAAMGAGCGTGTGGTTCTTGGCTTATCCCTTTGGGCANGAAATGGGAAA 

AAGTGGAAAAGTGCATTTAACATTCTGGCTTT 

Sequence 5293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGCCTGCCCTTCGGCTGTGGGTGTGTGTGG 

AAGGCCAGCCCTCACCACTCATGCCACTCTGATTGGGAGCCAGGTCAGCTATCACCACGG 

CAACCACGCAGACCCTGAGGAGCGGGACTGCCCCACAGCACGCACAGACATCGGAGACGT 

CCAGATCCTGAGCAGCTTTGTCAGAGATCACTTACCTGATCTGAAGCCCGAGCCTGCTGT 

CATTGAGAGCTGCATGTACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnn 

nnnnnC GTTA CTAAGTGGATCnnnnnnnnnnnnnnnnnnnnnnnnGTAATCATGGTNATA 

AGCTGTTTTCCTGTGNGAAAATTGTTTATCCGCTCACAATTCCACCACAACATACTAAGC 

CCGGAAGCATAAAAGTGTTAANAGCCCTGGGGGGT 

Sequence 5294 

CCCTTTCGAG CG GCCGCCCG GGCAGGTAC I I I I I I I I I I I I 1 1 I I I I I I I I I M I I I I 1 1 
mhuuh lAAN I I H I I I 1 1 1 M I U M I U N I I I I I 1 1 1 1 1 1 1 1 I I 1 1 1 II I t II I 
TTTTAAAAAAAAAAAAAMANNANCNTTTTTNANNAAAA AI I I I I I I I I I NNNAANTTTT 
TTANA AAAAAM MAANANCCCTNTTTTTTTNGNGGNGGGAAN I II I I I I I I I NAAAAAA 
NANNNTTTTTTNAAAAANNATAAAAAANTTTNNNNGGGNNNNNANAANI I I I I I I I I AAA 
NNANGGGGGCNTCANTTTNTTNNNNNNNNAAGNGNGGGGNAAAAAAAAANNNAAGGNNNA 
ANTGNNNNAMNNNCNCCNTTTTTTNGGNNNTNNNNNAAAAAAAAAAAAAAANANNNNCN 
NNT TTNMA AAMAAAMTTNNNNNNNNNNrTNNNNGGMAMGG^MAAMMNTTTTT 
TTTNTTTTTNGCAAAAANNAANNNGAAANCCCCNNTTNGGGGAAAAAAAA 
Sequence 5295 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAAAATTCGTMTAACCTTTTATCATTTTTA 
GAAMCTTTAAATATATAGATAAAAATAGACAATTTTCATAGGTCCTCATGAAGATGAGT 
ATGTTCT GTTCCA AGGGCTTGCATAGAGCGCAAATGTGGTTATAATATAGAACAACTAGA 
CATTAATATTTTTAGGATTCAAAAGCATGGAAACCATAAAATGGGCACATTTTACTTGTT 
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TATGCCAAMCACAAATTTCCAAACCAACCTGTATAACTAAAACAGGGAAAAAATTAAGT 

TACAGACTTACAATMCATTTCATGAATTGTAATATTTACAACATGTTAGTAAGAGTCTC 

TCTTMCATACAAGCTGATAGCTTTTTC 

MATCAAACACTAAAGCATTCTCAMNGGCTTCAAATATGTANTTTAAAACTATTTAATC 

CACTTACAAGG TGACTC TNTGNCNNGAACNAAGCAATGGCTGGNTCTACTACATATGTNA 

GGTGGNAGGCNTTTTTNAAAATCNTTCAAAAAATGGTTGAATGGTAAAAGCTTGCCCCAA 

GTCCATTCMNTTTAMNGGTGGGAATCCCTTNAAGGACCGGGTTTTTGGGGAACCAACC 

CCTTTAACTTGGGAAAG GAATNC CTTGGGCCCCAACCACCAAANGNGGGTNTGGGANAAC 

TNTGCCTTNAAAANCCAGTTTTTCAAATNTTTCCTGCCTTNCNTTAMNAAAAAAAAGGC 

NCCTTTGTAACCAGCCTAAAAAAGGACCGGGCC I I 1 I I I I I II 11 1 1 

Sequence 5296 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I 1 1 I I M 1 1 1 1 I I 1 I I I I M I 1 I I 1 1 GGAGGCG 

GAGTTNNACTCTTGTTGCCCANGCTGGAGTGCAATGGTGCAATCTCAGCTCACCGCAACC 

TCCACCTCCCTGGTTCAAGTGATTCTCCTGCTTCAGCCTCCCGAGTAACTGGGATCACAG 

GCATGCGGCACCACGCCTGTCTACTTTTGTATTTTCAGTANAGACAGGGTTTCTCCATGT 

TGGTCAGGCTGGTCTCGAACTCCCAACTTCAGGTGATTCACCCACCTCAACTTCCCAAAG 

TGCTGGGATTACAGGCATGAGCCCCCCMCACAGCCTCTCTCCTATTTTAACACTNGGTT 

GGTCACACATTCNGNTCCATTCATATCACAGTGCTAGGCTGAGGGACTCAAAGGTGGGGA 

CAATAGGGGAATGGGAGAATGCCATGAAAACATGCCCAT 

Sequence 5297 

CCCCTTTCGAGGCGGCCGCCCGGGCAGGTCCAGCTGGTTCCCAGGCAAAGCCTGTCTGCA 

AAGACTGGAATAAACCTCTACTCAGATGTGCAGACATTCACATATAGCTACAAGAATTAA 

GAATAATCAGGGAAAGAAGATTTCACCAAACAGACAAACNAAGTGGCCAGTGACTGACCC 

TGMGAGATCTAGMGATGAACTACCTAGCAMAAATTTAAAATACCTGTTTTCAAGAAA 

GCTCAGCTAACTTCCAGAAAATATAAAGAAATTATTCAGAAATTTATCAGAGAAATGCAC 

CAGAGACTAAATTAATAATAAAAGCCCTATATCCTGCAGAGAAAAAATCCAGAGAACAAA 

ATGAAAAATTAATACAAAATGGCAACAGCAGAATTGATCAAGTAGAA 

Sequence 5298 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGTATACTTGTTCCATATACTCAGGCAT 

TTACCTTGGAAATGGCCTACACTGAGCCACCGCTTGTGAATAATATTGTCTCTATAGGTG 

TGCMGCATTTCCTGGMGCTATTGAAAACAACAAGTATGGCTGGTTTTGGGTATGCCCT 

GGAGGGGGTGATATTTGCATGTATCGTCATGCACTTCCTCCTGGATTTGTGTTGAAAAAA 

GATAAAAAGAAAG AAGA GAAAGAAGATGAAATTTCATTAGAAGATCTAATTGAGAGAGAG 

GTMCTGGTATCCTTTTCCTACCATAAAAACTGAMGCAGTATTTATTGTGAAATTCTAA 

TACTTACCACTTGGGGGCMTAGCCTTTTATGAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCATTCATACCTACCCATCCACTCCCAATTT 

CMTAC AMTTTATATCTCTATAMTGACTAAMTACTATTGTGTTGGTTTTTCTTTCTT 

mil iCTTGCTGCCACAACAAATTACCACTTACTTAAAGAACATAAGATTAAAGTGATA 

GATTTTAAAGCATAAAATAAAAAAAAAATTATTATCTTACCATTCTGTGGGTCAGACATT 

CACATGACTTTGGCCAMAT1TAGATGGTGGTAGACTGTGTTCTTTTCTGGAGGATCTGG 

GGATT TATTTCCTTGCCTTTACAGCCTCCAGAATTCTGGACTTGAATGGGAGTGACAGTG 

TTTTTCTTCTGGTAATGAGCATAGGTGTAGGCTGGTGCAATTAATAGTCACTACATGCAA 

GAAAGCAGAATCAA 

Sequence 5300 

CCCTTTCGAGCGGCCGTCCGGGCAGGTACAACCTTTTGTCCTAAGAGACAGTTAACAGCT 

GGGTTTAGTNTT ACTGG GATTTACTCGMGACTTGTAAAAGTAAATAATGGTGCATTTAA 

GMTATTTGCCTGTTTTGATTTAGTGAGTTTGGNAGGTGGCGGTGGCCTTTCAATGACAT 

ATGGCTTTGAAATTACATCAATATATGCATACAANTGTGTCTNTNNCTTTAGTTCATGCA 

TCAAATTAATTNATAAAGGACCCCTGG 

Sequence 5301 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGGTGAGAAACTCTCGAAGAGGACACTGTT 

TGGCTGGGCCAAGACCCAGAGCATGCTCAATCTCCTGAATAAATCTTAGTAATGGGTGGA 

ATATGACGGTMTGTTTCTGGCTCCAGGTTTGCAGACMATTTTGTTCCTCCACCTTCAA 

TTAAGTTGTCATCAGGACCCCCTTGCAGTTCTCCACTCCGACTATAGAGCTCCCTTCTCT 

G TTCTCGC AGATAGGCGCTCATACTGATGGCATGGGAGGACGATTCGAAGTTGAAAAGAG 

AAl 1 1 1 I IGGCCTTTGAGGTTTCTTCTTGGCAAAAAAGGCTGCAAACTCTCGTCCAGTGC 

TGGCATAGCTTAGTTGAGCTGATGGTTCANAGGCCGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 5302 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGATTACAGGCGTGAGCCACCGTGCCCGA 

CCATGTAGTGTGTATTTTTGTTTTCAATAMTCTTTGCTTTTGTTGGTTCAT^ 

TCATCACGTGGAGTATACTTTCATTTTCAGTAMTCTCTGCTTTTGTTGCTTCATTCTTT 

CCTTGCTCTG TTTGT GCGG I I I I I I II I I I M II I GAAGGTTAAGAAGTTGTGTTATGAT 

ATGTAAAATGATTTTCTGATTGCTATATTTAGATGTGAAATACANATCCACATGTCACCT 

GGTTATGCT 

Sequence 5303 

CCCTTTCGAGCGGCTTTCCGGCAGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGG 

AAAAAAAAANGAAAAAAMGAAAAAMAGAAAAAAMNGATTTTTTTNTTNTNTNAATCG 

NAATCGNNANGGGGTGGGATAATTNNAANGGGGGGGTAAAAANANNANGNAANCCGGNCA 

ATCTTNAAMNATTNCNNGTNTAAAACNGTNGACCAGGTTTTTAAAAAAGNGTGGGGATA 

ATAAAAA ANGCGAATAAANGGCNCNNTGTTTGNATTCCTACAACNAAAATAATCCCCCNC 

TTTTTTTCATTNTAAACCCTTTAANNGGATTCCAAACNCACCTCNAAATNTGGGCNGGAC 

CTTAAAAAMAACAAATTTCAGGNACCCAMTNTTTTTCNCANGG 

Sequence 5304 

TCTCNAATCCCCTTACGNGCCGCGTGACACATCTGAATAANAAAAGAGTGNCATTCCCCC 

ANACTNAACTGTNNTCTGTTGTCATGTCTTTTTAAGATGGAAAAAANGCTTGGCATCAAT 

ACTCTGTGGCATATT AGATA CTGGACATCTAACATCAGTGNGTGCCATGCCAACAAAACA 

CTTCGGGGAGTGCTATTTTAAAMNGTTTATGTGTGCNAGGCAGNTGTANAATGATTTAC 

TGCNNAATCAANCCCCTTTAGGCTTACGCCATNTTCTAACTATCTAAAAATANNNCTGGA 

TMCAATANGTGTNCNAATGTGNNTATTCTGATCCATMTTGTTTTTTAAAGAAAAANAN 

TGCATATCANAMGAGTATTAANNTTTGCGAATTTMTGCANATTANCTTCNGACTTNCT 

TANCMTACTTGATTCATAGGTNNGGCTCCANTACATTTTTGCTCTTTATTNCAAGAATT 

GCMTTNTGCCTCNAMCAGNCATTTTTTAAAA 

Sequence 5305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCATGAAATTTTGTGGTCTTCCTGACATG 

TTCTTCCGGCATMCGTTGCCACCTTCAGTTGGAAACGTATCCTTATCTAATAATTAAGC 

CCTGGAGAAAAATTAATTTATATATTTTATTAATTACATAAGGACATTGTTATTAGCTAA 

GCAGAGTAAG TAAATC GAAATAAAACTTTAAAAATGCCTTTATGGAGAGAATGACTATCT 

CTGAMGCTTGTTTTTAATGATGATAAAATTCATGATCAGMTTTGTTTCTGTTTACTT^ 

AATTCAGGGGTCA 

Sequence 5306 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGACACTGATATTCAGTGAAAGAGCAGGG 

GGCCACTCACAGAAGGAGTTGTGGCAGCCACGTGCCAACTAACTGGCCTTGCCGGCATTT 

ATTCAGCACAGATTTMTGACAMGGCATTGAGTCAACACGTGTGTGGTTAATTAATCTG 

GTCACCCTCCGCTGGAGAGAGCAGTCCTATGAATGATCAAAAGCCAGTCTTAGGACCACA 

TGTGTAMCMGCTCTTTAGATAAACTCCCTTACATTCCTTTTTACCTACTCTGAGCTGT 

TAACTCAAGG 

Sequence 5307 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCGTGGGCTACGGTATCCGGAAGCTA 
CAGATTCAGTGTGTGGTGGGGGACGGCAAGTCGGAGGTANCAAGATGGCCCGCCCGCTGA 
GGAAGGCTGTAGTGTCCGGGGCCNAAGCGGACAGGGAATTGGAGGAGCTTCTGGAAAGNG 
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CTNTTGATGAmCCMTAMGCCAAACCCTCCCCANCmCCNNTTTTACCACCACGGC 

CCCTGATGCTTCGGGGCCC CAAGA AGANGATCGCCAGGAGACNCTGCCAAAGAAGCCCTC 

TTTCGCTTCCCAAAGAGMGTTTTTCCAGGAMCTATTCCGACAGTTGAAACTGGGNTTT 

CNCCAAACCACTGCGGGAGTTTCGNAGAAGGCAATTGAAAGGAGTTGGCTTGANGAAGAA 

ACCCCACCTGGTNGGAAGCANGTTCCCNAAAAGCTCTTCANAAGGCTTNAGGGGAAAATT 

GGGCMGTGGATATTGACCTCCCCAACAAAGAAATTTCACTTTCTTTGCCCTAANAGGAA 

AACAC TTAA GTNGGATTTNNNCCCAAAAAAATGNCCCTGGAACCTTTTNAAAAAACTNCN 

CACCATTTTCCGNAAAGAAANAAACTNNCNCNAAAGGGCCATTGGAAGGGGCTNGGGCAN 

TGGNANCNAAAGGGGGATTG 

Sequence 5308 

CCCTTAGCGTGGTCNCGGCCGACGTACACTGGGTGAGAGNCANNCGTTCCTCTGCCTGNC 

CANTCANNGGNAACACCCNGAANCTGTNTTGTNCTTTGTANGAGCCNCAAANAGTNCACC 

TCTATGAAAACTNANTGACAAAATCCCTGAACAGGAANCANNCNTCNTTANTCTATCTTT 

ATTAAGANCATGATGATCCTCTTCAATTTGCTCA 

Sequence 5309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTAATCAGTCTTTGCTAAACAGCAGCTA 

TTGCTATTCAATGGAGACGGTGGCCACCATTTCCCCTGCATCGCTCTCCTACGTAATCAA 

GTCCCTGATGGACTCTCTTCCCATAAAAATCCCTGTGTCCTAAAGTCATGGCGTGCTCTA 

TTTCATGGCATTTGTAGAAGCACAGCAGCACTGTGCCTGTCAGGAAAAGTGTGTGCTAAC 

TGCAATAAGCATGATGACTGCCATCACGGTTTTGTTATTCTCfGTCCACCTCCATGGTCT 

CTAAATCAGACAATCTTTAATCTGAAAAGGCAGTGTCCTTATTCCTCCAGGAAACTGGAT 

AAGAAACCCTCCTCATCTAATGAAAGTCAAGCCCTGTCATCTTACTGATTCTTTCCCAGA 

CCACAATGAAAGGCCTGTAGGGAAGGCACATGAAGAAATTTCAAAGTTCANGTTGGAAGT 

CATAAAAACTAGCCT 

Sequence 5310 

GATATCTGCAGAAATTCGCXJCTTTCGAGCGGCCGCCCGGGCAGGTACCAACGTTGACTGT 

AATTCTGGGAATTGATGGTGGTTCTGTGAATACAATTGGACACTAGCAATGGGGTAAACT 

GATGGGCATGTGAAATGACATCTCAAATAAAGCTGGTTAGTTAACCCCACTTCCCCGTTT 

CTCTCTAAAGAAAGGGAAAGAAGGGAATCANGGAGCCTGTCCTCACTCTTGTTCTGGAAG 

GAAATGCCATGGGCTATTACCCAACATAATGACTAACAGAGCCCCTTTTATTCCGAGAAT 

GTCCTGGTTTATATGATAAAATTTATATCGCTACCCTATCACTATGTGCTACCATGCAGG 

TGACTTTGCCCCTCTGAGCCTTGGTTNCCTCATCTATAAAACAAGTT 

Sequence 5311 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCAGATGTGTCTGTCACTTCCCTACATC 

CACCTCTATTGTGGTTCTCATGTTTCTGCCTCCCTAGAGACCATTTCTCTGTAGAGCAGC 

GCTTTCGMTAGAMTACMTGCCAGACACATMGTTGTTTTAGATTTTCTAGTAGTCAC 

TTTAGAAMGTTAAAAAGAAACAGGTGAAATTAATGTTTTATTTCACCTAAAATGTTAGC 

ATTATCCAAAATATCACTTCMCATCTTATCAAAATAAAATTATTAATGAGATTGGTTAC 

CGTTCCGATAAATAGGTGAACTGAGAGC 

Sequence 5312 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGTGCCTGTAATTCCAGCTACTCAGG 

AAGCTGAAGTGGAAGGATCGCTTGAACCAACGAGTTCAAGATTAAGCCTGAGCAAGGCAA 

GATCACATTTCAAAACAAATAAACCAAAAAGAAAAAAAAAGGAAAGAAAAAGAAAAGTAA 

AATGCTCGCCAGGTCTCTACTGATTAGCTGTTGGGGCACTCCTTCAAAACTTACCCAGGG 

CCTTTATAAATCTACCTTAATATTCACTTCTGTTTGTGTTGAACCTAAAGACAAGCCAGA 

GGTGAAAGCTAATGGCCTTCTCAGGTCTTTTCTGANCACACATACTGCCCTGAGCTGTGC 

ACTTGGCTTTCTAGTTTCTCATCCACAATAGCTTTTCAAAAGCTCCTATTCCTCTACAAA 

MCTCACTCTAC AG CTTTTCC TCTCAGGCTTTCMTATCTTATTGI^frrGCCCTGTTTTTT 

TTTTTCI 1 1 1 I IGGGTTTTTTTGGTNGGTTTTTTGCCCCTGGGGGGCAAGCCCTTTGGAG 

AAAGGGGC 

Sequence 5313 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTTCCTTATAAGGAATCAAACTTGA 

CTTACGGAGCCAATAAA GCCCT TGGAAAAACTGGCCTCATATTCTGTATACACAGTCCCT 

GTAAGTAAAGAATATCACTTTTTGACAAGTGCAGACGCCCCAGGTTTATCTTGGGCCCTC 

AAAAG GAGA GGAA ATTTC ACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGG 

CTGGGTTTTACGGGTTTTACAAAGTCTTATCTGAGATTCCTGCTATGGAGCAAAGTTCCA 

TCAGAGCCTACTTAAAA 

Sequence 5314 

CCCTTAGCCGTGGTCCGCGGCCGAGGTACCTTCT7TAGTAGAGACTGGGTTTCACCATGT 

TGGCCAGGATGGTCTCTATCTCCTGACCTTGTGATCTGCCTGCCTCAGCTTCCCAAAGTG 

CTGAG A TGACAGG TGTGA GCCATC AGACCCAGCAI 1 1 1 1 1 1 1 1 AATTTAAATTTAAATTT 

TTTTTCAI 1 1 1 1 I IGAGAGGI 1 1 1 1 I I I GTTTTGTTTTGTTGTTGNTGTTGTTGTTGTTT 

TTGAAACAAGTCTNGCTCTTGCACCCAAGCTGGGAGTGCANTGGCATGATCTCTGAACCT 

CTACCTTCCAAGTTCAAGCANTTCTTGNGCCTAACCTNCCAAGTAACTGGGACTACAAGG 

TGCACCCTCCCCACCNGGCTNATTTTTTTGGTTTAANANAAACAGGGTTTAACCCATGTT 

GNCCANGGTGGGNTTAAAACTCCNGAANNTNANGGNAATCCACCCCNCTTGGCCCTCCCA 

AMGGCCNNGGAATACCNGGGGNNNNCCNCCACACCCCNNNTNTTTTTNNTTNCNNTTTT 

AAMNNAMAGNGGGGGGGGGTCNAAATTNNNACCCCNGGNNGGN^NAAACTCCNGANN 

TNMN NMCNTTTGGNNCMNCCCNNTNCNNNTTNNGGrnTTTTANAAAAAAANNNNNCT 

TTTTTNTNTNNNNNCCCCTGNNAAANGGNNTTCCCCNNCCCCNNANTGGGGGGCCNCCNC 

CCCNGGGNANNGNNGNCCAAAAACCTTTTNNNAAANAAAAAAAAAAAC 

Sequence 5315 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACGATGCCTCCATCCTTCTCTGGAAACTGCAGT 
TCGACGACAATGGGACATACACCTGCCAGGTGAAGAACCCACCTGATGTTGATGGGGTGA 
TAGGGGAGATCCGGCTCAGCGTCGTGCACACTGTACATATGCTGTTACCAGCACAAACGA 
GTCAAATTCAGCCACAATCACCCGGCCTTCCTGATCATGCTCCTCCTCGCCTATGCCGTA 

AGAAACTTTGAGTGGGCACTGGCGGGAAAGCAGGCCCACGCCACTGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 5316 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTACTTGAATAAAATACTTCTGGGCAGTGAACA 

AGGAAGCCTGCAGTTGTGGAATGTAAAATCCAAGTAAGTATTTTAGTTAGAAAATAATAT 

AGCTGTCACCTTATCCTCATCTACTACTTCCTAATGTATACTTAAGTCTCATTTCTCCCT 

GCCCTTGTATATTTATTTGGAGGGTTGTCTATAAATAGCAGTTGGTCCCCTGTATCAGAG 

GAGTCAATTAACCTGGGATCAAAAATATTCAAGGAAAAATA 

Sequence 5317 

CCCTTAGCGGCCGCCCGGGCAGGTACCTAAGAGAAAAATAGGCTCAGTTAGAAAAGGACT 

CCCTGGCCAGGCGCAGTGACTTACGCCTGTAATCCCAAAGTGCTGGGATTACAGGCTTGA 

GCCCC CGNC GCCCAGNCI^CAAAAGGNNTTrTTNTTTTCTGNm^ATGNTNGAANCCTTT 

TTACAATTTTAAAAAAAATGATCTGTTTTTGMGGCAAAATTGCAAAATCTTGGAAATTT 

AAGAAGGTNAAAATGTAAAGGAGTCAAAACTNTAAATCAAGTATTTGGGAAGTGAAAGAC 

TGGAAGCTAATTNGGCATTTNAAATTCACAA 

Sequence 5318 

GGTACACATGAGGAAATTAAGAATGAGAGAGGTTGAGTATGTCACCCAAGGTCAAACMC 

TACAATATGGAGAAACAAAGCCCTGTTTTGTCTAACTCCAACCCTCCTACCAACTGCCTT 

CAGMCTATAMTGMTCTGTTATTTATTTATTTATTTTTTGTTTGAGGCAAGGTCTCAC 

TCTGTTGCCCAGTCTGGAGTGCAGTGGCATGATCATGGCTCATAGCAGCCTCAMCTCCC 

GGGCTCATGTGATCCTCCCACCTTAGCCTCCCAAGTAACTGGGACTACAGGTGCATGCTA 

CTACACCTGGTTAAGTTrrAAMTAMTTTTGGTAGAGGTGGGGGTCTTGCTTTGTTGCC 

AAGGCTGGTCTTGAACTCCTGGGCTAAAGCGAATTCTCCCACCTTAGCCTCCCAACCAGC 

TGGGGACCACAGAACATGTGCCACCACACCCAGTCTGATTTT AI 1 1 1 I 1 1 I AACAGCTCA 

AAAGAGGTAAAAANT GAAAAANAAAAAAAAA 

Sequence 531 9 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGCAATAAAAAGGAATGAATAAAAAGAATGA 

AACATTGATATATGTGGCAACTTGAAGGAATACCGGGGAATTACACTGAGTGAAAAGCCA 

ATCCTGAAAGGTTACATACTGTATGATTCCATTTATATAATATTCTTGAAATGACAAAAT 

CATAGAAAAATGGAGGACAGATTAGTGGTTGCCAGGGGTTACGGATGGTGGTGTGCAGAA 

GACAGGGGGGAGGTGGGTGTGATTATAAAAGGGCAACACGAGAGATCTTGTGGTGTTGAA 

ACTGTTCAATATCTTATAGGATACATAAACTTACCTAGGTGATTACACTATANAATTATA 

AATTATATAGAATACATCATACCAATATTTC 

Sequence 5320 

ACTTTTTTn I II M 1 1 II M I I I I I I t I IMGGG I I I I I I I I I I I M II I I I 1 1 II I I i 1 I 

i n 1 1 1 i i i I I I I 1 1 1 1 I 1 1 1 I I I I NNAANNCCCCCNNTTTTTNNNNNTNNAAAAAAAAN 

NNNGGGGGGGGGGGGGGNCCCNCCNAAAAAAAAAAAANNNNTTTTNNNGGGGGGGGGGNA 

AAAAAAAAAAANNNNNNAAAAAAAANNGGGGGGGGGNAAAAAAAAAGNACCCCCCCCCCC 

C CCNNN GTNNAANACAAAAAAAAAAGGGGGGGGNANCNNNNNNNNNNNNAANAAAAAANN 

TNTrTTNTTCCCCCCCCCCCCCCCGGGGGGGGNAAAAAAAAAAAANCCAGGNTTNNNNNA 

ACCCNAAAAAAAAANMGCTNTTCTTTTTAAAAAAAAAAA' I 1 1 M I I I CCCCCNCCCCCC 

CAANNNCCNAAAAAAAAAAAAAANGGNGNGGGGGGGGNAANNCCNAAANAAAAAAAANNA 

ANGGGGGGGGGGGGG 

Sequence 5321 

CCCTTAGCGGCCGCCCGGGCAGGTACAGTGTTTATAAAGCCTACAGTAGTATGTAGTATG 

TAGTAATGTCCTAGGCCTTCACATTTACTTACCACTCACTAATTCACCCAGAGCAACTTC 

T AGTCCTATAAG CCCCATTCA TGGT MGTGCCCTATACAGGTGGACCATTTTTTATCTTC 

A i i n i i i i i i i i NAMNGGAGTTTTGNTTTGTNNCCCAGGNTGGAGTTAAGNGNTAANT 

GNAACCTTTGCCTCCNGNATTAAAAAA 

Sequence 5322 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCACCACTATGCACCTCCGGMCTTTTT 

CATGATCCCACACTAATCTCTGTGCCCCTTAAACAATAAATTCCCA7TCCCTCCTGCCCC 

CTGTGACAAAACGTMTCTTTGTTCTACTTTGTCTCTATGAATCTCACTAGTCTAGGTAC 

CTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNNNANNNANGG 

ATCANAANTGCACTGANAAAATG ATGGCTCTTGTTGCT G AGCT GTCCATG AAACAAGCCC 

TAACCATTGAACTCNAAAAGGAAGTCAGGGAG 

Sequence 5323 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 I I I I I I I I II I NGNAAAAAATTTTTN 
AAAAAAAA) I I I 1 1 1 II i NAAMNTTTGGAAAAAANTTTTTsJAAAAANTTTTNAAANTTTT 
NAANNNANAAAAAAAN I I I I M H 1 1 1 AAAAANNCNTTTN I HUM \ NANAAAAAAAAT 
TTTNANANNNNCNTTTTTNNNNAAAANTNCCCCNNCCCCC I I I I I I 1 1 
Sequence 5324 

CCCTT NGCN TGGCCGCCGNNNACGNACNCNGNGNNNCTNANACTAGACNNNGAATCTNTT 

MTGGTTTTCThrTCNNCMCTCTAACCCCTTCACNGCATCCTGGANAGCCNNCMTTTTN 

NGANCTNNAATAAGCTTGANTGAACATCGGNNACANNTGNTGNNGGGGCNTTNNCCCTAC 

NNTNTNCTTAATNNNAMTCANNANTNTNCTGTGANANANNNAM^NNCTTTTTGNN^ 

NCNCNNNNNNNNNTTNNCCNGATAACGTATCTCTGGAANNGTGCTCTCTCCATTTATAAT 

AAAACTACC CATGC TATGACTACNGACATCANTGGACGGGCAGGNTGCTTANACCAGTGC 

CTGACATATATTTTCGTNACCACGGTGCCGGGAGTCCATTCTGGNGGGCGCAACATTCCC 

TCNNGGGNGGGTCGTATTTNCAGAAATGGATACNTTGATTCCCCTGATTGCTCTNNTTCA 

CAGAACTNNNACNTTTCCAACCTACNCAAAGAAAANGGGCCTTCCCGAAAGGAAAAGACC 

ACCTGAAGGACCACCANAATGGGTCCATGGCTGCTGTGAATGGACACACCAACAGCTTTT 

TCACCCCTG 

Sequence 5325 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGCAGTTATAGCATTATTAAGCAGGTCCA 
GTGGCAAAGCTGAAGGGGGTAGCACTGAAGGACTCACAGCTTCTGTGAATTGTGGCATGA 
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CAATGTTGTAGTGGATGCAGAACCCTGGTTCAGAAGGAAAATATTCATCAGATACAAATC 

TTATCCTMTTTGATTTCCTTTAGAMTCTGTTTTCCTGGTACCTTATATMTCTAM 

MTTAAGAGTAGCTTCCAGGTAACCCGGTTTGAACTTCTTAACATCATCAATATCATGAA 

ACTTTGAGGCTTCAGGATCATTCGCATTGATAGCAATTMTTTCCMTCTG7TTCACCTT 

CATCAATAAGAGCCAAAATTCCAAGGATCTTCACATGAATAACTTCTCCACAAGAAAGAA 

TCTTTGAGCCTATTTCGCAAACATCAATAGGATCATTATCTTCAAAGCAGTTCGTGCTCT 

TATCTTTTTCATGGG 

Sequence 5326 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTGTCCTCCAACCCCTGTCACCACCTTA 

AATACATGGCCAATTGTTCCCTGTCTATAGTTCCTTCGGTGGGCCATCCAACACCAAAAG 

AGGGCAATTCTAATTTACACAGAGTTCTTAGCCTCTAGGGGTTAACTTAACTCTATAATC 

TCCTGCAMACCC TTCTTMGGT TCTGTMCCTGCATTTTMTGGMTAAGTTTTGATGA 

TTTGATG ACT7TCCTTTTATTTTTCTTTTTG AAAA I I I I II I I AACACAGTTCTTAGTGG 

AGTAGGCTTACTTTGTGTCTGACCTATTTTTCTCTTGAGACAAAACAACATTCACACTAC 

AAGAAGGAAAGGATAAAAGGTCACTCACTCATCTAATTCACACTAAATCAAAATGAACAC 
TA 

Sequence 5327 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTAGAAATCCGTAGAAATACCATATCCAG 

CCTCAAAGCATTAATCTCANAAAAAAAAAAAAAAAAAAAACCCCCCCNAAAAAANCCCCC 

CCCNNGG GGGNCCC CGGGGGGGGGGGAAAAGGGNTNCCNNNNAAANNNNTNAAAANGGGG 

NTAAAAAANi I I I I I GGGGNCAANNAAANG I I I I I I I I I I NGNNGAAAANGGNAAAAANN 

NCGGGGNNNCCCTTTNNNGGGGGGGTI I I 1 1 I I I I NNCCNAAAANGANNNCNGNTTTTNN 

A AAAA AAANCCNTGAAANNTTTNGGGGGGGGGGAAAAANTGGGGCCCNNGCCGTNAAGGG 

NTTTTNGGGGGGGNAAAAMAMCCCCCCNGGGGNGGNTTTnNNTTTCCCGGAMTTNT 

TNCCCNNTNANGGGGGTTNNCCNNAGNGNAACCCCCNAAAAAAAANAANNNANNNNNNTC 

NNCCCCCGGGGGGGGGGTTTNAANGGGGGMTTNTCCCCCCNGGGGGGGGGNGTTTTTNG 

GNGGNCCCCNCNCCCCCNACCNNGGGGGGGGG 

Sequence 5328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGAGCTTTCCAGAAAGGGATATGAGGGNC 

CTGGTGGTGNCTTTGGCCTTGNTGNNCTGGMCCTTTGATTGCAGGACTTGCTTAGGCAA 

CtGAMCCCTCCCTTGCTTACAATTCACTCTNGGATCTTTAAGGATCACCTGTACAAGCA 

GTTAATCACCCAC CATA GGGCATGATTAACAAAGCAACCTTTCCCTTCCCCCGAGTGATT 

TTGCGAMCCCCCTTTTCCCTTCAGCTTGCTTAGATGTTCCAMTTTAGAAAGCTTAAGG 

CGGCCTACANAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTNACTTTCAGTAAAAATAA 

ATAAAACAGCAGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAATATTG 

TGTTGTGCAGCATTAAAAAAAATCAAAATAA 

Sequence 5329 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCAGACAGGGCATCATTTCTAGCCTTTATAG 

MTATACATGCTTCCCACCGTTTCAGAGAATMGGCTTATTTTCTTCAATCTGCACAATC 

TTTGCATNCTTGTTNTCTAMTTATNTTTTTTTNTTTCGNTTGGTCTTGGGC^ 

TCCTTCCTTTCCACATNTG CTGT GCTTGGTCCCCCGATGmAGACmGATTTTNCTTG 

GTTTGCCTTGCTTGACATATTTTCCTGGCCTGGNGTTMTCTTCTTGGACGAATCAAATG 

AGCCTTA 

Sequence 5330 

GATATC TGCA GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTATCTACTTAAA 

GCAMGTTTTG Cm CTTGMTGACTTTTTCTGTGAGATGMTTTTTG 

GAAMCATGTCTTTTAGGTGTCTTGCCGATGACTATCCATAGGAGGAATGGCTATCCCAA 

AAAAAG TTCCGCAAAAAAGTAGATGAGTTTC 1 1 M I I I I AAGCACTAAAGAACAAAATGC 

ATTTTTCATTAATACAGGCTTCTGATGMCCAGGAATCCTGTTTTCGTAAAGTTCCAATG 

1TGATGAGAGTAAATTCTTMGCATTTGTCCTAGAGGTGAAAGCAGCTGAATGTTTCTGA 

ACCATCMGAGGCAAACAAACAGGAGTTTGTTTCTTGAACCTGCTTATGCACACAGCTCT 
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TAACTCCTCATGAGGCACACAGCTCTTAACTCCTGATGAACCAAGGATTTACTCATAACT 

TTCTCCTTGTCATGGAGGCTTMTAGACMCAGMTAMTGCATTTCTTGGGCCTCTTAT 

AAACTTG GGMTTCTTAGAAAGCTGCTTCTATTACCAGGCTGNAATAACTGGGATAGTTT 

TTTTTTTCTCTTMGAAGGTCTGGTATTAAGCCTC 

Sequence 5331 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGCGCTTGCGCCTCTTTCATCTTCCCA 

TCATGGCCCGCCGCCTGTGCGCCTCTGCTGAGTCGTATGTATTTCCCTCCTGACATTTTT 

TTTCAAGAATGTTCCAAGTCACTTTAATGGGCCTCACCAAAAAGAAAATGAAGAATAAAA 

MGMATTTGCCAAACTATCTTTAATAAATGCCCCTTCACTCTGCCTGTGACGTATTAAG 

TGACCCTCTGAGCTAGAGTCTTGGAAGTCACTTTCTGGTGACCCCTGANCCCCGTTGATT 

TCCCGTCCCGCTAGGGTGCTCTTNACCCAATGGCGGTTTGCTTGGTTATTGMGAATTTN 

CCGGAAACGTGTGGGTTGGGTGGGTAAAAGGGGCACCAACTGTTGTCAAGCCCTGCATTG 

TGGGGGGTCTTGAAGGTCTTGGCTCTTACAAGCTTTGTAAAAATGGAAAA 

Sequence 5332 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGCGTGTATGATTACCAGAGGGATTCAG 

GGAGGGGCCGTGTGTGATTACCAGAGGGAATCGGTGTTACATCCTCTAGGATTCCCTCCA 

GGAAACCTCCTACCTACCTGTTACAGGTAAGGACCTTAGGTGTATTCTTANATGGGTGGT 

TCTCAAACCTTCATGTGTGTATGAATTACTGGGGAGCCAGTGAAAATACAG 

Sequence 5333 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGACCTAAAGTTGGTAAGATGTCATAATGG 

ACCAAGTCCATGTGATTTCAGTATATACAACTCACCAGACCCCTCCAACCCATATAACAC 

CCCACC CCCCGTT CGCTTCCTGTATGGTGATATCATATGTMCATTTACTCCTGTTTCTG 

CTGATTG I I I I 1 1 I AATGTTTTGGTTNGTTTTTAACATCAACTNTAATCATTCCTGACTN 

TMTTTT1 I ATTACCCTTNGTAMNTATTAMCTTTCACTTTTTTTAAAAAAMGATTTCT 

TCATCTTMGAMCATTTMCCCAAMTNNMCCCNTTACCTATTCAANTNAAATTCCTT 

CMNTCTTTCTTTAATTTCTTTAAANCATCTTTACTTTCATTCCTCTCCCNTCTTTTM 

TTCTCCCMTTCAAAATTATTATCAAMATAMAANATCTTTTTMTTAAANTCAATCTN 

AAAAAGTATAACCCTTTTATATTTTNMTCCACACACCTTTMTCTTTTTMCCCTTCCT 

TMCCANAAAAAACAAAMCCATTTTTNNTAAAAAACCCNANGTTACCAACTTTACAAAA 

AA 

Sequence 5334 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCCGGGAGGAAGGAAGGAAGGAAGGAAGGAAG 

GMGGAAGGAAGGAAGGGCGGGCAAAGAMGAGGGCATTTTTTTAAMTATTATTTTAAA 

AGACTAACTAGGGACCAGCACAGTGACTGACACCTGTAATTCCAGTGCTTTTAGANGCTG 

ATGCAGGAGATCACTTGGAGGTCAGATATTGGAACCACCTGGCANCATAATGAGACCCGT 

ATCTCTTCAAAAAAAAAAAATTATTTAAAGAAATAGCTGAGGATGGTGGCATGCCCCTGC 

AGTCCCAGCTACTCAGGACGCTGAGGCAMNGGATTCTTTTGAGTCTACCAGTTTTGAGG 

TGGACAGTGAGCCTATGATGGTGCCTGCAACACCTCCAGCCAGGGCAACAAAANAAAGGC 

CTTGTCTTGTAAAAATTAAATTAAATNGATACTGCAGGGGGAAAAGGTNG 

Sequence 5335 

CCCTTAACGTGGTCGCGGCCGAGGTAC < 1 1 1 J J 1 1 1 1 1 1 1 1 I I J I I I I TTNNANTTTTTT 
i n i n i I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 I I I 1 1 I I I I NAAAAAAAANNTTT 
TTTN N AA AA AAAAAAAAA AAN N NTNTTN N NN N AAAN N ANN N AAA AAAAAAAAAAAAAAAA 
AAAAAANI I I I I I I I I I I NAAAAAAAAAAAAAATATN I I 1 1 1 1 I I NTTTTAAANNNNGNN 
NAAAAAAAAAAAAAAAMNNTTNTTTTTTNTTTNAATAAAAAAATAANAANAAAAAAAAA 
AG 

Sequence 5336 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATMCATTTAATTTAAATATATCACAATAA 
TTCTTTCTGCCCTCTCCAGTCTATlrTTAAAATCCATCCAGTGAAC I I » I 1 1 1 1 I ACTTTA 
GTTCCTGAATTTTCATTTGI INI I GAAAATAGTTTCCATTCCTG AAATGTCCTATCTAT 
TCATCCATTAGGACTAGCCTCTTTTAAAATCTATTTATGATAGTTGCATTACACCCTTTA 
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T TTGC TGACTACMCTGGGTTTTGNTTCTG 

ATTTTCCTGTTrCTTCATATGATAGTMGTTTTGGTTATATACTTGACAGCATAGAAAAT 
AGACTATAAGTATTTTGGATTCTTGNTTGGGTGAAATGGTAGAGATGGAAAAAGAAAGAG 
ATGTTTCGGATTCTTTTATTTTCCTTGGMGAGTGTTGAGTTTTACTTCAGCAG 
MATTACTGATGAAAMCCANGAGTTTGNGNAGCCTTTTTAACAGGGTGATTCCGG 
Sequence 5337 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 I I 11 I I I I I I I 1 1 I 1 1 I | M | I 1 1 1 I 

CCGMTTNCTGGGGGGTTGGTGGTMTGTCCCCTTTGTCATTTCTGATTGNGTTTTTTAN 

ATCTCCTTTTGCMGGTGTNAAATTTTTTTGMGACTTTTCCACACATT^ 

TGAAGTCTCTCCAGTATAAATTCTCTAATGAGTTATTANAAAAACT 

Sequence 5338 

CCCTTAGCGTGGTCGCGGCCGAGGTA CTTAA 1 1 I I I I I M I 1 I I I I I I I 1 I M I NCTTTT 
I 1 » 1 1 M I II I I 1 1 1 I II 1 1 I I I I I I I I I I I I I GNNTTTTC I I I I M I I 1 I I I I I I I I I I 
TTTTCCCCNAAACNTTTNAAMCCTTNANGGGGGGNNNGGCCCTMTTTTTNTTMNN^ 
TCCCCAATTTANAAAGAAMANTTTNGNNNNGGGNACCCCNCCNCCCCNNTTNr4TGNNNA 
NTTTNANTCCNTC^ 

TTNCCAl I ( I I CTTTTTTTAMNNACCCCNTCCCGNGNCCCTTNAAMNATAAATTTTTT 

NNCCTANA AAAGGGGTTTTCCTTAAAATAANGGNNAGGGGGNGGGGTTTAAAAACCNANN 

TTTT TTTTCN NNANNNNNGNGNGCCTTNNANNCCCNCTCCTTNTNNCCGGNGGGAAAAAA 

CNCNI 1 1 1 1 ANANCCNTTGTNCCCTNGGGGAAATTTTTMNCCCCCCCTTTTTNAAAACC 

Nil ii i i u m i NTAAACN NTTANNGGGNNGGGGCCCCAAAAANNNNTTTTGGNGAAAAA 

NAAAMTTCNCTTTTTTTOTCCC^ 

Sequence 5339 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTTTTCTATTGCTTCTTTACCAAATA 

MTACAAGCTTTGCAGTTTAAAACMCAGAMTTTMTTTTTTATAGTTCTGAGGGTCAG 

TAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAGGG 

CTGGTTTCTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCTAGGG 

AGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGTTTCCAGCC 

TCAGGATTCCTMTGTGACTCTGACGTTTCATCTCCCGTTTATGAGGACGCTTCTGATTG 

CTAAGATACATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAAAAATAG 

AAAGAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTANAAGTGGNGACAT 

TTTCATCCCTTGATAATGGATTAAAAAA 

Sequence 5340 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTGACTTGGCAATGTAAGACACACACGTTA 

GTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTC 

ACTCGGGGMGGAG GTATGGTGGCAACA CTTTATGCTTAATGTTCAATTCTGCTCCAGTA 

GAACATGG CACTT TN I M I I I 1 I I 1 1 I I I I 1 I 1 1 I 1 1 I ACACATTCCAAGTTTG AAATCT 

NTGTGATGCTTTTGAGAGGGATGTGAAGACACTATTCTTANAAAATTAAGACAATCCTCT 

GCCTTGGAAAATMCMCTCAATCTGTTTTTCTANAATGAATGGATAGGCAAATATTATT 

TCTGTCTTTAAMTATTAMGTTATTTTAMTCATAGCATATATGGCACTTTGCTCAAGG 

GGAGGMTGGTGTGGATATAMCATTTTGGAGTAAAAAATNTNGCCATTATTGACAATTA 

GTTGAAGCCTGCCTCTTGTTCCTGACAAANACATTGGAATGCAAAAAATTCCCAGGNGGA 

ATCCCCATTT 

Sequence 5341 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCCACTCTGATGCTTCTACAAAGCAGTGT 

CAAACATCTGCCTTGTTTCAGTTTGCAGAGATTTCTTCAAACACTTCGCAGTTGGGTGGT 

GCTGAGCCTGTAAAACGCTGNGGAAAGTCTGCACTCTTTCAACTGGCAGAGATGTGCCTG 

GCATCAGAAGGGATGAAAATGGAAGAATCAAAGCTAATAAAAGCAAAAGAATCCGATGGT 

GGAAGAATTAAAGAATTAGAGAAGGGAAAGGAAGAAAAAGAAATTAAAATGGAGAAAACA 

GATGAAACTAGGTTACAGMGGMGCAGAATTTGAAAAATCGGCTAAGGAAAATTTAAGA 

GATTCTMGGAATTGAGAMTTTTTGAGGCATTGCAAATAGATGACATAATGGCTATAAA 
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AATGGAAGATC CCAAA GAAATTAGAAAAGGAAGAGTTTAGAAGAANATCCCAAATGTTAG 
TCATTTTCCTGATTTTTCTTATTCTGCCCAGTA 

CCCAGTNAGAAAGGGATCATTATGTGCCCATCCCTCATTGGAAATATTGATCATTGGGGG 
GATCCCCGCAGCCATTAAAACAAGCCCCNGAAAAAGCTTAAAAAAAAAAAAAAA 
Sequence 5342 

GTACAAAAAAMTCAmCAMTMCTNAGGAGGATGATMTGGCfGGACTTTTGTAATT 

CACCTCAAAGACTGTGGGAGAGCCAACTCNAACTTAANCTGTNATAAGNCTGGNGCATAT 

TGGNGGCTTGTANCATTGTAGNGTTTTFrCCAAAAGGMGNGAMTATAAMTGTTTAGA 

TTMGMCTATAAAACTACAGGGTGCCTATAAAAGGTGGCNTNACTCCTTATTGTTATTA 

TACTATCCMTTTTTAAMTGCAGTTTAAAANATMGGCACNTGAGTCTTTGTTCCCGCG 

TACCTGCCCCGGGCGGCTCGNTCGAAAAGG 

Sequence 5343 

CCTAATTGTCCTATTACAGCCTTNCATTNGGGAACAACTGCATCNCTCTTCTTTCTACAT 

TAAACATGGGCTGCACTTTGGTGAACAAAAACACTCAAGTATTGGACCAGTAACTTGGCT 

CCAGCTTCNACTTTGTTTACCCCTTGGTTCAGTGCATTTCTGCTCCATCACGAGGCTGAC 

ATGTGCAGGCAGNTTNGCGGTNAGTNTGTGCGTGCAGAAAAGGAAACA 

Sequence 5344 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGGGTAGAGGTGCNCGCCTGGNACC 
TTGMCANTGGACTTCCCATTGCCTCTGGCTANGGCTGATGTGCTTTNGTATGCTNCACT 
TGGANTCCAACTTACNACCTACAGNAAGGNATGGAANCGTATTTGAANGACTGNTGCCCA 
AAA 

Sequence 5345 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTMTTGCCTTTCTTTTGCAAACTTTTAAAAGT 

CAAATCTCCTGGTTCACAGGAAAGGAAATACAAATCAGTCAAGGGTCTGAAAAGATGCTC 

MCCTCACTTGTGGGACAAGACTTAGAMTTACTACTGCCCTGAGACACCATTTCTTCAT 

GCATCAGATTGGCAAAMCTTCMCCGTMGATGACACTGGGTCGATGAGTTTTTGTGAA 

AACAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5346 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAMGCTGACAGCACTTTATTTTATTGCTCTCC 

ATTATTTGGTATTCATTATATTCCTTCAGTCAGAAAATTATACTCTCTATGGCACTGTTT 

TTTATCACAAATATGfATATGTGATATTGATATATAACTATATATATTGCCATCACACAC 

GMCMTAAAATAAAGTGTTCTATTAACCTGATCTCTTTGCCCTTTTGCTATGTGAGGAG 

TGAATGAGTGGCCTTCTGATGCTCTGACTCTTCTCTGTATGTCAAACTCATCCCTGGCAC 

MGA MTTCC AGTCATGTGMGCAMCTGCCCTTTGTCCTCAAAGAAATTGTTGAAAAAG 

GAMCTTTTTAMGAGATT7TTTGCATATTCTCTGCCTTGTTCTTATCAACTTGAAATGT 

TGGCATTTTCTNACCTTGTTTTGTTGGCTACMTMTTCAAGTATTCATGTCAAAATTGA 

GMGTGCCCTMTTGMTGNGGT7TGAATGTTATCCTTGCACAA7TCTTTAAATTGGAAA 

GATAMATGT TTAC CTCACTGNTGGACATACATTTCMGCTTTCAACTCTAGGAGAAAAA 

GAAMTCATGTTTTCCTGTTTGGNAMTTTTAM 

CTGGCATNTCAAATTTTMTGNATAGMTTrrGCAAMATTTATGCCTNTATTGNAANAC 
CTMCTGN^fTNTGGGAGGGGGTATGTNAANNT^^TTATGCCCCAAAAAGGTTTTAAATCT 
TTCTGCCTNAAAAAAAAAAAA 
Sequence 5347 

CCCTTANCNNCGGCCNGNCNGNCGGGCACA 1 M H I 1 I I 1 1 1 1 1 1 I AA I I I 1 1 AGTAGAG 

ACTANGTCTTGCTATGTTGCCCAGTTCTAGTCTTGAACTCTTGAGCTCAAGCAGTCCTCC 

AGCCCTGGCCTCTGACAATGCTTGGGGATTATAGGGTGTTAAGCCANCCACACCCCANCC 

CTTGAGTGGACATTATTTTCATTACCAAAAMTTTCTNMTTTTTTGGGAGNGCCCTT 

TGGNAAI I I I I I NAGGGGGGGTTTTTTNG I I I I I I I CAAAAATGGGCTTTNTTATAACCC 

TCNI I I I II I AATTACCTTTNGGGACCA A I Mill ( AAA 

Sequence 5348 

CCCTTAGCGTGGTCGCCGGCCGAGGTACTGTTAAAACTTAACTGTATTTAGAGGTCAAAT 
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CCAMTTAMTG GTMG GTMCATGGCTCTTGGAGGATGAGATAACTCATTTTTTGAGGG 
GMANTTAGTATATTTTCATAGTAAGGCAAGATANAGCTAAGGGAGTTTGTGTGATCACA 
CTTAATGTAACAGGACAAAGGACAATTTAGGAGTAAATCTATCCCAAGGAGCTATNCCCA 
G ATC AT AAATGG G CCTCC 
Sequence 5349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCCTGAAGTGTTCATTGAACTCTAAGAGA 

GACAGCTTGTGTATCAGTGGCAGGGTTTAGGGTTCATTT7TTATTCCCATATTMTCCTT 

TMTATTTAGACAAATTTCCTTCTGAGTTTAAGGATAAAATGGGATGGGTTCTGCCTGGG 

CCTGGCCCTCATGGGGACATCAAAGGGCAATGTTGCAAAAAAAAAAAAAAAAATCAGACC 

ATCAGATTGCGTGGGGGGAACCACCCCCATAATTAAATTACCTCCACCCAGTCCCACCCT 

TGACACCTGGAGATTATGGGGATTGCAATTCAAGGTGAGATTTGGGTGGAGACATANAGC 

CMAGTTTNTTNTTCAAA7TGGAAATTCNAANGAGMATTTGGAAAAGTTCATTTGANCT 

GAAMTGMAACNCNATrmTNCANAATCAGGGAGTTTGCCAGCCTAATGTATGCTTGGG 

GGGCCAAATTTAAGCCCCTMGMCCCTTTNTTTTTAACCAAAAAAAGAAAGGGCTCAAA 

TCCMNGACCCTGGAGTTTTTCACCCTTTTAAAAAACTTGGGAAGGAGAANGAGGCCAAT 

TTAAANCCCCTTNGTNAGNCAAAAAAAAAAAAAAAAA 

Sequence 5350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTANATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCMGGMGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCGTTGCCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 

TATGAATCCAGTAACAAGATCTATGGCCGATCAAACAACCCATATGATTTACAGCATATT 

GTAGGTGGAAA 

Sequence 5351 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGGATTATATAGGCATGAGCCACTGAGCC 

TGGCCCTGMGCGTTTTTCTTAANTTGCCCTCAGTGAGATAMTTAGATTTGGCATCTCC 

TGTCCTGGGCCAGGGATCTCTCTACAAGAGCCCCTGCCCCTCTTGTTGGAGGCACAATTT 

TAAGAAT AAGGA GGAGGAGGGAGAAGANAAAATGTAAAGGAGGGAGATCTTTTCCAAGNC 

CGMCCATTTTTGTCACTTACATTGGACCCAAAAAAAAAAAAATGGGCCAAACCTTACAA 

CCCCTTGATGTTTGMGMGTTCCMGTTGNAANGGGAACAAAAAMNTTTTTTGATGGT 

GCCCAAAAANGGGCTTGNTNTTCANAAAAGCNTAAAATTTAAA 

Sequence 5352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAGTCTCACTAAGCATAAATCTCAGCCTCT 

CCCTTCTGTCTCT GAAGTGT CTGCTTTCAGTTTCAGCCAGAGGCTCCACTTCCCTGCCTG 

TAGGTTGTMCTCTTT7TTTGAGACAGAGTCTCTCTCTTGTTGCCCAGGCTGGAGTGCAG 

TGGTGCMTCTCAGCTCACTGCMACTTGACGTCCCAGGTTCAAGCGATTCTTCTGCCTC 

AGCCTCCCGAGTAGCTGGGATTACAGGCATGTGCCACCACACCCAGCTTATTTCTGTATT 

TTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTCTCAAACTCCTGGCCTCAAG 

TGATCCGCCCGCCTCGGCCTTCCAAAATGCTGGGATTACAGGCGTGAGCCACTGTGCCTG 

GCCCAGGTTGTAACCCTTTATMGMAGAMGTTCTCCTTTTTTAAMTTTAAAGATATC 

AATAAT 

Sequence 5353 

TGTGATGGATATCTGCTTMTTCGCCCTTTCGAGCGTTGGCCCGGGCTTTTACAGAGAAG 

CACCTATTGACAAAMGGGGNTTTTCAATTACATCGAGTTCACACGCATCCTGAMCATG 

GAGC CAAGA CAAAGATGACTGAMGAACTTTAGCTAAAATCTTCCAGTTACATTGNCTTA 

CTCTCTTTTACTTNTCAGACACTTACCNCACCCTCATAGAACCTGTTGCATGCAACTTAG 

mCACAGCTTTGCCTCTTCTTTTTGATGTATNTATTCCAGACCTTmGGNAC 

CTTGTNTAATCAGACTGGAAAATNGGGGATGANGGTGTAAAAATGNATTGGAAAAAGAAC 

GCGGATAAANATCANCAAATGTTGAANGCCCCNAAAAAAAAAGATTCGATTNCNNGGTNT 

TGCTGGGATTTTTTACATTTTTAThn'AATAAAAATGGTTGGTTTTGGGGATAANCCNM 
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TTACAAG GGTTTTG 
Sequence 5354 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTATATATAAATTTGGACGAATAGAAGTAA 

ATATGTTTATTGGTGAAAAAGAATTCCAGAAACTAATGGCAGATCCTGAAATCCAGACTT 

GTATCATGTATTAAGTGTTATCTGGCAATTAGCTTGTGAGATTAAGGTTCTGCACATGGA 

GCCTTGGTCATCATTTGATATATACACCCGGAAAGGGCCGCTGGAAAACCCAAAGCGTAG 

GGAATTATTAGACCAATTCAACAAAAGCTGTATCTTATTCAAATGATTCCTCGTCAAAAT 

TTAmACCMGAACTTMCACCTATGMCTATAATATATTTTTTCACTTGTTAAAGCAC 

TGTTTTGGGAGGCGCAGCGCCACTGTAATAGACCCTTACGTTCATTGACTCCACTTGATG 

CGAGAGATATATTGATGCAAAATAGGAAAACAGGAGGGATGAGAAAGTAGTTAACATGCA 

CCCTCAAGACTTCAAAACACT 

Sequence 5355 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGCAGGTTGGTGATCCCATTTTTAATGT 

CTTCATTACACATGTGGATCCATTTCTGCAGCGTGNCTTTCAGGTATTCCTGAACTNNAT 

TGGGAATGTNCAAAGGGTTTCCGGAAGTGNTTGGCTTGGAACCTCNGACGATGGGATGCT 

GGCAGGTGTTTTAAACCAGCTGCAGAGNTNTCATCTCTTCCTGCAGGACACCANTGCCCT 

TTCCGGCAGGATGCTGGCCTGTGATGGTCTCCACAGTANNAGAAAGAAGCAAGCCACATT 

GGCAGGGCTGGATCTGGCAGGCAANTCTTCTGGCAAAAGTGTTANAAAAAGGGGC 

Sequence 5356 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAACCACATTACTGGCCTGGGGCCAAGAGAAA 

ATGCACTGACTGATGTGCGGACATGGTAACACCACTGTCTAAGATGCAGATACCTTGACG 

TGTCTCAGGAAATGGCATCCTTTGGGAGTCCCACAAGGCAGCCTACAGAAAAGCACTTCT 

TTTGAAATAAAAAAAAGAGGTACCTCATCTACGTTCACAATTTTCCTGACACATGGTCTG 

GATGACAGTTCATCCCTCTCTGTGGCCAAGGTATAAAGCTAAACATCTTGGT 

Sequence 5357 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TAMTGGTATCCTTAGATTAAMTmGTGCTTGATMCAGCTGTTTTTTCTACATTAGA 
AATAAGATGCCACACAAGGAACTACATTCCAGATTTAAAGAAATGAA 
Sequence 5358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGTGGGCAGAGACTGGCAGTGAATTACT 

CTGTGCTTCCCTAACGCTCTGCTTTATGGGTTACGTTATCTTCCTTTGAAATGNCCCCAC 

TTGTCAGCCCTGCCAGCTGACATAGGAGCTGAGATAGAGGTAAGATTGCGTCATGAGTTC 

TTTGCCAATGCGGCCAAAACATTGTGGACAGTCAAAGATCTCCTCCCTTGGAACATAGTA 

CCTNGGCCGCGACCACGCTAAGGGG 

Sequence 5359 

GATATCT GCAGAAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNI 1 1 1 1 1 1 1 I 
1 1 1 1 1 1 I NNTTTCNGGGTTTCCTNNCAAAGGTTNNCNTTTNCCNNACCAGGTTTAAAAGN 
GTTAAAAAAAMNTTNMNT TTTTGGGGN ACCMGGAMGNATTTANTAMCNTTTTTTC 
CCCAATCNTTTAACCAANCC I I 1 1 1 1 1 1 I I I I 1 1 I NCCCNCANTTTAACCAATAAATTTC 

CAAAAAAAATGAAAGNNTTCACTTTTNATTTAAAAAAAAAAAAAAAAAANTGCCNAAAAA 
AAA I 1 1 1 1 1 I AAAAI 1 1 II I 1 1 1 1 1 1 I NAA 
Sequence 5360 

CCCTTAGCG TGGTC GCGGCCGAGGTACMGGCATGATGAGTCCTTTTGCflTTTAGGCTTT 

TGACT TCTGGTTTTAGACTTTCTCTAGCTTCTGTTGTTAGACAACATTGTGCAAGCTTGG 

TTTTTATAMGTTTG CATGGA TTAAACTGAACCTNANNGAAANTTGGCCCTTCCCCCNAA 

AATTCTAAGCACAAATTTTTTAGGGCCCACAAGGGAGTCAAAGCACCTCAAGGGAGATCT 

TCAGTTTGAAACTTTGGTGTAGACACAAGGGATACCTGATGGAATCAAATATTCAAATTA 

GCTGTNACCTACTTAAGAAAAGAGAGGAGACCTTGGGGGATTTCGAGGAAGGGTTCGTAA 

GGGGAGATTTTAGCTTGAGAAAA 

Sequence 5361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTGAACTTCTTTTAACCAAACTAAACAG 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

424/599 



.TCTATTCTTGCCCAAATTCAACAAAAGGCGAAATCCACCCTTGCAATGAGTCAAAAGCTT 
TTGTATCCTACCTGATATGCCTGGAACAGCGTATACGGGGAACCTGTCATACTGGTAGCT 
GGACTCCTTATGGCCCCCCCTTTGTTTGGGGGCCTTAAATGGCTTCCCCAATGACACTCT 
GGGGT7TCTCCCACCAGACAGTTGTCAGCACATATTCCAAATCAATAACAGTGCCCCCAG 
TGAAACACAGCACCTTTGTTACTTAAATTACACATTACAGCAAtACGATTGTAGTAGAAC 
TCTTCCCCTTCCCTGGGGGGCCCTCTGTGTATGCGGATCCTATGGGTGGTGATACTTGCC 
CCCGAACTGAACAGGGAGATGCACTTGGGGGTGGCCATTAATTCCATTCACTATCTGGGA 
TAATATTTCCCTCCCC 
Sequence 5362 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTGAAGCCCTTCAGGCAGACCTTCTCGC 

CGATGAGGGAGAGGAACTCCTCAAAGGCGGGGCCGGCCTCCTCATTGTTGTACTGGCATC 

TGCTTGGTTTCTGGGGAGGCCTCCGGAAGCTTATAGTCATGACAGAAGGTGAAGGGGGAG 

CAGGCACATCACATGACAAAAGCAGGAACAAGACCCAGAGCAAGAAGTCACTTATCACCA 

AGGGGATGGCCCAGGCCATTCATGAGGGATCCACCTTTGTGCTCCAAACACC 

Sequence 5363 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTAATGTCCTGAGTTATGCTGTGGTGTGG 

AAACTATAGCTGTTACAAAGAGTAAATGATCTGTGAGTCCAGGATTTCTGCTTAAATCCT 

CTAGGTGACGCACTTGAMTTTCATGTTTTTTCTCTTAAMTATMTTTTt 

TAAGCTTGAAATTCATTTCAAACATCAGCCTTCAATCTAGCAAAGGTCTCAAGTCAAAAA 

GAGATGTCTCTCCAATTAAGGTTATTATATTCTACTTGGAACCCCGCGTACCTCNGCCGC 

GACCACGCTAAGGG 

Sequence 5364 

GATATCTNGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAGATAAATTAGTGG 

TTACACTGTGTNAAATAATTNCACCACTAAGAGATCCAGAAGCAATGTAGCAATCATTCC 

MTT GNATG TGTACACMGTTACTTGATCTTTATGATCCTTAANAGATCGATGAACTCTT 

TTTGATTTTAAATCCCAMTATTAACAGTGTTATTTAAGCCCTCCCCTTACCAAATACAT 

ANATGTANAATTTA AATTG ACACATGTCTNCTTTTACCCTTCAACAAACTTCTAAAAATT 

G GAACM GTTTACATTTTCCACCTNAAMCAAACTATTTTATTCNCCCCCTNAAAAAAAT 

Cn I I I ACTTAAAA AAATT TATTATTTACTACTTCCAACCATATTTNMCTTTATTCCCA 

TTTTMNTAATA TTNTTT TAGATTTNAMTTTATTCCACCCAMTA^ 

CCATCCCCATTATTTTTMTATCATCTCCTTMTTAMCAMATCTNAAMTTTTCCCTN 

NANTACTACNCCCTCAACCCTTNTAAAAAACCTTAACCATTTAAAANAA 

Sequence 5365 

CCCT TTCNAGCGGCCGCCCGGGCAGGTNCAGAGAATGAGATGATGAGTCAGATTCAGCTT 

TTTTGAGTTGGAGGTGACTGCATACATCCAGATGGAAATCTCAAGAGGCAGTTGGAAAGC 

TAGGCCCATGGCCAAGGATGAAGTTCACATCTACAACTGGACATTGGGGGCTTTGAAATC 

CAAATGCAGGAATAGAAGAGGAGCATGAGTTGGCTTAAGATAAATTAAAGCTGGGAATAG 

GCCTGTGTGGCCAGGCAGCCCACTTTtGCAGAAATTGTAAAACTGTTAGAAATGCAGGGT 

CAAACTTCTTGGMGACGTATCTACNGCTCCTGCTTCCACCTTTTTTTCCTCCTTCCATT 

GGTGGACCACATCTGTTCACTCAGAAATCCNCGGGGACTGCTACTCATTAAATTCAANGG 

ACTCATTMGTCTTTCMGTTTACCATTATTCCTTTTCCGMGCCAGTTGACACTTGTTA 

ANCCTTTTCCACTTCTCTTCTTTCCTT 

Sequence 5366 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATGACTTCCATCTGAACTTGAAAAGTATTA 

AAATGGGTCAATATTCACATTCTTTTAGATCTCAGGATGGGAAMTGGGTTTGNTCAAAT 

GGATATGGTAAATCTTACCCAATTAAGGAAGGCTMTTTTAGAGTTCTTCTMTTTGCTT 

GTGTCMCTCTTMCTTGTAAAACTGCTGTTAACTCGGTTTAAATTTTTAAATTANTATA 

ATAGAAAGAACACTAAAATACTTACTGGTAACTGCTTACAGCCATTTATCTGATCCTGTG 

GATT ACAG AATGCATTCCCTCTTCTGCTGTAGCTTATCATTGCTTTGTTTNGTAGCTCTG 

CATATTTTGCCCACCTTGTCTTCCCTGTAAAGTTTAMACGTTTCCAANGAAAAGCTTCA 

GGGGCTGATAGTTTCTTAACAA 
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Sequence 5367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGCGGAGGCGGAGGCTTGGGTGCGTTCAAG 

ATTCAACTTGCACCCGNAACCCACCGTCATGGCCNAGGAAGGCATTGCTTGCTGNGAGGT 

GTMTTGGGACGTTAATACCTTGGCTTNACAAAGAAGGGTTTNTGAAAANAACTTGCCCC 

TTCAATCCCNACNGAATGG NCCC CTAAGGCCAACGGTTNGGANATTTTCCGTCCGGAAAG 

GCCTTGCNCMNAANGCCCTTTTAANAACCAAAGGCCGGCCCCAAAAGGNCC 

Sequence 5368 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I I 1 1 I 1 I I I I I I 1 I I 1 1 1 1 11 1 II I I I 1 1 I I 

I I I I 1 1 1 I I 1 > I I 1 1 H 1 n I I I I I I I I 1 I I 1 M I 11 1 1 I I I I I I I I I I I I I H I I 11 > 1 

H 1 1 II I I 1 1 1 1 1 I I 1 1 I 1 1 1 I I AATANNAAAAAAAAAANNNN I 1 I 1 1 1 1 1 PNNNNNNNG 

NAACAAAAAAANNAAAAAAAAAAAAAAAANAGNNNNTNNTTAAAAAAAAAAAANAAANNN 

NNTTNTNTTTTTTNANAAAANNTNNANNAAANNNNNNNNNNNNNNTTNNAAAAAAAAAAA 

NANNNNNTNNNNNNNNNNNNNNGGTNANNATTTTTTTATTNMTAAAAAAAMNATNNT^ 

NNNAACNANCNNNNNANAATTNTNT 

Sequence 5369 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCTTTATCTCTTATTTGACTTCATTATTTG 
GCTTTCAAATTAACAACATGAAAACTATACAGAAATTAGTCTGTGCCCTATAAGACAGAG 
ATTTAGATMTTTGTTCAAAACATGAGATGATATTCAGATATTCTCTCAAAGGCAGGACT 
CCAACACCGCAGGTGGGAAACCAACAAAAGGGAAAGAAAACCAGAAAGGGAGGG 
Sequence 5370 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 I I I I I I I I I 1 1 1 1 1 1 1 I I GAAACCGA 

GTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCC 

GCCTCCCCGGTTCAGGCCATTCTCCTGCCTCAACCTCCCAAGTAGCTGGGACTACAGGCG 

CCCGCCACCACACCTGGCTMTTTTTTGTGTTrTTAATAAAAACMGGTTTT 

TAACCAAAAATAATCTCNATCTCCTNACCTTTGTAAATCTTCCCACCTTCANCCTNCCAA 

AANGCTTAMTTCCAAGCTTTAAACCACCCNNACCCACCCCAAAACACCTAAAAATTTCT 

TATCACCT TTTCA TTAAAAAATTAAAGCCCCACCCCCAAAATNN A I M I N I M I GGNCA 

NNAAAAACTTTTNCCCNAAAAGGATCAAAAATAAAAATTCAAACCTTTTNTTNTTACAAA 

TTTACCMGGTTTTNNCCCAAANTTAAAAACNTTTCC I I II 11 I I AAAAAANCNNCCCTT 

TTAMAAAAATTTTMNCCCCMCCCCCCAAMTTTTAAMAAM 

TTTTNCCCCNAAAAATTTTTAAAAAMTCNNTTTTAAACCNNC 

MCCCTTTTTCCCAAATTTTTNCCCCAATTTTNM^ 

TCCCCC 

Sequence 5371 

CCCTTA GCGTGGTCGCGGCCGAGGTACCACACTGATGTGCCTGCATGTTGCATTATGAAT 

ATTTTTATTTGATAAAGAACAAATGGTTAAGAAACCCAGTGGTAGGGCTCTCATGTTATA 

TAAAGCT AAAA ACAAAGAAATAAGAAACAATGAAGAATGAAAAAAGAGACAAGCAGGGGT 

TGTCACATTTTCTCAGTGTAGACAGCGTCTCCTTCTGCCCCTGCCCGGGCGGCCGCTCGA 

AGGG 

Sequence 5372 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACCCAAACCAGAAGAAGAAGTGAAACCTGT 

GAAAGAACCANACATCAAACCTCAAAAGGACACTGGGTGCTACATCTCCTAAAATACAAC 

TTGCACTTAGAATTTCTCTAGCAGTAMTMGATAMCCACAGMTTTCAGTTCTTATTT 

CTCAAMTGATTTCTCTGAAGCTTGTAGAATAACTATTATATTCAGAGGGTTATCTGCCT 

TCAG CTTACT TGTTCTTMTTTTTMTACAGCGGAGATGTTTCTTGCm 

TCTCCTTTTTMTCAGGACAACATTTGAAAGAT7TTATTGTGCCTCTAMGGGTATATTT 

GGGGGTTGGGTCTTTTTGTTAA 

Sequence 5373 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGTGCAAAGACAGATTTGACTTCCAAACAA 

GACAGACATTCATTATAGTTGTCTTACTTCACAATAAGCTACTAAAAACAGTCTTCTGGA 

ATAAGATTGTATTAGTGCTCACTAAACATGCATTTCATTTAAACAAGGCAAAACACTTAA 



• 
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TTTGGTCTGCATTACC CAATA TGTTATATACAGCCGTCTTTTTATTTTATCACAATAGGC 

MCAAGATGGGTCTGGTTTTGGAATATGTTACCATTTGTGTTTAATTTCCAAAGACACGC 

ATATTAGCTCAACTAGTGTAAACCTGTGAAAAAATAGCTGAGCCATCTnTTCCTCTCCT 

CTGTTAATTTATCTTGAAATGTTCACAGCTTTAN 

Sequence 5374 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTGGCACTTCTGGCTTGCTGTTGTC 

CTTGGAGAAGtCTGGGCCTGGGACAGAGGAGGGATGTAATCTGAACACTCCTTTGTCACA 

GGTCACCAGGGTGTGCTTGAGGGGACCGTNGACATAAACGGAATTTCANAAGGCCAGGGN 

AAAGAACTGCAAGAAGTANNAAAGGGTGGATTGTCCCACAAAGCTTCCCCGACAAATGGG 

ATCMCTTGGGGAAGCTATCCATCTfGTGCTTTTCTGGAAACCAGTTTCAAATTGNTAAG 

AGAAAAGCCAANTCANGNAATGAGTTTCTTCCATTTCCAGGACTAACCATGGCCAGAGCA 

AAGCATGGATCCTTCTGAATTGCNANAAGTTGGTTGCANGGCCATACAGTGAAGTTANNT 

TGCTTGGTAAAGGACTTGCCAAAATGTTTGAANAATGGGGCTCAAANTTTTGGGGCA 

Sequence 5375 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAAGCTATGAACTCTCTCAAGGAGATTGGAT 

TTATTAACTACTATGGAATGCAAAGATTTGGAACCACAGCTGTCCCTACGTATCAGGTTG 

GAAGAGCTATACTACAAAATTCCTGGACAGAAGTCATGGATTTAATATTGAAACCCCGCT 

CTGGAGCTGAAAAGGGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAGACCAAAGACC 

CAACTGCTGCCCTCAGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAGCTGCTTCGAG 

GACTTTCAAAATATGGAATGAAGAATATAGTCTCTGCATTTGGCATAATACCCAGAAATA 

ATCGCTTAATGTATATTCATAGCTACCAAAGCTATGTGTGGAATAACATGGTAAGCAAGA 

GGATAGAAGACTATGGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAAGGGAGCCACA 

GCCACCTATATTGAGGGAAGATGATGTTAATAATTACTCTATCCATGATGTGGTAATGCC 
CTTT 

Sequence 5376 

CCCTTTCGAGCGGCCGCC CGGGCAGGNACI 1 1 1 1 I I I 1 1 1 1 1 I I I 1 1 I N CI 1 1 I 1 1 1 1 I I 
1 1 1 1 1 I 1 1 1 1 1 I 1 1 I 1 1 1 1 I I AANCNGGAMCTTfsrrTTNTTMCCAAATTTTTTTGTAGN 
GAMNGCChrmCCCTTTTAAAAAATGAATGGAMTAMCAATANAGTTTTTAAGGAAAA 
ATATAGTNTTNGCTGNGAAAATTTTCCNGGTMNATGTAAAMTTAATTTACTTTTAACT 
TCANATGCTNTCN I 1 1 1 I IA CCC 
Sequence 5377 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 ) I I NGGGTTTTTT 

"' i i i 1 1 I 1 1 1 1 1 1 II I I I I I I 1 1 | I I I | 1 1 1 | 1 1 1 1 | | | | |NI 1 1 1 1 I 1 1 1 I I 1 1 HI 

NNCCCCCCCCCCNCCCNNNNTTTNAANNACNAAAAAAAAAAAAAAAAAAANNCNNNNANA 

NTTNTACANNNAAAAAAAANGGGGGGGGGNGGGNGGGGGNCNNCNNAANNCCCCNCCCCC 

CCCCNGGGGGGGNGGGGGNANAAAAAAACCCC 

Sequence 5378 

CCCTTAGCG TGGT CGCGGCCGAGGTACATCTCCTCGATCATCTCGCGGAGGGCCAGGAAG 

TAGGGCCCGTTTTCATTTGGGGCTCGGCGCCAGTATAGGGAGCCCCTCGGACATCCTCAC 

CCCGTGTGTAGCCCCAGCCCACAAGGCTCTCCACCATGGTGTGGAAATAGGAACCCACGC 

TGCTTTTGCTGGGGTCCAGGAACTCCAGTGAGAAGGTCTTCCCAAAGCCAGGGACACGTA 

CATTAAGTTGCTCAAAAGTAGGTAGATAATGTATTTGGGTTATAAAATAAAGATGTAATT 

TTACTATTTGGAAAGATCACTTCCCTATTAAGAAAACTATTTATTGCCTATAGTGATAAA 

ATTTACATAAGTTATTATTGTCTATTGGAATAGATCAGCAGAATATAGAAAATATGTGGT 

CCTAGATATCAMGMCTTTCACTTTAAATATAGGCACACAAACATATTTTTGAGCTACA 

TGMTTAAMCATTTCATACCTCTTCTTTATTCCTATCTGGTTAGTTAAATGTGGATGTT 

GGCTAAAATCCCCATTAG 

Sequence 5379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I I GGGGAC 

GGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGANATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 
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CCCACCACCACACCTGGCTMTTTTTTTGTATT7TTAGTAAANACGGGGTTTNACTATGT 

TGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 

ATTTGCTTTACAAGTCCTGCTTAAGGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCC 

M GCATTTGCCAGGG ACTGTCATTGCCNAAGATTATTTTTTCTGNTTTG I I II I 1 1 I NGT 

CGTTTTTGI I I I I 1 1 IGAGACAGCGTCTTAANTNTNTNCCCAAAGGCTGNAAGTGCAANT 

GGCCCCAAAAAAAAGCTTGGTTNCAAACCTTTNAANTCCTGGGCTTAAAGCCAANCCTTT 

TMCCTNAAGCCMCTTGGGANNTNCCAGGCNCATTGCCACCCCCCNTTTGGNCTTTTTA 

AANTTAI 1 1 1 I IGGGNNAACAAAAATAAAAANTTAGGGCCTTAGGAANAANCTTGGGTTA 

AAAAATTCACAAAAGGGGANTTAAGTNTTCCNANTNAANACAAAATGGGAAACATTTAGT 

TTA7TTAATNAGNATNGANAAAAAGGGAAAAA 

Sequence 5380 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 U 1 1 1 1 ) 1 1 1 I I NGG I 1111)11 

" 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IN | 1 1 1 1 1 1 1 1 1 1 1 1 1 NGGGNNNNNNAAANAN7TTTTN 

NNAAAANNTTNNNNAAAAAAAAAAAAAAANNNNNNNNNNNNNNAAAAAAAAAAAAAAAAA 

AANN GNTNNNGNNANNNCCCCCCCCX)CCNAAAAAAAAAAANGNKINTTTCCCCCCCCCNTT 

TTTTNAANC CCCCCNTNNA NN AAAAAM NnTriTTNNNNNCCTTTTTGNGGNNAAAAAAA 

ANGGGGGN I I I I I 1 1 1 1 1 IGClvnThTCCNGGACNCCCCCCCNAANANNNTTNCCCCCCC 

CCCCNNNGGANAAAACNCC CCCCNN GGGGGGGGGGGGNTAAAAAAGGNGGGGGGGGCCCC 

CNNAAAAAAAAAAAAGGGGN 1 1 1 1 1 I CCCCCNNNNNNNNGNGAAAAAAAAAANNNNGNGN 

GCCCCCNCCCCCCNGGNGGGGGGGGGGGGGGNGGGGGGGGNTTTTTNCCCCGGGGGGGGN 

CTNNAANGNNGGGNGAAATTCCCCCCCNNGGGGGGGGGGGATTNTNNANANACCNCCCCC 

CCCCCCCCNC 

Sequence 5381 

CCCTTAGCGTGGTCGCGGCCGANGTACGCGGGTAGCATATTTTCCTGCAATGAAAGCGTT 

TGTGAACTTACCTACAGAAAATGAATTAACATTCAATGCAGA 

Sequence 5382 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCACAGCCTGCGGCGCAGCGGAGG 

CGGACCGCAGTCGAGTCTGCAGAGTGTTGGAATCGTCGCACTAAAGTCCCCTGCAGCGTG 

ACCATGTCGAGACCCCGGAAGAGGCTGGCTGGGACTTCTGGTTCAAGACAAGGGACTATC 

ANGAAAACGCACCAAAACTGAGAACTCANGTGAGGCATTAGCTAAAGTGGAGGACTCCAA 

CCCTCATAANACTTCAGCCACTAAAAACTGTTTGAAGAATCTAAACAGCCACTGGCTGAT 

GAAGTCAGAACCANAAAGCCGCCTAGAGAAAGGTGTANATGTGAAGTTCAACATTGAGGA 

TCTCAAAGCACAGCCCAAACAGACAACATGCTGGGATGGTGTTCGTAACTACCAAGCTCG 

GAACTTTCTTAAGAGCCATGAAACTGGGAAAAAAAGCCTTCTTNTACCATAGCAACTGCA 

AAAANCC AGGC ATTCGAAGGACTTAATGAAGATCCGGGAAAANAGCTTACCCCAGACCCC 

ACCCAAGTTTTGAGAAAAAC AAATC CCCATTNTGACCCCATNTTAGCAAAGANGACAACC 

CCTAMTGGTCCAATGAAAAATTTTGATTTTTNTTTTGANCCTTGGAGGNAAAAGGAA 

Sequence 5383 

CCCTTAGCGGCCGCCCGGGCAGGTACCAGTCTCGTAAGTTTCTTACTACCCTAATGGAAA 

AGTTCATATATGGTGATGGTGAATATTTGGCCTTAAACCACCAAACTTGCATAAATAAAT 

AGAAAATTATTCTAGGTTGGGCATGGTGGTTCATGCCTGTAATCCCAGCACTTTGGGAGG 

CTGAGGTGGGTGGATCACATGAGGCCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAA 

ACCCCATCGGCACTAAAAATACAAAMTTAACAGGATGTGGTGGCGGCACCTGTAATCCC 

AGATACTCTGGAGGCTGAGGCAGGAGCATCGCTTGAACCGGGAGTTGAGGTTGCACTACT 

GCACTCCAGCCTGGGTGAGAGAGCAACATTCTGTCTCAAAAAAAAAAAAAATTAAAAATT 

AAAAAAATAGAANATAGTCTTCTAAAATAGGGTCGTCTATTGTCTGTATTTACCAAATGT 

TTGGG 

Sequence 5384 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAGGGAACATCTCCGATGGGTGTTAAGG 

TAGGAGTTTCCATGCAGCCCTTTATGTCTGAGAAATAGTCTCCTCTGCCATTGGGGTCCC 

TGCGGAATCTTCTACAGGAATTGCAGCTCTTCACGTCATGCTAGGTTACCAGCATGGGCT 
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JCCCAGAGCACTTCACTCTGTTTCTAACTCCACTGACTTTTCTGACTTGTTTCTTGAGGG 
ACTTGGAAA AGGGGAAGG TATTATTCATCC A I I I I I 1 1 I CTATTGTTTCTCCTCTGGGGG 

TT G GTCATTCAGATTCACTAMTTTGGGGATGGTTTTATTAAAGTATATTAAC 

TTCTTTTTAACCAAAGCTTTCTGAATATGACCAGCCTCAGGTGCTAGCGCATTAAAGAGC 
MCTAMCCTMTTCCAGTGTCGAmGTGAMTMTAAAAGCTAATTGAATTTCTCTAA 
GGGTGAGAGAGAACATAATGATGAACTTAAAAAAGAAATTCCTTTT 
Sequence 5385 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGACCATGTCTTCCAAGAAGAATAGAAAG 

CGGTTGAACCAAAGCGCGGAAAATGGTTCGTCCTTGCCCTCTGCTGCTTCCTCTTGTGCG 

GAGGCACGGGCTCCTTCTGCTGGATCAAACTTCGCGGCNACCTCCGGGACTCTGACGGTG 

ACCMCTTATTAGAAAAGGTAGATGACAAAATTCCTAAMCATTCCAGMTTCCCTTATT 

NATCTTGGACTCAACACTATGAAGTCTGCAAATATATGTA 

Sequence 5386 

CCCTTCGAGCGGCCGCCCGGGCAGGTCTTTTAGTAACNACCCAATCTAAAGAGCCTTGGA 

GGCTTGTNAAAAAMCATCCACAAAAATTCTTNATTTCTATATNANAGTAAAATTAAAAT 

ACTTCTTT AMNAAAAAAMAMCTAAATCACCTCANCATTMTAAACMCATTTTTCTT 

TTAMCAATMCTCATAATCTTATNACTCACTTTCTTTACTAATTCAAAATTAACAANAN 

MGMCTAMCTAATTNTTCATACCCAAAAACCCCAAAATATTTTNANCAAANCTTCAAN 

TCCCTTCMCTNATNNATATTCTAMTAMTTCMGCAMNAAAAMCTTTCTTCAAACT 

TC TTTATTC CCA7TTC CTTCAC CATTCTANTAAAAAAAAAMTTTCNATTTTAACCACCT 

TTNl l 1 1 l l AATCAAAC I I I 1 1 AAACCTTTCATANCAAANCCNAAAGAAAAATCACCAAA 

ACTNTCCMTTNAANNCCCATAAATTNATCTTTAAANMAANAANTMTTCTTCCTTCCC 

TTTACAAAANTCAAATTTAAANTAATTACTNTCCTTAMCCCTTTTT 

Sequence 5387 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACTCAGAGGAAAAAAGAMTTAAMTTTTA 

GCTTTCTGGAGAGCAGCCCCTCTCTGGCACCATCMACACTTTTGTTTCCCTTCAACTTG 

GAAACTCTTTAAACATCMGGGGGTTGTGMGGGTTTGGCCATTCTTTTATCTTGGGTCC 

ATGTGAGTGACAGAMTGGTGCCGGCCTGGGAAMGATCTCCCTCCTTACATTTCTTTCT 

CCNTCTCCTCCTATTCTAAACTGTGCCTCCACAAAGGGCAAGGGCTCTTGGAGAAAGATC 

CTGGCCANGACAGGANATGCCAAATCTAATTATCTNACTGAGGGCCTTTTGAGAAAAACC 

CTTCTNGGCCAGCTCAATGGCTCATGCCTATATAATCCAGTACCTGCCCG 

Sequence 5388 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGAAGCAGCGAATGGAAGAGATGCGGCAGCAG 

CTTCACMGGGGCCCCAATTCAAGCAGGTTTTTGAGATCTCCAGTGGAGAAGGGTTTTTA 

GACATGATTGATAAAGAACAGAAAAGCATTGTCATCATGGTTCATATTTATGAGGATGGC 

ATTCCAGGGACCGAAGCCATGAATGGTTGCATGATCTGCCTTGCCGCAGAGTACAAAAAT 

MCTTATATACCTTTGTGTGAGAMGATATTTCATMTTTTTTAATGGTAAAAATAAATG 

MTATAGGTTGTGCAAACAGCATMGTGTMTTTTTAGCCTATCAAGGAATGCTGATATG 

ATTTGTTGAAAAACTTGGCTTAMTAAATTTTCTAGTGAMTTTGAAMTCATGGMTTA 

TTTGGCAATAGAAGCAGAGTGTTTCAAGTCTAAATGGATGGGAGAAAGCCAAAACTAGTG 

AAATTATGCTTGCTGGGGAATAGGAAAATGAGAACCAGGTGGCAAATGACCAGTCACTCA 

CCAGTTTCTTGGTACAGTCAGAATATAGTCAGAAAATGGGGCCACGAGTGACTTCTATTT 

ATTT 

Sequence 5389 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTGACCAAGAAAAAANAGAAGAAACAACA 

CAGGATTCCAACAAATGACGAATTACTGTATGATCCTGAAAAAGATAACANANATCAGGC 

CTGGGTTGATGCACAGAGAAGGGGTTACCATGGTTTGGGACCACAGANATCACTTCAACA 

ACAGCCTGTTCCAAATAANTGATGCTTGTCTTGAATTGTCCTGCCTGCATNACCACACTT 

T GCCTT NATTGCCAAANGCATGMTCATACAAAACTCAATATATAACMTGTTTNTAATG 

AATTTTCTATTAACAAATAGGAAG7TCTTATATATAAAACCTTCACATAACAATNAAAAA 
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AAAGCCGGNTNCATTAANAAAAATAAATATCTAACCNTNTAAAGATTCTTCCCNANAAAA 
GCCATAAACAAAATTTTGTAAAAAAAATNTATTCACCCMTTCATTTTCCCCCTTNAAAT 

^'^^^I^^^XT^^^^^'"'"^^^'^^^' ^ ^ ^"^CCT AAC AAAT AXTT" A AATCCTTTC ATTTTTTTC 
CAANTTTTTTACCAAACCCCT^ 

AATAC'T I 1 1 1 I I I I AMNCCAMNTTTTTTNCAMTTNCTTTTCCTTTTTACCTTT^ 

TATCCTCCAATNNCCCTTNAAAAAAACCAN 

Sequence 5390 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTTTCTGTTTCGGGTGATGAAAACCTTCTG 

GAAATGGATAATAGTGGTGGTTACACAACATTGGGAATGTAACTAATGCCACTGAACTGT 

CCACTTAAAMTGGTTAAMTGGGCAMCTTTTTTGTTATCTAGATTTTACCACMGTT^ 

TAAAAACAGAAGAAAAAAGAAGGCAGAGGTTGTGGTGAGCTGAGATCTTGCCATTGCACT 

CCAGCCTGGGCAACAAGAGCAAAACTCCATCTCAAAAAAAAAAAAAAAAAAAGTATTACT 

A GACAT CAAATAAGAAAACATCAACAAAATTAAGTTACACAAATGTATTCCAGAAACTAG 

TCTTTTAATATGTCCTCCAGACAAACTGGGAAACAGCCGCAGCTCCTTCCAATGGTTCAT 

CATGACTT 

Sequence 5391 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I i I I I I M I I I I CTGATAAG 

ACCCGAAAMGGAMATTCTTTTAATTTTCTATAMTTTAGATGTCTGATCCTCATCTTT 

TTAAAMCCAAAATGATAAAACATATTTCTTAAACTGTTGGGTTCTGAAAAAGTCAGCCA 

ATTGGAATCAGCTNGTTCACATTTAGAAAATGCAACTGCTAAAAGCTGTGGGATACTGCA 

ATTTAAGCCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAANAAGCATCAA 

Sequence 5392 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAATGTGCAGGTTTGTTACATATGTA 

TACATGTGCCATGCTGGTGTGCTGCACCCATTAACTTGTCATTTAGCATTAGGTATATCT 

CCTAATGTTCTCCCTCCCCCCTCCCTCCACCCCACAACAGACCCGGATGTGTGATGTTCC 

CCTTCC TGAGTC CATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGTGGT 

GTTCTGTTTTTTGTCCTTGGGATAGTTTGCTGAGAATGATGGTTTCCAGCTTCATCCATG 

TCCCTACM AGGA CATGMCTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATA 

TGTGCCACATTTTCTTMTCCMTCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCT 

TTGCTATTGTGAATAQTGCCGCAATAAACATACCGTGTGCATGTGTCTTTATAGCAGCAT 

AGTTGCATGCCTATTTCTMCTGTGGGCTCCCAGGGACTGTCCGCCACAGTTTACTTATT 

CTCCCATCCCAGAAATGGGACCCTTCANGNGGTCTCTGCTTCTCTGGTACCTGCCCGGGC 

CGGGCCGC 

Sequence 5393 

CCCTTAGCGTGGTCGCGGCCGAGGTAC l I I I I I I I I I I I I I I I M I i I I I I GCCTGAAGC 
MMTATMGGAGGCMCTAGGANACTCACTMNMTTTCCAGCATTTCAACAAGGAAAA 
ATGATATTAGCCT 
Sequence 5394 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAAAATGTCCATTGAA 

GTGGTTTCAMTTCCAAATAGTMTTGGAAMTCCACCACTCGTGTTTTGGGGTAGTAGT 

ATCGAAAMGAATAACCMGATAATTTGAAMGGCTATTAAAAAATACTTCTCMTTTTC 

AMCTGCATACAGCAGGTGCTCATTCATTTCTTTGTAACATTGATGAGAAAAAGACTCCC 

AGCCAGGGGCACTGTCTTTGTGGTGTTTACGTGTTCTCGCCACACCTGCATAGGTTTCTC 

TGGGTGCTGCAAGTTCTTGCCACATCCCANAAGGTGTGGCACGTGAGGTGAAACTGGTNT 

GTCTTCACTGTCCCAATTCTGAGTGTGGGTTGTGTGAGTGGCCCTGNGATGGAATGGCGT 

CCTGTNCAGGGCTGGGTTCCCTCTTTGTGCCCTGAGCTACTGAAACAGGCTTNAGCTNCN 

CATGACCCAGAACTGGMTTAATTNAGTMNTAATTTATCCTTTTTTATTCATCTTTNCT 

TAMTGTATGTAATANGCTCACCATTTANTTTCAATGTTTAAATATTA 

Sequence 5395 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCCGATTTCAAGAACTGATGAAATTAGA 
AAAAACACCTACAGAACATTGGATAGCCTGGAGCAGACCATTAAACAGCTCGAAAATACA 
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ATCAGTGAAATGAGTCCCAAAGCCCTAGTTGATACCTCATGTTCTTCCAACAGAGATTCT 

GTTGCAAGTTCATCCCACATAGCCX3AAGGGGCCTCTCCCCGACCCTTGCTAGTTCCGGAT 

GAAGGTCCCACTGCCCTAGAGCCCCCTACGTCGATACCTTCAGCTTCACCGTAAGGGCTC 

CAGCGGGGCCCCACAGACGAGCAGGATGCCTGTCCCCATGAGTGCCAAGGAACAGACCCG 

GGAACCCTGG 

Sequence 5396 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAAGGATATCACTGACGTGGATGA 

MTGAAAGTTCCAGATTGTGCAGAAACTTTTATGACTCTACTCTTGGTTATAACTGACAG 

GTATAMM TCTTC CCACAGCTTCCCGAAAGCTTCAGTTCCTGGAGTTACAGAAGGACTT 

AGTAGATGATTTTAGGATACGATTAACACAAGTGATGAAAGAAGAGACTAGAGCTTCCCT 

T GGCTT TCGATACTGTGCMTTCTTAATGCTGTGAACTACATCTCAACAGTACATTCTGC 

TATTTTGGGGMTATTACTCTATAMTGATAGGTCAAATCGGTTGACAGTTTTTTTCAAG 

TCTTCTGTATACTTGCTG A 1 1 I I I 1 1 I I I I I I I I I GATCTTTGNCCTATCAACAAGTGAG 

AGATGATTGTTNAAATCTCCAAATATAATTATAGGTTTTTTGGTTC 

Sequence 5397 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCAATTAGAAGTTGTCATGGCAAAAGAAAA 

CCACAGCTGGCCTGCCACAGCCAACACAAGAACCANAAAATGGTAGATGAAATGAAAGGA 

ATANATGTGGGGTTTATTCC7TATTATAAAAGAAAAAAAATAATTNTTCAGCAGTCTTAA 

CAATAGACTTCMGATNCNCTAATTACAAGTGTTTTGACTCCANCCCTGTCCCCATCTCC 

TCCMGANCATAGGTNGGAG ACAG TTTTGAAGCAANCAATNCNATTTCTGTNNAAAAATT 

NA CCTN GAAANTTCTACAAAATTTTGGATTTAAANATCTTAMCTTTCCTATANNTTTTT 

GNI I I I I I IAAAAAA 

Sequence 5398 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTAACNTGGNCGCNGNCCAGGTACATNGCG 
ANCCTTGCNTACAGNANANAAAAANTCCTACACATCTCGANGCCNAATTNNGNCNGNTNA 
CNGNNTACAGAAACTGTGCGGGCATCACGCTNCTNAGGACTNAGATTATCAACTGNCTCC 
CTGACTGGGCTCTTCTNTCTGAAATGACGACTNTTACTGTGTCCATACCTATNAC 
Sequence 5399 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACANGCNCATGTGCAGGNCCAAGCANGCAAGCA 
CACTTTNNTATNTGGGCAAAAGGAAGGGTCTAAACAGTATTGTTCACAAGGCCAAAATAG 
AGCAGTACACCANATTTGGATAAGTGGGAAGAAATTNAAAAACTNAAAGCATCTNTTTGG 
GCCTT 

Sequence 5400 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGACACGGGAGCAAGATGGCGATTC 

CGGGCAGGCAACCTCTGTGAGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGCAGGCCAT 

GAAACAGACCAAACTGGAAATCCAGAAGGCCCTTGCAGMGGTGCTACTGTGTATGAATA 

TGACAGTATTTATGATGAMTGCAGAAAAAAAAGGAGGAAAATMTCCCAAATTGCTTTT 

GGGGAAAGACAGAAAGCCCAAGTATATTCACAACTTGCTAAAAGCAGTTGAGATCAGAAA 

AAAGGAACAGGAAAAAAGAATGGAAAAGAAAATACAGAGAGAACCAGAAATGGAAAAGGG 

GGAGTTTGATGATAAAGAAGCATTTGTGACATCTGCATATAAGAAAAAACTGCAAGAGAG 

AGCTGAAGAAGAAAGAAAGAGAAA 

Sequence 5401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCTGMGCTCTTTATCACTTTGACCAATTGG 

ACMTTGGCTGAGGTCTGGAGGCTTCTTCCTCCAGAGATTGCTGATCTCACAAAAGTTTG 

TGGTTGAGATCTGAGGTTTACTCTGCTGMGAGCTCCTTTTCTTAGAGTTTACTGCTTCT 

AT GATG MGAGCMTCTTCAGCTTGGTCCCCATCTCCMTAACAAACTCATTTGGAGTTT 

CATTTTGAGATTTGGTAGCTGAAGATCMGGTTTACTATCAGCTGGCTCTGACCTCTTCT 

TATGCTC AGAGATCTTGACTGTATTTAAACTGTGTGATCACTTTCTCAGCTTTTTGGGGT 

TTTTTTTACTACCTAAGANGTTTCATTTACA 

Sequence 5402 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I II I H I I I Hi I I I I 1 1 I I I 1 1 II I 
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TTACAMTTCTTCMCTTTATTAAM 

GTTTTANCTCATCANCTATGGTTACTGNATTTTATGTGTGGCCCAANACAATTNTTCCAA 

CATGGCCCAGGGAAGCCAAAGGATTGGATACCCCTGAACTATACCCTAGGGTGGGGAGTG 

GCTAAAACCCCTAGGCCAGGGTCTTTCCCCACTGAGGCCATANGNGCTTCCCCATGGCCA 

ANACAGTGAGGTNTTTAANA ATGG AATTACTNGGCTTAAAAANCCAAAGTTGACTGTNAT 

ATNTNCMCTNTGGCTCCTGT^TTGNAMCCNAMTTTTTTGGMGNTA^fTGGNAACCTN 

NAAMTNNCMNATTCNTGNCTTTTGGGGAGTTNTNNANGNTTTNGAANNGGNNNANNAN 

TNCNNNNNNANNNTMNNNNNNTTNNTTNTAANANNNNNNCNTTNANNNATNNATNATTT 

AAANGNANNNATGATANANTNNTNGNANNNGNNNTGNTTNNNNNTNGTTTTAANNTCTNT 

NNNNNNNNNNTTTNNNATNNNNNNNTNTNANNNJNTNNNNNTNTANANNNNNNNATAATNA 

NANTNNNNNNNATNNAAGTNNNTNGNNTNNNNNAAAANANGNGANTAGATNANNTGNANG 

ACCAATNNNTTTAATNNANTGNNNTNTNNCCCTNGTCCCCC 

Sequence 5403 

CCCTTAGCGTGGTCGCGGCCGAGGT AC I I I 1 I I N I I I I 1 1 1 I I 1 I I I I I I I | M I IGTT 

1 j] I I 1 Ml fl 1 I 1 1 I I I 1 11 I 1 I II 1 1 1 I 1 1 < 1 I I I I I I I M 1 I | 1 | J ANTNTTTTTTT 

i 1 1 > i n I I MTTTNNANNNGNGGGGNGNNNTATNNTTTTMCTTTATATAAAAAAAACA 

ANu 1 I I ATNTNTNAAATNNNNTAANAAAANCNNANNATTAATANAAAAAAAAATNTNAT 

TATTTNANTTACCCNNANAAAACMNTTATTTATTTTATCTTCTCANCAAAANAAAAAAA 

Sequence 5404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTAGATTGGCGTGCTGCAAACCAGC 

TCTAGGCGGCTCTGGCCCCAAAAGGAGCATAAACCAGGGACTTTGATATCATGCAGCAGA 

AGACCAMTTATTTCTTCCAAGCTTTGAAGTATAGTATTCCTCACCTTGGAAAATGCATG 

CAGAAACAGCATTTGAATCACTATAACTTCGCTGATCATTGTTACAATAGAATAAAATTG 

AAAAAATATCACCTAACCAAGTGTCTTCAGAATAAACCCAAGATATCAAGAGTTAGCAAG 

AAACATCCCAAGTCGGAGCTTCTCATTGTAAGGGATCTTCAGCCTGTTAAACAAGAAAAC 

CGAAAAAAACCCCTTTNCAGAAAA 

Sequence 5405 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTACAGGCCAAATGCTGGCACAGCTTACACATC 

CATGCCTGCCAGAAAAGGCAAACAGGGAAAACATGGAAAAGCCCTGTGCACAGTTAATCC 

GAAGGCTGCACAAAGACCAAGCTCTGCAGTTCTCAGGGATGAAAAAAAGGTTTAGAAGGG 

TGACGGTTGGCATGGMGTGTGCATAAGTTGTTGCAGCAACACTTTCAGGCATCATTCTG 

CATTTAGCAGGAATAAATTNAACTGCCAAAGAAAACCCACAAGGAAAGGACAAATAAGAC 

TGAAGGTGGGGCTCCCAACAGCTTCTGTTATCAAAGCACAGAAAGGTGGGGTAGGGGAGA 

CCAGCACAGAMGTTTCTATTTGATGACAGTGGAAGTTATTCACTGTAGTTTTTT 

Sequence 5406 

CC^mCGAGCGGCCGCCCGGGCAGGTACATAAGCCACTTTCATACCTGCCTACTATTAT 

GGACT GCAGAGTAATGTGGCCTATATCMTTTTTTCAGGATTGTTCTTTTGTTTGTTGT^ 

TTTTTCATCCCTTCCTCCCCCATATTTTTCTCTTCACAGGACATGAGACTTCACAACCTG 

CTAAAAATGAACTTTCCAGACCTACCAATCTAGGAATAAACCGTCCTAGCCAGGAAAGGT 

CAGATGACCTTTCCTGAGACTGGAGACTCATTCTGTTGTAAAMTGCTTTCTCCAAAGAT 

GTTAAAAAAGAAAAGGGGAAAATGTTGAAAGAAAAATATCTTGGGTCCCTTCAAGATGGG 

AACTGCTCAGGGCAAATCTGCCTTCTATTCTATTCAAG 

Sequence 5407 

CCCTTTCCNGCGGCCGCCCNGGCGGGNACACGTNNACAAAAAANNNTCTNCGTGCCTAGN 

NTNCTTGCTNTCCNGTGGCCTANAAACAAGCNTAANNGGCTNGAGAATNANGCNCNNANT 

GTGCAACGGAAAGAATCTTTGNCTTATACTAGNGNTCTTATAAATATGACCCATANAATC 

ATNAAAACAAAATGAAACAGCCTGGGGATAACAGCAACGATGGAGGGTTCCCAGGAGCAC 

NNCGGGATGGGAGATGGAAAAGGACATCANTCATTNCCTGTGGNNNGNCNNCTGNTTGAC 

ATGGGCCATCTCATTCMCTTCCTTAACACTTGANAATTAGGTATTGGCATCCCTGCTTT 

AGAT GAAGA AAACCAAGGCTCAGCGTGATTAAATTGNGCAACTGGAATGCTTGCANAACC 

AAGATTTTTCATACTGGTGTGNACCTNGGACCGCGACCACCCTTAAGGGCGANNTCCATC 
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ACAOTGGCGGGTCGTTTNCTANTGGNGNCNNGCTCGGGTCCAAGNTANGNGGTNATCATG 

GGTCNCTAGCTNGTTTCCCGNGGGAAAAACAACCAATTGNTGAATAATGAGCNCTANGAA 

NTTCAAAATTACCACATGTTTCNAAAGAAATGGGGGTGCCCAGGTTTTNAAATTCCCGNT 

TTTGANCNNCCCCCTTTNCAAMGAAACTATTTTTTAAAAAAATAAAAAAAAGGGATTTG 

NNGGGGAAAAGG 

Sequence 5408 

CCCTTAGCGTGGTCGCGGCCGANGTACAGCATTCTGGAATAAAGCAAAAGAGTGTTCATT 

CACACACACAGTAGCTTCAAAACTGTTCGATCTGTTTGTTCCCATGTAGTTTTCTAAAGA 

TGGAAAAAAAGGACTTTNGGTCATCAAGACTACTGTGGCCCATATTAGATTACTGGAACA 

TCTAAGCATCMGTTGTGTGACCATGCGAACAAAMGACTTTCGGGGAGTGTCTATTTTT 

AAAAA GGTT TATGTTGTGTCCGAGGCCAGTTGTAAAAAGATTTACTGCAAGAAATNAAGC 

CCCACTTTTMGGCTTAAGGACCCAGGGTTTCTAACTTATCTTAAAAAATTATTGGACTG 

GATMCCA AAAAAAGTGGTTTCTTAAAATGGTGGGCNTATTTCTTGATCCATTAANTTGG 

I I I I I 1 1 I I AAAAAGGAAAAAAAAAAAATGTTTTT 

Sequence 5409 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGACCTAGTGCAGCCTCTAGGAAAAGTCT 

TGCCTTrrCATTAGAGAAAACAGGACCAAGGTTTCAGTTTTCAAACAGCTGTTGTTGAAT 

GTGTAGMCCCAGTTCCATCTGTTrrGGTTCATTGTTACAGAACTTAGTCCAGTCATTTG 

GGCT AAAGCCAACCAAAAGCTTAGTTGCCTTTCTCAACAAACACTGGTACGCGGGGTCCA 

TTTTGTCGGTAGAGGCAGAAGGAGAAGGTCGGGTTGTAGAAGCTGGGGTGGCCGGCAGCT 

CGCTCATCGGTGTTCGTGGGCTTTGTCGGTCCGTGCCTCGTCTCTCCCTGGAAAGGGAGG 

GAGGCTTCGACGTCGAGAGGGAGCCCGCTGCC 

Sequence 5410 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGC 

AGAMCCGGMCCAGC ATGGG GAGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTT 

GGTTATAGTGCTAAG CATTT TTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAAT 

AGAGGCTGACAGCAGTTTTCAGATGTCCGTGTGTTCATGCACGCAGTATGGCCCAGGTAA 

GTTCAAMCCTTATTCTTAGGCTATTTCGATCMCCCTGCCAGGCMTTTTAAATTCTTG 

GTGATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACC 

AGCTTCGCTCCGCTCTGCAGAGGCTGTCTCATCTTTTGTGATCTGCAAATTCTTGCTTTG 

GTCTTCATGTGAACTCTCAGGGAATTTGAGCAGTTCAGTCTGTTACCAANTGTTNGTGAG 

CCTACCTGGTCATTTMCTTGTTGCTTTTGTAACCGTANGCTTTTTGGGTTGTCCTCAGT 

TAGMTThJT GGGAC TTTCCTGAACCTTCTGTTTTTGGTTCTTCCCTTGAAAGTAAACTGG 

MTTCTNGGTTTTTNCACAGGAATTTGCCNATANGCGGATCAAGCAATTGGTCTNTCAAG 

TATGCTNtCTTGTNCCCGGCAAGNGGCTAAANGCTTN l I 1 1 I I 1 1 GCAGGNAAANAGGAN 

ATTNANATTTANCCCNGAGATCTAAAGNTGAANCANGCNTCCTANGTNACCCTTANNTTT 

NANCNAAANCNCCCTANTTTCTAAGGTCTTANCTTCCCCTAAAAAAAAAAA 

Sequence 5411 

CCCTTTCGAGCGGCGCCCGGGCAGGTACGCGGGATTTTACCGCGCACCAATAAAGAGACT 

GGGGAGAAACCAGAAAGGAGAGCACGTTCCGTAAAAACAACAACTACTAGTCGGCCGAAC 

TCCMGCGTGACCAGCTTTCTGTTGGGAACACTCAAAGGGCTTTTTTCCAGACTTCAAGC 

TCCCATTCCAACAGTAAGAGCTTCTTCCACATCACAGCCCTTGGATCAAGTGACAGGTTC 

TGTGTGGAACCTGGGTCGACTCAACCATGTAGCCATAGCAGTGCCAGATTTGGAAAAGGC 

TGCAGCATTTTATAAGAATATTCTGGGGGCCCAGGTGGATAATATTAATGCAGCTGTGAT 

GGATTTGAAAAA AAAAG AAGATCCGCAGTCTAAGTGAAGAGGTCAAAATAGGAGCACATG 

GAAAACCAGTGATTTTTCTCCATCCTAAAGACTGTGGTGGGAGTCCTTGTGGGAACTGGA 

GCAAGCTTGATTTATATTTGCAAGCAACTAAATTATTGAC 

Sequence 5412 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTCAGCGCTGAAAAGATTTTGTCTAAAAATG 

AAMGGCAGCTTTCTTAAAGACCAGAGTTATAGAGTCACTCTTGTATTTTTCATCTTGTT 

TTAGTGGACCAAAGCTCAGCTTGTTTTAGTGGACCAAAGCTCAGTAACTCACTCAGATTA 
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GMTCTATAATT CTGTT GAGTGTTCAGGACCACAGAAGTCCTCCTGGGACTTTCTATGGA 

AGTATGTGCAGATTTTCCTCATGGAGCTGGGCGTGATGGTGACCGGGCTTGGCAATGTCT 

TTCCGCTCTGTCTCCTGGAATTGGGTGTCTGGGATGACGGACTTCGTGGAGATGGATTCT 

CAGCCTTCCGTTTGGCTGCCATGGCCAACMCCAGTTTTTATTCTCTGGGGAACTATTCT 

CTTTGCCTACCATT . 

Sequence 5413 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGA 

GTTGATCGACTCCAGCGACTTTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGA 

GCGGGACGGCCCCCAACCAACAGCAGCCGCTAAGATGGCCGGGGAACGAGAAAGGAAAGA 

CTTCCCACAATGCAAAGCTCTTCACGGCAGACCCCGCGTACCTCGGCCGCGACCACGCTA 

AGGG 

Sequence 5414 

CCCTTANCG TGGT CGCGGCCGAGGTACCTCCCTGTTGACCTACTTTCATCCCCAGTTGGG 

GTGTGGTGCTTTTAAGATATGTCCATAAATTCTTTGCTACTGCTCCATTGGGGTAGAGGT 

ATGTGTAATTCCTCTCTCCTTGANTGCAGGCTNAACTTAGGGGCTNGCTTCTANCAACTA 

GGATAAGMNTGACNGTGTGTCCTTTCCAAGACTATGTCTTAAAAGGCACTGCAGmTTC 

TCCTGGCCCTGCCCCATGATCTCTGGAATCAAGCTGCTNANGGAGAAGCCAAGTGTCATG 

GTGTGAGGACACTCATGCTGCCCTACGGAGAGACCCACATGGGAAGAAACTNANGCNTCC 

TGCCAACGGCCACMAGAGAGAAACTTTGGAANGGGGTTTCTCCACTTCACTGACTGCAG 

NCCCTGTTCAATNTNGACTGTACCTTCCTTTAMCCATGGGGCCAAAACCATTTTGTTNA 

NGGTCCCCCCAAI I I 1 1 IACCC 

Sequence 5415 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAGGAGGCTGAGGCAGGAGGATCTCTTGA 

GCTCTGGAGTTTGAGACCAGCCTGGGCMCATATTGAGACCTTGTCTCAAAAAAAAGAAA 

AGA MAGAM GAAATATTAATANTATTTTAATTGGGCATTGAAAATGGGACAATATCAAT 

ATACATTTTAAAAAAAAGGAATANCTTCATCAAAAGCCAANGGNAAAAAAAACCATNATT 

TMTATTMNGGCTNACATACAACTCTAATTTTTANGAAGGAAAATTGCANAATTACCAN 

TAMTTNCTTAAAAACCAGTAAAACAAMMNCTTTNAAATAAACTNTATTCAAAATATN 

ATCATCCTTTNAAAACCAANGMNTTTTAAAAAAMTTATT^ 

TTCCC NNMT AATATACCTCTCAATCTAAACCTCTTTNGAAAAAATCCCTAAAAACAANT 
TACCATTTTTANAAAAAAAAAACCNTACCTTIsrrrTTC 
II I 1 1 1NMTTAAAAAAAAATCCTNTNTITTTTTTAAAA 
Sequence 5416 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAA N i I U I N U I I I I I U I I I I I I I GAGA 

GGGAGTCTCACTCTATCACCAGGCTGGAGTGCANTGGTGCAAfCTCAACCCACTACAATC 

TCTACCTCCCAATTCAAACAATTCTCCTACCTNACCTCCCAAATAATTGGAATTACANGC 

ACATCCACCACACCCMCTMTTTTTATA7TTTTAATAAAMCM 

ACCAAAAAAGATNTCAATCTCCTAACCTATAATCTACCTNCCTNAACCTCCCAAAATTCT 

TAAMC CACAA ACCTTMCCCACTNCACCCCACCCTTTNTATTCTTCAAAAAAANTTTCA 

AMTCATTTTTNACCANACNTTAATTAMTTTTAAMCCMCTTNTTTTTATAAAAM 

TTTTCAANCCCTAAAAACTTCCCAAAATTCACAAACCCCTNAANNCTTACCAAAAAAACC 

TNTCCCTTAACTTAANCCAAAAAACCTTTNNAMTC 

CTTCCCNAMCCAAAAMCCCCAANNMCCTTNA^CCTCATTCCTTAAAAAAAATTAAA 
ATTCTTTCCCCNAAACCTTCCTNAMCCCNTTAAAAANMAAAAAAAAACCCCTTTTCTN 
AATCCCCTCTTAAATTCCCCAAAACNNTTTAAAAACCTTNAAAAANAAAAAAAA 
Sequence 5417 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATACCAATGTAAGGACACCAGAAACACANAG 

CAAGGACAGCTCCATAGCATCACAACAATTCTTCAATAACAGATTCTAATTGGAAAAAAA 

AGTTATAAAATGCTGCAAAAATTTTGAAATAATGATAGTGAAGTTCAGTAAGGTATAAGA 

CAACAAAGATAAGCAATACAAAGAAATTAGAAAGGTAATTCATGATNTGAATGAGAAATT 

CACCAAAATGATGGGATATAATGAAAAAGAACCAAACATAAATCCTGGAACTGAAGAATT 
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CAATATGTAAAGTAAAAATATATTTGAGGGCTTCTACAATAGACTATATCAANAANAAGN 

AAAGAANTTTCAT 

Sequence 5418 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAGAAACACAAGAACTAATGTCAGAGGCT 

TATCCCATCCCAGAACAGAAATTAAAGTTGATTCAGCCCCACGTTCAAGCAAGCAACAAT 

TGCTGGGAAGAGGCCATTTCTCAGGTCGACAAACTGCTACGAAGAAATACAGATAAAAAA 

GGCMGCCTGAMTAGCATGTGAMACCCACATTGTACTTCAGCCTTGATTCCTCCGCAA 

CAGACACCTGAAACTTGACCCTACATTGGTTCTTGGCCATCGTGATCTTCCTTGGACAGA 

ATCAC 

Sequence 5419 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGCGTGGTAACAACGCAGAGNGAGAAA 

ATAAAAGGTTAGMGAT GGAGG GACAANTMCCCCAGTATTTTTTTAGTCCAGTAGAAGA 

GATTGAAATGTAA AANAGT TTTACCANGATTMTGGGTTTTAGGGNGGTGAAAAAAGTTN 

AAMTGCNGGAMTTTTTTGCCACNCTTGGGAMTTTTCNACCACCCCCTTTGGGGAACT 

TGGTNhTTITAGNGGMTTAAAAMNNTTTNAAAGGTTTTTAAAAANATTAANNATC 

GGANGCCNNTTTTMCCNCTTMNAGGGTTTTTTT 

Sequence 5420 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGGTGTCTTCCAGCTAGTTTTCCATTCCA 

ACCGTCGCTCCAGCAACCCTTTGACCTGGGATTCGAGCCTCCACGAATGGACGCCACTTG 

CCGAGACCAGCTCGCTCGGGGAGACTCTAACCCAATGGAGCTAGGAATACCGGCTTAGGC 

TGAAAACTTCTATCGNCTTAGAAATGGGAATAAACCTCACACTCACTGTCCCTGTTGGAA 

GCAAGCTGAAACTCCAAAAAAAA 

Sequence 5421 

GGTACl I < 1 1 I I I I I I I I I I <[ I 1 1 1 NA NNGG NAAANN I I 1 1 I I I I 1 1 I I I I NTTNANNG 

GTNCNAAAMNGGGGGGGGGAAAMTTTTNNAAAANAAANNGGGCAANNTNCNAAAAAAA 

AAMNTTCCCCCGNNANCNNTGGCTNGNAAAAAGGGCCCGNTTTANTTTTGGCCCCCNTT 

ANANTNNGNGGAANAANNTAAAAisrrNTTTTTTCCCANNCCNN i I I I I I I 1 1 A AAACNTCC 

AAANAANNAAAA I I I I I I I I NACANGGGCANTNCTTNTTTTTTTGNAAACCTTGTTTTTG 

GNNNN NNCNCCNCCMMGCNCCNGANNMACNTTTTTGGGGGGTCAAAANCCCCANGGT 

MINI NAAAANANGGGACCCCNTTTNTNANTGCCAAANGGGGG 1 1 I I I 1 1 I GGGGNTNN 

ANGNGGCCMTCCCAAAM7TNNAAMNNNAGGGGCC^^ITTNTTTTATAAAAGGGNGGGC 

CA AAGGGCC CCivnTGGGGGTGGGGNGNGNAACAAAAAAAACCCNCGGGTTNCCCAAAAAT 

NTNTT TTTTTGGGGCCNNTANAMMATNNCTNTCNCCCCCCCGGGTTTNNCGGGGGTTT 

TTTTTAAAMAAAAAANNCCCCNTGGAAAAAANAAAMGGCNTTTTGGGNTNTTTTTGGG 

GGANANTAAAACCNGGGGGCGGNGGGGNAAANACNNNGTGGGGGCCTTTTTNGNGCNTTN 

TNNTTTTTAAAAA 

Sequence 5422 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTGGCTGTAGTTAGTAAGGAGCCGG 

ATGATTGCCTCAGCAGGTGTGAAGCGTGTGCTTTAGTTTCGTGGGAGGCCTGGCATCTCC 

GAGAGGGAGGGGAAAGGTAACCACTCCTTTGTGGAGGTCGCCAGGGTCATTGTCGTGGAT 

TTGCACAGTCGGCTGGGCCGGTGCAATGGCGGAAAGAAAAGGAACAGCCAAAGTGGACTT 

TTTGAAGAAGATTGAGAAAGAAATCCAACAGAAATGGGATACTGAGAGAGTGTTTGAGGT 

CMTGCATCTAA7TAGAGAAACAGACCAGCAAGGGCMGTATTTTGTAACCTTCCCATAT 

CCATATATGAATGGACGCCT 

Sequence 5423 

CCCTTAGCGTGGTCGCGGC CGAGGTAC I I I I I 1 1 I I I I I 1 1 H I I I I I IC l I I I I M U I 

T* » I M ) M II I Nl 1 1 M l< I M I I M I I I I I I I II 1 1 I 1 1 I M I M I I < I I M I I GGG 

CCCAGGGGNAAACCNNTTTTTNTTTANTCCANTTNANGATCCCCNNTTm 

TTGGGCCMTCCNNNTGGNAACCCCCACCAAAAMTTTTCCCCGNNTNCCTTCCCGGGG 

GGCGTT 

Sequence 5424 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTNCCCMCGTATTTAGGTTAGAAACTNTGGTATT 

CCAGCNTCCAGAACTACAAGTGATGMGACTTTTGTTAGTCMTANCTCTMTTANTTTT 

TCTTGACCCCTCCCNTTNTCCACCTCCCAATCCTGGAAGGNTTACCCATCAGGCAGAATT 

CNTAATCTGCCTCAAANTTTACAGGTCCAAGCTTTGCGAAATNCCAAAGTGGCTCAAGGC 

AACTGCGNCCCNTTAAGAAACCTAAATNCCAACACCGAATGGTGTACTGGGTTAAAAGTT 

TTTTACTGCTTGAATAGTTAAGAAGCCAATGTAA 

Sequence 5425 

CCCTTGAGCGGCCGCCCGGGCAGGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCA 

TCTGAGTGTAGAGAATGTCCCTTCACTGCTGGAAAAATCCACTGGCTCCCAAGAAAAGAA 

AATGGTCTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTTCCCTAAGTCATCAAGCTC 

CACATCACTGAGGTCAATGTCATCCTCCACGGGAAGCTGGGAGACGACAGAAAGCCACTG 

TTAGATCTGCAGAAGGGGACACCCTGGAAGGTCAACATCTCATTTTACGGAAGAGCGACT 

CTCTGGAGCTACTCCTGCTACA 

Sequence 5426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAATTCAAGCAGTGGGACAAATGGGGG 
TTTGGCATGCAGCTCGTCATCTTAAGAGTTACTATCTTCTTGCCCTGGTGTTTCGCCCGN 
TCCAGTGCCCCCTGCTGCANACCATAMGGATGGGACTTTTGNTTGAGGGCTTATTTCCA 
TCAAA 

Sequence 5427 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCTTCATGAGACCTCTCCTTGTCTG 

CATGGACGAGTGGCCAACTCTGGAGCCCAGGCTGTTGCTTCCCAGTCTGGTGGTGAATCC 

TCCATAGTCTGGTGAGTGTAAATACATATATATATCTTTTCCCTTCTCCCTTCCCATTGC 

MTTTGCTTATTATATCATTTGCTTATATCTGCACTGCCATTTGGGATAMGCTTGTTTA 

CCCTTAAA GGTATT GTGTGTGTGTCTCCTCCCCGCGCGTATTTCCCACACAGAACACCTA 

AGMCCTATTTTTTATGATTTTTACGAGAAATGAATTCCAAGTTGTGCCTCAGMTTCAG 

AAATATATCTTTCAACCTCCTACTCATTC 

Sequence 5428 

GGTACATATAGGGCCACTCAGGTTTTCTATTCTTATTGAGAMGCTTTGGTGG 

ATCTTTCAAGAAATTTGCCAAGAGGCTAAACAATCTGTCCAAGATCACACAGCTATAAGG 

GCTGAGCCAGGCTTTGGCCCCTAGCAGCTTGNCACCNGANCAGACNCACTTAACCNCTGC 

ACTATACTACCATNTNTCTAAGGAAGAGGAGTCGGGGATGAGGAATGCAGATGATGATTT 

TAMCTACTGGTANCAAACATTTGTTGAGGTTTACTGTATGCCAAAACCTATCCTGCGGC 

AGATTTTATTTTCCATAAATGGCCACCGCATTATCTTTCACCTTCCATGCTCTTCTGGAA 

CCTTGCTGCTTCTCCACACACAGGTAGAMCTGTGTTTCTTCCTCTTGAAATCAGGTGAG 

CCTTTATGACTGCTGTGACNAACANAAAACAGGGGAACC 

Sequence 5429 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGCATTAAGAGCTTCCTGATTGAGATTCAGT 
GCATCAGCCCGTGTCTATTCCATCTACGTCCACACCGTCTGTGACCCACTCTTTGAAGCT 
GTTGGGAAAATATTCANCGATGTCCCGCATCAACTTGCAGAAAGAAATATAAATGACATT 
TCAAGGATAGMGTATACCTGANTTTT^ 

GGTTCCCMGTNNTAMTACAGCMNCMTTTTATGNMTNGMTTATCTTGGGTTGGAA 
AMTAAAAMNGATCACTTTCTAAGTTTTNATAAGNATTMCNGCTTTTNTTGANCTANT 
TTMTTTANTTTNGGCAGGCTNGMTTTTAA^^ 
Sequence 5430 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTTGGTGATGAANGCAGAAATGAATGG 

CTCAA AACTT GGGAGAAGAGCAAAACCTNTAAGGGGCCCTCNCAGGAAACCAAATGAATG 

GGGC CTTTTANANGAATTCCNTTNGACTTGCTNNAATNAAATGTANGCCGGGNNACTTTC 

TTTTTAAAAAGGGGCCCCAAAGACCAANATTGNCTAAACCTNGNTCAAACCCCATTNCCC 

MCANNTTGGNCNTTGGCGATTGNTTGGTTAGAAAAAACCTAACCATTGNCCATTGNNGN 

GNGGTTTNNAANNGCANATGGGAAAATCCNANGNTANCCANAATGGGGGGACCAACNNTT 

NGGNANAANAAATNAAAAACCACCCTTGGCCTTTNCTTNGTAAGNCCGTAAAGNTTNGTA 
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NGNCAAMCCNCCTTAACCCTTGNGNGAA7TTCNAATTTCCAATTTGTTGGGANAANCCT 

TAANAAAANAANCCAACCCAAAATNAANTCCAANATGGGAAAGTAAAAAAAAAAAAACCC 
CCCTNTNTAAATTGTG AATTAANG NTTAAAA 
Sequence 5431 

cccttagcgtggtcgcggccgaggtacgcgggaagaggaggtggaagtgtgagtgccatg 

gggttgctgacactggagcaagttctactgtccctcttggggcttgnctgcctaaaggaa 

agtgtccccatggmtgamngaggttttgtttccantttgtaagggcattggnactcag 

gccttctggggcttccactccccgccccttttgaggnaaacccccaccanccntgnaagc 

agcctgcaccccaccttncttgmcatnaaagcttttgattggntattgctaaaactttn 

tt tncta naaaggctttaccmtncatacaccntaccacamgtgcattnattctttttt 

aatttttaccmcctnaAaaamgggmagggcttttattggttamttttacatttgga 

tcantactgnaagtgtggagtcttattaccnatmtgccttttcnttntnttttcntnttg 
gcccctaa 

Sequence 5432 

CGCCAGTGTGAATGGMTATCTTGCANAAATTCCCCNTTACCGTGGTCCCGGCCAAGGTNC 

CCGGGGANG GGGCCC GCAGCTTCACTTACACANCAAATCAACCACCATGAAANCTTTTCA 

CGGGCCTGGGTTTTTTGCTCCTGGMTNCTGGGGTGTCAGNMCCCAAANCTTTCTTTTCG 

TTTCCTTGGCGAANGCTTTTTGAATGGGGGCTCGGGGACATNGTTGGGAAGAAGCNCTAC 

TTCTTGACCATTTAAGAANAAANCNCAATTTACCATTCGGGCTTCAGAACAAAAATACTT 

TCCCATGGCTTCCGGGGGGGAAACCTTATTGATGCCTGCCCAAAAAANGGGGACCTTGGG 

GGGTGGTCTTGGGCCTTGCAAGAAAAGCCGATCAANCCGATGCCCAGAAGAAGAATTATC 

CCANANGATTTCTTTGGCCCAATGGTTGCCGGGAGGACNTCCCTGGCTTGATCAAGGCCT 

GCCAAATNAAATTGGGGGGCCAGGANTTGNGCAAANAACCCCAAATCACTTCCCGACCTG 

CTTGGGCCTGCCCTGMGAAAATACTGAGCTTTCCTCTTTCAACTTCTTGCTTCTCAANG 

AANATCTTGGCNTGTGGAAGGCCCTTCANGGGGCAGGGGGATACCAAAAAACCGGGGGGA 

NGAAGGGGTACCCTTGGCCCCCGGG 

Sequence 5433 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCATGACTGTCAGCTGCTGTCAATCCTTG 

GCTTTTGGAAGCAATGTCACGGCGCTTTMCTTGCTTTTCAGTTTGCTCAGCATGTCTTT 

GMGCATCACCTTTACTCATCTCTTCCAAGGCTCACTGTTAACCACATTGGCACTATTTT 

CAGCAGGAA ATCAGC TAATACTTAAAAGCTAGTGGGGCCAGCCCTCCTTCTTGTTGGTGA 

TATAAGCCNGTTTTTCAAAGAGCAGTCCTCAGAGAGACAGCATCAACATGCTCTGGGGTG 

CATGTGACACTGCAGATTCC 

Sequence 5434 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACATCAATCCCAGAAAGCCAGCAGCCATAGC 

CAGGGTGGCTATGATACCACCCGATTGCATTTTCMGGCGGCCAACCTGTTTTGCATTTT 

CTATGTATGCAGCCATGTATTCATATGCAGCAGCCTGAGCATTTACTCGGGTTTCAGTGC 

CCTCCACAGGCAAAGCAAAACTGTCCATAATGATCATGGTTTCACCATCCACCTTTCCTA 

GCATCAGACCCATCACTTCCAAGTTGCCTCCCGATCTGGCATGCATCACCATCTTCAGCA 

GAGCCAATGCTGAGATTTTGCAGTACGCGGGGCCCGGCGGCCTTTGCGGGAACAAGATGG 

CAGCCCCCATACCTCAAGGGTTCTCTTGTTTATCGAGGTTTTTGGGCTG 

Sequence 5435 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCCTTGGTATTTGGNGCACAGTCCTGG 
GAGGATCCTGGNGCTGGGA CAGN CCTGGTTTTGTAGATTCCTAGTGCCTACAGGACNCAA 
CTCACGGAGAGAAAAGGACATTTTGGGACAGCAGGTGGGTGGGCANTCTTGAAAATTGGT 
AGCC 

Sequence 5436 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC 1 1 1 1 1 1 1 1 1 I I I I I I I 1 1 I I I 1 1 I I GGTTTT 
1 1 1 1 1 1 I 1 1 1 1 1 I I I I I I 1 1 1 I I I I 1 1 | 1 1 1 1 1 1 1 GGCNGAAAGGGGNNACTTTNTTGGN 
TGGGAAAGGGAAAAACTNTGGNCANCCCAAAAAGGGAAATTNCAGANTTCCCNAAAAAAA 
GGGGGAGGGGCAGNTTGGGCCCGANAACCAAAATNCCAGGGGCCCNGGNCAAAAA 
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Sequence 5437 

GGTACTTTATATGTATATATATATAAAAGAATCTCGTCTCAGAAATGGCTGCATTTAACA 

GAGCCATACACATTGATGCTAAACATMGAGCTTTCACCCTGAAAGAAAGCATTTTCAGA 

MTGTCACTTACATTCTATTATATTAAATATTCCCAACTGAGTTTCAAACTCAACAGGTA 

ATGATAACAGMTTATACATCTCATTGCACTCAAAGCTGACTACAACCAAAATTTACAGT 

ATGATTGAMCAAGCCMTGTTTAAAMAGTTTTMTTAACGATAACAATTCCATGAAAG 

AAGAGGATAAAGAATGGGATGACAAGAAGTATTTGGTCTTAATAAGGCAATACAAAATAG 

ATCCATTATCAAAGACCATTTAATTTGTAAAGATCAACAAT 

Sequence 5438 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCAAAAAAGAAAAATAGAAAATAAGAATC 

AAAAAACAGGCTGGGAAAAGTGGCTGACATCTGTTGGCCATGCTGGTTTAAACTTCTGAC 

CTCAAGTGACCTATGTGCCTTGGCCTCCAACCGTGCTGGAATTACAGGCGTGAGAAACCA 

CACCTGGCCCAATCCTCTTAACATAAACACTTGAATGTCAATTAAGGGTTGAACTCAATG 

TTAAGTCAACACAAACTCAAGTCAATGCTGGACTGACTCTAGTGTCAATTAATGCTTGAT 

GGTTTGCTATACTCACTGCATTGGGAACAGTTATCTCAAAAATGMTTTTCTGATGTTCT 

GCMGGAGTGACCTCGGACTCMGACCTTGCCACACTTCTGACATTTGTAAAGATTTCTG 

TCCAGTAGGGATTCTCTGATGTCTAATGAGGTGTGAACATGAAGTAAAGGC 

Sequence 5439 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTCTCTCCATATGCTCTTACGGGCTTGGCTA 

ACAGA GAGCC AATATAAAACTCATCAGAGAGCTACCATTTTAAGTGGAAATGGTAGCAAC 

GGATTATTTTTAAATGGACACCTCTTTAAATT^ 

TTTGTAATCAGACCTTGATGATGACCGTGAGCAGTAAGATATAAATAACTCCCACATGCT 
TAGCGTTCCAATAATGGAACACTACACATACATGGCTAGGGTTCAAAGAAACTTGCTCTG 
TTACAGGGATTACCTAGAMGACTCTTCTGCAGTTCAATTTGTAAMTTTAGCAGCAATA 
GAATAGACTCATACCATCACACTANAGGAAGGCCAGTCTTAGAACTAAGTCCATGACCAT 

CAGAGGAGAAATG7TTACAGACCATAAAAGAGAAAGTCAGAGAAAAAAAGGCTTTCTGGG 
GAATGT 

Sequence 5440 

CCCTTTCCAGCGGCCGNNCNGNCGGGNACNGNAANCNCCANCTCTAGCNCTGGCAAACCT 

AGNCACTTGCGGCNNTNCTNNTGCANNCNCTGNTGCTGANCCTGANGGTATTGATCCNTT 

AATANAGCNGCTGTCKlAANNAACNAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACNTGGCCCTGCTGGAGCCCCTGCGCCTGAGCATACANAATNACGACATCNTGCNTGC 

CATCNTCAGCCCNCTGCGTTCTGCANACACACGTCGTGCAGANCAAAGCTGCTCTCGCTG 

NCACCGCAACTGCATGTGACTGTTNAAGCCCGGACTGAGTTAATGAAATTCTGGTGG 
Sequence 5441 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC > I I I I I I I I I II M I N I I I 1 1 1 I U I I M I 
I i i i m m M I I I I I I I I | I | | | | | | 1 1 | | | I NGGNNNAAAAAAAAAAANTTTTTTNNNA 
AAAAANNNTTTTNNNGGGGGGNGNAAAAAAAAANNNANNNGGGG I I I I I I I I I GGGGGTT 
TNNAAMNANCCCCNNNGGGGGGNTTTNNNNTTTTNTNTTTTTTTN 

CCCNNNNNNGGGGGGGGNAAAAAANCCCNCNCCCNAAAAANGGGGGGNAAAAAAAAAATT 
TTTT 

Sequence 5442 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGGATATCAAAGAAACCAGACTGTGATG 

ACTGGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTACATTGGAAAAAAANGTGAATC 

MGTCACTACCTGGMCTGCACAAACTTGCCACTGACAAAAAATGACCCCCATTTTGTGT 

GACTTCATTGAAGACACATTACCTGAATTGAGCAGGTGAAAAGCCATCAAAAAATTGGGT 

GACCACGTGACCCAACTTTGCCAAGAATGGGAAGCCCCCGAATCTNGCTTTGGCGGGAAT 

ATCT NTTTG ACCAAGCACACCCTTGGGAAGACAGTGATAAATGAAAGCTAANCCTTCGGG 

CTTAATTTTCCCATTANCCGNNGGGGTGACTTTCCTTGGTCACCAAGGCAGNNCAATGCA 

TGTTGGGGTTTCCT 

Sequence 5443 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCCGTCACATCCCGGTAAACAAAGGTCCTGC 

TGAGCGGCTCCGAGGAGGGCAGTTTGCACTGGCAAGAGTCGAGTGTGGTCTCACAGGTAA 

ACTGTGTGAGCTGCGAATAGTGGTGGGCGGCAAAGGCCACGGCCAGCACACAGACCGTCA 

GGCCCAGGGCACTCAGCAGAAAGTATAACAGCTGCAAGAAAGCAGAAGAAAACCTTTCTG 

GTTACAAAGAACATTGGATGATGATTTGCAMGCGAATTCATCAAMCTGTTCTTTTTCT 

TCCCTCCCANAAAT 

Sequence 5444 

CCCTT AGCGTGGTCGCGGCCGAGGNAC I 1 I I I i II I 1 1 I II M I I I I I II I CCTNATCTA 

ATTTTNGAMTGATTTATTAMTGGACACTTTAGGMTTTGANANAAGCAGCTTTTCCCA 

CTCAMTCACTTTGTGTTCCTCTGACANANMCAMTTCTTTCACAAGGACCTCAAACCT 

CTGGGTTGGAAAAAACCTCAGNGGTCATCCGCTCATTCACCCATG 

Sequence 5445 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCACATTTTAATAAATTAACCACAAGAA 

AATAATCCCA CATATACAAGG TCAGGGGTGGGGAAGAGTATTAATGGTATCTTAATTATA 

CCCA GTCT GG < I MINIM I AAATGGGGTAAAAATCAAATGCAACCCCATCTTGTTTTA 

GGMTTTTGAGAACTAATAAATGCACCTTAATGGTCAAGTGTTCCTTTCAAACATGTGAG 

TTCTTTMCAAMATGAMTAAACCAGGTGTCTGTGATTTCTAATTAATCACCGCTGACC 

ATTCACAGGTTTTGTTGTTTGGGGTGGGGAGGGGGCTTTTGTTCCCTTTNGACATAATAT 

ANNTCANTNCACTAACAATTATGTATATTNAAACTTGGATTATTT 

Sequence 5446 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCCCATGCAAGTCGCATCTCTACTAAGTTTC 

CCTTGGACCCATGAGTAGGATAGATAGCCAGAATAAAACCAGTATCGTGTGATGTCATTG 

AAAGAAAACAAAGNTTCAAGGAAGGTAGTCACTTGGGGAAGGGGCTCCCTAATGCCTAAA 

AMTAMAGTCTCGMTTTTTAGCCTAGTCTTMTGATTATGCCCCATTCMCCTTTCCA 

GGCTTAGCTACTCCCATTTCCCTACAAGATACTACACTTGAAACTAGACTACTTGCTCTT 

TACTAGGGTATCCTCCATGTGCAAAGGCCTNTATCTTTTTGCTCATGCTAGCAACCAAAA 

GACAGCAGGGGTCTCCTGGTAAATTTTAAGTGGTGAATGTGATTGAGCCTTGGCACAAAT 

TTCAAGCAATAAGTAACAGATACTTTANAAAATAAGGGGATCTTANGTAACAATATGAGT 

CAGCGCCATMTCTCCTCMGTTATTCTAAGCGATCCTAAAGGGGCATTTTACTCAAAGG 

AGGGATTNG 

Sequence 5447 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACAACAACTTGTTACAGAAAGAGCCAGG 

ATCCCAGACTGTGCTGAAGCTTCATGAGACCTCTCCTCGTCTGTGCACCGAAAGAGGAGC 

CGGACACAGAGTGTCCAGCCGACTCTGGAGCCCAGGCTGTTGCTTCCCGGTCTGGTGGTG 

AGTCCTCCATTGTCTGATTGTGAAGCCTGTAGCTTGGAAGATACAGGACATAGGTGAAAG 

TGTTTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTGGGCGGC 

Sequence 5448 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGAATGGTTCCTCAGTTTTGGTCTGTTT 

GGAGG AAGGCTGGGACATCACTGCACAAGTGACATCCCTGGTTCAGTTACTCAGTGATCC 

CTTTTATAGGACACTTGMGGCTTCCAGATGTTGGTTGAAAAAGAGTGGCTCTCTTTTGG 

TCACAMTTCAGTCAGAGGAGCAGCTTGACCCTCAACTGTCAGGGGAGTGGTTTTGCTCC 

AGTCTTCTTACAGTTCTTAGACTGTGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 5449 

CCCTTAGCGTGGT CGCGG CCGAGGTACMTTATGATTTCTGAATTAATATTAGAGTGGGG 

AGAACMTGATTMTTTTTACTTCTTCAGTAAGATTACAATGAAAATGTAGAGAGCACTA 

GCATTATAGTMCTATACGATAGGCCACTTTAMTAAAAGGCATCTTTTACAAMTTTTT . 

AGTCAA TAAAT TGATTACCACATACTTACGACCTATTTGCTATTAAGTGTMTTTATAAT 

TCTAGTA TTTTCA AAAAAGGAACATATTAAAATCCTATCAATATTTCAAATAATGACAGA 

ATTMTCATTTTTAATMGAATCCTTACTCAGGTCCTTCAAAAACAATATAAACTATGAC 

TTMGGTAGATTCCTTTAMTCTGACTMTGMTAAATGTTAAATCTCAMTTTCATAGT 

CCCAGTGCTGGAAAACCTATATTTTTA 
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Sequence 5450 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CTCAGCCTCCCMGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTTGT 

MT7TTAGTANAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCNTGACCTC 

AGGTGATCCACCCGC CTCGG CCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCGC 

CCAAC CATCAAM TGCTTTTTATTTCTGCATATGTTGMTACTTTTTACMTTNAAAAAA 

ATGATNI I I I 1 1 TGAAGGCAAAATTGCAAATCTTTGAAAATAAN AAAGGCAAAAATGGTA 

MGGGANTCAMACTTTTAAATTAAGTTTm 

GNATTTAAMTTTCCCAAMCTTTTATTACI^TTTTTCTTGGMTTACAM I I I 1 1 1 1 1 I N 
TTTT 

Sequence 5451 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTCCACCCAMGTTTTAAGTAATTCTCCTCTCA 

CGTCGTTCMGACMTGCATTATGCATGTGCAGCCTACATATAGMGATGCTTTTTATTA 

CTGTTMCAATATTMCTAAAATTTGCAGAATATTTATTT^ 

CTACTACTACTGTTMTAGTATTACTACCACTACTACCACCTCCCTTTTGTAAAAGAACT 

AAAGATCAGAGGAGGGAAACAACCTGCTTAAAATTATATGAACACTAAGAAATGACGGTA 

GGAC T CAAAC TCMTTCCTATGACTCCAAAATCTGNGACTTTTTTCTTAAAGTTAAACCC 

TTTTCATTTTTCAAGTATGAAACCCTTCATTCATTCACTCATATCTTCATCTACTCAAGA 

MTATTTATTAAACACCTACTACATGCCAGATGCTAATCTCAGGCCCTCANGAAACAATT 

AAGAGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 5452 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGCAGTTGTCCGCGGTTCCTCCTCCTGTCGCT 

GCCCGTGTGATTACTGAGACTCAGATGGACCACACATCCCCGACCTACATGCTTGCTAAC 

TTMCCCACTTGCATTCTGAACMCTTCTGCAGGGCTTGAATCTTCTTCGCCAACATCAC 

GMCTCTGTGACATCATTCTTCGAGTAGGTGATGTTAAAATTCATGCTCACAAAGTGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACAC 

Sequence 5453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGTGAACACATAGTCGTCATTCTTGCTGCCC 

CTGCCTGTGCTCCCTTCCATGACCGCTAGTGGGAGCCAAGGGAGATAAGGCCCAGCCCTT 

AGGAGTTAGGGCTGAGAGGGGAGCCCACGCTCTCATACCCAGCAAGCTGCAGAGTGATCA 

GACAGCCCATTCCCTANGATCGCAAGTCCTACAGCTGGAAACAGCGGCTCTTCATCATCA 

ACTTCATCTCCTTCTTCTCGGCCGCTGGCTGTCTACTTTCGGCACAACATGTATTGTGAG 

GCTGGAG GTGAA GCCAGGATAGGATCCACAGGCCGGTCATTAAGTGGGCTTGCGGGGCAG 

CMTGATGTTTTTGATMTGGGCAATGGTCTTGGGGACTGGCTGCCATTGTGTTCTCTGT 

GGCAAACCAATGGTGGGTGTGATTTATCAAGAGGCCTCTGAGCNGGTAGCTGGAAATTCA 

CCATGTCCTG 

Sequence 5454 

CCCTT AGCGTGG TCGCGGCCCGAGGTACACTAAAAAGTATCCTTTTTCAGATATATTTAG 

TGCTGI I I I I I I I CACATTTTTGTGCTTTTMTTGGTMTTTCACTGTTTAAACACT ATA 

TTGTGA CATCT GAMTCATTT TGACCTCA GMTTTGAMGMTGGATAAAAGMTTTGGA 

MCATGTTTTTCTTTGTTGTTG I I I I I I I I G I I II II I AGGTAACATTTTAAAAATTGTT 

TATTCCTACCMGACCCAGTTMTAAAAMTTTTACCTTATGGGTAAAGGATACACAGGA 

GCTTTCCATATCTGCMCTTTTCCGTAMTCTAAAATTATTTAAAAAGAAATTATCTAAA 

AGMTTTAGTCTGTMTGMTTTTCCACATTATAGACCACTCTCCCMGTGTTTGGGAGA 

NGGCCMTGAAMGATGGGACATTTTGGCGTCATCAATAATTGCTTGGCCTAANACCTGT 

GCATTCTTTGGAAAATCTGGTATGGGCATATAACTCCTAACTGAAAATCAGTGGTTATGG 

GGMCCATTCTTTMTMTTAAAMCATGTCCTTGGTGGTTANGGTTTAAAGCCACCAAA 

AAAMTGTTTGGTGAACCCCTGGAANCCAAATTATTCCCAAGGGTNTTNTTCACCCCAAG 

GGGTNTTNTANNTTTTAAAAAA 

Sequence 5455 

TTNTTNTAATTATTTTNNNNNNCTNNNNNNNNANNAAGGTATNNGGCGAATGGGCCCTCT 
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ATNGCATGCTCGAGCGGCGCATnnnnnnnnnnnnnnnnnnnnnnnnCCCTTAGCGTGGTC 

GCGGCCGAGGTACAAAMTATTTAACAGANCTATGAAAGATGCAGGAAAGGAGTCTTTCT 

TCGTAGCAMGTAGTCGTGCTTTGCATGGTTTCTTTTGTATACTCTTCAGGGTTTGTATT 

ATCTGCCCCATGAATAACACAGCACCTGTAGGATTATGTCGGATGAAAAACAGAAAAGGT 

CTGTCTACTATAAACCAGGGAGGCGATGATCTTGCAATGCCCGCGTACACTAGGTAATAA 

MCTGATTCATACAGTCTMTGATATCACCGCTGTTAGGGTTTATAMACCGCATTTAAA 
AAAGA 

Sequence 5456 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATACTTGTAGCTAGACTACCTCTATTTGAA 
TCTCMCTCTTATTTCTTATGTGACCTTGGGCAAATTACTTAACCTCTGTGTGCCCAGTT 
TCCTCTCCTGTAAAATGAATATATTGGMCCTGTCTTATAGGTTTATGGTTAAACGTGCA 
GGCACTTAGT AAGCA TT ACATAA GTCTTAGCTATTGATGC i 1 1 I I I 1 1 ATTAGT AAAAAT 

GTAMTGCCAATTTTCTATTTTTCTTCTCCCCATCCTGATACCCATATCAGTGTGATCT 
Sequence 5457 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGTCCCTAAAAGGTAAAGACTCATCCAAGC 

TGTTCTGAGATTCCCTCCAGGCAGGGAAATGACTATCTGGATCTGAGATTATGTCATCTT 

CATCMGTTCTTCTTTMCCAGAGAGGCTTCGGGTTTCAGACACACAGAAGCATAATTCT 

GGCCATACMAAACCTCAATGTTTCTTCTGTCTTCCACTCAATCAAAGTCTCCTTCAAAA 

CTTTMGTMGTTTCTCTTTCCAACTTCAGGACACACCTGCACTGAACTAGACACTGACC 

TAGACACTTGGGTTTGA TTTGG CAAATTTTCTCTTAAAMTGCTCTGCACTTTTC^ 

TATGCCTACTAGMGTTATTTTCTGACCTACTGTATTCACTTTCAGAAT7TTCTGACGCT 

TTTAATCTTTCAGGCAMGTGCTATTTGMGAACTCTGAGTATTTACTTTCTGTAAAGGA 

AGTTCACATGTAGCATCTTTCTCCTGACTATCTAATTTGCAATCGCCTAACTGCTCAGTG 

ACATCTACTACTGNCTGTTCTTTGTCTTTGGGTTTGGAGTTMGCTTTGGTGACCAGCTT 

TCTTTTTCATTATGC 

Sequence 5458 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

AMGMTGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGGATCTTGAAACCTCCAGACACCAAGAAAACTTCTAGCAAATTCA 

GGGGGAAGTTTGTCTACACTCAGGCTGCAGTATTTTCAGCAAACTTG 

Sequence 5459 

CGCCAGTTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCCGCCCGGGCAGGTAC 

GCGGGATTGTAGGT GCTATT TAGGGTAGGCTTMAGTGCTGGGTGGTGATTTGAGTTCAA 

ACAATAAMMTTGATTTTTTCAATATTGTATMACAATAGTGTTCTMTTACCTTAAAA 

AAAAATMTGACCAGTTAAGMTTGCTTTTGATCTTGTCAAAAAACTGAATAGACCCCAG 

TTTCGGGAAGGTGTGTGAGCAGTGCCATGACTCTGCCCCTTACCTAATCCCACATCTCTC 

TAATGATAAGACATTGCTCGCCTCTTGACCAGAGCCCCAGCACCAGANAGNCGGAAGATG 

CAGMTTGTCAMTGACCTGCTGGGGGAGGTTGTAGGAAGTTTAACAGATTTGAGTGTGG 

CTGCANAAAAAAAAAAGTGTGTGTATGTGTGCACATGTGTGAAAAGTGTGAACCAANANT 

GTGTGTGTGTCCCATCTAAGTCTGTGTGATGAAAGGGGGGAATAAGGCTCCTCTGTTANT 

GCTGGAAAGCTCCTGTAATTGCCNCATGGATCCCACTGTGCCCTCTTGTTCTGNGCAAGT 

NTGTCCTGTCTGGGGCNCTAACCNTGGTCC^GCATTTTMTNTTCTGGGTGGGGCTTTN 

CCTNTCCCTTGGAAACTGACT 

Sequence 5460 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCAGCTACTCGAGAGGATCGCCTGAGCCCAGTG 
MGCTGCAGCGAGCTGTGAGGATGCCACCGCACTCCGGCCTGGGCTAAAAAGCTAGATCG 
TGTCTCTGATAAAAGAATAAAAGCTGTTTATTGCAGTCCTAAAAAAAAAAAAAAAAAAAA 
AAAAAAANNNNCCNGGNCCGCNNNCNCNNTGNGGGNAANTNCCNCCCCNNGGGGGGCNCN 
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TNTTANGGGANCNACTTGGGNGNCCAAGGGGGGAGAANAGCGGTGAACCTGGAATGTGGG 

NGGTNGCAGTGAGGTCNAGATCCTGCCCACTTGCACTCCAGCCTGGGGCAACCAAGCGAG 

GACTCTGCCTTTAAAAAAAAAAAN 

Sequence 5461 

CCCTTAGCGTGGTCGCGGNCGAGGTACAATNNTTNANNGTGCTGTGTCCTAAAGGGGATC 

CTGAGGGGCGTTGCCTCGGGTAGTTAAAGTCTTATGTGTGCATAAGTTGCTTATTCTTTG 

TCTACTTCCTATTTGAGATGTTAGTAGAGAACTGTCCTGGGTGAATCTTTCAGTATTGCA 

GGGCTTGGCAACTTGCTGCCCGACAAAATACATCAGAATTTCTCTTTAAGAACAATATGG 

GATGGA TTAAAAAATATATATATGGGATGAAATTGGGGGTACTTTN I I 1 1 1 I 1 1 1 1 1 1 I I 

1 1 1 1 1 1 i GCCCCCNNNGNCCCNAAANTTTTNANNNNNNAAAAAAAANN 1 1 1 I 1 1 1 IA AAA 

NTTmCNCCGGNAAAACCCNNTTmNNGGGGGGGCCCCCCCCNCCCCNTTTTAAAAAA 

ANNAAhrrCCTNAAAAAMNTNCCCCCMNCCTTTNGAANNTTTTNCCNCGGGGGGAAAAA 

AAAAATTTGGGGGNGT TNCCC CCCNGGNATTTNNAAAGGGGNCCCCCCNAAANANNACCN 

CNGGGGCCCCCAAAAATTTTTGGGNNAAMACNNANGNGGGCCCCCCCCNTTTTTTANNA 

NGGGGGGAAAAAAA 

Sequence 5462 

CCCTTAGCGGCCGNCNGGNCAGGNACANANCTNANAATTNTGNNGCTAATGACACTGGCT 

TCACAGTGGNCCCACCTGGAAAGGAGAANGCCCTGATGAAAGCAGGCGCANCTGTGGGGC 

CCATCTNCGTNGCTATGGATGCANGCCATTCGNCCTTCCANNTCTACAAATNAGGCATTT 

ATTTTGAACCAAACTGCNNCANCNNAAACCNGGATCATGGTGTTNTGGNGGNTGGNTACN 

GNTTTGAANGANCAAATTNGAATAACANCANGTATTGGNTCGTGNAAAANANCTGGGGTC 

CATAANGGGGCTNCGAATGGCTATNTNAAAATACCCNACNACANGAACANCCACTGTGGA 

ATAGNCACANNANCCNNNTACNCCAATGTGTGAGCTNATGGATGGTGAGGANGAANGACT 

TMTGACAGNCCTNTCTGGGGAAATTTTANTTTGAAACTGACCAAAACGCNTATTGTTGN 

TACATNMCCANTTGAATCATTGNGGATNCAAGGTGAAATTTTAATTCTTGTGGACATTN 

NTACANNGGNGAAATGNNC CCCCT ACCTTTAATTATTTGGTATANCCGGCTTTNNTGNNN 

TTCAAGAACCNCNATGTTAATTTTTMNAMTTTTTGGNMNTTTTT N 1 M 1 1 1 I AA 

Sequence 5463 

CCCTTAGNGNGGTNGGGGCCGAGGTACTAAANAAAANCTNNTTTCAGGCATATTACTTGA 

GGTCAGGAGTTCNANACCAGCTTGGCCACCATGGNGAAACCCCATCTCTACTAANAATTT 

AAAAATTAGCTAGGCATGGTGGCATGCACCTGCAGTCCCNGCTACTCTGGAGGCTGAGGC 

AAGGAAAAATCACTTGAAGCCNNGAAGCANAGNGGAGCAGTGANCCNANNATTGGGCCAC 

TNCACTNTTGGNCTGGGGCCAACCAANAANNGGGGGACCTTCCTTTNACCCCTTAAAAAA 

ACAAC 

Sequence 5464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAMTTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCGGTGCAGGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCCGCC 

AAATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMTTTTTAMTTATATTTTTTGTAGTAATA 

TGTTATAMGCATTGATTTGTTATATTTTTAAATTTATCATACTTTAAACAAAACAGATT 

T AMCAA CTTCMTGGATTTTGGAAATAGCCATTATAAACAATCTTATAACTGAAGGTTT 

TATTTTTACTMTAATTTAAGTTGTGTTATTCTTATACATATTTAGGTTTTGAAATTTTT 

ATAAAGGTCTAAGGCTGGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCC 

AAGGCAGGTGGATCACCTGAGGTTGGGAGTTTCNAGACAAGCCTGACCAACATGGAGAAA 

CCCACATCTCTACTAAAAATACAAGAATTAGCCAGGCCGTGGTGGTGCATG 

Sequence 5466 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I II 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I Al 1 1 1 1 1 

1 i ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 rsm-n~r 
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1 1 1 1 1 1 I I 1 1 1 I 1 1 ICCCCCCCTNAAAAAAAANANNNAAANCNNTTNNANNNNAAAAANT 
TTTTT NNANNCNCNNNNAANNNCCCNNTNANAAAAAAAAANAAAAAAAAAA AI I 1 1 1 1 1 I 
1 1 1 1 (AAAAAAMMNNCCCCCCCNTTTTTTNNhrrNAAAMTNTTTNNCNNTNANTTTTT 
TTTATGGGNAAAANNrrTTTAAAAAAANTTTNNNAMTTTTTTTAA 
Sequence 5467 

CCCTTGAGCGGC CGCCC GGGCAGGTACAAAAAAAATGCTGAAAGGCAGCGTTTTTTAGAC 

TCTAMCATTCTGATTTTGMGGTGGGTGTTGGMCGACTGATGATGTTTTTTATATCAT 

CAATTCAGCCAATGGATGCGAACTTAAAATCTGGATTCACAGAACCGTGGTCACATTTCC 

CCATCAAAATCCCCAAGGCGGGTCCCAAGTTCTCTCCTCTACGCTCATTGCAGAAATACT 

TTGAAATAGGTTCTGCCAGTCTACAATAGCAGTGAAGACTGACAAATCAGATATTCCCAA 
TGACTGACAG 

Sequence 5468 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCTGGGAAGCAGCTCCCACAACGGCTGAGGCAC 

TCANAGG CAGA GCTTTCTGCTTCTGTCTCATGCCGTTCCTGTGTTGATNTGGATNAGTCA 

TGCAATTATTTTNAATCANAAGGCTTCCTAAATAAATCAATTGCCNTCAACCGGGGTAAN 

TTTTCNNAAAAAATGAAAAATTTTTTNANATTGNAAAGNCAAAATANTANTGNCGCCTTT 

GGMCCAATTCCCTCNTTAAMATATTGTTAMNNCCTTTTCNACNGTTTNGANTACNAN 

TGTTMT ATCTT ACTAAMCCCMGCTGTANTTMTTTAATTTNATCCNTTTTNGTTTTC 

AMTATCTTTTTANAAANAATTCCNTANTTTCAAMTATCMCCATTCNCATTTTNTTTT 

NNCCCAAGNNTCNCTNNGNACCCAANNTNTAANAANGNAATNGNAAAAAAAAAAT 
Sequence 5469 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGNTACACCCCNCTGCTNGGTTGGCTCCTCACT 

CCCAACATCTACCTCAGCGAGCTCTTTGGAAAGTTTCTCTTCATCANCTGCGANCTCCTC 

ACCGCTTTCCTCTTATACCGCCTGCTGCTGCTGAAGGGGCTGGGGCGCCNCCAGGCTTGT 

GGCTACTGTGTCTTTTGGCTTNTTAACCCCCTGCCTATGGCAGTATCCAGCCGCGGTAAT 

GCGGACTCTATTGTCGCCTCCCTGGTCCTGATGGTCCTCTACTTGATAAAGAA 

Sequence 5470 

TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACCGT 

GCACCTGGGCAGTGATACGCTGGGCGACAGGAGAGCTCAGAGGATCAAGGCCTCGAAGTC 

ATTCCGCACCCCGGTACTCNCACAGACCCATGTTAATGACCTCATGCTCGTGNAAGCTNA 

ATAGCCAGGCCAGGCTTGTCATCCATGGTGAAAGAAAGTCAGGCTGCCCTCCCNTTGCNA 

ACCCCTGGAACCACCTTGCACTTGTCTCCGCTTGGGCACTAACCACGAGCCAGATGTGGA 

NCNTTTCCCTCTGACCTCATGTGCCGTGGATTGTCAAAGCTTAATCTCCCCCAAGACTTG 

CACCNAAGGTTACAAGGACTTACTGGAAA 

Sequence 5471 

CCCTTA GCGT GGTCGCGGCCGAGGNAC 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I I I I I I I I 1 1 I 1 1 GGGG 

GGGTTGTTTTAAAAA GTGC TAACAAAGCCCACTATNAACAACAAAGGAATGATGCATTGN 

GCTTCTGGATATATATTTTGGCCTTCAGACACATTGGTAACAAGATAAATCCCTGAGCCC 

TACTCACAGGAATCAAACTGACAGCTACAGGAATGTTAGTAAACTTGTCTATGATAGGCA 

ATTCCTAGGGATTTACATCTTGGTTNTANACCTTAACTGAGAAATTCTTGCATTTTCCAA 

GNTTGGCTTTTACATTTATGGGTT 

Sequence 5472 . 

CCC TTCGG CCGCCCGGG CAGGTA CTGTGCAGTAGTAACCATAATTCTAAATGAGGATTAT 
GGAi i i i iCT GGMG ATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGG 
GACATAGCCATTTTTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGT 
GTATATG 
Sequence 5473 

CCCTTTAGCGGCCGCCCGGGCATGTACTTGAACGAGCAAAGCCAGAATATATCAGCAAAA 
CATACAAGATTGATTCTTGGGAGAATGCTGAGGACTTTCTTGAGAAGCTCGCTTTCCGGA 
CTGGGAAGTTACTAAAGGGTGGAGAGCCCGACTTGCAGACTGTGGGTAAGATGGTCCTCA 
ATGACTGGCAGAGGGGCCCGGATTCCTTTCTTTGTCAAGCCACCCAATGCAGAGCCACTT 
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GTGGCCCCCCAGCTTCTACCCTCTCATCTTTGGAAAGTTGTCCCAGAAGCAGCCCAGAAC 

AATCCAGGGGGAGGAAGTCACAAAAACTGCAGGTGAAGGGGTCAGAATCCATCATTAAGG 

AAAGAAACAGAAGAAAACAGTCACTGNGATGCTAACACAGAGATGCAGCAGATTCTCACA 

CCAGTTCCGCAGAACTTTGGTAAAATCAACCGTGGTGCCCNAATTTTCTTGGGGATGACC 

TGGGTTCCTGTGGAGGTGTCAAAATCTTTGAGGAAGAGCTTGAGAACCTTTTCTTGATGA 

AAAAGGAAGGANGGAACNAGGGACCCACCAAAAAAAATGATGCCGGAAAAATTTTTCCTT 

GGAACCCGGAGGAGGAAAATGTNGGAAAACCACNCCCANANCCGTTTTAAAAGCCCTGGA 

TGAAAAAAATGGCCAATATTAAAAANTTTNTAGACCAAANCCAAACCCAAAAAGTTTTAC 

CAGTCNNAATTTCCAGGGGCCTGANNGGAAAAAATTTGCAAAACCTGANAACCAAAAAAA 

AAAA 

Sequence 5474 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACCAGGTCTTCTATGTGGGTGTCAGGATATGCT 

CCCTCACGGCTTCCGAAGGCCCCCAGCAAAAGATCTAACATTCTTGCTCAAAGTTGCNAG 

AGAAAGTATCACATGGAGTAGCTGGGTTGGGGCGGCGGCCTCTTCTNTTCAGCTNCCTTA 

NCTTGGCTCCNTAAGTGGATCACTTACCMATGCTTTAGATGATTGCCTCTCAATAATTG 

AAAGGTGGNGGTAGTTGTATTGCTGCACTTGTCGGTGTTAAAGAGAAATTACTCTCACAA 

GAGCAGAGGCCTGAAGATNCTTTCTTCTGAAGGGGATGATGAGCCTGGACTCTCTGGGAC 

TCCTAGATT 

Sequence 5475 

CCCTTAGCGTGGTCGCGGCCGAGG1ACACTGAATACTACAAAATATTGCTTAAATAAATT 

ATTTGAAAAGCTAAATAAATGAAGTTATGTATAATGCTTATGAATTGGAATACTCAGTAA 

GTATTGGGATGTCGAAGTTACCTCTCTTTN I 1 1 1 1 1 I I 1 1 1 I 1 1 1 1 1 1 I NTTTTTGAGAT 

GGAGTCTCGCTNTGTCACCCAGGCTGAAGTGCANTGGCGCGATCTCGGNTCACTGNAAGC 

TCCGCCTNCTGGGTTCACGCCATTCTCCTGCCTNANCCTCCCAAGTAGCTGGGACTACAG 

GCACCCGCC ACCACGCCAG NTAATTTTTTTGT 

Sequence 5476 

CCCTTAGCGTGGTCGCGGCCGAGGACCGTTGACTCAGGTAAAGAGGGAGACAGCAAGAAC 

AGAGTAGAAAGGCAGCATAAAACTGGTGGAACCAAACACAGACTAAGTAAAAAAAAAAAN 

GGTAANNTTCCCNACAACNCCTTNTCCCAGGAAAAAAAATCCANTAAAAANCAAAGGCNT 

TTACCANGG^NCCAAMNANTTCCGGGGAAMNGGATTTTTTTNTNANTANTCANCAGN 

GGGACMGNGGAAATCCNCMNCAAAAAAATGMNCTGGNCCCCTNCTTCNCNTTTTTTT 

TAAAANT 

Sequence 5477 

GAGCGGCCGCCCGGGCAGGTACATGTGATGCAGAAAAGTCTTACGAAGTATTACTGAGCT 

TTGTGATAAGTGAACTGTTTAAAGGAAAGTTATACCATGAAGAAGGAACTCAGGAATGTG 

CAATGGTTAACCCTATTGCTTGGTCTCCTGAATCCATGGAAAAATGCTTACAGGACTTCT 

GCTTACCTTTTCTCAGMTCACCAGCCTTCTTCAGCACCACCTTTTTGGGGAAGATTTAC 

CT AGCT GCCAGGAAGAAGAAGAATTTTCAGTTCTTGCCAGCTGCCTGGGACTTCTGCCAA 

CGTTTTACCAAACAGAACATCCATTCATCAGTGCCTCCTGTCTGGATTGGCCAGTTCCAG 

CATTTGATATTATAACTCAGTGGTGTTTTGAGATAAAATC 

Sequence 5478 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGACATTTCTGCATATGGTCTGCTAATGGCAC 

CGATGCTTCACATTCCAGGAAATGGTTACTTAGGGAAGGTTGATATGTGCTGCAGCATAA 

TAGGAACTTAATTCAAACCAGAGCAACCAGAAAGGATACTGGAGGCAAAAGCCAAAATAC 

AATTTAAAATCTTAAAAAAATAAGGAACGGTTTAAAGGTAATTAATGAACTTTTCCTCAC 

CTAGTGTAAACATTTCATAAGAAGTAATATTTTGTGGTCACAAAAAAAGCACAGATACCT 

CTTTTAGAATATTCATGATGCTCTTGTGTATGMCTTMGTTTTCATGAAATGCTTTCAC 

CTCAAAACCCCGTATTCAAGAATCAAGAAGGCCAAGCACGATGGCTCATGTCTATAGTCC 

CATCACGTTGGGAGGCCCAGGCGGGTGGATCACTTGAAAGTCAGGAGTTTGAGACCAGCC 

TGTCCAACATAANCAAACCCTGTCTCTACTAANAATACAAAAATTAGCTGGGCCTTGTGG 

CCGGGTGCCAGNAATCCTAGCTCTCAAGCGGNCAAGGCAGGACAATCCTTTGAACCCAGG 
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AACNGAGGCTGCGTGAGCTGANACATGCCCTGCCTCCACCTTGGGGACAGAGCAGGAATC 

CNTTCAAAAAAAGAA 

Sequence 5479 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTATTAATCAACAGTGTCCCACCAACTCAGAA 

GTmCTAMTTGGCTGCTTTCTCTGCAmAGTAAGTTTATMCCMTGACTCAATCM 

AGAATGTGCTTGTAATAGGCTGCTGGTTTMTTTTAGMTCAAAAGTT7TATATTGGGCT 

ACTTTCAMTATAGAAATGCTATGAGTGACATATGMCTATTMTTTTGTTTCCCATTAC 

CTACAGGAAGAATTTATTCAAATAAAATTTTACAAGACAAAATGCAAATCTATATACCTA 

TATAGAGATGTATATATGT 

Sequence 5480 

GG TACAC TAAAAAGTATCCTTTTTCAGATATATTTAGTGCTG I M I N I I CACATTTTTG 

TGCTTTTMTTGGTAATTTCACTGTTTAMCACTATATTGTGACATCTGAMTCATTTT^ 

ACCTCAGAATTTGA AAGAATGGATAAMGMTTTGGAAACATGTTTTTCTTTGTTGTTGT 

I I M I I 1 G I l l I I I lAGGTAACATTTTAMAATTGTTTATTCCTACCAAGACCCAGTTAA 

TAAAAMTTTTACCTTATGGGTAAAGGATACACAGGAGCTTTCCATATCTGCAACTTTTC 

CGTAMTCTAAMTTATTTAAMAGAMTTATCTAAMGMTTTAGTCTGTMTGMTTT 

TCCACATTATAGACCACTCTCCCAAGTGTTTGGGAGAGGGCCCAATGAAAAGATGGGACA 

TTTTGGCGTCATCMTMTTGCTTGGCCTANACCTGTGCATTCTTGGAGATCTGGGATGG 

GCATATAACTCCTAACTGAAAATCAGTGGTTATGGGGAGCAATTCTTAATAATAAGAACA 

TGTCCTTGGTGTAGGNTTAAGCCCCAAAAAAAAAGGTGGNGGGNNCNCTGAANCCANATA 

TTCCNCAAGGGTTNTTTTNNNCCCMGGGTNTTTAGGTTTAAAAA 

Sequence 5481 

CGMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACTTATCCCTACCTTCATGTTCCAG 

TGGMGACCTTAGNAAAATCAMGATCAGTGAGTTCATCTGTAATATTTTTTTCACTTGC 

TTTCTTATTGACAGCNACCAGGAATTTTTTTATCCTNCCGAGCCMNTTNTTCAAAAATG 

TNNMTACTTCNTCCTGCTTAACANGTCCTTGGAACTCATTCTGATCCATGNTTCACCAG 

CAGGNTGGACAGNATATMTTTCGCATCATTNTTGNCCCTTGNAAATCAAGATGCTCTGC 

ANATTATTTCCTTATMCGGNCGGACTTTTGGCTGNTTTCCTAATG 

Sequence 5482 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTAATTAGCACTTGGTGAAAGCTGGAAGGAA 

GATA MTAA CACTMACTATGCTATTTGATTTTTCTTCTTGAMGAGTAAGGTTTACCTG 

TTACATTTTCMGTTAATTCATGTAAMAATGATAGTGATTTTGATGTAATTTATCTCTT 

GTTTGAATCTGTCATTCAAAGGCCMTMTTTAAGTTGCTATCAGCTGATATTAGTAGCT 

TTGCAACCCTGATAGAGTAAATAAATTTTATGGGTGGGTGCCAAATACTGCTGTGAATCT 

ATTTGTATAGTATCCATGAATGAATTTATG 

Sequence 5483 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTGCAATGAAACCAAATAGTATCATAGAC 

ACAACCTCTGTAGCACATTTTAGGTGGAAMCACTGTCCAGAATTTTAACTACCAGATCT 

GnTTAGGCCATACAGTTTGCTCTTAGTTTTATCMGAGMTTTTTMGGCTTGCTGCGA 

CACTGCTATGTGTCCTTTTCAAMTCTGTTCCTTTCATTACTTACTTAGAATAAGATCTC 

TCTAAMTTTTAAATTAATAGCACAGAGAGAGAGGCTGGGAMGCAGCCTTTTTATGTAA 

ATGAAACCTCTTAGGTAGTAAAAAAAACC 

Sequence 5484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGGAGGCCAAGGCGGCCGGCCTGACCTC 

MTTTCTTAGTGCTGAGACAACAGGGGAGCTAACTCCCTATCCCCCATCACACACANAAA 

ANGGMGCCTCMCTACGAAGTTGTTACTTTATTAGATAGTAGCTCTGCCATCACAGCTT 

CCCATCTACCGCCTMCTCTGCMCAGAAACATTTCCCAGGACTGACTGGAAAGAGGAAT 

CTTATCTAAAGATACTGTAGTTACMGGGCTGATMGGGTCTTTGGTATAAAAGCMTAT 

CCAGAAATAAGATAATTAACTTTGGAACTAAGGGGATATAAATGA 

Sequence 5485 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I CTGATA 
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ANAC CCGAAMAGGMMTTCTTTTAATTTTCTATAMTTTANATGTCTGATCCTCATCT 
TTTTAAAAACCAAAATGATAAMCATATTTCTTAAACTGTTGGGTTCTGAAAMGTCA^ 
CAATGGAATCAGCTAGTTCACATTTGAAAATGCAACTGCTAAAAGCTGTGGGATATTGCA 
ATTTAAGTCCTGCAGCTCACAAGGCAAAGTGTGTAATTCTAAGAAGCATCAAAAGATA 
Sequence 5486 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCCMTGGTGGATTTATTACTATT 

AM GMNC CA GGGAAAATATT AATTTTAATATTATAACACCCTGAAAATAATGGAAAAGA 

AGGTTTTTGAA 1 1 I I 1 1 I I I I I AAATAAACACCTTCTTAAGTGCATG ANAATGGTTTGAT 

GGTTTGCTG CATTA MGGTATTTTGGGCAMCAAMTTGGAGGGCMGTGACTGCAGTTT 

TGAGMTCAGTTTTGCCTTTGATGATTTTTGTTTNCACTGTGGAMTAMTGTTTGTAM 

TAMGTGTMTAAAMTCCCTTTGCATTCTTTCTGGACCTTAAATGGTAGAAGAAAAGGC 

TCGTGMCCCATTTGTTTCTTTTGGCTGGGTATAGTTGCTAATTCTA 

Sequence 5487 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

CGCCCTCCATCAGCAAACCGCTAGCAAAGGGAGAAGTCTCGGGTTTGACAAAGGACTTCA 

GAAATGGCNTNGGGAACCAGCTGAGTTCAGGGATCCCACACNTNTGWTGCNTCTCAGTGT 

GACTNANCANNTTCCAAATGGNGNTTGCCNATCCCANGGTTACNTNANANANTGCCNCTN 

AGAGATGTCCCGTGGCCCTTGGNTCTGCTGGGTCTTTTTT 

Sequence 5488 

CCCTT AGCG TGGTCGCGGCCCGAGGTAC I < 1 I II II M I I I 1 I III I II I GGGTGCAGGT 

CATTTATTTTGGATGCGATCTCAGGAGGCAACAGTAAGAGAGTGAGAAAGTGAGGCCAGG 

AAGGGAAGGCAAGACAGGGGTGTCAATGAGCAGGTTACCAGGGTTGGACAATGGGAGCTT 

GAGCCTGCTGGGGACTTGTGGGAGATTGCATAGAGCACATCTCAGGGCTGTTCCACCTGA 

GAGGGGAGGAAGCTGAGAATGTATCCACCAGCTCCATTTGTCATTGGTAGAGAGCTACTT 

CTMGGGCA 

Sequence 5489 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGCAACAAGAATGTGCCTCAGC 

ACGATTACTCAAAAAGCAGAGATGGATATTGCTCTAGGCTTGCTTGTGTTCTCCTAAAAT 

TCATATGTTGMTTGMTTTCATCACCCAAAGTGACGGCACTTGCAGATGGGCCTTTGGG 

AGCTAATTATGTTGAQATGAGGTTGTGAGGGTAGTGCCCTCATGATGAGGCTACAACCCT 

TATACAAAGAGTCACCAGAGAGCTTGCTTTCTCCCAATCTCCACCATGTGTGGACACAGG 

GAGAAGGCAGCCATCTGCAAACCAGAAAA 

Sequence 5490 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATCCTGTTTGTTCTGGGCGAGGGAAGAC 

AATCTTAGAGTTGGAAGAGATGTAATCCGGCTCAGCCTCCCAGGATAAAGGAACTTCCTT 

TTGAMCACCCTGGATGGCTACTCTCTGCTTGAGTGTTTTGAGCGGAGGGCACTCTGTGT 

CTGACAGGGTGATTATGAGCCAGGATGTGCCTACCTCTAATGCTCACATTTGCCCCAGAG 

TCAGGGTGCTCCCTGGCATGGTTGCTCCTCTTACTCTTAGACCCACCAGCTGGTTTTCTC 

CAGATAGGAACAGGGCTAGGAGAAATCTT 

Sequence 5491 

CACCAMGMTTTGGTTCTTCTTGAGGTCCCCACAMCCAGCCGTTATCACACTTTTCCA 
TGACATCNATGACATCACTTTCTCTGAGCTCCAGCTCATCTTCATTCCTGGGAGTATAGT 
TATACANAGCCTGAAACGGTTCCCCTCCGTGAAAGTGTGGATTCCTACTTCCTGCTCTAA 
GCTTTGACACGTCAAAATGTGGGATCAGAAAGAAAAAAATCATGATATTTAAAAATGGTC 
AAATATTTGAGGCACGAAANAAAAAAAANAAAAAAANNNN I I I II 1 1 II I INAAAMNCT 
NCANTTCCCCNCCCNI I I 1 1 I II I I I I I I I AAAMNCAMNAATTTTTNCANNTTTTCNN 
NCCCCNGGGGNNGGNGNCCNCCNTTAACTGNNNNCTTTNNGGNTTNCCCNTTAA 
Sequence 5492 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTTTGGAGCTGGAGACGGCCTGGGTG 

CTGGCGAAGCGGAGGCCGGAGTTAATACACGAGGAACTCATGCAAAGGAGGGGACTTTCG 

GAAATCCAAACTTAGAGTGCCTTGTATTTAGAATCCGGAAGGAAAAGGAAATGAAATGTG 
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AAGAAACTCATGCACCAAACTCGAACTGGTAAGAAGACTGTTAGAATGCCCTCGGTAACA 

CAGAGGCTGAGAGATCCTGACATAAATCCTTGTTTGTCGATCCTGTTCTACCTTTTAAAT 
GATGC 

Sequence 5493 

ACCAAATTAAAGGTTTGTTCCCAACTGGAAGCAGAGGTTTGGGAATGCTGGAAGTTAGGT 

CTGTCATCCGAGATCCTCCACCTACTGCCATCACTACTGCTTGAAATTCCATTTTTACAA 

ACCGGGTCAGCCAGCTTGTGTGCGGCCTGGCAGGGCAGAAGTCACAGCTATAACTCAGCT 

CCCCGCACGCCGCAACCGCTCCCAGCGATCTCCCCCGCGTACC 

Sequence 5494 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCTATGAACCAAAAAACCTCAGACATTGA 

TTCTGCTGGCAACTTGGATCTTAGAATTCCCAGTCTCCAGAACTGTAAGAATTAAATTTC 

TGTTGCTTATATGTTATTTCATTATAGCAGCCTGAATGGACTAAGATATTTGCCAGTAAC 

AmGACTTCAGGTCCTCTGCTCTTGCTTTTCCTCTCTCAGGAACACTTTCTACCCAGCC 

TTTCAGATGGCTATCTTCTCACCCTCAGCTCTTTGGCTGAAATGTCAGAGGGTCTTCCC 
Sequence 5495 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC 1 1 1 1 I I 1 1 1 1 1 1 1 I I I 1 1 I I I I I I I 1 1 1 1 I I 

"'III lllllllllllllll llll l l l i i ii i i i i i iiiii iii D i iiin i ni i n 

TTTTNCCCNNCCNNNNCCTAANTTNANNNAAAAAAAAAAAAANNNNNCNNNTANNAANAA 

AANNACCCNNGGGGGGGGGGNCCCCCCCCCCCTTTNAAAAANAAAANNCNNNNNATATAA 

NATACCCNNCNCNCCCCNNGGGGNNGANCANANCTNATACTTAATTAANGTTTTANACAC 

ACCNGNTNCCCAGGGNGG GCNCA NNNAAAAAGAAGNGGGGGAGGNGTTATNNCCCNNNGG 

GGGGGAAAAAAAAACANTNTTTTTAAAAAAAAAAAANGGGCCCGCNCNANACTGTAAACA 

ANAANCCAGNGGGCCCCCNNNCCCCGGNGNNNGGGNTNACNNCCCCGGNGGGGGGGGNNA 

TANAAAAGGNNAGCCCCCCGCANAAAAANNCTNTGGGGGTNAAAAAAANTTAAAAATTT 
Sequence 5496 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGTAAACAAAACAAAGTTATATCACCAAGTG 

CCTTCCCCGAATTCGCTCCCTCAAACCAACCACACAGTTCTGACCACTCTACAGTCATGG 

CCTGTC ATCAGAGCTTTGTATGAMTTMGTCAMGTGTGGAGCTCCTTTTACTCATTTT 

1 1 1 1 1 iCTCCTTAAAAAANAAAAGAANCAAATGTTCCANGTAAAAACAAACGTNTCCCAA 

AGCATGTGTGCNTTGAAAAGTAAAGAAACATTATAACANCTTCATAAAAACTGACTTAAA 

AGTTTAAAAGGAAAAAAACATGTTTCTAAGTCCCTCTGA 

Sequence 5497 

CCCTTTCGAGCGGCCGTCCGGGCAGGNACATGTTTTMTCTTTTTTTAAAAAATTATnT 

ATTAGAGTCAGGGTCTCACTATGTTGCCCAGGCTGGTCCTGAACAATTGGACTCAAGTGA 

TCTGCCCGCCTGGGCCTCCCAAAGTGCTGGGATTACAGTTGNAAGCCACCATGCCANGCC 

ACATTTCTNCATTCTTAATAAAGTCNGTGGAATCTACTTCGAATGCAATTTTAATTTANA 

TTTCAATCTATGAAGATATTGGGNTGGTGCAAAACTAACTGCGGNTTTGGACTGTGAATT 

TTAMTCATTlNrrMCTAGGGCTCMCGCATTTTTATTAANTCAAAAATANGGAACCATTA 

CNNTCAACACATNTGGTTTNCAATMGAMTTAAGNTTGGTTTATTTCCTTGNNNCGGGA 

AAANANCTTGTGCTTT 

Sequence 5498 

CCCTTTCGAGCGGCCGCCCGGGCAGG TA C 1 1 1 I I 1 1 1 1 1 1 1 1 I I I I 1 1 I I I I I I NNTTTN 

1 " 1 1 I 1 1 I 1 1 I 1 1 I 1 1 1 I 1 1 H | 1 1 1 1 1 | 1 1 1 1 1 II I 1 1 II I I 1 1 I | | | N NNTT 

1 (MTTTTNNNAN 1 1 1 1 1 I 1 1 1 1 I I NTNTTNNNGNNNANGGNACNNNCCNNTTNT 

TTTAAAAAAAAAAAAANNNNNGGNGGNNNAANGGNANAAACAAANCTTTANTNANTANCN 
CAAAAAAANNTCANA ANTNNT ATAAAAAAAAANAAAANAAGNGGTTNTNANGAAACCCAN 
CCANCAATTCTTNTTNT 1 1 1 1 NNTGNGCANAANAANAAANAAAAANACCNCCCNAGAANA 
AAAAAAAAAAAGNGGGGGGGGNGGNGGGNNNNNACCCTATC I I I 1 1 I I I GGAANAGANAA 
AAAAA 

Sequence 5499 

AC 1 1 i i i I I I I I I II | || | | | ) | | | N N AAAAA AAAAAAAA AAAAN I I I I I I I I NAAAAAN 
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GGGGG GGGGGGNCNN I MINI I I NNAAAMNGGGNCCCTNTTTTTAMNCCCNTTTTTT 

mum NNAAAAANNAAANGGGNAMGGGGGNTTTTTNCCNNCCCCNNTTTTNNTTTANG 

GGGNNCCTTTNNMNNNTTTTTTTNMAAAN^ 

NGGGGCCCCCCCCCCGG 

Sequence 5500 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGGTAGTMGAMCCTTTGAGATCTTTCTGACT 

TTTCAAAATTAGAGAAAGCAAATGGGATGGATAGA I I I 1 I I 1 1 1 CTTTTCAAGGGGGGCA 

GGMGGT MTGGTT TGAGTAGCCTTTGTTTAAAAAMAACTAMTATATTTAAAAGGCCA 

CATTTATATTTTTTTCACMGMCCACATAATAMTTCCACTTCTTGACCTGMTTTGGA 

AATCCGAAATTACTAATCCAGGCCAGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTT 

GAGAGGCCGAGGTGGGCAAATNACTTTGAGGCCTTGGAGTTCAAGACCACCTTGGCGAAC 

ACNGTGAMCCCCKrThrTTTCAMAAMTCAAAMTTMCCAGGCNTNGGTGGCACCTTGC 

CNTGTAGTNCCCAGCTTCTTGGGAAGGCTANGTCMGANAATTGGNTTGAACTTTGGGAA 

AATNGAGGTTGCNAAGANCCCAAAAATTGCACCCCTTGNANTTCCAACCCTGGGGNGGNN 

GNAAATGGNGACTTTTCCAAAAAAAAAA 

Sequence 5501 

ACGCGGGAAAGAAGAAAATACANAGAGTGAGTGTGTGGAAGAGGGAGAGAAACAGGANAG 

AAACAGGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACA 

CNCGAGANAGAGNGGGGGGGNGNGAGAGNGAATNNCACTAGANTGTNGCNCTGNAAANAG 

NNTCTCCCCCTCTCTCACNCCCGGGGGGGNGNGTNTGCNCNNNGTNNNATANNCNNGNGG 

GGNGNAGNGACNCTCCCCACANAANGTGTGTGTGTGTGNNNCCCCCCCCCTTNTCTNNCT 

TAAANAAANGNNCCACACNTNGGNNGNATCTCCCNCTCTCTCTCTGTATATANTAGAGCN 

CCNGCTCTCTCNTNCCATATANAGNGNNTNTNTCTCTNGGGGGGGGGGG I rTTTTTTTTA 

CAGCCCCCCTATATANNNTGGNGGTGGANATCCCCCCNNCTNCNNTTGTGGTGNNNACCN 

TNAGAAGAGNTTATATTCTCCNNGGGGGC^^ 

NAANTANCCGAAGTGGNGGAGAAAAGTTGTTTTGC I I I I I 1 1 1 I GTGGGGAANAANAGGG 

NGGTTCNCNTT TGNAANC CCCCCTTTTTC 

TCCNGNGGGGGTTTTTTTNTTTTC^ 

TTTM NTTTNCNTN GGGGCNCCCCCCCCCTTTGGGGGGGTTNTTNTCCCCCCCCTNTGGG 
GGGNCT1 1 1 1 II INNrslGGGACCCCCCCCCCCC 
Sequence 5502 

CCCTTTCGGCCGCCNTTTNAGGTNCTGGCATCAGTCAATGTNNTGGAGTNNTTNGGTCCC 

CMTGTTGGCTATGMGCTATNGGCTTGTGGACAGTAGTGGCCCACAGTTGGTGTTTTTG 

CAAAAGCAACTGCACAAGACAACCCCAAATCTGCCACAGAGCAGTCAGGAACTGGTATCC 

GATCAGGGAGTGAGACAGAGNCCGAGGCCTCANAAATTACTATTCCTCCCAGCACCCCGG 

CAGNTCCACANGCTNCCGTCCAGGGGGAGGACTACCGCAAAGGTGTCANCTTCTACCTCA 

NGGACAAAGTGGNCNNGGGGAATGNGCTATGGAACANCTTTAACCCGAATGCCCATAGCA 

AGGGAAGAATCATTNAGGACGGNGAGCAGCATGAANANCTCAATTGAAGTAGCCAAACNA 

TCNACATTCATGAAAACTGGAAACCCCACCAGTGGAAATTGGNAAAACCCANTGGGGGNC 

CTGAGAAGGAAGGTNCNAAAGGGGTAAAAGGANCCA I I I I I II I ATCCNCNNACTTTCNT 

TTGGGGANTNAAAGGANAATGNANCAAAATNCNTTNGGGAATNTTTNAACNGTNNANGGN 

AAATTTCTTATNGTTCAAATNNGGAAAAAAAANCTGAAAACCTCCCAAANAANGGAAAAA 

GAAAAAAAAA 

Sequence 5503 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCGGTGGCTCACACCT 

GTMTCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCATTTGAGCCCAGCCAGGAGTTG 

AGACCAGCCTGGGCAACATAGTGAGACCCTGTCTNCACAAACAAAAAATACAAATATTAN 

CCCGGGTGTGGGNGGCACGCACCTGTGGGTCCCAGCTATTCAGGACGCTGAGGTATGAAG 

GATCACTTGAGCCCAGGACATGGAGGTTGCTTGTGAGCCCAGATCATGCTACTGGACTCC 

ACCTGGGTGACAGAACGAGACCCTGTCTCAAAAAAAAAAATTAAAAAAATTATTAANCCT 

TTATATGGAGAATGTCTATTTGGGGATCTTGGTAAGAAAACTGGACACCTAAAGAANCTA 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

448/599 



CCMGMCTCAGTGGATCTATATAGGMCTTTTNTTGATCTACAGCGGGAGGNTTGCATA 

ANAAAAMAAGCGTTTGCCTACCCTTTTTGGAGACATACATGCAAATTGGTAGAANTAAT 

GGAATTTCANTNACTTMTNTTTGANNNACNTTNGNGCATTTAGTGAGAACAANGGGGGG 

GMTGCCTNNTTATAATTGAGAAAANGGGGGANGTTTNTMTATTMNTANGGNATTTNA 

TTMTTTNTTGCCNNATCANCCTAATTMCT 

TATTAAAAAATNCTNTTTCCCA I I I I I I I IAAAA 

Sequence 5504 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACTCAMTTMTCAATAGTTCATCTTATTTACA 

ATCTCTCMGCAGCTCATTTTATGTTAGTTGCACAATCTGGAGGTCTGGAGTTCTTCACA 

TGAMTTTAATAAATTATCATGCAAGCTCATTTrrATTCCC A I I I I I I I I ACCCAGGGAG 

AATC AGTCTACCAGGGCAAATAATGAGGTTACCACCTTAGTCCCTCTTCCCAACCCCATT 

TTTTAGTTACTTTCCTTTCATTAAAATATCCTTATGCACTTACAAATAAAACTAAGTCCC 

AAGAGGGCAACA 

Sequence 5505 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTAMCCAAAATGTATCTGTGACAGGTATTAATCMTTGAGAAGAGTTTTTTA 

TTTTTATTTATTTATTTATTTTTTG 

AAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGGA 
GGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCATGTACCTGCCCG 
GGCGGCCGCTCGAAAGGG 
Sequence 5506 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTTTTAAAGCTAGCTGTGTCGAGTTAAAGA 

M AAAT CAGCAGTTTTTTCTCCCAGAAATGTAATTGCAAACACTATTCATCCCCATCTTA 

AGTTTTACAAGGTGATGTA^TCAGCTTGTTGTAAGTGATGCTGGCCAAATGGTGCTCAGC 

AGGTGAGMCAAAAAAACCCCAGATTTCAGTGAACTAATACACAGCTTGAGCCGTTTCCA 

TGTGCTAATGTTGCACACTTACTAAAAMCTTTGGAAATGGAAAATAATGTATTAAGTGC 

MCAGTTGATGTGCTTCTTTGGGCAAAGATATMGTTTTGTTCCACAATTTGTACCTGCC 

CGGGCGGCCGAAGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnCAACCCGGAAGCATnnnnnnnnnnnnnnnnnnnnnnnnn 

nnAGGGAGCTACTCCATTAATTGGGGTGCCTCACTGNCCCTTTNCANCGGGAAACCTGTC 

CNGCCCACTGCTTAATGAATCGGNCAACCCC 

Sequence 5507 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGCAAAGGTGTTGTTGCTCTGCCAAT 

CAACATCCAATGCTGGTGCTGAATGAAAAGGAAACTGTTGCTTGGCTTCACCAGTATGTG 

CGTCCCAMTMTTGTAGTCTTGTCTACTCCAGCACTTAGGATGAAATTTCCTTTCTTAT 

TCCATTTTAATGCAAATATAGGGCCTTTATGCTGCCCTAAGGTGCTAGCAAGGTTACCAT 

CTTTAGTCCATATTCTGGCAAACCCATCATAGGAACCAGTTGCTAGAAGTGTACCTGCCC 

GGGCGGCCGCTCGAAAGGGCGAATTCCAGCA 

Sequence 5508 

GATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I I 1 1 11 11 I M 

VI I I I II I NTGGGGGNNNAA I I I I I I I 1 1 1 1 I I I I 1 1 I I I I I 1 1 I I I II I I ICTAANCAT 

TACTTTTTATTTTGMANATTTGNGMACTNTTCACATNATGGGGANAGTTTGTATNATT 

MNAAAMCCACNTTrTTCATNAAATGNTTGGAGGTNAACAANTTlSfTNACCCTNTGAAAT 

CCCCCATCCCATTAACTTTAAANTTTNTTTTGATTAATAAAAAAAAAAAGGGGNGGGTGA 

AAAAMGGAGGAACTTNCTTAAACCCTTATAACAATCNTCCAAATTTNANNAAAAAACAN 

CCCATTCNCCAACTNCACI 1 1 I 1 I I ATTTTACMCTTTNTACATNTCACTNTTAATTTTG 

GCCTTCCTGGCTAAAACANCCCTGNCANTCCCTMGGCCCCTAAAAAAMCC^GTTTNT 

CCAAAAAACAAANGAGGGAAAACCCTTCCAANAAACCCTNACCCCTTTCCAAAAAAACCN 

NCMTNCCTTTISTTTCCAAAAATTTTAA 

MGGTAAAAGGAAGAAATGTTATAACCTNCCCTTrrTTTAAMNTTTTN I I I I I I I I AAA 
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AAACCCCA 
Sequence 5509 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I! I I I I I I I FGGATCTTCTCA 

TTGGAGAGAGCTAAGATATCTTGGTATGCACACATACACACATTTAAAGACAAACTGTGC 

CCTGAGTGCATACTGACMTTCCTATGCAAATTCAAMCTGTAGGGATTTTAACCTCCTT 

TATCTTACATCTTTATCCTCTTTCMCTATGTTTTCAGMGAGTTGTATATTTTAAGGCA 

TATTGACTMGGAAMGTGACGTTATTAACCAGCCGTGTGAATGACTAGCCTGGCCTTTT 

AGATCATGTTTGAGAGGTAGCACAAGCACTGCCACTCTCCCCATACTAGAGTGCTATAAA 

TACAGTTTAAMGTGAACTGGCTTGAGACCTAGTTTTGCAMGGGTTGMCCTTTAAATA 

TATGAAAAMTGTTCGCAGTGTTGGGCTCCTTAGTTTGATTTGGCCAAG 

Sequence 5510 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATTAGTTTTCTATGCTGCTGTAACAAATT 

GTCACAAATTAGTTATCTTCCAGTTCTGGAGGTCAAAGTCTAAAATCAAGGTGTCAGCAG 

GACTGCATTCCTThrTGGAGGCTCTAGGGAANMTTCNTTTCCTTGCCCTTTTCAGCTTCT 

ACAGGCCACCMTGCTTCTTGGCTCATGACCCCCTTTCACATCACTCCAACCTCTTGGGT 

TCATTACTACCGTCTCCTGCTACCACTCTGAGCCGCCTGCCTCTCATTTAGAAACACCTT 

TTGGGGCCATCTTGAAAAMTCAAAATTGCTCTCCCCATCTCGAGACACTTAAATTTAAT 

TATTATATGAAMGGTCTTTTTGCTATGGNAGGGAGGGTATACCTCACAGGTGGCCATAG 

ATTAGGAATGTGGGGGATCTTTGAAANGTGTTGTTGGTAAACCTGGCACAAATTCCCCAC 

GMCTCACACTTNMTGTGTGGATTTTTTCTGCCCTGGGTTTTTCTC 

Sequence 5511 

ATGCTCGAGCGGCGCGTCNGTGTGANGGATATCTGNAGAATNCGCCCTTTCGAGCGGCCG 

NCC GGNCA GGTACAACNNANGCNTGGGAAGATCATGATAATGTTTTACATCACATTTTAC 

AGCATTTTA7TTTMTCAGTATTTGTAGAAAACAAGGATGCTGAGTTCTTGAACACTGCA 

NTCACAAACTCAAACTAAAATTTCCAAAAAAAGGAAANAAAACACTNAACTACTTGNTCA 

ACTNAACATCTTTAATAATAAATGTAACCAAACCTAACCAAATAAATATTCCACTGAAAT 

CACACTTNMTGTATNGTTTTTAATGTGTTCCCAAAACCATTAAATTATTTTAATCMTT 

TTTTAACTTCCACCCCAAAAACAAAACCATTCC 1 1 1 I I 1 1 1 I I NCCTTAAATAAATTTAA 

TTCTT AAAA MT TANCC TTTNAAAAAACCAAAMCCTTTCTTNTTT^ 

TNTTCTTTTANCTTTTTAAACCTTTCTTNTTAACCCACCCNAMCTTT 

CCC NNCCTTACC ^^TNNANCAAMTNCCTTCCCAAACCAACCCCAAAATTNTCCAAAACC 

CCCI I I I I 1 1 I I I CCTTTAAAAAATTT 

Sequence 5512 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTAATATGATACTGAAACATTTATTG 

CTGAACATAMTTTAGMCTTACTTTGCCTACCTATTACAGMGAACAAAAGATATTTGG 

GCCTATTAMCCTTTCCTCTGCCATTTCCTGTCCTGTGTCATAGGACTAGGAATCGTGTT 

TCTAGAAAGTATGAAATCGTGTGCTTGCAAACTTGGAAGAAAACAGTTCATGACTGCATA 

CCTTCTAGTTCTCTAGTGTTCACTGGAMTTAAAGACACTAAAAGTTAACAATTCTTATT 

MTTAATCATATTAATGTMTTGGAATTTCTAGAMTATTAGGGGAAGCAACTTTATACG 

CAAAGCATMCAGAAAMTAAGGTGTATTTTTTCTTTGAAACCTATGAAATATACTGGCC 

ANGNACCGGTGGCTCATGCTTGTNATCCCAGCACTTTTGGGAAGCTGANGNGGTGGATCA 

CCTGAGCTCAGGAGTTCGANACCAGCCTNGCCAACATGTTNAAACCATTGTCTCTACTAA 

AAATTCAAAAATTAGCCAGTCATNGGTGGCAGGGGCCCTGTAACCCCCANGTACTCCNGA 

NGCTGAGGTGGGGAGAAATCGCTTNGACCCAGGAGGGGGNAGGTTGNANTGAACCAAAAT 

ANCACCNTTGCA CTCCAG NNTGGGCGACAAAAAAAGACTTTTTTTAAAAAAACNAAANGA 

ATTNACNNAAMCTTTTTGCCANNAMGGTGGGTTTTGTAAAANTAAAAATAATATGGGT 

TAANTTGGAAATATTCAAAGGTNGTTCAAATGAGNNNTNAAAACTNTACCTGNGAAAAAA 

AAAAAAAAAA 

Sequence 5513 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGTCTTCCACATGTTTTATTTGGTTTATGG 
CTAACAATTTTATATTTGTTAATGGTATTGGAMTAACATTTTTAAAATTTC 
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GATTGTTTAATATTAAAMMTACCCTTTGATTTGTGTATATTAATCTTGAACTCTGCCA 

CCTTGCTAACTCACTTATTAGTTCTAATAAGCTTTTATTTCATGGATTCCATGGACTGGT 

GTACAGTGTGAGTCTCCGACCTTCACAGTTGGCCGTGGCACCCCAAAAGGCCTCTGCTGG 

CATTTGCCTGTGATGACAAAGACGGCAAATATGACAGCAGCCGGGGAAGC 

Sequence 5514 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAGTCATT 

TATTAAATATCTATTAAGTGAATGAATGAATGAATGAATTGCAGCCATTTGGCAAATGAA 

AGCATTGCTTTGGTAGATTATTATTTCATATTTAGTATCTTGTAATAGTATAGCTGAGCC 

T CCCTAATC CCAGGCCCTCTATCTGCTTGCACACCAGTGCTAAGATTATGGTTCCTAAAT 

TCTTTTT7TCTTTCTC 1 1 1 I 1 1 1 1 I I I 1 1 1 1 1 I GGTTTTTTTTGAGATGGA 

Sequence 5515 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTTTTTCTGAGCTCTGGTTTGCCTn'CTTGA 

CTGTGGGCCATCACCATGTTACCCACACCANCAGCGGGGAAAGTNTTGTTCAGCNCGTCC 

CTTGMTCCCCTTTCACGGGAAAATGATATACAGGGTTTTTGGCTCCTTGTGTTTGTNAG 

CACAAATTGATTACAAGCTTCCTACCGGGAAGACCCAAAGGAAATTCTGGAAATTCGNAA 

CCAAMGGMNCCAACACCGTCCTCNCTTTNTACATTTTTGAAC6CCGGAAAAAAAAAAA 
AA 

Sequence 5516 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATAGGGGTTCATGCTTAATAAACATGTGACA 

ATACAGTMGTAMGTGGT7TTGTTTGTTTCTTTGAGATGGAGTCTTGCTCTGTCACCCA 

GGCTGGAGTGCGGTGGCGCAATCTCGGCTCACTGCATCCTCTGCCTCCCGGGTTCAAGCA 

ATT CTCCT GC CTCAG CTTCCCAAGTAGCTGGGATTACAGGCACGTGCCACCACGCCCAGC 

TMTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGTCACGTCACGTTGGTCT 

TGAACTCCTGACCTTGTGATCCACCCCGCCTTGGCCTCCAAAGTGCTGGGATTACAGGTG 

TGAGCCACCGTGCCCGGC CAAATA AAATGTTTTTTAAAATGGTTATGTGCATTATTCATA 

AAAMTMTGGTGTCCAATCTTTTTAAACTTGTAAAAGACACATCTTAT7TGAATAAAAG 

AGATGA GAGCTTAAAGTTTGTAAAAAANAAAAAANNNNNNNNNNNNNNNNNNGGTCCTTT 
1 1 1 1 1 1 I I 1 1 I I 1 1 

Sequence 5517 

C CCTCG AGCGGCCGCCCGGGCAGGTACTTTCTTCATCTCCACCTTTGCCCAAGTCATCTG 

CTTTTTCATGGACCACCAGTGTGCGGCCAATGATGCAATGGTCTCCTGAGAGTGAGATCA 

CAGAATCTTCAATAGACACATCGGCCACACCATCTTTGTCAGCAGTCACATTGCCCAAGT 

CTCCAACATGCCTCTCTTCATCCTTTGGCCCACCGTGTTTTCTGGATAGAGGATTAAAGT 

G AGGAC CTGCACTGGTACTGGGATTATATAGGCATGAGCCACTGAGCCTGGCCCTGAAGC 

GTTTTTCTCAAAGGCCCTCAGTGAGATAAATTAGATTTGGCATCTCCTGTCCTGGGCCAG 

GGATCTCTCTACAAGAGCCCCTGCCCCTCTGTTGGAGGCACAGTTTTAGAATAAGGAGGA 

GGAGGGAGGAAAGAAAAAATGTAAAGGAGGGAGATCTTTCCCAGGCCGCACCATTTCTGT 

CACTCACATGGACCCAAGATAAAAGAATGGCCAAACCCTCACAACCCCTGATGTTTGAAG 

AGTTCCAAGTTGAAGGGAAACAAANAAGTGTTTTGATGGTGCCAGAAAAGGGCTTGCTCT 

TCCNAAAAGCTNAAATTTAAATTTC 

Sequence 5518 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGTTTCTCATTTCCAAAATCTGAGGTTG 

CACCTGTGTTTCTCATTTCCAAAGCCTGAGGATGCACCTCTGTTCCTCGTCTCCAAAGCC 

CGAGGTCCCACTTCTGTTCCTCATCTCCAAAGCCTGAGGTTGCACCTCTGTTTCTCGTCT 

CCAAAGCCCGAGGTCGCACTTCTGTTTCTTGTCTCCAAAGCCCGAGGTTGCAGCTCTGTT 

TCTCACCTCCAAAGCCTGAGGTTGCACCTCTGTTCCTCGTTTCCAAAGCCTGAGGTTGCC 

TGCMGTCTCTTGAGGATTT TTTGG TGTAAACAGGTTGAGTTTCTGGATAGGTGGGCATA 

TTGGCAGCTGAATATGTGGGTTTTGAGTGTGAAATACAGGTTCTTAGCTATGACCCAGCA 

ATCTTCTACTTGTTCTGTGCTCTNCCACATAAMTTGCnTmCTTGATTGTATTTCATA 

GAGCAATTTCTGAGGCTGG 

Sequence 5519 



# 
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CCCTTTGGCCGCCCGG GCAG GTACCAAGTTTTCCCAGACAGTTTATACTAGCAATGTGAT 

TGATGGTGAATACCTGCTTTTCACTGGAGGTCTAGAACTTGAATAACTAAGGNCANTCTT 

NTANGGCCTACATGACTTGATAAGGGCTATATGCTGAGTCTTGGGTCCTGTGAGTCCTTT 

TGGCAAATCTGCAGGCCTGAGGATAGTCAGGCATTCCTGCCACAGTCTAAAGAGCTATTC 

ACCTAATACTACAATACCAGGGGGGTTCACCACGTATATATAAGCTAACCAACTCATTAC 

CTTTTGTGTTCTTGTTTATGATGTTGGCCGTCAATTTTTT C I 1 1 1 I 1 1 1 I NTTGGCCTGT 

GA 

Sequence 5520 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCTGTTATAACATGTCTGAACAGGCTGTAG 

TTGAAGGCACTCAGAAGGATAAGACATAAGTTTGAAAAGAGACTCTATCAAAGTAAAATA 

AATTCTGCTAAAATTGAAACAAAAAGAAACATCAAATTTATGATGAGATCAGATGCAGTG 

TCACCACACCCTGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGCCA 

GGCTGGTCTTGAACTCGTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGA 

TTACAGGGCATGAGCCACCCGCACCTGGCCCACATCAGTTTTACAAAAAAAAATTAACCT 

TGTTTGTGCCGCANTGAANAGGACTGACAGGTAACAAGCANAAATTGTTATTTANGGAGT 

TCNAGMCAGGCTTGNTTMCATGGGTGGAMCCCCCCGTTTTTTCTTAAAAATTCCAAA 

AATTAAACTTGGGGTNTGGTGGCAANAATNCCANNAATNCCAACTTCTTGGAAAGGTTGA 

ACCCTAAAANNACTTGAACCCTCANAAGGCANANGGTTGCANTAGNCCNAAATGGCCCCN 

TTTGNAATTNAANCCTTGNCCAAAANAANNNAAAAC I ) 1 1 I I I I NAAAAAAAAAAAAAAA 

AAAAAAG 

Sequence 5521 

CCCTTAGCGGCCGCCCG GGCA GGTACTCTGGAGTCACCAGCCTCTGGTAGATTATCAAGC 

ATCTCTTCCTCATCAGCCTTTTGTTTCTGTCTTGCATGCTTCTCTGTCCACTGTCTGGCA 

TTCTTGAGGAAGGCTGGCTTATTATATTTAAATTCTGAGGACTGAGATGAAATCAAAGAA 

AAGAGTTAATGGAGAAAAACATGATTTGCAGTGGTTAGAGCTGCTGCAGCTATCCTCACA 

CAGGGAGAGTTAGCGGTATAGACAAGGTAGGATATGTGTTGCAGAGGAAAATGGGGATAT 

TTACTATGTCAGCCATGAG 

Sequence 5522 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATMTTTTATAACATTGTGCATTGATCATTT 

GGAAAATATTGGTTCATTGAGTTATGGAGATCTTTCAAATGTTGGCACATTTAATTATAC 

MTATAAAAAATTCATtAACATAATCACCAATTTATCAGAATGGTCTTTATGTATCTGGA 

AATTATTAAAATTGTAGTAGACAMCATTTTTCAAAATTTTAGTTTCACTTGAAAGCCTG 

AATTTATCAGTGGCAACAAATATTGNCAGTTATCTTCCTTGAAGTGTGAAGGAAACCNGA 

CTCTGNCACCCCAAAATAT 

Sequence 5523 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTCAAAGGAGGCATTTAAACTAGAAGGTTT 

AAATATGGTCCAGAATCTCATAACACCCCAAATGTCCAGGT7TCAATTNAAAAANTCACC 

AAATCTAAGNTTTGAGTTNAAAAAAAGAAAAAACCATGTNGGACATTAAAACCACTTGAA 

ATGGACAAMGATGTTTANNAAATTANTTTGGATMTATATTTTTAAAGCAGCTCATCAT 

AGAGAACACNTTCAGTGAAGCAAGTCCTAAGCACACTGAAAACAATGAAAATTTTAGGGA 

ATCAGTTAGAGATACAAAGAAATGANNAATTTGGTAACTGAA 

Sequence 5524 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCGGTTCCAGATGTGGATTTGGCAAAACC 

TCATTTAAGTAAAAGGTTAGCANAGCAAAGTGCGGTGCTTTAGCTGCTGCTTGTGCCGCT 

GTGGCNGTCAGGGAGGCTCCTGCCTGANCTTCCTTCCCCAACTTTGCTGTCTGAAANGAA 

CCATAACAAGCC CACAA GCCGGAAAAAGCNTATCTAACNCCTATCTAAGCTTTGGTAACT 

GCAG ACAMTTACTTTTACCTTATTTAATNATACATTTCATTAAAGTCCAANTATAAATA 

TTTTNTTAATATTTATTAAATNACTATANAATGCNACCTCCATTTACCAATAACTTATTT 

TAAATATTCCTAATAACCACATATTTAATATAATTTCTAAAAACAAACCATCTTATAAAA 

TATATTAATCCTTTGAAAAATATTAAAGCCTTAATAATATTAAAGTTTGTCACCNAATAA 

AACATTCCTNNAAMCTTTTTACCANAATTTCCTTAGAANAATTAATTAANNAATTTTAT 
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TMTTGMCCCTTAAAATATNTTMTATTTNCCCACCNATTTTTAMTTCMATATTTAA 
TTACTNANTATCTATCTNCTNTATATAAAAMTCNTTTAATTCAAAACCCCTTA 
Sequence 5525 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTAATGATACAGATATTTMGTTTTGTTGATTTG 

TATGTAGTTTCCCCATAAGAGGTTTTTTG I I H I M I I 1 1 1 I GAGACAGAGTTTACTTCT 

CACTGCTCAGGCTGGAGTGCTATGGCATGGTCTTGGCTCACTGNGACCTCTGCCTCCTGG 

TTTAAAGCGATTCTCTGCCTCACCTCCCAAGTAGCTGGGATTGCAGGCACNCCCACCCGC 

CTGGCTAATTTTGGACTTCTGTCTGCAGATAGTAGGATGGTTCTGATTCTCCCAAATAAT 

GNGGGTCTAGAGAAAAGGAAAAAG 

Sequence 5526 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGATTCCTGAAGCTGACAGCA7TCGGGCCG 

AGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGG 

CTATCCAGGGTACAACACTCTGCGTCTGGCTGAGCCACAAAGCCAGGGAAATAGCCAGGT 

GCTACTGGATGCCCCTATCCAGTTGTCAAAGATAACGGAGAACTACGACTGTGGAACCAA 

ACTTCCAGGACTGCTAAAGAGGGAACAGTCCTCGACAGTGAATGCAAAGAAGTTAGAGAA 

GGCCGAGGCTCGACTTAAGGCAAAGC 

Sequence 5527 

ATTCGCCCTTANCGTGGTCGCGGCCGAGGTACCGTGCACCCCGCTCTTACCCTAAGTCCA 

ACTCTTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCACCTGACAAGGCTATGGG 

GGTGTCTAGAATGTCTGAAAAGGGCCTGGGGCTGAACTCAAGCCTGTGGGCANGGTGCCC 

GACAAANGCCTNCTGGTCACTCTGTCCCCTGCACTCCATGTATAAGTCCCTCTTGGGTTG 

GGGGGTGGGGGGGTGCCCTTGGTGGGAAAAACAAAAAANANGGAAAATGTGCTTTTTGTA 

CCTTGCCCNG 

Sequence 5528 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGAAGCCTGGTTGMGTCTTTTCCTTGAGAG 
GCCTGGATTTGTTCACATATTCAGATTTCAACTGGCTTTATAACANGTTTTCTTTAANGT 
GGCCNTAANAATTTGGCCTTCCAGGTTCACTTGGGT 
Sequence 5529 

CCCTTAG CGTG GTCGCGGCCGAGGTAC I I I 1 1 1 11 I I I I I I I I I 1 1 I I I I GCTTTANAGC 
ATATTATATT7TMTAGTTATTMCATAMTCTTTGATTTGTNCTGGGNTGNGGAGATGG 
GGTATAACATTATTAGCAACATTTACCCA 
Sequence 5530 

CCCT TAGCGTGGTCG CGGCCGAGGTAC I i i I I I I I I 1 M 1 I I I I 1 1 I I II 1 1 I I M I I I I 
CTTTGI I I M 1 1 1 1 I IGCTCCTCGAATGACAATCAGTTTTATTGCATGAGTTATGGNGNC 
CAAATGANTTMTTTGCTTTTTTCACCNTCTGAANNAAAANAAGGCCCCCCTGCCGGCCC 
TCAATGCAAAAAANGGNAAAAAACTNGGATANATGATTTAANGCCC 
Sequence 5531 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGCAAGGCTGTCAACAGTCTTGGAGAAGCC 

ACCTGCACAGCAGAGCTCATTGTGGAAACGATGGAGGAAGGTGAAGGGGAAGGGGAAGAG 

GAAGAAGAGTGAAACAAAGCCAGANAAAAGCANTTTCTAAGTCATATTAAAAGGACTATT 

TCTCTAAAACTCAAAAAAAAAAAAAAACTCAAAATAATAAAANCACCTAATGTGATAAAT 

TATCGGTTMGTCATTTGT GGGT TGATTCTTCAAAAACAACATTNATACCTAACANCATT 

A TTGA TGGCCATTMTCTATTTTMTTTGNCACCTTAMATCTMTACCACCTAMTTTC 

ATTTTAAGGAAMTCACCCATTMCTTNACTNACCMTTNATTTTTAAAAMAAAMTTA 

ACCCMCCCAAATATTTATCTTTANCCAAAATCATTAAAATTCTTCCACTTTTAATTCCC 

CTCATTTAAAAMTAMGCCCAMACCAAAMTTTCTTGANCCNCCAACTTCAAACCCAA 

MGGTTCCCTGGGGNATNAGNAAAGCCCTTTTTTTNTTCCCCACCCCCCTTACTTNTAAA 

MAACTTMTTTTTTNTTCCCAATACCCTNCCCNAACCAACCCCCT 

Sequence 5532 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAATCGGCACACCAATAGACATCTTGGCAGG 
AAGAGAGTTCGGCTCTGGCCTACTTTTCTTCTCTTCGGTCCGCTGCGAAAGATGCTACGG 
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CGAAGGCGTGAGTCAAGCGAATGGCCCCCGCGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

CGAATTCCAGCACACTGGCGGCT 

Sequence 5533 

ACTTTTTm H I I 1 1 1 I I 1 1 1 I I 1 1 I I I I 1 I I 1 I I H 1 I 1 I j I U 1 1 1 1 1 M 1 1 1 | U j 

Tl I I l I I n I I 1 1 I I I I I I I I I I I I AAAAAAANAAAAAAANNANAAAANNNCNTNGNGNN 

CCCNNAANACCNNNlGGGGGGGNNAAAAAAAAAAANACCNNNNNTNTNTTTGGGGGGNNNA 

AAAAMNTNAAANANNCANCNCATNTNTTAMAMANAAANAANNAANGNAAAANTTATNN 

^^rTTTAGNCNNCNCNCACCAGAGAAAAAAAAANANNAGGNTTTTTTACCNCCANCCCCCC 

NCCAAMNANTGAANNGNCAGGGGNNGNGGNANCAAAAAAANCCCCCCCNNNGGNNNNNG" 

AAAAAAAAAAAATNGTNGGNAMTTATTTANNGCNGGNAAAGNNTANATNAATAAAGNNNI 

CAAAAACNCNANNANNCNCCCNNAGNGGNCATTNANNGGAGNAGCAAAAAAAAANCTNCN 

CCCCCACCAACNNANAAGATGATAANTTTNGAAAGAGCNACAANAACAGAAAAAACNNTT 

TTATNTTTATNANNNGAGANNNAAGAGANATTAAAATATAGNNNACACNNCNNTACCAAA 

NAAAAAAANCANNCNCGNGNAAAAAAAAAAAAAAAAAA 

Sequence 5534 

CCAGCGGCCGCCCGGGCAGGNACGCGGGANGCCACTTNCGGCNTAGCCATGGCGGNTAAC 

GCTACTACCAACCCGTCTCAGNTGCTGCCGNTAGAGCTTGTGGACAAATGTATANGATCA 

AGAATTCACATCGNGATGAAGAGTGATAAGGAAATTGTTGGTACCTNGGCCGCGACCACG 

CTAAGGGCGAATTCCAGCACACTGGCAN 

Sequence 5535 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGAAGGGCCAGAGTTTCAGCTGCTGTTAG 

TGATACAGCCATCCTAGTCTGCACTAGCTCTGCAGAAGGCTCATACCAGCTGGAATCTTG 

CAAGGGCCCCAGTAGAGGAAGAAAGTCAAATATGCTTTGTCTCTGGGGTGGGTGGAGGAA 

CGATTTCTAGTCTTGTCCGGTGAAGCTCGGCTGTTCGTTTCCATTGCCAGGGTGAGGGAG 

GCCACCTGGGGGCATATGTTGCTTTCTATCTTGCAGCTCACAGGACCAGGAGGTTCCATC 

GGGGCGCTGCCGCGAATCGCGCCACTTACAGCCCTCCCCCGCGTACCTNGGCCGCGACCA 

CGCTAAGGG 

Sequence 5536 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTA CI I I I I I I I i I 1 1 I I I I 

TTMCTGTGCTATGGGAGTMGAAGCAGGAGGTTTTCAACCTAATCACAGAGCACACCTA 

CCCCCTCCTCCTTTCCACACCTGCAMCTCTTTTACTTGGGCTTGMTATTTAATGTANT 

TACATCTCMCTTTTMNGGCTNCTGTGGCAMTTCCCNGATTAAAAAGTTCCCTGGTTG 

TNAAAATACATTAAATAAATCATNAAAGCCACTATCATCCTNCTTCTGCTTNCACAAATT 

TCCTGNGCTNNACCCATTTCMCAAAAMANCTTATTTTACTTTTATTCTAAAAAAANNA 

MGCTTCTANMTAMNCCCCAAAMTTTCTTNATAACCCNCNACTTCTAACCCCTTCCC 

TAAAACCCMTATACCCCCTTTCNCTTTTCAANACCCTTCTTCNAAANAATCCCAATATT 

CTTAATTTAAAGTCCTAMCAAAAMCCCAAAAAMTCTTTTCCCCTTTACCACAAACTN 

TTTCTTAAACCCTTCNAAAACCAACCAAAAATAACCCCAAAATNCAAAAAATTATAAAAC 

TTTTTAAAAMCCCTTMAAMCCCTTNNCCCCCTTTTMTTTCTTTT^ 

AAA TTNA CCAAMATTTANTCCCTANMCCTT^ 

MCTTTTNTNNTTTCCCAAAAAATTNNCTTAAAAAAAATTNCCAAAAAAAA 
Sequence 5537 

CCCTTAGCGNNNGCCCGGNCNAGGACCGGAACACNCGCTCAGTGGTCTCATCATTGGGGT 

AGGTGTCCAGGAAGATGGCTAAGCCGAGGAAGTTATCTTTGCTTCCAAACACCCGCGTAC 

ATAMTGCANCATTTTGGATTNGGNNATTTATATNTTCATCCTCATTAAAANGAAATGTG 

CCACTGAGGCTCACATAGATGATAACTCCCACTGACCACATATNTAGGGAACGGTTGTAA 

CCTTTG CTCC NGAGAACTTCACGGGCTAAGNNTGCTGGAGTTACTACCACANATCTCCTG 

MTGACTTTTCACCAATGATGCGTGCAAATCCAAAGTCACACAGNTTCACCTGAGGAAAT 

GGCTCTGCTGATGCAGGCAGCACATTTTCTGGCTTTAAATCACAGTGCACAATATTCTTA 
AAA 

Sequence 5538 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTTAGTGAAGTGAATGTATGGTTNTAAGG 

ACATACAACCACCGNTTGA CGAG GTCCANCCTTGATATTCAGTTGTCCACACAACATCAT 

TCCA GCTA TGGCATACCTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGGG 

AGCCTTTTATCTTAAAGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTACTTTTGACTTT 

GGAGATCTCCACAGGGTATNACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTTG 

ACCTGNTTACATTAATAATGAGGTGGTCAGCCATATAATGAGGAAAGAAGAAGGAGTANT 

ATMTAGATGMGGAGAGTTAAACTTTTTCTTMCCGTTAGTTTGGTAGGGTTTTCCCCT 

GG 

Sequence 5539 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAGCCAGCCACGCTGCGCCCGGCCCTGCCCC 

GGGCCTTCCTCGTGCCTGGGAGGTCGTTCTAGGGATGCTCCTGACCTCCGTCTCTTGGAC 

CTAANATGGAATGTGTCCCCAGCTCAGGGATTGCCTGAACCAAGAGGCCAGGAGCCCCCA 

TGGGCCGCCCAGTACCTGCCCGGGCGGCCGNTCGAAAGGGCNnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnTG 

TnnnnnnhnnnnnnnnnnnnnnnnnnnnnnnnnnnnCACACAAACATACNTAGCCGNAAG 

CATAAAAAGTGTAAAGCCCTGGGGGTGCC 

Sequence 5540 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 I 1 I I I 1 1 I M H I I 1 1 GGAATCACAATG 

TTTATTGATAGATACAAGTATATAAAATCAGGGCATGAACATGACTTGATAAATTAAGTA 

GACTTMTTTCMTACNTNTANANGGNGGGGNCCNMNTTCAAATTTNTNNCCCATTTNG 

TTNC ACACCC ACAAAAAACCACTTTCAAGGGGGCATTAACCGATCCTCNTCAAAACTGGA 

TCAG I I 1 1 1 1 GTGCAAAGTAMCCATGGTTTTCTTTTTAAAAAAGACTTGGTGCCCCTTG 

CCCCAGGGCTCMGGGATNTTTAAAAATCTAGCAACATTAAAGGCCCCATTACTANGAGG 

TNGAAATACCAGGCCAATATTNCTNTTAACGGGCAACAACCATCAAATTACAGG7TTAAA 

GAAATT 

Sequence 5541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAAAGATTCAGGTTTACTCACGTCATCCA 

GCAGAGMTGGAMGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGAC 

ATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTG 

TCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACATGGGCCACGGTGGGAAGCCCTGG 

GTCTCCGACTTCAGTCACCCTCATTACCTGGCTGGGAGMGAGCCATGAAGACAGTTTTT 

GGTGTTGAGCCAGACTTGACCAGGGAAGGCGGCAGTATTCCCGTGACCTTGACCTTTCAG 

GAGGCCACGGGCAAGAACGTCATGCTGCTGCCTGTGGGGTCAGCGGATGACGGAGTCCAC 

TCCCAGAATGAAAAGCTCAACAGGTATAACTACATAGAGGGAACC 

Sequence 5542 

CCCTTAGCGTG GTCGC GGCCGAGGTACTTTGTGCTGATAMGAAMCTGGACGTTATTTT 

TGGTATAMTTCTTTTTCTGTCTTATGTCCCTGAGAACTCGTCAGTCTTGAGTGGGCCTT 

GATTTTATCCTATTACACGTGGGAACATTAGATTACTTAAGGCAATTATATTTTCCTATA 

CATTTCTGATGTTTCTCCAAGGTGTCACAAGCTGACTCTGAAGATATTGTTGCATTAGGG 

MGMGTGTGTCATTGTAAATGAAGCAGTTCTTMTTTATATGCMTAAAATTTTTAAAA 

GCTTATCTTCCTAAAGCATATACACACGCAAAACACACCCAATACACTGTCATAGCATAC 

GGAAAATGTAAAAGGGTTGGAAAATATAAGTTGACTGACATCAAAAAGTTAATATTCCTA 

AAACATCTTATTCATTGATAAATCATC 

Sequence 5543 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACCCTTTTCCGGCTGACTTNTGANA 

AGGTTGCNCANCANNTGTGCCCGGCAGTCTAGAGGCGCAGAAGAGGAAGCCATCCGCCTG 

GCCCCGGCTCTCTGGACCTTGTCTCGCTCGGGAGCGGAAACAGCGGCAGCCAGAGAACTG 

TTTTAATNATGGACAAACAAAACTCACAGATGAATGCTTCTCACCCGGAAACAAACTTGC 

CAGTTGGGTATC CTCC TCAGNATCCACCGACAGCATTCCAAGTTTTTMCAGGTTTTGAN 

MCTMTMCAMTTTTGAAAATTAAGNAACAGCTTTTGGGACCAGAAGGGGTTTACTTT 

TGCAAGCGGGAAGATACCTTGANTTGGCTTGGTACCTGGCCCGGGCCGGGCCNGCTTC 
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Sequence 5544 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCCAGCTTACACTGCCTTCTTGTTTCAG 

TTCTCMTACTCTCMCAGTGTTCTTTTCATGGTCTATTTAATGCACATrTTTTGCATTT 

TGTGCTTCTTCTTGATGATCGTGCTGCTCAAAAGGAGCCCCAAGCATAGTGCTGAAGTGC 

CGTCTAGTGTTCCTAAGTGCAAGAAAGCTGTTATGTGTCTCACAGAGAAAATACATGTGT 

TAGATAAACTCAGTTCAGGCATGGGTTTGACCGCTATTGACCATAAGTAGATTAAAAAAG 

GTGTCTTTAAAACAGAAACACATGANGATTATGTATAGGTCGGTCAAAA 

Sequence 5545 

CCCTTGGCCGCCCGGGCAGGTACAGCTCAAGGCGGCCGANAAATAGTAACCTTCCAGCTG 
CGCCATTCCAGCTCCCACAGCCACTGCCCAAGAACCTACTCCTGGAAAATTCTGAGCCTG 

GAAACCCGAGCTGGAAACTTGGGCTCGAAATGCCCCGCGTACCTCGGCCGCGACCACGCT 
AAGGG 

Sequence 5546 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCACGCCTAGATAATTTTTTGTATTTTTAAT 

AGAGACAGAGTTTCACCACGTTGGCCAGGCCGGCTAAACTCCTGACCTCAAGTGATCTGC 

CTGCCTGGGCCTCCCAAAGTGCTGGGACTACAGGCATAAGCCAGCACACCTGGCCGTTAA 

ACTAGTTATTTTAATCATGCTACACAAAGAAGACATTTCTCCAAAGGAAATATATAAAGG 

GAAACACTGTTGAAATAAATGGAAAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAA 

CAAGTGGAAATTGTAGAACTGAAAATACAATACCAAATTTACTGGGAAGGGTCTNAACAC 

A ATGAA AAATGACTTGAGGGAAAGAAGTCAGTAAATTTTGAAGATCCTTGAGCCGGAAAT 

TATTTTAGTTCTTGAATGACCGGAANAAAAAAAAGTGGAAAAAAAATGGNGAAAAACCTT 

TTGGGGGATCTGGGGGGGACAATTTTGAAAACAGGTCTTAATATTCATGGTCTTAAGGAG 

CCCCAAAAAAAGAACAAANTTGGGAAGAAA 

Sequence 5547 

GGTACGCGGGATGTATTTTAATTAGATTGTGTCTAATTAGTTTCTATCTAAAGTGCTATG 

TATTAGGATAATTAATATTTAATTATCTTCCTTCATGAACTGTAGAGCTTCCTATGGAGA 

GCATTTGTGGTAGCCACGCAMTCCTTTAGTAMTCTTTCATTCTCTTTATTAACCTTGG 

AATAATTTGAAAGGGNTTTTGAATTGGGACTATTTC 1 1 1 1 1 1 1 II CAATCCACTCAACAT 

TTATTAAATTCCTTAATAAATCATCGGAGGAAAGCAGTGATATTTTTGAGAATATTGCAA 

TTAATTATT GAGGATG AGAAGAAATGGTTTGACTTAAGATATTATAGATAACTTAAGGGC 

CACTTAMCTTTTTTTCCCCTATGTAAGAAATAAAGNGCCCTTGGAAAATACCAAAAAAA 

AAAAAAAAAA 

Sequence 5548 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 

TTCAATCTCAAGGGACTGGCATCTAGTGAGGGCCCTC7TGCTACGTCATCCCATGGTGGA 

AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 

TAATGGCATTAATCCATTCATGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCANAACACATTGCA7TCAGGATTAAGTTTCCAACACGTGAACTCTGGG 

Sequence 5549 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACCCACACGTGCACGCACTGAGGCCATTGTTAA 

AGGAGCTCTTTCCTACCTGTGTGAGTCAGAGCCCTCTGGGTTTGTGGGAAGCACACANGC 

CTGCCCCTCTCCAGCCAGCT CCCTG GAGTCGTGTGTCCTGGCGGTGTCCCTGCAAGAACT 

GGTTCTGCCMGCCTGCTCMTTTTGGGCCTAGCTGTTTTTGATGAAGCC7TTTGTCTGG 

TTCTCCTTCCACCCTGCTGGCT 

Sequence 5550 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTACGAAGAGAATGATCATGAAGGGCAAA 
TGGCGGTGAAGCAAGAAGAGCTGGCTTCAGGCTCAGAAGAGAATGCTGTGCCTCTTCCTC 
ATGGTTTGCGGTGCCCTGCATGTTCAGAGAAACTTCTCTAGTAATGAATGAACTATAGAA 
ATGATCCCTGACAAAAAAAAAAAAAAAAAAAAANCC C I I 1 1 1 I I I I 1 1 I I I H I 1 1 I 1 1 
Sequence 5551 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCGGGAGAGAGGCCGAGATGGCAGATGA 
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GATTGCCAAGGCTCAGGTCGC TCGG CTGGTG6CGACACGATCTTTGGGAAGATCATCCGC 

MGGAMTACCAGCCAAMTCATTTTTGAGGATGACCGGTGCCTTGCTTTCCATGACATT 

TCCCCTCAAGCACCAACACATTTTCTGGTGATACCCAAGAAACATATATCCCAGATTTCT 

GTGGCAGAAGATGATGATGAAAGTCTTCTTGGACACTTAATGATTGTTGGCAAGAAATGT 

GCTGCTGATCTGGGCCTGAATAAGGGTTATNGAATGGTGGTGAATGAAGGGTTCAGATGG 

TGGACAGTCTGTCTATCACGTTCATCTCATGTTCTTTGGAGGTCGGCAAAATGCATTGGC 

CTCCTGGTTA MCACC GTTTTTGGGGGATAMTTTTTCTCTTCTTTAGGCCAATGATTAA 

ATTTAGGGCCATTTTTNNGTTTTGTTAAAGGTTACCACCCCTTATTTTTTGCCTGGGGTG 

NTGGGAGAGGATNCCAMGAAAATMATTTTTAAACCCGCNTTCChlTTATTAAAAAGACC 

TTG NTTGCATNG GCTTAAAAAAAAAAAAAAAA A 

Sequence 5552 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATACATCTTATNATAACATAGGATGAGAAG 

TTTTCAA GAATNAAAA TGTNCCTTGAAAAGTTTCACACACTNNTTCTCACAATTGGTTAA 

ACAATCA 1 1 1 1 1 1 I 1 1 CTTCTCTTTTCCTCTCATTTAAATCTCATNACCCTAAAAAAAAA 

ATNCCTTCCAATCTCTATTAACCCCCCATACTTTAAAATTAAAATTAAACAAANATNTTA 

CCTTTAAAMNAGAAAACTTATATTNTCTTTTTCAAAATTATNAAAAAATTTNCCCCCCT 

CTTTATAAAAATATMTCTTTTTCCCCTCCTCCTMTTTTTATCAAATTATNAAACCATT 

TTAACCCCANCAACCCATTTATTNTAANAAAAAAAACCACCCNACCCCTCCAATTAAAAC 

TTAAAAAACCCTCAATCTNAATAAACTTAAAANTTCCTCNACAAAAAAAAATTTANAAAT 

ACCCCCTTTCNCCAATAA 

Sequence 5553 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTGAAAAAGGCAGAAAATGCCTGGAAGCC 

AAGCCAAAAACGAGACAGCCAAGCCGATGATCCCGAAACATAAAACCCAGGAGCTTTTTA 

GAAAAGTTCGAAGTATCTTAAATAAATTGACACCACAGATGTTCAATCAACTGATGAAGC 

AAGTGTCAGGGACTTACTGTTGACACAGAAGGAGCGGCTGAAAGGAGTTATTGACCTGGT 

CTTTGAGAAGGCTATTGATGAACCCAGTTTCTCTGTGGCTTACGCAAACATGTTGTCGAT 

GTCTAGTAACCNCTGAAAGTACCTCGGNCCGNACCACGCTAAGGGnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnCTCGGTACCAACTTGGGCGTAATCATGGGTCATAC 

TGTTNCTGTGTGAAAATGGTATCCGTCACAATTCCACACACATACNAGCCGGAA 

Sequence 5554 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 I I I I H 1 1 1 I I CC 

ACTTTTNAMTGGNCATTTCTTTAATTTTTAAAAATATNCNCAGGGAAAAGCCNTNNGTT 

TTTACNTAAGGMhfTNCCCCANCNTTTMTCCAAAANCCTTTTTNTTTM^AGGTTTTT 

TCCCAAAAMCCCTNTTATTTATTATTCMNTTCCCCNAAAMTTTTATNAAAANTTTAN 

MmCTATTNAGNAAATCTCCTTNANAAAAGNTTAAAGAAATTGNAAAATTTCCCCCTG 

GAAAACCTAACNGGGGNAANNTGCCCCAAC I 1 1 1 I I II 1 1 CCNAAAANNTTCAAAANTGN 

MANCNNGGAGGGGATNTTTGGGGATTGGTGGGNTtTTAGTTGNATAAAAANTAAAGGAG 

NGmNATNTG GNANM NCCTTTTTATTGTGGCCCCTTGTTTAGGNCNTTNNTAAAAAAA 

AT GGCCCAAACT TTTTAACTTNGNNGNCCCTTTTTGGNCATAAAACNAGGGGNATTNACC 

NAI 1 1 1 1 I 1 1 | | I ANANAAAAAAAATTNTTGGNATCCCANAAAAAAN 

Sequence 5555 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAAGGATAGATTTTTGCCTGTTTAT 

GGGGAAATCACAACCAGAAATATTCAACTTGAGAAGAAACTAATGGGCCTAGCAACTTAA 

TATAGAGCAGACTCACACCAGAACTACATTCCCTGGCCCCCTGCCTGTGTGCTTCTGGCC 

AGGCCTTGGTTGGCAAGTCTGACCTGAGAAAAGGATCTGCAGAAAATCAGACTATGGGAT 

CACTTTGTTTGTGCATTGGGAATGACATTCTTTCCCACCCCAGGAAAACCTTTGGGACTT 
TCAG 

Sequence 5556 

CCCTTAGCGTGGTCGCGGCCGAGGGACTCAGMNNNNNNNTTTTT^GTTTTTCGAAGA 
AANAGTGTTCACTCTTGTTGCCCATGCTGGAGTGCAATGGCACCATCTTGGCTCACTGCA 
ACCTTCGTCCCCCGGGTTTGAGAGATTCTCCTNACTCAACCTCCCAANTATTTGGGATTA 
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CMNCACCCCCCA ACAC NTNTGGCCMTTTTTNTATTTTTMTAAAMCAGANTTTCCCC 
ACTTN TAGC CAATCTTTTNTNTAACCCCTTACTTNTAGCAATNCACCCTCCTTATCCTNC 
CAAAATTTTAAANATTACA AGCAT NAACCACTTCCCCCCAACNACAAI I I 1 I I I I I AAAA 
AGAMACAAACCTCNCTTNTTTTACTNAANTTTTTCNMGGTCAAAGCAAAA7TCCAANA 
ACCMCTTNCCM GCTTTTTT AMNAAAGNNCAATAMCCCTTCCNCTTCNTTTTTCCTA 
AAA TTAAANAAA ACi Mill I CNGGNNACTTTAATTTCCNAANAAAAAAAAAACCTTNAA 

ATT A i ii AATAMTTCTAAAAANCTNAANTTTCNCTTTTTNAACCAACCCCAATA 

ACACAAIVrrrNNATMCCTCCTAMNANAMCCATTCTTTCTAAATAAAAAA 
Sequence 5557 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTAGGTATATCACATTCTACTTTGATGT 

TTMCTGNMGTATAAMTTAAATTrCTCTTAGATCGGATTTTACCTNTTGTATACGAGA 

MCTAC ATTC TTAGTTTATTTGGGTTCTTTATGMGTTTCAAACCACATGCCAACTGNGA 

TGCTTGTTTTATTTGAMCATTTAGGCTGTGTCCAGTTTGGGAGGTCTACCGTTTTCCT 

AATTTNTACACCCTTCCCCNAGATATACCTACACTTTTAAAMAATTTGCTNCATTGCAT 

CTGGGACTCATGNNATTTATTTACTACCAACAACTTTTANAAAATATTTTAATTGGCCCC 
CTT 

Sequence 5558 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGCCTTATTCTCCAACTCCATGGGCTGCTG 

CCCAGGCTCTGACTCAGTTTTGCCCTGGAAATGTCCTCTTGCTTTCCCTTTTAGTMCTT 

ATTCATCAAATCATCTGTAAGGCTGACTCCCACATGCCCAAGCCTTAATTTGGCTACATT 

TTCAGCCGGCGTGGCTTCTCTATTAAATGGTAATGGCTTCAGGTTAACATCAAGCTGGAC 

CTCTAAGTCAGAAGATCGGGTATGAGGCAAAATCATATGGTGCTTGACGTACAGCTGGAA 

ACGCTGAGTATTCGAGGAMTMCATTCGGTATrTTATTCTACCAGACAGTTTACCTCTG 

GATACACTACTTGTGGATGTTGAACCTAAGG 

Sequence 5559 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTNTNATNCTNTCTACCNANTGGCNGCTNTTC 
CAAMTAGCTGNTTTAMCT!^^ 

CCANGAGGCCTNTGGTNATGAAGTGNTNNATATATATATATGACNGANTNNCNCTGTGNN 

NNCCACGNTACATTGNACCGNCTNTATNTTGGNTNTCTTNAANCTNNGCCTTGAAGGNTG 

ACAACAATTCTCCTGCCTCAGCCTCCTTAATAGCTGGGANCACATCACATATTGAGCCAC 

ACGGCAGGGTAACTTTCTGTNTCTGGGTACATACGGGGTTAGCNCATATTGACTGGGCTG 

GTCTGAAACTCCAGAGCTCAATGATTCNCCCCCTANGGTATCCCNAAAGNGCTGGGATTA 

CATGCNTGAGCCACNACACTTGGCCTACATT7TCANGNTATAAACCAGAACATCTATAAN 

CAGACCNTGTACANTGGTNAGGAAAAAGATAATGGGGAATCCAGGCCGGNGGGGGTCTAC 

TACAGAATGCANAAACGGGTCTNTTCMNATCTANGNTTTGCTTAGCATNNNNNTGGNNT 

TNTTGGCAGAATATTTMNAAAMCAT7TTAAAACACATTTTTTTAAAA 

Sequence 5560 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGTTACTATCTTTTACCAACACCCTTGAGTAA 
GGTGGGATAGGTTGAAGTTAGTGGCATGATAATACTTCACTGAATGCACAATTGGTCTTA 
ACATGTTAAAAAAAAAGTTTMTTAAAAAATTAAGTTCAC 

AT GTGCT GCATTTTATTACATAAMGTAGTTAGTAAMTGATATACTACTMTTTTAATT 
TMTTTTAACTAAMTAAMGATATTTTCACTAGAATGCAGAATATTCCTCTGAACACTT 
CCCTCATTACATCATTCAATATTATAAAATTAAACACAAAGGAGCCTCTTCCCTTANATT 
mATNATGCATCCTACATTGGAATGGTCTTTACTCCTTCCATTANAAAAA 
Sequence 5561 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTAAGGAAGGTTATTGCNCAGCTCCTTAACTG 

ATCCGGGGTCAAGGGCAGAANGGTCACTTTCCCCACAGCCAGGCTCTGATTNGCCTCCTG 

TGAAAGACACCATGCCTAGCACANGCTGACGGGGCGGCTGCAGTCNAACCTTGCCTNCAG 

ATTATGMCCANNATAAGTANCACAATTNTCGTGGCTACTTTCACTTCAAAGTGTCATGT 

NTATTGATGCGGANCTTTCTGAATAGGGAGGTTAAAGCACACCTGCTTGAANAAAACAAA 

TATTTCTTGTGTATCCGTTCTAAGATTNGNAGGCANGCAAGTCAATGGNTNAAAATAAAC 
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TTTQAGNANGCATGTNTCCCTGNCAANGNTATANTGGCAGCCCCTGGCTC 
Sequence 5562 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAGCGTGTGGTCTGCAAGCGTGGGGTCTGCG 

TCACTGTTCGCGGAGTTTGGTATCAGAAGTTCCCGGGTGCTGCCTTCAGTGCTGCCGAAT 

CACGTGGAACGCATGAAGAAAGCAGTGTCACTGATAAATGCAATAGATACAGGAAGATTT 

CCACGGTTGCTCACTCGGATTCTTCAAAAACTTCACCTGAAGGCTGAGAGCAGTTTCAGT 

GAAGMGAGGMGAAAMCTTCAAGCGGCATTTTCTCTAGAGAAACAAGATCTTCACCTA 

GTTCTTGAAACAATATCATTTATTTTAG 

Sequence 5563 

CCCTTAGCGGCCGCCCGGGCAGGTNCAGGGACCTGCACATAGGTNGAAGGAAGTTTACCA 

GATTGAGTTCAAAGTATTGAAGATGGTCTNTGAAAATCTAAACTTACGAGANCTCTTGAA 

GTAGTCTGGCATTTNCAAGAAGTAACAATTAGTTGGAATATNCCTGTGGTTATTAATGCC 

AATGTTAGATGAAACTTATNTNCAGTAGAATCCTCAAATGATAGCAAAAGTCAGACGTGC 

CAGTTATGTMTMTTAGAGGCTTATNCACCTTAATGAAATTTAATCACACTTAGACCAA 

TAGCATTATAGAMGCATCCACACTTTATAATATTCTAAGTAACAAAAATTCAGTTTAGC 

AGCCGAAAGCAAGCATGAAATGAGGAANGAAAACAGGAAGAAGAGCGAATGGTTATGTTT 

TCTGGTGCCTTGGGGAANGTGGGGGGGGCCCTGTTTAACTAATGTGAATAANCCTCTAAA 

CACTTNCTGMGACTTAAAAGANGGGGCACCAAGAATTCTTTAACCTCTTGGTGGATACA 

CCANTC AANGGTTAACTG NCTTC ATTTAAA 

Sequence 5564 

C CCTT AGCGTGGTCGCGGCCGAGGTAC 1 1 II I 1 1 1 I I 1 1 1 I 1 I I I I 1 1 1 I NTTTTTNAGG 

GTTTTGGNMTTTATTCACAGTTCANGCTTACTCACTGGACTTAACGACATGAGGAAANA 

AATNACCCAACTNGGCTNAGTNAACTAAACATTNATTTTNAAAAATCACAAAACTGAAAC 

AMGCAAAGATGATCCTAAAATTTCCACTTNtNMGAAGNGTMTTTTAAACAAATACCA 

AAAGCTTTATTTAAGCAAAA 

Sequence 5565 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCAACACTATCTCCCTGATAACATCCAACCA 

TTAATTAAAATCAACCTCAAAAATCTGAAAACGTTGTGCACACCATAATTACTAAGCTAA 

AATTACTATATTTCTCAGTTTACAGGAAMCAAGTAMCATTTACTTTCTGCTTTTGGAC 

AMCAGATTAMTTATTTTTMGMTGTTCTTGCCTCCATATGACTCAAGCTTACTGTGG 

GATGCAGAACACCTAAGTGAGGAGGACCAAGGGCTCTAGACCTCCCTAAAAACCCAACCT 

GCACCACTCCCTCCTACCAGCAGGGTCCTGAATGGGCCACCTGGGTATCTCCTCCANGCT 

CACATTCTTGACACCAGATACCATGTACCNCGGGGAGGCATTGAGGCAGCCAGCCGCANG 

GGCTTCTGCTGAGGGGGCAGGCGGAGCTTGMGGAAACCGCANATAMGTTTTTTTCTTC 

TTTGAAAAGATANAAGATTAATACCAACTACT 

Sequence 5566 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGACATCCAATAAAACAGGTAGATGTCTTG 

GGAACTGTCATTGGAGTGAGAGAAAGAGATGCTTTCTACAGTTATGGAGTGGATGACAGC 

ACTGGAGTTATAAACTTGCATCTGCTGGAAAAAGTTGAATACTTGAGTCTGTATCAGCTG 

NTCCAAGTGCAGCAAGAGAGCTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGACCA 

TTGAGCAGAAAACAAAGATAGAGATCGGGGACACGATCCGAGTCAGAGGCAGTATCCGCA 

CATACAGAGAAGAGCGAGAGATTCATGCCACCGCTTACTATAAAGTGGACGACCCAGTGT 

GGMCATTCAMTTGCAAGGATGCTTGAGCTGCCCACTATCTACAGGAAAGTTTATGAC 

Sequence 5567 

CCCTTTCGAGCGGC CGCCCGGGCAGGTACTTTN I I I I I 1 1 1 I I I I 1 1 I I M I I I I I NCTT 

I I 1 I 1 U 1 1 1 I I 1 I » 1 1 I I I I I I I I 1 I 1 I I I 1 1 NTT A I Mil 1 NTTN 1 I I 1 1 I I I 111 1 1 

TTGGGGMTTNATCANANNTTNNTTAAMANAATTTT^ 

CCTTN^r^TTAMAAAMTTTTTTNNTCNCCCCCNNCNCCNAT^TTCAMNNA 

TT ANM NNTNNTTNATTTTAAAANNTNTNATCCMNAAMNTNNAMNNNMNCTTTTNN 

NNTTTTNNAAAAAAAAAAAAAAANNNCCAAAGCCNTTNGGATCNTNGGNTTGNTGGNNNA 

TANATANGGGAACCN A I MINIUM I AAAAAAAAA 
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Sequence 5568 

CCCTTGAGCGGCCGCCCGGGCAGGTACTGTCACCTGTGGCCTTGGCTATAAGGAGGAGAC 

CGTCTGTGAGGTGGGCCCTGATGGAGTGAGAAGGAAATGTCAGACTCAGCGCTTAGAATG 

TCTGACCMCTGGATCTGTGGGATGCTCCATTTCACCATTCCCATTGGCAAGGAAATTTG 

AGCTTMNCTTGTCTGAGTTCATACATCTTGGATTTTGACAGGMGCTTTTCCCGGTTCA 

CCTG GAGAAC TTGGCTCGAGGTTGTCATTCTTCCNACTTGMCCAATGAAGGTCTTTCAA 

MCCCTTTTTCMGCCMCATCCCACTTTGTTGAMGTTTTTA 

AAGTATTGACTTCTTN 

Sequence 5569 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 H 1 1 M 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I II I I N 

N N M 1 1 1 1 11 II 1 1 I I I M I M 1 11 I Mill I I MM I I Ml l lll l MM I 1 11 I I I II 

N) 1 1 1 1 1 M II I M I NTTNNAANNNNNN 1 1 I 1 1 I 1 1 1 ANTNNTNNNNN 1 1 1 1 I I II I I I I 

TTTTNTTNNNTTNNNNNANNANANAGNGANAAAA I M II M II I I NNANAANANACAAAA 

AAAAAAAAAANAANTNTNGN7TNTTNTNNTIMAAAAAAAAAAAAGNNANNANNATANTTNN 

TTNNNAAMCNNCCMhrrAAAAMAAAAAAAAMANNCNCNTTNGTGGGNATNNANNTTTG 

GNNTA^NTTTTTTGTGNNNNNANAAAAMAAMNAAAMTTNNTNNTGGMTNAAANN 

NANTNAGGNGATANNTNNTNNNNNNMNNNGAMMANNNNNGAAATTNTTATGNAAAAA 

MAAAAACNNNGNNNNNGNCCCCNTTNNNTNNNGGGNAAATTTCNCNAAAAGNNAAGAGG 

GGGNNTGGANANGGGNCNCTTTNNAAAAAANAAAAAAAA 

Sequence 5570 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I 11111111111111 I I I I I 1 1 NGGGTTTTT 
H I I M I I I I I I I II I I M II I I I M I I I II 1 1 I I I II 1 1 I H I 1 1 I CCCNCNNNNAAAA 
AAANl Mllll f NNTTTTNAAANNGGGNTTTTTNTNNAAAAAAANN I II I f M NAAAAAA 
MGGGGGGGGGNMNTTTTTTTNNAAAAAAAMTNNNNTTTNGGGGGGNNNNNNANANTN 
ANAAAAAAAAAAAAANNCCCCCCCCNTNAAAAAAAAAAAAAGGGGGGGG I I I I I U II 
Sequence 5571 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATGACAAACGTGCTTTATTCTTCTAACGCAG 

TMGMTTAGGTGGAATTTTTTCCTTCAACCAAGTGCAAGAAAGCCCTGTGTGTCTTGGT 

TTAGTTATGGTrrCAT TTCTA GCCATACMTTGATGAATTGTGTACTTACTGAGCTATAG 

CATAGCTGCTTAGTTGTTTT TGAGA TlTrTTAGTCMCACATMTGGAMCTTCTTrCT^ 

CTAAMGTTGCCAGTGCCACTTTTAAGAAGTGAATCACTATATGTGATGTAAAAGTTATT 

ACACTA MCAG GATAMCTTTTGACTCCCCTTTTGTTCATTTGTGGATTAAGTGGTATAA 

TACTTAATTTTGGCATTTGACTCTTMGATTATGTMCCTAGCTACTTTGGGATGGTCTT 

AGAATATTTTTCTGATAACTTGTTCCTTTTCCTGACTCCTCCTTGCAAACAAAATGATAG 

TTG ACACTTTATCCTGA 1 1 I I I I I CTTCTTTTTGGTTATGTCTATTTCTAATTAAATATG 

TATAAATAAAAGTTACATTTTAATTCTGTCTAAAAAAAAA 

Sequence 5572 

CCCTTAGCGGCCGCCCGGGCAGGTACATGTGCATATACAGGTTTAACACAGGTCTGATCC 

TAGGTGTTCATTTAGMCATAGTTTCCAGCTGTAAGAAMTTTAAAACCCTCATTGTAAG 

TGTATTACTAGTMTAGGMCTTGCTTGCTGCTCCCCTGTATATTATATTTGCTCCTTCA 

MTGATAAMGGTTTTGTAAGCTACCATGGTTCAGCAGAAAACTTCAACACAAGTATATT 

ACATAAAATACTATCACTCTGTCTCACAAAAAGACTCAAAAAGTAAAAAAAAAAAAAAAA 

AAAA 

Sequence 5573 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGGAGCTGAGAGGGGGGTTGCAAATTGG 

AGT GGTG TGGATCCAGGTGAGGTTCATAGCTGGCCATTGTGTGAGGTGCCAAGGCTGCTT 

TGGTTTTAMGCTAGATGTCCTAGCTGCGTCTGGTCCATCTTTTCCATAGGAGATGCAGG 

AGAGGAAGCAGCTGAATCACTGTGGTGGCTTGGAAAATGCTTGGTCAGCCGATGCTTGCC 

ACCACCCAATGATGACTTCTGGGCAGCTATTTGTGGAAACCAAGTCTTTAACATCCCTTC 

TACCTGTAGCAAGGTTCCTAGGTAAC 

Sequence 5574 
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CCCTTGGCCGCCCGGGCA GGTA C6CGGGGACACAGAGGCCAGGCCTTAGCACGGCTCAGC 

CATGAGCAACAGGAGTAGCTTTTCCCGGCTCACCTGGTTCAGGAAGCAGAGGAAAGCTGT 

GGTCAGCACCAGCGACAAGAAGATGCCCAACGGAATCTTGGAGGAGCAAGAGCAGCAAAG 

GGTGATGCTGCTCAGCAGGTCACCCTCAGGGCCCAAGAAGTATTTTCCCATCCCCGTGGA 

GCACCTGGAGGAGGAGATCCGTATCAGATCGGCCGACGACTGCAAGCAGTTTCGGGAGGA 

GTTCAACTCATTGCCATCTGGACACATACAAGGAACTT7TGAAC 

Sequence 5575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAGGCGTCTTACAGCTCTCTTGTTCTCACT 

GATGTCCTTCTTATGCTTGCGCTTAAACTCAGCAATAAAATGGTTGACCATTCGGTTGTC 

AAAATCTTCTCCACCCAAGTGGGTGTCTCCAGCTGTAGACTTGACCTCAAAGATTCCATC 

CTCAATAGTGAGGATTGACACATCAAAAGTGCCACCTCCCAGGTCAAAGATGAGCACGTT 

TCTTTCTGCTCCAACCTTTTTGTCTAAGCCGTAAGCAATAGCAGCAGCAGTTGGCTCATT 

AATA ATTCT AAGTACAACCATATCCAGTTGTCTAGTAATTTAATGCCTGGCTGTGACTAC 

TCACTTTTTAAGGATGGTATTGAGCCTATGTGGGAAGATGAGAAAAACAAACGGG 

Sequence 5576 

CCCTTAGCGGCCGCCCGGGCAGGTACCCCGCAAACACATACACCTACTACGCACCCATAG 

AGATAAAAAAAAAACTTACCATGGGACAAATTGGCATCATAAGCTGCCTGACATGATGCA 

TTGAGMCTACACATTACCTAGGTAGGATTTTTCCAAMAACGTTAAACTTTGTGTAATC 

CAAATCCAAATAGAGGGTCATTCTCAGGTCAAAGTTTGGAGAGGACTATTCCACCTCCTA 

GATCACACTTTCCTTCCCGAAAGCCGCTTCTCTCTCCGGCCTCTCCCCTCCTCCTCCCTC 

ATCTGTTTGGCGGGAGGCTTCCTCACATTGCCGCTCCGCGTAAGTCCCCGCGTACCTCGG 

CCGCGACCACGCTAAGGG 

Sequence 5577 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTTAACCAGCTAGGGTTTTTGTCTGGATCTT 

TAMGTATATTGATNAAAAATGCACATACACATTTATTTTTTC 

Sequence 5578 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTCTTTTTTGTNGATCAATCNGGNATCA 

GAAMTATATNGNGAGCTAGGNTGACTTNTTATTTGAGAGATNCNCAATNTAGCATAACA 

GTTATATTNTrGTACGMCCTTGGAGTCCAGATGGGTTTAAACCTNCANNGAGGGTGGATT 

TANNNCCCGTATTTAAAAATATTGMTTTAAAAATTACCC^ 

AGGCCCTT ^CCAA AAAMNAGGTTNANATTTNTTTTTNCAA^ 

TMGGCTTTAATTTTMCCTTMTTAAMTTTNCCMGNTTTCCNCCAAAAM 

TTTCTTAATTCCAATTNTTTMAACCCCCCMGNNT^ 

NAGGCCCNATTTTCCMTTNCGGGCTTTGGMNCCAATTTTMN^ 

TAACCCCCCCANTCCCCTTTTAAATTTNTTAA 

AAAAAAATTTTNG G C AGGGTTANTTAAG C AATTN I I I 1 I I I \ CCTTTCTTCCCCTTCCAA 

TTNTTT 

Sequence 5579 

GGCAGGTACGCGGGGCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGGTGTCGTAGAAA 

ACTACCCCTAAAAGCCAAAATGGNAAAGGAAAAGACTCATATCAACATTGTANGTCATTT 

GGACACCNTAAATTCCGGGCAAGTTCACCACTACTGGCCATCTGATCTATAAAATGCAGN 

TGGCATTCNACAAAAAGAAACCATTG 

Sequence 5580 

CCCTTANCGNNGNCNCGGCCGACGTNCGCGGGNGCTANTTNCATTATNAATNGGNNNGCT 

NNMTNCACTTNGAMCTATTNNTCTGNNTTCCNNGANCTNAAATCTTANATTTNATGTN 

NTATTANGCTGNAAAACTACCAAAATANTAAGCATTGANTNAATGCCCATTCAAAAAAAN 

MTGCNCTNCNGNNGCTGMTTTMGCNGGNATTTTAAGGTTNNGTGGNTCCTCGGCCAC 

AANGGGTGATGTCACTGATAGAACGAAGCTGAGTTTCCAAGGGTTTGGGGCTGTGCAAGA 

GTAMCACTAGAGCTTGAGTTGTTATCCAGCTGGCMGCACGGAAGTCTTTGAAGAATGT 

MTGTAAMAGGGAAMGMTGTAMGCTTTTTGTNCCTCGGCCGCGACCACGCTAAGGG 
Sequence 5581 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCGCTGGCTCCGTGAACCTTAGGGACAACA 

CCGGGACACCCGCGAGGCCGGAAMTGGACTCAGTGGCTTTTGAGGATGTGTCTGTGAGC 

TTCAGCCAGGAGGAGTGGGCTCTGCTGGCTCCTTCACAGAAGAAACTCTACAGAGATGTG 

ATGCAGGAAACATTCAAGAACCTGGCATCTATAGGGGAAAAATGGGAAGACCCGAATGTT 

TGAAGATCAACACAAAAACCAAGGGACGAAAATCTAAGAAGCCATACGGGGAGAGAGACT 

CTTGTTGAAGGTAAAGAAGGTAGTCAATGTGCAGAAAACTTCAGTCCCAATCTCAGTGTG 

ACCNAAAAAGACTGCCGGAGTAAAAAC 

Sequence 5582 

CCCTT CGAG CGGCCGCCCGGGCAGGTA C I I I M I I II I I I I I I I I I 1 I 1 1 1 I I CGTTTGG 

GGCACTTTTATTTACAGCCAAGGAAAAAANAAAACTAGCATNTATTTAAAATGGGAAAGC 

ATGTTT GTATGA A AACA AATATTTCATCATCACTTATTTTCTATACTG^^iTGCAACTAAG 

TTTTACAl I I | iCATTTTCMCANAGATTTGMTTTTAATGTCCCANAAATATAAANAAG 

ATGGCATTAAMTGTCCTATATGTTGGCAGTCCTACCCTGAANACTTTTTTTGCTTATCT 

TTTGTTCTGAACTACAGTCTTCGCAGAAACTAAATTAGTGACTGGNCAACANAAGAAAAT 

AGACCATCCTGGGCTAAAAATGGN 

Sequence 5583 

CCCTTAGCGGCCGCCCGGGCAGGTGAGAGGCAGAAGGACTGGAAAGAGGGCACAGTGAAG 

GGCCATGGTGGGGGATACCAGGCAACACTGGCAAGCAAGTGGACAGTGATGAGTGAGGAG 

GTAGAGGAAGGTCCCCTCTTAGCTGGGACATTATGCCTCTATAGGACGCTGAACAAAGTA 

ACCTGCGGAGGTGTTACTTTGTGGGMTGTAGACTGTGAMCTGAAGGAACTGTTTTATC 

CACCTCCCCGTAGTTTGCTCTGTGCTGAGGCTGCTGTACCTCGGCCGCGACCACGCTAAG 

GGCGAATTCC 

Sequence 5584 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGACTTCGGGCTTGTTCGCTGGTGGCGT 

CGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCTTCGCCAAC 

ATGCTGGGCGTGTNCGCTCTTCTTGCTTGTCGTCTCTATCACTACGTGGCCGTCAACAAT 

NCNAAGAAGCAGGAATGAAAGTGGCGCTTTCTTCCGCCCCAGGGTTCCAGGACATAGTCT 

GAGGCMGATGGAGGGTATGMGGGGCCTTCACACTTCACTTATTCCTTTCTACCCATCA 

CAMCATTCAMGCAGCTACACCTGGATTTTTCCAMCMCTTTTATTTCTCAG 

C CTTAATC CTATGGAACAAAGAAGCTGCCACTTGAATAAGGGCCCAGTATAGGGGGCTTG 

C I ACTCNCTCCCCCCMTATAAAAATTTAGAACTTTCAAAAAAAAAAAAAAAAA 

AAA 

Sequence 5585 

CCCTTGGCCGCCCGGGCAGGTACGCGGGAAGGTTGGCAGAGTCAGCATATATGATTCCAA 
AAGGCAATCCGGGAAGGCTAAGGAGACAAGCGTCAACTGGTGTCTGGCTGATGGCTATGA 
CCTGGAGATCCTGGACGGTACCTCGGCCGCGACCACGCTTAAGGGCGA 
Sequence 5586 

GGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCANATGTTATCTCTGGGGGAATTAG 

TGTTCCCCTCATTTAGCAACCTCCATACCACAAGGTCTCTGTCTGTAGTTACTGGGATTA 

TCCAGATACACTATCMTGATACAMTTCATAGGAGTATTMTGCATTTCTTTAAACACA 

ACTTGATTMGMGCAMTATGTTMGCAGTTTTCTTTTTCTGCTGCTAMTTACAGTTA 

GACACTTCAGTATCTTCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCATCCAAAG 

CAATGTAGTGTGTGTA TGTAT CTATATATATTTATTCTAACTCAGCACTTCAGAAGCCTT 

TTTGAGTTACAACAATATTTTAGTTTGCCTCATCTGTAGAGGTAAAATTTCTATATTACC 

MGCTCCAGAGGAATATGATATTTTACAGGCCMTTTTCTGGCCGTAGTCCCTGGGGCAT 

TCATTTGCTGGCCTCCATGGGAATGCTGTTAAAACATTGTTACCGCAGANAAGAANGCTA 

CCAGGACAGCATTTATAATTGTTGAATGGGAGCCTTNTTCCTNTCCCTTCAC 

Sequence 5587 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I I 1 1 1 I I I 1 I I I U I I I I I I I I I 1 1 I I ICTTT 

1 " 1 1 1 1 1 1 1 1 n 1 1 M 1 1 1 1 ii 1 1 1 1 1 1 n 1 1 m m n i n 1 1 1 1 1 1 n n innnanna 

NGGNANTTNNNTrrTTNNAAAAGGGGGCCNCCCTGCTTAAATNNTNANCNNNGGNNCCCCC 
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TNAACAANGGANGGAMNGGTTTTANTCCCNAANANANNCCCTACCTTNGNGTNNCCCCC 
CCAGGGGCNGGGGTNGGNCCCCTTTTTTTAANTNNNCCCNNTGGGNTNTTTGNAAANNCT 
TTNCCAAANAAGGAAGG 
Sequence 5588 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGTTTTATAMCCTCTTGATTTCCAGCAACA 

TACTATAGAMACACCTGCTACTCAMACACMCIST7TCTCAGGTGTCATCCATTTGNTGG 

CGNGNAGNAGACAACCATATCMTTATCTTGGTATGNTGCMGCTTTTCAAAGATAGCCC 

TGAMCTTAAAMGTNTGGTTGCANTTAGTTGTATCTGATGGATATAAATTTGCCTCCTA 

GTTCACTTTGTGNTCAANGAGCTAAAACTGTGAACCTAACTNTCTCTTATTGGTGGGGTA 

ATMCTGAAAATAAAGATTTTATTTTCATGCTCCACTTTTCTTTAAAA 

Sequence 5589 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTAGGATAGAACATGGGCTTAGAACACCTGT 

MGCCTGTTTTAAAGATGGCCCAGCAAACTGGTTGCATGTCTTGGGAGCTTGACCTTGTA 

ACCATTTGGCAGTAGTTTCTCTTGGTCTCCACCATCACAACAGTGGCCCTGGTCAAGGGT 

TCMTTCCCGGCTTMGGGMTGATACTTNATCTTCTTGCTGCTMGTATTCTATGTATT 

ATGTGTGTGTA MCATA AAMGAAGCTTTMTTAATTNGTTTAAAAAATTAATAAAGAGC 

CTTAAATCAA ACATT TTGTCACAAAAATTAAAMGTATAATTGCCTTTTAGTTCACGTGA 

CTTAAATAATCTTTTGGGGAAATAAAATCTTTGGTCTAA 

Sequence 5590 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTTTATGTGMCATACATTTTCATTTTCT 

GGGATAMTGCTCAAMGGGCAACTGTTGGGTTGTATGGTAMCACATATATTTTTGTAA 

GAMCTACCCTACTCTTTTTCCAGAGTGGCTCTACTTTTTACATACAGCCACTCATACAA 

TTCAG ACAGCM TGTATGATTGATCCAGTTTCTTCACATCCTCACCAGCATTTGGTATTA 

CTACTATTTTTTATCTTMCCATTCACATAGATGTGTGTMTGATACCACATGTGGTTTT 

^T^GCATTTCCMTGGCTMTGATGTTGAGTATCTTTTTGTGTGCTMTTTGCCATCT 

ATGTATCCTCTTCGGTGAAATGTCTTCATGTCTTTTGTCTATTTTCTATTTAG 

Sequence 5591 

CCCTTAGCGTGGTCGCGGCCGNTNTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCTGC 

CT CAGC CTCCCMGTAGCTGGGATTACAGGCACCTGCCATCATGCCCGGCTMTTTTTGT 

AATTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGGAACTCCTGACCT 

CAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCCATGMAATGCTTmATTTCTGCATATGTTGMTACTTTTTA 

MTGATCTGGNTTTGM(3GCAAAAATTNGCAAANTCTTGAAANTTAAGAAAGGCCAAAAA 

TGTAAAGGAGTCAAAACTATAAATCATAGTATTTGGGGAAGTGAAGACTGGAAAGCTTAA 

TTTGCATTTMTTCACAAAACTTTTATACTCTGTCCTGMTAT^ 

AAAA 

Sequence 5592 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGCGGGGCTCTTCGTTAAGTCGGCCTTCCCAA 

CATGGCGCAGNCTATNAACATCACGGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAGAA 

CCAGCTTGGACCAGATGTATGTCCCTGGGGAAAGCNTGCATTGAATGTGGGNAACAACCG 

TTGCTCATCGGATGNGGGGGGAACCTGGGGGGTACCCTTCCNGGGCNCCGNCGACCCCAA 

CCNC CTTA AAGNGGGNCCGGAAAATTTCCCCAGGCCCNCNAACTTTNGNGGCCGGGGCCN 

CCGNTTTTAACCTTAANGNTGGGGNAATCCCCCGAAAGNCCTCCCGGGGTTAACCCCAAA 

NGCCTTTTGGGGGCCGNTMNAATTCMTTGGGGGNGACCANTAMGCCTTGGTNTTTTC 

CCTTGGTTGGNTGGAAAAMNT1TTGGTTTTAAT 

CCNNCCNNCNAAAACNATTAACCNGGANGNCCCCNGGGGNAAAAGNCCCANTTTAAAAAG 

GTTTGGTTAAAAAAGNCCCCCC 

Sequence 5593 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTAAAAATACAGAACCTACTAACACTA 

CTGTATTMCMGCTGACTCCTATMTCTTTTGGAGATGGCAGATGATACTGGTTTTTAA 

AATACCCMTCACATATATGCATTCAAGAAAATATTTTGTCTTTATTTTTATTACAAGTG 



• 
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CGCTAGCTCCCATTTCCTCAGTGCTCTTTAGCMTGAGTTTTTATGTTAAACACTTCCAA 

CTGTCAGTATTACCATGAMTCMCATTAGAAMTMGGTAGAMACTGAGTGTTTTGCT 

TAAAAAATAAAAAAGGATTAAATAGCTGTTGTATCCAAACATCACGTTCTGCTTCCATCT 

CTACATTCCACTTTCCCCATTCTTGGAGATTAAAAAMCAGGGTTAGGAACTTTAATATC 

TGACAGACTACAAAGGGCAAAGACGTGGCACATGGCCAGTGCCACACCTACCTGGTTGCC 

ACAACATTCTGAAACAGACCACACTTTCAGGAAAATGACTA 

Sequence 5594 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 I I I I I 1 1 I I I I I 1 1 1 1 I 1 I I I M 1 1 I IANATT 
M I M M 1 1 m m n M N I N N 1 1 11 N I 1 1 M I 1 11 1 1 1 1 1 1 1 1 1 1 I I 1 1 I III M I 
nTTTTTTTTTTTTI I AAA AAAATNAAAAAAAN I I I 1 1 1 1 I I NAAAAAAAAAGGGGGNNC 
AAAAAAAANi mmm I I NAAAAATTTNCCCCCCNAAANNN C1 I I I 1 I I I I I GNANCCNG 
GAAAAAAAANNM^ 

GAAAAANATTTTTTTAAAAAANAAAAAAAAAA 
Sequence 5595 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCACCACAAATACAGAGAAGCTTCAAAA 

ACTGAAGCTCGAATATGAGACTCAAATTAAGAAGATGCTATGCTCAAAAGATAGCCTGGG 

ACTAAAAGAGGAACTGACAGATGAAGACAGAGAAAAGGTTGCAGTGCACGAGGGGATTAA 

CTCAGGAACAGCCATGTCAAGAGGATTGTATCAACCAGCAACAATCTTTATGGGCCGCCA 

AATGTCAGCCATCTTAAGCATGAGAGATTTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGCGTCAGTGTGAAGGGAAGGC1 

AAGGACGCATCGGTGCTGGAGAGTTGAGAATATGCCTTCCCTCCACCCCCAACCCAGTCA 

CCTTATTTGAAAAAAAATTAAAAMCACCTTTTATTTAAAAACCTAACCCTGGAAGTTTG 

CTCGCTGCCTGAAMTCATATGCGTGGTTTTTCCTGTTTCCTGCTCTGTAGCTGACATCA 

GGGGAGCMCGTGMCGCAGGAMATGGAAATCMCATTTGAAACTTTTAAATGGAAGCT 

TTATTGGGGTTCCACATATGGGAAAACTGCAAATAGCAGAAGTATGTGACTCAATAAATT 

ATTCTGGAGTGACCACATCCTCTAACTGCCTTCCAGGACAAGACGGAAAAATGTGAACAA 

TGCTCCTGAAGGCC 

Sequence 5597 

C CCTTAGC GTGGTCGCGGCCGAGGANC I MINN I NTTTNTTTTGNGGANNTNNCNTTT 

NNi i i i i iNNACNNriTTATNTTNACCTTNGCCTNTTNGAGCTTCACNTTCTNNTNTANAA 

NGCNCACATGGANAANATTATAATACAATGTTGTAAATCCAATANTAAAAGATAACCAGN 

TTATTTNGGGGAGCAAAGAGAAAGGGTCCCTAACCCCAGACTGCCTGCGAAGAGGTGAAA 

T GGAA TTGAATGGGATTATGGTCAGCCAAGGCTTCCTAGTGGAGCTGCTACCTGAACTGA 

GTTTTAAGAGGGGTAGGAAAGAAAAAATGTAGTGGGTCATAATGGCATTCCAAATACAGG 

GGACACAMCAGCTCTGTGTTTATGAACTACMCCAGTTGTTGACTTTTGTTTCMGTGG 

CTCCCCTTCCCCANTGCTGTGTGGACNATGGACTGAAAAAGGAANAAGGCTGGGAGCNAN 

GGACCAGTAAGCTGGAGCAACNAAATGCACGTGAGAATATGGAGGCCTNAACTCTGCNGG 

GGGTTGGA CAMCCATTAG AAGAGCCCAAGAGCCAANAAATTCGTCCAAATAGTTTATCC 

ANCACCCAAI I I I I I I I I I I AAAAMCAGNAGGCTCACNTTTNTrTAACCCAAGNCCTGG 

AANTACCCTGCCCCG 

Sequence 5598 

CCCTTAGCGTGGTCGCG G CCGAGGTAC 1 1 ) ) I II I i I ) 11 ) ) 1 1 1 1 1 J 1 1 I ) ) J I | I NCC 

NTTrTTTTTTTTTTTTn INN) II I 1 1 1 I II II I I N II I CNNAAANTTNNGNGGNNNNN 

AANGGGGGGGGGAAAAAAAAAAAANNNCCCCNAAAAAAAAAAAAAAAAANNNTNNNNNNA 

AAAAAAANNNCCCNGNNNAAAAAAANNNNNAANNGGGNNCNNNNNNNTTTCNNCNNNNTT 

TTNNNGGNNNAAAANTNNCCNTTNNNGGGCCCNNAAANTTTTNAAAA 

Sequence 5599 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGGGAAATAATGAATAGTATTAAAGAAACA 
TTCTCGTCTTCCTTTACCmAATCCCCTMT 

TTCACTGCTTTTTGMTTCATAATTCTAATT1TCACATTATTGTTAATGGAAAATCATAT 
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CTAATAMGGTTTTAGTTATTCCCATGCACAGTATGAAAATTCTCATTTGCTGAGGGTTT 

GTTTCGMGAAMTGTNTTGGCATGTCmGAGAACATGTTTTATTGNCTCCTGTGTCAT 

ATAATCCAMCTMTCTCCGTTTACAGACTTTAACTTGGAATTAGACCTTATAATTAAAC 

TAmAAATAGGTGTTCAAAAGATAAGTTTCTAATGCATCAAAATATATACCCTCAAGNT 

TTCATGGATTTCCTTTAACCATTATTAATTTGGGATAGATCAAAGAATCTTAACATGTTT 

TCMNTTTCTAMNGAAGGCTGCAAGATTTTTTGGNAMCCTTTTTGGAATGNATTTTAC 

CAATATTCTCTTGGTAATTAGCCTACATAAGGGACCTGGCCTTTTT 

Sequence 5600 

CCCTTAGCGT GGTCG CGGCCGAGGTACTGCTCGGAGGTTGGGTTCTGCTCCGAGGTCGCC 

CCMCCGAAATTT TTAATG CAGGTTTGGTAGTTTAGGACCTGTGGGTTTGTTAGGTACCC 

TAAAACCTAGTATCTTTTTCTCTTCTATGGAAAAtCCGAAGGTCTAMCTTGACTTTTTT 

GAGGTCTTCTCAACTTGACTACAGTTGTGCTCATAATTGTCCTTGCCTTTCCAGCTTAAT 

TATTTTAAGGAACAAATGAAAACTCTGGGCTGGGTGGAGTGGCTCATACCTGTAATCCCA 

GCACTTTGGGAGGCTACGGTGGGCAGATCATCTGAGGCCAGGAGTTCGAGACCTGCCTGG 

CCAACATGGCAACACCCCGTCTCTAATAAAAATATAAAAATTAGCCTGGCATGGTAGCAT 

GCCCCTATAGTCCCAGCTGCTCAGGAGGCTGAGGCATGANAATCGCTTGAACCTAGGAGG 

TGGAGGTTGCATTCAACTGAGATCATACCACTTCATTCCAGCCTGGGTGACAAGAGCAAG 

ACTCTTGTCTCAAAAAAAAAA 

Sequence 5601 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGGCTTCATCATGGAGGACTACCTGCAGGG 

TTGTCGAGCTGCTCTGCAGGAGTCCCGACCTCTACATGTTGTGCTGGGAAATGAAGCCCG 

TGATTTGGACTCCACAGTGTCTGCTCTTGCCCTGGCTTTTTACCTAGCAAAGACAACTGA 

GGCTGAGGAAGTCTTTGTGCCAGTTTTAAATATAAAACGTTCTGAACTACCTCTGCGAGG 

TGACATTGTCTTCTTTCTTCAGAAGGTTCATATTCCAGAGAGTATCTTGATTTTTCGGGA 

TGAGATTGA 

Sequence 5602 

CCCTTCGGCCGCCCGGGCAGGTAC I I I 1 1 1 I I I 1 1 I I I I I 1 1 1 I 1 1 1 1 I I GGGGTTTTAC 

TGCTAATCACTCTGGGGAAAACANAGGCNGGTTGGGGAGGGATAACAAGTAACAAACATG 

GGGGAGTGTN 

Sequence 5603 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCAACCATCACAGATGTCCATCAAAGCTGGA 

TT AGAT GAAGACAAACAACGCAGGCTTTGAGGATAAACTGAAGGTGCAGCTCAAAAGTTT 

CCTTTTCTTATCCAAGGGCATTATAGGACCATTGTCTTCCTCCCTCATGAAGACAGACTT 

GTTCCTGTCCTCTTTGGCTACTGAAATGCAGCTCTAATGACTCTGTCACTAAGAGGTTGA 

GTGGGCCGAAAGTTGTCTCCCAAAATCCCATCACAGCCTTCCACAAGTTCTGCCCCCTTA 

ACATGTGTCCCCAGCCTTCGAAATTCTTCTATAGAAATAACCGGCATCCCCACTTTACGT 

CCAGACTTTCCATTCTCCACACCTGTAGCTGGGATATAGTTAAAGGGTATCGGAATAATA 

Sequence 5604 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGG 

CAGAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGC 

CTGAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCA 

ATAGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCA 

TTGTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCAC 

CAATCGAMTTGTAGAGCTGCTTGTGTTCCCTTTTGATTCTTCTTTTTMCMTTTTTTT 

TTTTTG 

Sequence 5605 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATATTTGCTAAGAGCACCATGCGCGCA 

GCAGCCATCTCCACTCCAAAGTTAGACAAAATGCCAGGAATGTTCTTCTCTGCTAACCCA 

AAGGAATTGAAAGGAACCACTCATTCACTTCTAGACGACAAAATGCAAAAAAGGAGGCCA 

MGACTTTGTMGTTTGTTCAGAGTCTCACTTTGTGAATTTTAACAAATTATCTTTAATG 

GCAGAAGGAT 
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Sequence 5606 

CCCmCGAGCGGCCGCCCGGGCAGGTACCCCGGGTTGTGGGGCCTCAAATACTGCTTTG 

CCTTGCTCTGCTMCCAGCTGCATTTTACAGATCCCAGTATGAACTCTAGTGTTCTTCAG 

MCATACCTTTAAGAGGGGAAGCCGCGCACTGCCACAATGCAAACACTAACTTTGTTCAC 

AGTMCAGTCCAGTCCCCAACCACCATCTTGCAGGTTTAATAAATCAGATTCAGGCTAGC 

GGGAACTGTGGGATGCTCAGTCAGTCGGGCATGGCTTTAGG 

Sequence 5607 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTNTT^ 

CMTCAGTAAATTTATTNAGGACAAGAATTTACCATATMCATTTTTTTANTNNAANTNT 
TGCTNCCCCCI 1 I I 1 1 CCCC I I 1 1 I I AAA 
Sequence 5608 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 
TTAGTATGCTTGATGATGTCTCACAGCCCTCTCAGGI 1 1 1 I I » I CCTAAAT A 1 I I I 1 1 i I 
CTTTCTTCTCCTTTGGATAATTTCAATTAT 

TGCATGCCCAAATCTITGTTGMTCCCTCTAGTGGGTmCCATTTCAGGGATTATACTT 

TTTAGCTCTAGMTTTG TTTG GTTCCTTTTTATMTTTCTATCTCTTTATTG 

ATTTTGTTCATGCATGGTTTTCCTGATTTCCTTTMGTTCTTCGCCATGGTT^ 

CTCGCTGMCATACCTAMGAAAGGTTGATTTMTGTCTTTGGGGTAATAATCCAATGTC 

TGGGACTT CCTCA AGGATGGTGCCTGTCAAT I I I 1 I I 1 CCTGGGAATGGGACCATGGGTT 

TTCTATTTCTTTTTMTGGTTTGGAAATTTTTGGTGAGMCCGGGACATTATGMGTA^ 

ACATTGGTGGTMCTGAGAATCTMTTCTGGCATGCCTCAAAAAMTGCTGATTTTGCTT 

TATTGAGGGCTGGAGCCAMCTATTTGGGGACTTTTTCMCTATTTTTGGGNAAGGGGGT 

ATTCTTTGCAGTATGGGGCAAGTGAAAGTTTCTGNTGGGGAAATCCTCTGGGGGTAACCN 

AGNGACCCAAANATTTCCCTAAATATCGGGCTTGCCCAAAGGGGGGGNTTTNGGAAAANA 
Sequence 5609 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAMCTTCTTCACATCAGCAATAATTT 

CTCTGMGACAMTTGGTCTTTCTGAACCTCAAACCACCCCAACTTAGTGATTTTAGCAA 

TGACTTGAATAAGAGCTTGGATGACAAAGGGAGCCAGCTTGGGCTGTGATGCCACGTAAT 

TCAG AATG TAGTTTCTGATGTCCATCCTCTGCTCAACAGGTAAAGGACTGACTCGGCTGA 

CMGT7TTGAMGACATGTTGCTGCAAGGAGCTGAGCATAGGATGTTGTTCCTTGTTCTA 

ATAAAAGTTGACACTTGCTGAGAC 

Sequence 5610 

CCTTAGCGTGGTCG CGGCC GAGGTACTGGGATTTATATANGCATGAGCCCACTGANCCCT 

GGCCCCTGAAANCGTTTTTCTNNAMGGCCCTCAGTGAGATAMTTAAGAATTTGGGCAA 

TCTNCTNTCCCTGGGGCCAGGGATCTCTCTANAANAANCCCTTGCCCCTCTGTTNGNAGG 

CACAGTTTNAAAATAAGGAGGAGGAG 

Sequence 561 1 

C CCTTTCGAGCGGC CGCCCGGGCAGGTACTTT N I 1 1 1 1 1 I I I M I I I I N I I I I I I I CTTT 
ACI I I I I I I I I I I I I I NTTTNTTATTNTTNAACTTGTTTANTTTTTN I I I I I I I II INTT 
/ 1 1 I I II I I GTTTT7TGCNAANAAAAAAAAAAANATTTNTNCCCCNAAAAAAAAANAAGG 
GGGNAM AANNTTNC^ANTTTNNAAAAAMAMAMmNMCNAMMATGNNTNTTT 
I I I I I I I lAMNGGGNAAAAMATTTTNTTTGIvrrNCTCAAAAAAATNNTTTNTTGNNAM 
MAAAANNC^ 

AANNi i i i iTTTN TGGNANNGGNNGGTNTAMCNCCCANANAAMrmTNTTTTNNANNN 
CCTT TNl l i I l l l ANNN CAAC CNTATANAACCCNCNNNGCCNCNNNAANTTGGAAAAAAA 
ANNNTTTTAGGGNGNATTTTATTTANANTGAAAAANAN I I I I I I I II I I ICCNAAANCNN 
MANMAANTTGGGGTNTTTATTNCCTTNNNNGGNCCCCCANAAAAAAAANN I I I I I I I 1 
TTNAAAA 
Sequence 5612 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I I I I I I I I 1 1 I I I 1 1 I N I I I I I I I ICCTTT 
I I I I I I I I I I I I I I I M I I I I I I 1 1 1 | | | | | | | | H || l l 1 1 | | | i 1 1 | | i | | | | | | n 
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' ■ » " CTTTTTNGGGAAAAAAAAATANTTTAAAAAGNGGGNNAAAA I MIN I M 

TTTTTAAAAAAAAANCNNGGNGAAAAAAATNNAATGGTNTNCNAAAANNTNNNNCNAANN 
NGGGGNNCNAMNTTNANNNAANNTTTTNTNANGGGCNNNNNAANGNAAAAANNTTTNAN 
TCCCNNTTNNNNNGAANAAANAANNCCNNNNNTTNNTTAAAAAAAAAA 
Sequence 5613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGTTTCTGATACTCAGAAACTTAAAAATCT 

ACCTTTTAAGACTTCTGGCTTGGAAACTACCAAGAAGAGAAACCGCATTTCTGATGATGA 

TACTGATTCTGAAGATGAATTGAGAATGATGATTGCGAAAGAGGAAAACTTACAGAGAAC 

TACACAACCCTCAATAAATGAATCTGAAAGTGATCCTnTGAAGTTGTAAGGGATGATTT 

CAAATCAGGCGTTCACAAACTGCATTCTTTAATAGGTTTAGGTATCAAAAATCGTGTCTC 

TTGCCATGATAGTGATGATGATATTATGAGAAAATGATCGTGAAGTATGACTCAGGAGAT 

ACAGATGAAATTATTGCGATGAAAAAAATGTTGCTAAGGTCAAAAACAGTACCTCGGCCC 

GCGACCACGCTAAGGG 

Sequence 5614 

CCCTTGGCCGCCCGGGCAGGTACATTCTGTGCTGCTGTAACAGAATTGAAGGCTAGGAAG 

TTCAATCTCAAGGGACTGGCATCTAGTGAGGGCCCTCTTGCTACGTCATCCCATGGTGGA 

AGGCAAAAGGGCAAAGAGGGGGTGAGCTCATCCTTTTATATAAGGGAACCATTCCTGTGA 

TMTGGCATTAATCCATTCATGAAGGAAGAGCCCTCCTGTTTGAACCACTTCTTAAAGGT 

CACACCTCAGAACACATTGCATTCAGGATTAAGTTTCCAACACGTGAACTCTGGGGAACA 
CATTCAA 

Sequence 5615 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCTGTAAGAGTAAAGACTTCAAAGAGGGATAA 

ATTAGGAAATATATGTGGAGGGATGATGGTnTGGATATGTAGAACTTGAAGCTCTGTGA 

TGGAGATCTCTTTGGATCAAGTAGAAATGTGTTGGAGCTCAAAGGTAAAGGCTAAAATAT 

TAATTTGGGAGTAAGTTNCATTAANTGAAAGGTG 

Sequence 5616 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTAGAAGAAAACAGAGAGATGAGCAGCTTC 

TGACAAATG TCCTG GAAACACTTCGAGGTGATGGAAATGTGTTAATAGCAGTGGACACAG 

CAGGCANAGTTTTGGAACTTGCTCAACTTCTTGATCAGATTTGGAGGACTAAAAATGCAG 

GATTGGGTGTTTACTCATTGGCACTCCTAAATAATGTCANTTCAATGTGGGTGGAAGTTT 

TCTAAATCCCAAGTAGAATGGATGANTGATAAATTGATGAAAATGTTTTGAAAACAAAAA 

NAAATAATCCCGTTTNAANTTNNNCATC l 1 1 1 I I 1 1 ATGTNATGGGCCTTTCTG 

Sequence 5617 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTMGACATCTTTrTTTAAATTTGAGAT 

TT CTGAA TGTGAATATCTAAATGAGATACCATTATGTGTCCCTGCTGTAGGTGACACTCA 

TATTTTTATTTAAGTTAAAAATCACAAAAGAACCGCTACGCATGGTGGCTCATGCCTGTA 

ATTTCAGCACTTTGGGAGGCCGAGGTGGNGGATTGCCTGAGGTCAGGAGTTCAAGACCAG 

CCCTNACCAACATGGTGANACCCCGTCTNTCTAAAAANTNCAANAATTAAC 

Sequence 5618 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACACAAATTCAAAGCTCAAGACCAGATAGC 

TGCAGGATTTGAATCAATATTTTGGTGGGTAACTATCAGTAAAAACATAGATTGGATAAA 

TTACATCTATTATAACCAGCAGCGGTTTATTAACTACACTAGAGATGCTGTCAAAGGAAT 

AGCTGAACAGTTAGGGGCTACTAGCCAGATGGCTTGGGAAAACAGAATGGCCCTAGACAT 

GATATTAGCCAAAAAAGGTGGAGTTTGTGTTATGATCAAAACTCAATGTTGTACCTCGGC 

CGCGACCACGCTAAGGGCGAATTCCAGCAC 

Sequence 5619 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTGGAACAATCCAAAGTTTTAATCAAAGAA 

GGTGGTGTTCAGTTGCTGCTCACAATAGTTGATACCCCAGGATTGGAAGATGCAGNGGAT 

AATAGTAATTGCTGGCAGCCTGTTATCGCTACATTGATAGTAAATTNNGGGCTCCTAAAT 

GCCAGAATCACGAGTGAACAGACGTCAGATCCTGATAACAGGGTGCAGGGTTGTTTATAC 

TTCATTGCTTCCTTCAAGGACATGGACTTAAACCATTGGATATTGAGNTTATGAAAGCGT 



• 
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TGCATGAAAAAAGTGAATTATCATCCCACTTATTGCCAAAGCAGACACACTCACACCAGG 

AGGAATGCCAACCAGTTTA AAAAA CAAGGGGANCAGGATGTGTTAACCCANGNTTCTTAT 

ACCGTCTCATMTTTGCMGTTTTACTATTTTTAAGTATAATGTGTTGCAATCCATCCTC 

mCTGCTTTACTATATTGGCATTTATACTGNATTAGAAATAACTCTTCAATCTTCTGCT 

TTGTCAAGTTTTAAATATGGCTGGTTTAAGGGTCTCTAATAACCCCCCACACAAGACAAT 

TTCTNCCCATCTCTTTAAMTAATTTGCTTTTTCTTTTTNCTTTTCTCTTTTCTTTTCT^ 
1 1 1 1 1 1 1 1 I 

Sequence 5620 

GCCGCCCGGGCAGGTACGCGGGGCTCCGCCCCGAAACC7TCTGACTACTAACCTACCAAG 

ATCACTCCATGGATGAAATGACAGCTGTGGTGAAAATTGAAAAAGGAGTTGGTGGCAATA 

ATGGGGGCAATGGTAATGGTGGTGGTGCCTTTTCACAGGCTCGAAGTAGCAGCACAGGCA 

GTAGCAGCAGCACTGGAGGAGGAGGGCAGGAGTCCCAGCCATCCCCTTTGGCTCTGCTGG 

CAGCAACTTGCAGCAGAATTGAGTCACCCAATGAGAACAGCAACAACTCCCAGGGCCCGA 

GTCAGTCAGGGGGAACAGGTGAAGCTTGACCTCACAGCCACACAACTTTCACAGGGTGCC 

AATGGCTGGCAGATCATCTCTTCCfCCTCTGGGGCTACCCCTACCTCAAAG 

Sequence 5621 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCACAATCTTGGCTCACTGCAAACTCCAC 

CTCCCGGGTTCAAGCGATT CTCCT GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATG 

CGCCACCACACCCGGCTMTTTTTGTATATTTAGTAGAGACGGGGTTTTCACCATGTTGG 

CCAGGCTGGTCTCAACTCCTTACCTCAAGTAATCCACCTGCCTCAGCCTCCCAAAGTGCT 

AGGATTACAGGCATTAGCCACCGCACCCGGCCCAATCAATATTATTTTATGCAGTTCTGT 

AGGGAACTACTCCAAGACTTAGAATAATATTGTTTAGGAAACAATGAAATAGAAGCCTCA 

TACATATATAATAAAAACCTATTATGTTAAAGGCCTACATCTTGAAAAAGGGTAATAAGA 

CACACAGGAAAATGTCCTCCCTCCTCAAGGGGTGGGGAAAGAATTACCTAAGCAGGTAAC 

AGTGCCAGGCAAGTGAAAAAAAA 

Sequence 5622 

GGCCGCCCGGGCAGGTACACCAAACAGAGGAGTTTGGCTTTCTCCTGAAAGTTCCTGAAG 

TCACTGAAGGATATTAGGGAGTAACACTGTCAGAGTGCTTCTAGAAAGCCTGCTGTGGTA 

ACATTGAGCAACAGAGAGGAGACCAGCTAGGTATAGGAGGCAGGTTAGTACTGGAATAAA 

CAGTGAGCATATCTGGTATATGTCATTATTTATTGTTAAATTACATTTTTAAGCTCCATG 

T GCATAT AMGGTTAfGAMCATATCATGGTAATGACAGATGCAAGTTATTTTATTTGCT 

TATTTTTATMTTAAAGATGCCATAGCATMTATTGAAGCCTTTGGTGAATTCCTTCTAA 

GATAAAAATAATAATAAAGTGTTACCGTTT 

Sequence 5623 

cccttcgagcggccgcccgggcaggtacaaacttagaagaaaAttggaagatagaaacaa 

gatagaaaatgaaaatattgtcaagagtttcagatagaaaatgaaaaacaagctaagaca 

agtattggagmgtatagmgatngaaamttttaaagcccaaaaatttggataaaatag 

cactgaamaatgaggamttattgggtaaccaatttattttaaaagcccatcaatttaa 

tttctggtggtgcagaaattagaagataaaaacatacttttagaagaaaaaagataaatt 

ttaaacctgaaaagtaggaagcagaagaaaaaagacaagctaggaaacaaaaagctaagg 

gcaaaatgcacaaacttagaagaaaat 

Sequence 5624 

CCCTTAGCGTGGGCCNGGNCANAGGTACTAAANATACAAAAATTAGCCTGGCCTGGTGAT 

GCGCACCTGTAGTCCCAGCCACTTTGGAGGCTGAGACAGGAGACTCACTTGAACCCAGGA 

GGCAGAGGTTGCAGTGAGCTGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGCAA 

GACTCCATCTCAAAAAACAAAACAAAACAAAAAACTACAATAGAGATGTATGTCAAAGAG 

AATATAAGTTCTTAAGAAGCTGCGTCTAATTAGTGAAGCTCTCCCTTCCCATATTCAGTG 

ATCCAAGAAACTGAAATTTAAANGGAAAAATGAATCTGTAAAGTTATAGATGTCAAATTC 

TCAGATTCTTCNTTGTTATTTNCCAAGTGGAAAAGGATTANAAATAATAGAATTTTTATT 

GATTTT 

Sequence 5625 



# 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCCGGAGTCTAGGGATAAGAATGCACTACAA 

AATCAAAGCCAAAGGGTTGATGAGCTGGTGGCATGCATTGAAATTATACAGACCCTAGTA 

TTGATGTTCAGAAGAAACAGAAAACCGAGTCATCACGCCTGAACACATTGGCAGCTAAGA 

AGGGAGCACTATTTMTCTCTTGGTAATTTTAATTAGTGAGCCTCAGATTCCAAAATCTT 

GTCCTGTGTTTGATATCCAGTTGGTGGCTGATTCAGCTTTAGTCAGAATGTCTTTTGACG 

CTGAGTTACAGAAGCTTATTCTGGAGTATACAAATACTGCTACAGCACTTTTATATGAGA 

TACTTCTTGTCTTTCAGCAGGGGAAATCTCGGATTGGGATCCACAAAGTTTTGCTATTAG 

CT 

Sequence 5626 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNA 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 GGGTATAATAT 

AGGATCTTA GTGC T TAAAT TTGCCTCCAAGCATACATTAGCTGCAACTCCCTGATTCTGA 

TATATCGNGTTTTCATTTTCAGCTCAATGMCTTTCCMTTTCTCTTTTGATTTCTtATT 

TGAATAAT 

Sequence 5627 

TGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTCCTGAGGGCATACAACTT 

AATTTCTACAAAAACATACTTTTTCAAAAGGGCTATGAGAGTATCAATTGACAAAAGCAG 

A ACAA GTAGCATGATTAGACAGAGAAGTCTTAATTGCTTAACACAAGATAAACTCAGCAG 

GTTTTAAAGTGTCTGTATCCATTTTAAATGATTAGTCCAGGGGTAGAAAAGATGAGGATG 

GTTTCATCATACTTTGAAAAGGAAACTCCCACTGGAGNCTAAAACAAACTTACAGGCCAG 

GGTTATTMGMTCCMGTTACATAGTAGNATTATTANACTATTTATTTTCATACCCAAG 

TTCATTGCTTMGGCMTMAGAAAATCCCTGTTTTGCAGCATTTAATTTACATGTTAAT 

TTCAGGTTTTCCAGGCCACCATAGTTTTAGGAGGGTCACAACACCAGGGCCAGAAGAAAA 

GGAACCAAAATGCCCCNGCNCCAAGATCAATCTTCAACTGGCCCTCAGTTCCCAAGCCAA 

GCCCCAGTG 

Sequence 5628 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGACTGACCTGAAGGATGCAAAGGCTCC 

ACCTGGTTGTCTCACCCCAGAGAGAATTCCAGAGGTCCATCACATTTCCCAAGATCCTCT 

GCACTACAGCATCGCGTCAGTCTNTGCTTCTCAGAAGATCAGAGAACTAGAGTCTATGAT 

CGGCATAGACCCAGGGAACCGGGGGATTGGGCACCTGCTCTGTAAAGATGAGCTGCTGAA 

GGCCTCTCTCTCGCTGTCCCATGCCCGCTCAGTGCTCATCACCACTGGGTTCCCCACACA 

TT 

Sequence 5629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCCTGAATGCACCTGATATTGTCTGAAGTCT 

AATAACAGACTATAGGAAAAACAGATCTATTGTGATATAAGTCAGGAAGTGGTTGAACGG 

TGAGAGACAGGGTGAGAAGTGATTGTAAAGGGGCACAAAGAAATTTTCTGAGGTGATGAA 

GCTGTTCTGTATCTTGTTTTGGATGAAGATAACATAGGTGTATAGAATTGTTGAAGCTCA 

TTGAACTGGGCACTTAGATCTGTAGATTGTATACATAGTATATTTCAATTAAAAAGATTA 

AAAGGAGTAMTAAMCTATGTGTTTCCCTCAAMTTTTMTTTGAGGGATTTCTTTGGT 

AGAAAGTCACCCGCACTTTAAGAACAGTTTTTGAAAATTAGGGAAATGCTATAAAATATA 

GC CCAGAAGAAATTCTGT AAAAGACCCAATTGCAAATTAAAAACTTAAGCCTATCCATAT 

GAG 1 1 1 1 I 1 1 I I I 1 1 I II IGGNACGGGANNTCNNTTGGGCCCCCNCCNCTGAAANCCNNG 

GGNGAAANCCCCTTTTNAAAAAAAAA 

Sequence 5630 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGAAAGGCAGAAGTTGAAATTAGTTTGAA 

GACTACATTGTATATTACACAATATACATTGCTTAAGCATCAGCAACGTGAAGCAACATC 

MTGCCGTTTCTGGATGGTTACAGCAGTTATGTCAAMTTAGATTTTTAAAAGTAAAAGG 

CAAAGAAATTTGCCACATATTTAATAATTACTCTTGGGAATGACTGCAAATTAGAGATGT 

TAGGTATTATTGATTCATTTATTCTTTAGCAAATGTGTATTGAACACATACTATGTATCA 

GGCAAATGGATATCACCTCCCCTACTATGGAAGAATAACAGTAATCAGATAATTAAAAAT 

TATATACTCCAGGGTGGCAGAATGACAATCAGTAATCAAAATTATTACAAATTATATACT 

ACAAGGAAAACAAAGAAATAAAGGATTATGGAGGATTTACCCTAGGGTGGTTAGAAAANG 
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GUI I MAG 
Sequence 5631 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCATAAATCTTGACTTACCACCCTACAAAAGA 
TGGCATGAATTGATGCTTGACAAGGCACCAGTGCTAAAGGTTATAGTGAA7TCTCTGAAG 
AATATGATAAATACATTCGTGCCAAGTGGAAAAATTATGCAGGTGGTGGATGAAAAATTG 
CCTGCCTACTTGGCMCTTTCCTGGCCCTTTTGAAGAAGAAATGAAGGGTATTGCCCGCT 
GTTACTGATATACCTTTAGGTAAAGTTCACTTAGMGCTTTAAAAAAAAAGTAATTAAAT 
TCTTTTACMGTTTCCATTGAGGGNGTGATATACATACAGCACAGGTGCTGTATGTCTTA 
AATATACAGCACANGTGCTGTATGTCTTAAATATACAGCACAGGTGCCCAGGTCTTAAAT 
ATACAGCTCAATGAAAGCTTCAAAAATGCATGCATGCCTTGTANGCCCTTGACTCAAGAT 
CAAAGATCCGGAAGAACCCAGCACTTCCACCGATGCTNCATCATGCCCCTTTGCAAAAAA 
AACTGNCTCCTCGAGTMCACTTTTCTGATGCCACTATANATAAGTTTTGCCTTTCGNGA 
ACTTTGTATNMTAAAACTGACMTTGMCNGGCCNGGGGAATCNTGGATTTNAATATGG 
GNGGGGNGCTTTTGATTACMGGGATTTNGGNGGGTTTAAAATTTTGTTT^ 
GG AATTTAAATTTGG NGTTAAAAAAAAAAAAAAAAAAAAAN 
. Sequence 5632 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGATTTAGGCTTGCATACCCGAAAACCACAG 

TTAGGAAGAAAAATCATTTCAGGAAACAACATCAGAACAAGAACACATATAAATTAAAGG 

CATACTGTTTATCATTCCACTTCATTGCACATATAAGAAAACAATACTGCCGTCATTCTT 

GAGTAAGAAAGTTTCCAATGAAAGAGGAAGTTCCACAATGAATACAGGTGCAGACAGTCT 

TATTACC ACAAA TTTAGTTATATCAAAACACTTGGTGGTGTCACTAAGTTAA7TAAATTA 

TCTATACT1TTTACTGGAMGGTMTCATTTCCCTGCCTTCATATGTTAACTTAAAATCA 

CTTACAAATGGAAATATAGATTCAGTAGAAAAGACTTCACATGCAATCCTATACAATGCA 

TTCTGGTTTT 

Sequence 5633 

NCCCTTAGCGTGGNCGCGGCCGAGGTACTTTG I I I I I I I ATTTTTAATGATTTTCTTTTT 

GTTATTMTATTTTTCTCTGTTCCTTTGTTATTACTTGCATGGTTTGGCGTCAGAAGTCC 

TTACCTCTTTATATTGTTTGCAGGTTTAAATAAAACAGTGTGGTGCCAAAAAAAAAAAAA 

AAAAAGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 5634 

CCCTTAGCGGCCGCCCGGGCAGGTA C I I I M I I I I I I I I I I I I I I M I I ) I ( J l I I I I I CT 
M I I I I M I I I I I I I I I I I I 1 1 I I I I I I i I I I I H I AAAAAGCANNA I I I II I I I I I I I I 
NNAAAAAANNAANTTTTTAAN I MINI I GGTNTNCCGGGTNANGGGGNAAAAAAAAAAA 
GNGGNCCATTTTTTNNAMANNTTAAAAMNCCTTTTT^ 
1 1 I 1 1 1 1 AAANGGNCCC I » I I I I I 1 1 I I I I 
Sequence 5635 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGATTATACAGACGCATAACTGGAGGTGG 

GATCCACACAGCTCAGAACAGCTGGATCTTGCTCAGTCTCTGCCAGGGGAAGATTCCTTG 

GAGGAGGCCCTGCAGCGACATGGAGGGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCAT 

CTGGATGAGTGCACTTTTCCTTGGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGT 

GCAACAAAGCGTTCCAAGTGGGACAAGATACTGNAGATCCTCAAAGTAAGCCCCTNGTGT 

GACTGGGCTTGCTGGCACCATGGACCCAGAAGAGCAGTATCTTTTATTGAGGATGCCATT 

MGGTATTTCAAGGAAAAAGTGAGCACACAGAAATCTGCTACTTCCTGCTGACTGATAAT 

GAGGCCTGGAACG 

Sequence 5636 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATGGTCCTAI I I 1 1 GTGAAGAGGG ACATAA 

GATAAAATGATGTTATACATCAATATGTATATATGTATTTCTATATAGACTTGGAGAATA 

CTGCCNAAACATTTATGACAAGCTGTATCACTGCCTTCGTTTAT A I I I I I I I I AACTGTG 

ATAATCCCCACAGGCACATTMCTGTTGCACTTTTGAATGTCCAAAAATTTATATTTTAG 

AAATAATAAAAAAGAAAGGATACTTACATGTTCCCAAAACAANTGGTGTGGTGAATGTGT 

TGAGAAAAACCTAACTTGATAGGGTCCNACCAATCCAAAATTGTATTACNAATGCCCCTN 
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GNTCATGTTTTT GGNTTT AAA^ 

ATG N ATATN ATMTTTTTAAAANGCC AAAAAAAAAAAAAAAAAAAAA 
Sequence 5637 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGAGCCGCCCGTTCGCGCTGCCAGC 

AGCTTCCGCCTGCTACGGTCCTGGCAAGCACCTCGGGATCCCATTCCTTCACAGGGACCC 

TAGCCAGTTAMGCTGATACATTCCTGTGGGTCMCTATGCMCTMCTCAGATTTTGAG 

GAGTCTCTGCATTAGTTGGACAGCTCTTCTGGAATTATCTTCTAAGCCAACTGTGGGTTG 

GGTAGGTGGCTCTGCTGATTTTTCGCTGGACTTCCACATTTGGGACCAGTTGGCTGTCAT 

C 

Sequence 5638 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTAAGCTTTCAGAGCAGAAAAAGAACC 

ATCTGAMGGMTAGAGGATTTGTAGAAACCATTCCAGGAACAGTGCTTGATCCCAACAA 

CCAGACTGGAGAAACCCATAATTTGTGTGGATATTAGTTTCCTGAGGCCACAAACTTGGT 

GGCTAAAACCAGTAGAAAATTACTTGCTCATACTTGTAGAAGCCAGAAGTCCACAATCAG 

TTTTACTGAGGCAAAATCAATGTGCTAGCAGGGTCTTGCTCCCTCCAGAGGCTCTAAAAG 

ATMTTACTTATTGCCCCTTTGTTTCTAGGAGCTGCTGGTATTCCTTGACATTGGGCCAC 

ATCACTGGAATCTCTGCCTTTATGGCTGCATTACCTCCTCTTCTGGGTGTCAAATCTACC 

TCTCTTTCTTAAAAAGACACTTGTAATTGGATTATAACC 

Sequence 5639 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACCACTAATAAATTGTTTGCCAAATCCTTGTAA 

TMCATCTTAATTTTAGACMTCATGTCACTGTTTTTAATGTTTATTTTTTG 

GCGTGTATCATGTATTTATTTGTTGGCAMCTATTGTTTGTTGATTAAAATAGCACTGTT 

CCAGTCAGCCACTACTTTATGACGTCTGAGGCACACCCCTTTCCGAATTTCAAGGACCAA 

GGTGACCCGACCTGTGTATGAGAGTGCCAAATGGTGTTTGGCTTTTCTTMCATTCCTTT 

TTGTTTGTTTGTTTTGTTTTCCTTCTTAA 

Sequence 5640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTGTGTTACATTCTGTTCTTAAAT 

CTGAATGCCTTCTCATTTAATTCTGAGGAAATATCACACAGGTGTCTTCATTGACCTTGA - 

ANMATG IATAT ACAGNTGCCTTATAAMCAACATANATTTAGACCATAACTTTTATAGA 

GAMGG GTTTT GTCAMTGTTTTCTGAAAATCTGAGTAATTCAAAGCNTGCCTCTGCCCC 

TTTAAT Al I I I 1 MTAACCTGCATTGTTGCTGTCTGCCAAATATTAAATTGAAATCTTCA 

TTTCMTTTTATTATCTGGAAAGGGCACTGGATTGCTCTGCAACCAAAGAAAGCANTATG 

GMTGAMAAACTCATTCACTTTTGTCTTATTTCCTTNTTAAGGTGTATTGGCATGTAAT 

TTGCATAGAGMGGNCCTCTGGTTAGTCTCTCAAATTGAGGCTGTTTAGGGAAATCCTTA 

TTCAGTTGGTGGCAGGGGGTTGGTTTAAAGTAAAAAGGAATAAGGATC 

Sequence 5641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAGTGATGGGAGGGTTGGACCTTTC 

AGCCCTAATCACTAACCTTTGAGAAGTGAGGCAGGGATGGAGATTAAGCTCTATAAAAAC 

TCTTGAACTAAGAGATTCAACAAGCTTCCAGGTTGATGGATGCATCTAGGTGCTGGGAGG 

GTGGCACACCTNAATTTCACATGGACAGAAAACTCCACTNANGACCCTTCCTGGCCTTGC 
Sequence 5642 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTTTGACTACAGCTGCAGAAGTGTTCCTT 

TAGACAMGTTGTGACCCATTTTACTCTGGATAAGGGCAGAAACGGTTCACATTCCATTA 

TTTGGAMGGTTACCTGCTNNTTAGCmCATTATTTm 

GTATTTAMATGTTTTAGGCAACCTAAGAACAAATGTAAAAAGTTAAAAGATGCCAGGGA 
AAAAATGAAATTNGCTTGGGTATTTCATTTACCTTCATNGTATATTTCAAGGCACCAAGG 
CANT TNA AAACCAAA AAAAACCCCATGGTAATTTTAAAAC I I I I I I M I I AAGGGAATTT 
TTTTNGCCTTTTTTTGGTGGGAAN I I I I 1 1 I I M I I I I IN 
Sequence 5643 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGCAATGAAACCAAATAGTATCATAGACA 
CMCCTCTGTAGCACATTTTAGGTGGCAAACACTGTCACAGAATTTTAACTACCAGATCT 
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GTTTTAGGCCATACAGTTTGCTCTTAGT^ 

CACTGC TATGT GTCCTTTTCAAMTCTGTTCTTTTCATTACTTACTTAGAATAAGATCTC 

TCTAAMTTTTAAATTMTAGCACAGAGAGAGAGACTGGGMAGCAGCCTTTTTATGTAA 

ATGAAACCTCTTAGGTAGTAAAAAAAACCCCAAAAAGCTGAGAAAGTGATCACACAGTTT 

AAATACAGTCAAGATCTCTGAGCATAAGAAGAGGTCAGAGCCAGCTGATAGTAAACCTTG 

ATCTTCAGCTACCAAATCTCAAAAATGAAACTCCAAATGAGTTTGTTATTGGAGATGGG 

Sequence 5644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAGGAAGTTGTTCATGGATCAGAAATGT 

GGGAGGCCCTTCCTTGCCCAAGGCAAGTCGCTGTAGATGGTTAAACTGATACCAAGGATA 

GGTMGGGAMTTCCAAATTCCATTGGMGATGGCCTTTTACTGACACTGCAGACATGTA 

GATA ACAATAGTTTAATGTCCTCTGAAAAGGTAAAAATTCCATAAATCCTTGCAAACAAT 

TTTTAGCMTATTGTTTATTGCTAC CACAGCCMGMTGGGTATTTCAAAGCCAGGGTTT 

MM I ATTTT GTTTTGTTTTGTTTTG I 1 I I 1 1 1 M I I I M I GGCTACACTTTTTTGGGGG 

GGACCTTTTMTTTGGGMGAMATGTTGAGTATACTTTTNTTTCACMCCA 

CCCAGGTAGC CCTGG GAGTTTTCTTTTTTTCTCATCMTCATTGGTTTTGI I H I I 1 1AT 

GGTTCAAAGACTTTTTCCANTCCATGAAATTAAAAAATNA 

Sequence 5645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTTTCAATCCCTGACCGAGGGACCTTCCA 

GAAGACCATGGGGGCTGGGCGGGCAGTGGCAGAGCAAGTGATATTTAGGTGGTCTTCAGA 

GAATTTGTAGTGAAGGGATACTATGGGCATAGACGGTGAGGCAGGCCGTTCCTGAGATCT 

TCCCAAAACCAAAGGTATTTGAAGAGACACATGTAACACCCTTCATCCTCCAGGGTGATA 

TTCCANMGGTGATGGTTGGAGTTTTTNGGAGTTCCCAAGCCT 

Sequence 5646 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I I M 1 1 1 I I I I I I I I I I I I ICTAATCAGA 

ATGGGGGAATAAAACCACAAAGGAATCAGCTAACTGTCCCTGTTGGCCCAGCATCTCAAG 

GATTGTGTTGCAGCAGCTATCCTGAGGTGTGCCCTTCCACATCTGGGCAAGCAAACGTCT 

CTTTATTGGTTGGTGGTTATGTTAAGCATGTTGAACTTGGAACCAGAAGATCTACCAATT 

CTGGACACAGCTCCTTCCCTAAGTAGTCTATGACCTTGGGATAGTCACATAAGACCTTTG 

GATGCCAGTTTCATAAACCAGAGTTTTCAATAACTAATGCCTCACATTTAATGAGGTCCA 

TATGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 5647 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I 1 1 1 1 1 I I I I M I I II 1 I I I 1 1 AGGAATT 

TTACCAATTGCTCAGTAAGAGGTATTTAGATCTCCTACTGAATGGTGAAATTGTTTATTT 

CTCCCTTTATCTGCCAATTTCTGCTTTATGTATTCTGAAACTTTGTTACTGGATGCACAC 

ACATNTGTGATGAATGATMTAAAATGTCTTTATCGCAGTTAATTCTTTTTGTTTTGAAG 

TC TATTTT ATCTTATATTAATATATGCACTCAMCCTTCTTATACTTAGTGCTTCCGTAA 

TCI I I I I IMTACATTTACTTA CMCA TGCCTGCATCTTTATATGTTAMTGCATTTCTT 

GCAGAGAGCANATAG7TATGCTT7TCAMMTTCATTCTGCTTATTTCTMCTTTMTTG 

GAGMTTTMTCCAATTAAATGTATTCCAAGTATTGATATAATGGGTATTAAGGACTGGT 

TCTTCCTTCTGGGGNTTGGNCCCTTTGNCCCCCCTTTCCTTATTACGTGGATTAAATTGA 

ATATTTCTT 

Sequence 5648 

CCCTTCGAGCGGCCGCCCGGG CAGGTAC I M I I I I I I I I I I I I I I M I I I I I I M IATTT 

N I I I I I I I I I I I I I M I I II I I I I I I I N I I I I I I I I I I I I I I I I I I I I I I II I I NTTTT 

II I 1 1 I I 1 1 1 1 I I I I 1 1 II I I I ANNhTTTTTCNCTTTATTNNAAAANANNAAAAAAAATNN 

AGGNGTTATNTTTNAAANNNGANTNGGAAAATANTAAANNNAAAAAAAANTNNNTTAAAA 

ANTTTT 

Sequence 5649 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGGCTACCTGATGGACCATTTAACATTTAT 

AAAGGGATTTCATTCAATTGTCATTTTCAATGCATGTTTTCTGTTTGTATAAAAGCT^ 

CCATGCMGAGGGCTGATGTTACMCAGTAGATTATTGTGCAACAGTGTATTTTCACCTA 
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GTAAAAAAATCTTTTCATGGTTCACTAAGGACAATCCCTTCATGATCTAGAGCCTGAAGG 
TAGGATCTTCTGAGAACATCAGAAAAAGACTATNTCTACCATCCACACTACAGCAAAACT 
TTGGGAGCCCTTGAACCTTGGGGTTCATAATCTCACAATGGG 
Sequence 5650 

eCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACAAACGGCAGAATGAAGGAAATCCT 

GAAAGAGATAAAGAGAGGCCTGTCCAGTCTTTGAAAACATCAAGAGATACTTCACCCTCA 

AGTGGTTCAGCAGTTTCTTCATCAAAGGTGTTAGACAAACCCAGTAGGCTAACTGAAAAG 

GAACTTGCTGAGGCTGCAAGCAAGTGGGCTGCTGAAAAGCTAGAGAAATCAGGTGAAAGT 

AACTTGCCTGAAATTTCTGAGTATGAGGCGGGATCCACAGCACCATTGTTTACTGACCAG 

CCAGAGGAACCTGAGTCAAACACAACACATGGGATAGAATTATTTGAAGATAGTCAGCTA 

ACCACTCGCTCTAAAGCAATAGCATCAAAAACCAAAGAGATTGAACAGGTTTACCCGACA 

AGACTGNGAAACTTTCGGGATGGTGGTGAAAATGCTGATTGAAAAANATCCTTC7TTAGA 

AMGTCTTTCAGGTTGCATTTGAGGCANAATTTACATNNAAATAGGTNMCCGGTGTGTT 

TNAAAAM CTCMG CNmCANTTGCAGAAGTATGGATCCTTTCNCCTCAANAATTTTGG 

GGAAGCCCI I 1 1 IANAATTTTTTNTGGTTCANGGCTAAAAAAAAAAAAAAAAAAAAA 

Sequence 5651 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACAGACCCTAGACTCAG 

AAACACAACAGATTTGAGCTAAGACAGCTCTGGTGAAACAGTAATAGAGGGAGGAGGAAC 

ACGAGGTATTCATGTCTGGGCCAGAGCTGCCATCCAGGGCCCCACACCCCACCTTTGGTC 

CAGATGGCCCATTGGCCCAGGTGTCCCTGCTGCCAGAACACCGTGGACTGGGGTACTCAT 

TGTCAGCTTGTAGGATCTTTGGCCATTCTGTCCACAGAAGTATCAGTTTTACTGTTAACA 

TTTCTGACATTGGAAAAATACATCTGCATTGTCTATCCTTTTAGATGTGTGAGACCTGGA 

AMTGCAGMCAATTACAGTTCTGATTCTCATTTGGATTACTGGTTTTATAGTGGCTTTC 

ATTCCATTGAGCAATAAGGAATTTTTCAAAAACTACTATGGCACCAATGGAGTATGCTTN 

CCTCTTCATTCANMGATACAGAAAGTATTGGAGCCCAGATTTATTCAGTGGCAATTTTT 

CTTGGTATTMTTTGGCCCGCATTTATCATCATAGTTTTTCCTATGGAACATGTTTTATA 

GTGTTCATCAAAGTGCCATAACAGCACTGAAATACGGAATCAAGTTAAAAAAGAGATGAT 

CCTTGGCCAACCGTTTT 

Sequence 5652 

CCCTTAGCG TGGTCG CGGCCGAGGTACGCGGGGGGCATTTACCTAAAGGCAATGTTAGAG 

TCATCGAMGTTTTTMTCAGGCAAGTGGTATGATCAGTTTTTTGTTTTGTTTTGTTTTT 

TTTGAGACGGAGTCTGGCTATATCGCCAGGCTGGAATGCAATGGCGCGATCTNTCCTCAC 

TGCAACCTCCGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCACCTCGAGTAGCTGGG 

ACTACAGGCGCGCGCCACCACGCCCAGATGAGAAAACTGAGGCACAGAGAGGTGAAATAA 

Sequence 5653 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGAGTGTGAAGTAGCCTCTGGTGTC 

AmGGATTTGCATTTCTCTGATGAGTGATGCTATCAAGCACCTTTGTGGTGCTGTTGGC 

CATATGTGT ATGTT CCCTGGAGAAGTGTCTGTGCTGAGCCTTGGCCCACTTTTTAATTAG 

GCGTTTGTCTTTTTATTACTGAGTTGTAAGAGTTCTTTATATATTCTGGATTCTAGACCC 

TTATCAGATCATGGTTTGCAMTATTNTCTCCCATTCTGTGGGTTGTGNTTTCACTTTAT 

CGATMTGTCCTTAGACATATMTANATTTGTATTTTAAAAAGTGACTTGATTTGGCTGT 

GCAAGGTGGGCTCACGCTTTGTAATCCCAGCACTTTGGGAGACTGAGGTGGNTGGAACAT 

ATGAGGAGGGTAGGAGTTCGAGGTCAGCCTGGCCAGCATANTGAAAACTTGTCTCTACTT 

AAAAATANANAAANTAGTCAGGCATGGTGGNGCACCGACTGGTAAAACCANCTTCTCAGG 

AGGCTNANGCACGAGGAATCACTTGAACCCCATGANGAGGGGGGTTGCATAGAGCTTGAN 

ANTAATGCCAGGGCNANAAGNANGGAGANTTTGGTTTAAA 

Sequence 5654 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGACGCG 
GGTAAGGAGAAGGATGTTGACGACTGTTGGTTCTATTTTACGTATTCAGTGAATGGGAGC 
AACGAGGTCATGGTTCATGTTGTGGAGAATCCAGAGTGTCCCACTGGTCCAGACATCATT 
CCAATTGTAGCTGGTGTGGTTGCTGGAATTGTTCTTATTGGCCTTGCATTACTGCTGATA 
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TGGMGCTTTTAATGATMTTCATGACAGAAGGGAGTTTGCTAAATTTGAAAAGGAGAAA 
ATGAATACCAAATGGGACACGAGATGGTCACATAACATTGTGAATGTAATTAATGCCACT 

GAAACAAAGTGGCTTTAATTGCAAAAAAGAAAATGAAAAGGCAGGACATAGTGGG 
Sequence 5655 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTATGTGTGCCTA I J I I I 1 1 1 j I I GGT 

MCNANMGTTTCCTGTGGCTCTTTTCACTCTCTAAAAGGCCAGGACCTGCTTCCTCTGA 

ATCTGCCTGGATTCACTCCANTTGTTGGNANGGAGAAATTAAGTTCCAAGTGTAAGANAC 

ATANGCACTGAAAACTAAATAATAGNTCTTGNAACTATTTGN I I » I II I I I I GGTANNAN 

ATAAGTGAAGTTCATTTGGTT 

Sequence 5656 

. CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGGAGTTGCTTTGCAAACAAGCCAGGTAGAT 
AAGACATAATGAACAGGCTTCTGGGAATGGTATAGCTGTCGTTGGTCCTAAAACATGA 
Sequence 5657 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAGGGAAMCTTTTGGTGGACTTATGGTCA 

TTTCTCAAACCATTATGTCATTCTTACACTAATCMTMGAAAAATMGCTMTTTTTGA 

AMCAGTAACTAGMAGACTGTTGCAAMTATTTAAAGATTCTAGTCCACTCAAATTTGT 

CAAATAAAATCAGAACCATTTTAAATGAAAAGATCCTGGTTCCTCTGAACATTATATAAT 

GCCG GCAAG GCACGGTAGCTCATGCCTGTAATCTCAGCACTCTGGGAGGCTGAGGTTGGA 

AGATCTTTTGAGACCAGCCTAGCAACATAGCAAGGATCTCATTTATGCCAAAAAAAAAAA 

AAAAAAAAAAAGTCCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5658 

CCCTTTCGAGCGGCCGCCNGGCAGGTACANAAAGAATACTCTTACTTCAACATANCGGTT 

MTCTCTGCAAAAGGAGACTANNNANNAGATGTAGGAGTTTTATCTGGATCCATAATATT 

MTNrrTATTMCAAACAATTTTGGAGCAMTAAGATAAAACGTTAACATATCTNAAATCT 

ATGACACAGTTCTCAATGTATCCGAGAAATTCTGG 

Sequence 5659 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTCTTTAGGAGAGGGTGGTGGTGGCGGC 

CAGTAMGGGACTGTTTGAAATCCACAGACACCTTTCTCCAGACTGAAAACCTGGGGACC 

AGAGTGAGAGTCTGGAGAAACTGAGGTATCCTAGGTCCAAGAAATGAAGCGTAAAATAAT 

AGCAACAGTAATTGCTGTGAAATGTATGCTTGTGAGAAGGAATGAAGCACTTACTGGTTC 

MGTGATGNNCCTTTTACTGGMCTCACTCTMCTGNGGTTNACTGAGCCTTTGGACTTN 

TTAAAAGGG AGGTG NTGCCCATG AANCTTCCCTCTTTTAAAAAAAAAAAATG 

Sequence 5660 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGCCACCCTTACCCCCATCCCAGTGAA 

TATTTGCAATTCCTAMGACGTGTTTTGATTGTCACACCTGGGTGGGGAACGTGCTACTG 

GCATCTAATGCATAGAGGGCAGTAATGCTGCTAAACATCTTTCAACGCACAGGACAGAGC 

CCCACAAAAGAGAATTATCTAGCCCCAAATGTCCATAACACTGCTGTTGAGAAAACCTAC 

CGCAGGATCTTACTGGGCTTCATAGGTMGCTTGCCTTTGTTCTGGCTTCTGTAGATATA 

TAAAATAAAGACACTGCCCAGTCCCTCCCTCAACGTCCCGAGCCAGGGCTCAAGGCAATT 

CCAATAACAGTAGAATGAACACTAAATATTGATTTCAAAATCTCAGCAACTAGAAGAATG 

ACCAACCATCCTGGTTGGCCTGGGACTGTCCTAGTTTTAGCATTGAMGTTTCAGGTTCC 

AGGAAAGCCCTCAGGCCTGGGCTGCTGGTCACCCTAGCAGCTGAGGGACTCTTCAATACA 

GMATTAGTCTTGTGCACTGGAGATGMTATTCCTTTMTTTGTAACATGTGAAAACATC 

TATAMCATCTACTGMGCCTGTTTTTGTTGCACCGACATTTTCATTGGAGTACCCTGC 

Sequence 5661 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATAATAGAGCTAAATACAATGACATTTGCTT 

TTAAMGGTGGATATTTTATTTCTGCTTTTTGAMATCTTATTTAGTATTGACTT^ 

CCAATTTGGTCCTTTMTMGTAAAGAMATAATATGTTTAAAMTGTAAATGTTTTACA 

MTTTGAAACTTTCATMTTGTATTMTCAGAAAACAAGCACATTGCCATTCTTTGAAAC 

TCATGTTTCTAGACATGACAGCAGTAATAAAAGGATGAAAACAAGGTGTCTTCACTAAGC 

CGTATGGCCAATAAATGGGACCCAAA 
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Sequence 5662 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAGTGGTAACAATTATTTGCTAATAATCC 

AGAACCTACAAATAACAGAAGGAAACAGCACACTCTTAAATAAATAATGGGACAAGGAAG 

AAACTACAAAGTCAATTAGAAAATACTTTAAGATTATGTAGAATGAGGGCCCAACACACG 

MMTGTATTGMTGCAGTGAMTGGTGCATAMGGGAAATTTATTATTTAAATGTTTGT 

ATCTAAAAAGAAGTAAGGGCTCATATAAATAAACCCAATCTTCCACATACAATTCTGGAA 

AAAGAAGAGCAACTAAACCTAAAGTGAGCAGAAGGAAAGAACTAATAAAATGTTAAGTGA 

AAAATAAAGGAGAGAATACAAAAACAATAGGTAGAATAAACAAATCTAAAAGTTGGTACA 

TGTTCCAAGGCAGGTGACTGTGAACTTNCTCTGAGTGAAGGCATCCCCTCCACACCTTTC 

AGCC TGCTAGTT AGGACGACCCGGCCGCCACCCTCCAGGACCTCCAGCCCTTGCACTGNC 

TTTCCI I I I I 1 1 I AAATAATTCTTCATTG AGTTCTAATATGTAAAAAAAAAAAAAAGGAA 

A 

Sequence 5663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCCATTGTAAGTCCCAAAGTATTATAT 

ATTTGATMTMTGCTMTCATMTTGGAAAGTAACATTCTATATGTAAATGTAAAATTT 

ATTTGCCMCTGMTATAGGCMTGATAGTGTGTCACTATAGGGMCACAGATTTTTGAG 

ATCTTGTCCTCTGGAAGCTGGTAACAATTAAAAACAATCTTAAGGCAGGGTGCAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAAGCCCAGGTGGGCTGATCACTGGAGGCCAGGAA 

TTGGGGACCAGCCTGGCCAACACAACAAAACCCCATCTGTTAAAAAAACAAAACAAAACC 

MAAAAMCMGTMCCTTGGTGGATGTCTACTCAAGTTTTCTGNACTTTNNTNNTNNNT 

TT^^rTTNN^r^ TTTGA CTCTAAAGGGGGTANAGGGGGTGCTATAGGGTAAATACNGGCCCT 

ATTTCAAAAAI I I NAG 

Sequence 5664 

GAT ATCTGC AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTAACTG 

TATATTTTTGAGGAACTGCCAMCTATTTTCCCACGTCCATGCACCATTTCACATTCCCA 

CCAGTMGTMGAGGGTTCCMTTTCTGCGCATTCTTGCCAACACTAGTTATTATCTGAC 

TTTCTGGTTATMTCATTCTMTGAGTGTGAAGTAGCCTCTGGTGTCATTTGGATTTGCA 

TTTCTCTGATGAGTGATGCTATCAAGCACCTTTGCTGGTGCTGNTGGGCCATATGTGTAT 

GTTCCCTGGAAGAAGTGTCTGTGCTGAACCCTTGGCCCAC I 1 1 I I I AATTAGGCGTTTGT 

CTTTTATTACTGAGTNGTAAGMGTCTTTATATATTCTGGATTCTAGACCCTTATCANGA 

ACATGGTTTGGCAAMTATTTTCTCCCATTCTGGTGGGGTTGGTGGTTTTCACTTTATCG 

ATAATGGTCCTTAGACATATMTAMTTTGTATTTTAAMGTGACTTGGATTTGGCTGGT 

GCAANGGGGGNTCACCNTTGGTAATCCCAGCACTTTGGGGAGAACTGAGGNGGGGTGGGA 

TCATANTGAAGGAGGGCTANGGAGTTTCGAAGNGCAAGCCNTGGNCCAGCCATAGCNNAA 

AMCTTGNCTTTTACTNAAAAATNCAAAAAATTTANNCCAGGGCATTGGNGGNGCNCCGT 

TTTTMNACCNNCTTTTNNNGGANGGCTNGAAGCCCCAAGGANCNCTTGAACCCAAAAGG 

AGGGNGNTCCANTMTTTTAAANNTGCNAGGGCAACAAATNNAACTTTGNTNAAAAAAAA 

AAAAAAAA 

Sequence 5665 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACCTCTCACGGCCAACTTAAATCCTTGCTC 

CTCMCATAAATTTCTGACTATCTGATMCATTATATTTGACCGAAAGTGTT AAAAAAAA 

TAAACAAATAATTGAAGGTTGCTGAAAAACAGATGTGTGATCTTATAACTATGTGTAGTT 

CMATAAGTTMTAACTTCMCCAAT7TTTTTAATAAAAAGATACCCCCAAMGGGAAAA 

CCGATAAGAMCAGATTTTCAAAGTGTTCTGCTAACATGTATGTTTAGTGTCCAATGGCT 

TAMTTTACTCATTTCAGAMACGTTTACAATGAAAGTATTTTATMTTTGCTTCTAATG 

CTTTCTAAGCGTGCCTTGTTGTTTCATTACTGTCTGCTTTTAMGMTAMTTCTAACTT 

AAACTTATCTGAAAACAATGTTGTTAGCTCTCTGCTCTAAGCTAATGCTTCACATATAGA 

CATGAGTCAAMGCGGACTGGTTTTCCTAAGATTACCTCCTAGAAAAAAAACCCCTTACA 

MTTCATGATTTCCCCTCTCCTTACGATGAGTTGTGTAAGGTGACAGCAACTGGTAACCA 

CTGTTTGMCCTTTGGGTGGCCTATTTAAAAGAATGGAAAAAAATTGGGGGAAGAAAGAT 

TCAAGATTTGCCTTGCATTACAAGGGGCCAGCTGCTCAATGCTGTGTCGGGACCTTAA 
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Sequence 5666 

GATATCTGC AGAATTCGCCCTTTGCGTGGTCGCGGCCGAGGTA C I I I 1 I I I I 1 1 1 1 M I 1 

i i 1 1 1 n l iMCCCTAAGMAAAGTAGATCTTTTACATGGCTTGGCTCACAATTTAAGTG 

GTTAMTATATATACATATGATATAGTGGTATAMTAGATTTATAAATATACATCATTTT 

TTGCTACACTTTGAACACCAACATGTAATCTTTGGGCTTAGCAGAATAAAAGATAGAATA 

ACACAMGTNTATCTTGCTGGAGCACATTNACTCGGTTTCTCCTTTAGAGAAGCAAATCA 

TTAGATA AGAC ATCATTTCCTGCACTACTGGGACACACTCAATGAGGGTAACTGTTGGTT 

GMCMCTTTTGCMTGCCCTT TCAT CTTCCATTAAATNAACCATAAAANGTAAAAACAC 

AAAATACTGAGGAAAATNTGAGTTTTACAGAAAAAATACAATTGA 

Sequence 5667 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I 1 II I 1 1 I I I I I I I I I I I II < I 11 I I IC 

TGTAAAATAGGAGATAGAAGACTAAACACTAGGATTTTATGCTTTTTGAAAATGAAAACG 

TAGCATGAGAAATATTGCCTGATATAGGAAAAAGAGTGCAGGGCTTAAAGTCTANATTCA 

MGAGCTCTGCGGTCTTMNAAAGTCACTTTACCTCTCTGAGCTTCACATTTCTAATCAA 

TAAAGTGATGCTGTGAGGCCAGCTGCTCTCCAATTTCCCTTGCAGCTTANAAAGCCTAAG 

ATGTCTACTCTAGCTAAAAAATAAACCAACCTTATAAAGAATTTAAAACAGATAAAAATT 

GTCTGGTATATCAGCTAGTGTTGGTGAATTTTCCTGTTAATTTG 

Sequence 5668 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTCACTGATTATGCCAATACAACAAAGATAA 

CCACATGTTTGAGGATTGCAATGTGCCAGACATTCACTGAAAAAAAAAAAAAAACACACA 

ACTAMCAAAATCCACACMCAAACATCTGAGMtCTGGACACTTCACATCAGTGTTTTG 

MGTGTTTCATTAATATCTTAAGACAAGTGTATCAAAACCTTGGCACCCGCCATCTGGTT 

AGMGAGTGGGCATMCTCTTMTTAAGAATTTAGCAGMGACATTTCTAGATTTTGAAT 

AACTTTCCTCTGC 

Sequence 5669 

CCCTT AGCG TGGTCGCGGCCGAGGTA C I I I I 1 1 I I 1 1 1 1 II I I I I I I I I 1 1 NGGCTTGGT 

TTTTTGTTTTGANATGGAGTCTCACTCTATTCCCAGGCTGGAGTGCAGTGGCTTGATCTG 

GGGTCC CTGCA ACCTNTGCCTCCCAGGTTCAAGCAATTNTCCTGCCTTANCCTCCTGCAC 

ATGTTGGTTTTAATAACAATAAAAAAACCCACTTGGGCGTAGCCATAATCCAGCGTTACT 

AMGGAACTAATTCTACCCANAGTTAMGTATCTCGCCTTTTGGCTATTAATGTC 

Sequence 5670 

CCCTT AGCGTGGTCGCGGCCGAGGTACGCTCATCTAACATGATTTGAGAAATTCATAACC 

AGGCACTCMATATCCTTGTAGCCTACGAAAAGTGAGTAGGGTAATMTTTTTGCTTTGT 

AGGGAGAACTACAAATTGATATCTTTTMTCTGGCCATTTTTTMCATTTAGCTCAATAT 

TMCAGAGAMTGTAGTCAGTATTTAGTAAMTAAATGTATTTTTAAMTATTTTTAGGA 

AGCTGCAGAATGGCGACTGAGTGCTTCTTGATAAGTCTGCAGTGTTAGTTCTATATAGGC 

TCCCTTCTGTGCTTCTGTTTTTGCAAAGACCTGTTTMATTAAAAAGAAMTTTTAAAAC 

MTAGGACATATGCTATTTATAMGTTTTTCAGTTTTAAGACATCATTAGCATTTCTGTA 

GTAGCAMGAGTCCTACTTAAAMGGGCTTTCAGATTTCACMTTTTTCCCCGATTATAC 
AATAAT 

Sequence 5671 

CCCTTTCGAGCGGCCGCCGGGCAGGTACCCAGCAGGTGCTGGNNNNGGGAAGAGACACAG 

AAGCCTAAACCTACTGTTTTCTGCACCCGGNGGCTAAAAACCTGAGCCAGAGAGATCCTA 

AAAT TGGG TCACAAANAAAGAGGGGGCATTACCTGTGGAGAAATANGTCACTTATTGGAT 

CCACTTTTCACCTTCTTCAGGAAAACGGGGMTGTMGGMATTAGCTATCTTTITTGTC 

TTTGCCTGTAAGMCMMGACTGAAAAATATTTMTCTTTTTGCAAAATCTTCTCTTAA 

NTTCTGTGTTATATCCCGTATTGGNTACTTNTGCACTGGTTATTTGTGGGATCATTTCAA 

ATTAACCAAATTAATTGAGNTAAATAGGTAAATCAAAAATATNATTAAATNAAANTAAGG 

TTTTMGTCTNTATTTTrGTNTGGCNTGTNATATACCCCCAAAAATTCTTTTAAACCTAA 

T GGCNAG AATAAATGACCAACCTTNCATAGTNGAGAGAGTTCCCCTNTCTGCTTCATTAC 
C 1 1 1 1 1 1 r 
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Sequence 5672 

CCCTTTCGAGCGGCCG CCCGGGCAGGTAC I I I I I I II I < I I I M 1 1 I 1 I I I I I CCTTTTT 

n I I I I I I 1 I I II I I n I I 1 1 1 I 1 I 1 1 I I I I I < I I I IN TNNNGTN I I I 1 1 11 I I I II I I I 

i I 1 1 I I 1 l ll NNCC CCCCGGG GCCNNGGNCCCTTTTTTTNGAAAAAAAAANNNNNNTNCC 

NGGGGNAMNNNCTTTTTTTAANTTCNAAAANNNAACCCCGNAANNGGGGGGGGGNAANC 

CCCCCNNCNTTCCANGGGGGAAGGGGGCC 

Sequence 5673 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGTTCACAGTTCCTTATTTGAAATCATTGGGG 
CTATATATGTATTTAGGMTATGGTTTOT 

GCCAGGCACAGTGGCTCACGCCTGTAATCCCAGCACTCTGGGGGGTCGAGGCGGGCAGAT 

TGCTTGAGCCCGGGAGTTCGAGACCAACCTGGGCAGCATGGAGAAATGCTGTTTCTACCA 

AAAATAGAAAACTTAGCCAGCATGGTGGTGTGTGCCTATAGTCCCAGCTACTTGGGAGGC 

TGAGGTGGCAGGATCACCTGAGCCAGGGATGCTGAGGTTGAGTGAGCTGAGATTGCACCA 

CACCACTGCACTCTAGCAGCCTGGGTCACATACCAAAACCAGGTCTCAAAAAACAAAACA 

MAAAMGAAATGTGATGGGCACAAATATTTTATATTTCATTCTACTTCTCAAGGCTATT 

TCAAACT CTAC AATCAGATCATTMTATTTCTTTAGTGACATGTATTGAACCATGCCTGG 

TNAGAAGTTTTAAGACTGTAAAATGGCTTTTCATTCAGGGTTTGGTC 

TAATGCAAAAAAATTT 

Sequence 5674 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCGTTGAGTTCATGATGCTCTCCGGCCCATT 

CTTCANATGCAAGCTGCCAGGGCCGGGTCTGAAGAGGGCCTCTGCGTTGGTGTTGATGGT 

TGTGGTGAGCTGCTTGGCGTCATCGGGCACCGTCTTTGCCACCATCACAAACCGGTCCAG 

ATCGTCACACTTGTTCTGGGGCTTGTTGATGGCCAAGATATTCAGGGACCAGCTGCACTC 

ATTTMGTCATGGCTGGTTTGACTCANGATCTGGTGGGAGTCTTCGACTCGTTGCAGCTC 

CCGCTTCATCTTGTTGTGGAGGATGAATTCCNGGANGCAGGCAGNATTTGCAACAGCTTC 

CTTGACAAAATGNAGGTACNCCGGGAGGGAACGAGAGCGGGAAAGAGAGANAGAGAGAGA 

ACGANAGCGAGAACCAGAACGGGAGCNAGAGAGAGCGAGAGAGGGAACCGGAGCCAGAAA 

ATAGAAAAAGACAAAAAACNGGACCCGAGAAGAAGATGAAGAANATGCATACCAACGAAG 

AAAACTTGAAAGAAAACTNNTAGAGAAAAAAAGCTTCTTATCAAAACCNCCTTAAGAATT 

GGGAAAATAGAGAACGAAAGAAAAACCC 

Sequence 5675 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTAGAACTGGAAAATAAAGCTAAATACCCCCC 

TCCCCCCATGCAACTATTTAGACTTTCAGATGTGTTTCTAAGAGAATGAACCTAACTTTA 

AAAAATCTGTTACTCACCACAGCAAAGACAAAGTCTAGATACTTAATGGTGCTGCTATTG 

AGTCTAAGTAGAGCAGTGTGAGAACGGCAGCTGCCTGTGGAGTGAGTTGTATTGGGGTTG 

ATGTTAATAACTGAAGCAACCTTATCCTGAGTGATGTTCAGCTGCAGCCCCATGGTAGCC 

AGCAGACMGTATCATTGCCATTATTAACTGAATAGGTTCCAGCTTCTGGTTTTTCCTTT 

GGAGTAGGTGTTGTAGTAGGAGATGGCACAGTGGTGTGTATGGTGGGTGCCACTGTTGAA 

GTTTTGTCTTTATCACACAGGMCTCATTTGTGCTCACTGTGCCATTTTGGACAAAAGCT 

TGTACTCTTCAATCAACAAGACCTGATGCAAAAAAAACAGAAAAGGGGAAGATGTGAGGG 

ATCAGTCAGAGTGGTGGGCTCAAGAGTGGACTTAATGAGGGCTGNCTCAAGGTTCTGTAA 

TAAATAAACAGAGTANGCAGCAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGCCGGCC 
G 

Sequence 5676 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCCCCATTMTTCAGGTCATCTTTTGTA 

TCCTTTAATGCAATTTTGTGTGTGTGTG I I I I I I I I I I I I GATGGACTTTNGCCCTGTCA 

CCCAGGCTGGAGTGTAATGGCACGATCTCAGCTCACTGCAACCTCCACCTCCCAGGTTCA 

AGCGAT TCTTCT GT CTCAG CCTCCTGAGTAGCTGANATTACAGACGTGTGTCACCAGACC 

CAGCTAATTTTTGTATTTTTAGTANAGATGGGGTTTCGCCATGTTAGCCTGGCTGGTCTC 

GGACTCCTGACCTNTGGTGATCCGCCCCCCTCGGCCTCCCAGAGTGCTGGGGTTACAGGC 

ATGAGCTACCGCACCTAGCTAGACCTTATGTTTTGAACCAAGTANGGGAACGAGCATAAN 
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CTTTGTGGCCAGGCAGAGGTGGGCCCTGCCCAGGCAAATGACCTCACTTCTCAACTNCCT 

TNATCCCATCTTCAGNATGGGAGGAGGATAAAACCCTCCTGGGGTTTTATAAACCGGGGG 

TGGGCANCTTGGAAAAAAAAATNAGATGATCCGTGGAGTTTGCCTAACNTCGCATAAGGN 

CTATTTAMTGGTAGCTGCTAGCCGAAAATGCCAAMTTTTTT 

Sequence 5677 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGGCATTTTGCTCAAAACTGAGCTTATATT 
TGGACATTGTATCTTCATCATAATCCTGTGGTAATGCTATTATCGTAAGTAACAGGTAAG 
AAACCTGAAGAGGAGGGGATAGCAAATCATGTATTTGGACATATTTCCA I I I 11 1 II I II 
TGGTTTTGTGATGCTAGAAGAATGACCAGAATGAGTCATAGGAAGAGTATCATTCCTGTA 

GTATTTTGCAGGACAGAGGTGTGACCTCCTAGAGTCCTCGGCCGCGACCACGCTAAGG 
Sequence 5678 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGATGGGAGCAGCTTTGCCAACCCTTGCAAA 

GAGGACTCTGAAGAANACGACAAGCCTTGTTCCGGTCACACCCGGAAGCTGACTGGTTCA 

CCGCATTGGCCTMNNNNrTTNNGAAAACCTCATTCGCGGNAATMTTTTTCCTTAAMTT 

TGGACTTGTACCTTGCCCGGGCGGCCGCTCGAAAGGGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnn nNTGGATCCCGAGCTCGGTNCCAAAGCTTGGCGTTAATNATGGTCATAGCTTN 

TTTTTTCTNTGTGAMNTTTGTTTATTCCCGGCTTCACA 

Sequence 5679 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTCTGTCCCCAGAAAGTCACACATCCTTT 

AGTGGAGAGGCCAGGTTAGTCTCATAAAAAGGCCTGCTATAGCTGTGTAATAAAAGGTGA 

AATTTAAAGGCATAAATCCAAGACAAGAACAAACAATGCCTGCAATCTTCGCAGACTGCC 

CTGTGAAGGCTCAGAGTGAGTCAAGAGTCCCCGCGTACTGATTTCCTGACAAATGATCTT 

CTCCAGCTTCTGATCGCCATCCTTGAACAGGGCAAAGGTGGCC 

Sequence 5680 

CCCTTTC GAGCG GCCGCCGGGCAGGTACMTATTCTTTCCCTTACATATTCTTTTTAAAT 

ATMGATATTTTTATTGAAATGGGTGATTATGACAAAGGCCTTAGGAGAGCTCGGTCCAG 

GGGAGCMTAGAGMGMCTCAGAGAAAMGACAGGCTTTGTT1TCCCAAACATTTTCCT 

TATATCCCTG GCTTG CTCTTTCCCCTGTGAGCACCCTGGAGCTCCAGCCCTCCGTCACCT 

TCTTTCTCCCATTTTGCCTGTGACTTAGGAATGAACGTGATGGTTAAGCTACCTTCATTA 

AGCAGCATGACCGCTTCCTGAGCTCCTGCTGCCGCATTTAGGCCCTGTCAGCTGTGAGGC 

CACTGGTGCTGAGTdAGAGGGAAAAGCTCA 

Sequence 5681 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCCCTCACTGGGAGCTTCCCCATCCTCC 

CTGCCTTCCCCAGTGGGAAGTTAGGGAAGCTCAGGAGCCTGGGACCCCGCATGTCCCAAA 

ATGGGATTGGAGAAGCTGGAGAGAAAGCAGAAGAGGCCGAGGAGTGAGGCAGCAGCCTCT 

ATGC7TGATTTCCACACCGGGTCCGTGCAGAGGAAACAGAAACTCCCAACTGTCCTTACC 

CACCGACA TCACA GCCCCTATGAAGAAAGTAGCCACAATCTCAAATAACAAANGGGAATG 

TTCTAAMCTTTTTCTTCCTTAAAAAATGGAGAMATTGCACTTGTGCTTGCTGTGTGGG 

TATATAAACCAGGATTAGGTCCCAGGGTCGTGAGGTTTCTGGTGAAAAGGGTTAAAATCG 

TAGAAGCTAGTN I 1 1 I I I I 1 1 ATATTTI^GTAMCAAATTGGCTTTTTTTCATGGGGGGA 

GGCGGGGG 

Sequence 5682 

cccttagcgtggtcgcggc cgaggtac i n n i u 1 1 1 1 1 1 1 1 1 1 1 i gi 1 1 1 1 1 1 1 n 1 1 

1 H II II I II I I I I I I I I I I TT N I I 1 I I I I I I I n I I I I I » I I I I 11 II I NAAAAAAAAT 
TNmAANMAATTTTNAAAAAAANNNCTTTTTTNAAAAAM 

GNAM TNGNTTTN NNTTTTCCCCCCCCAAAMAMAMNTNCNMTTTTTTTANCCCCCN 
NNACNTTTTTTTTCCCCNN^ 

AATNTNTNTTCCAAAANANNANTCTNGNAAANNCNCGCNAAAAAAANAAAAAAAAANAAT 
TTTNCCCATAAAAANGNNNGNTTTNGGNGGGGGGGGTNTAA I I I I I I I I I I I CTNNCAAA 
NAMNCNCNCTTTNNNAAAAAAANAAAATMAANNCCTTTTTTTCANANCAAAAANTTTT 
I 1 1 1 1 I I 
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Sequence 5683 

CCCTTTCGAGCGGCCGCCCGGGCA6GTACAAATACATTTGTAGGATAGAGTGCTAGAAGT 

GAMCTGCTGAGTCAAGACGTGCATTTTAGATTATGATAGATTCACCACATTGCTCTTTT 

CTGMGTCGTTAAGAATTTACACTCCCATCAAAAAAGTATGAGTCTTGCTTAGAGTAGGA 

TGTCAAGTGCTGACTGATCAATGTGGAAAATGAACTAGAATAAAAAAAATACAAATTTTG 

CAACCATCACAGTAAACATTAGTCCAGGCAAGCACCGTCAATGGATATTTGATCTAAGGG 

GAGAGACTTCAGTCAGTAGGATATTTTTATGGTCTTAAAGTGTATCCCAAGATTGCTTAA 

ATACAAAGGGAAAAAAACAGTAACCATATGGTAATAAGACAAAATCTTCATGGATTGATC 

AAAATAATATCGCCATTGAAAGACAGACAGTGTACATGTGGTTAGCAGGAGTTTAGGATG 

AGMGAAATTTAGTGGACCCGAGAMTAGTCTAAATATCAAGTTTTAATTTGTGAAAGAA 

AAATAAAAA 

Sequence 5684 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATAAAATAATACATATGAAGCCACAATATT 

CMTTACAGTTCAMCTANAAATTACTMCTACATGTAGCTGCTTCATTT^ 

ATTT TGGCCCCTAATTTCATTATTTTACAACTGGATACCTGCTGAGAAAAAGATCCAAAC 

TTTTAAACTTTGTATG TTTTG TGGAGGGTGCACAATTTCTTCTAATTTATCT^ 

TTNAAAATTTMTTTGTTTTTAATCATAAGATATCATCATGGCCAAGAGACTGGGAAAAT 

AAACAATTTTATTCTTT 

Sequence 5685 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACTGTATTMT ATTACCGTTGGTTCAAAAGTAA 

TTGTG G GTTTTG CC ATT ACTTTTAATTGG C ATTT AATG G C ATTTG CC ATTACTTTT AATA 

GGTGT TTMT ATTGGCA ATAT CTTMTTGGCATTAATATTACATTGGTGCAAAAGTAATT 

GTGGGTTTTGCCATTACTTTTAATGCCATTGCGGGTCTTGCCATTACTTTTMTTGGCAT 

TTMTGGCATTTGCTAGTACGCGGGGAGAAAAGCTNTATAAGTTCAAGGGCTGTAAAATA 

TGAACTACTTANGGTCGTTTGCCTNTCATGGGAACTTGGCTAGACT 

Sequence 5686 

CCCTTAG CGTG GTCGCGGCCGAGGTACTTT A I I 1 1 I 1 1 I I I » I 1 1 U I I I I 1 1 1 1 1 NAAC 

TGGGTTATTTTATTTATTTTFGANACAGTGTCTCTCTTGTTGCATAGGCTGGAGTGTANT 

GGCATAATCACAGCTNACTGCAGCCCCGACCTCCCAGGCTCAAGCGATCCTCCCACCTNA 

NTC TCTTGA GTANCTGGGACTTCAGGTGTGCACCAACATGCCTGGCTAATTTTTGTATTT 

TTTGTTTTTGNANANATGGGGTTTCACCATGCTACCCAGGCTGGTCTCAAACTCCTGGGC 

TCAAAGCAATNTACCTGNCTCGGCCTCCCAAAGNGCTAGGATTATAGGCTTGAGCCACCG 

TGCCCGGCCCAAAATGGAAATTTTTAGGAAGTTAGGTTTTGCTTGTGAAAGTGATCATAC 

GCTGTCCTACCACTATCATTTTACTGTGGGTGCAGGAAAAGNANAAATAAGGATTTNCTC 

CTTAATANATMCCCTTGGNGTTATTTGACTTTAAAATGAAANNTTANNCTTAAAAAACC 

TTTAAAAATCACAGGCTTGCTAAAATATTAATTAACCAAATGCCNCTCCNNGCTCTNTTT 

AAAATANATTTTTCAAAAATGTAA 

Sequence 5687 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNNA I I M I I I I I NGGATTTNTTTTTACTTC 

CGGTANCACATTGACACAGGGGATCTTGTTATGGTATTGCTGNCAAAAATTAAAAATGTG 

AAGGTTGAAAATACTATAGGTGTAATGCCCAAGTTTACATAAAATACCAGTGAAGTTCCT 

ATTGATAGTGMTCTTGGGTCTGTCTTCTAATTCAAGGAAGGCAACCAATTAAAACTTCA 

TTTACTTTGCCAAAMGGTMCACAGAATCACTTCAAAAACATAAGATTCTTGGCACAGG 

TAAMGAATATGATGATCTAAMTTCATTTCTAMTTTTTGCTTCTAGCCCCTGGCCTAC 

CAGCTCAAGGTTGTTCCCMCMCATMACTAMGTGTCTTTGGTCATTTATTTATTGGG 

TGGG 

Sequence 5688 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCATGCTAGACATTGAGATGTTATAAATTAA 
CTGTAAATATTATTGAGATTGTCAATATTTCTGGGAAAAAAATGTATTGGGATAATGCTG 
CATATCATATTCTGTCAGAAAAGATCTATACTTAAAGGCAAAGATTGGGGGATGTTAGTT 
TTCCTAAGTAGGGAGGGTAGAATTGGGAAGGGGTAGTAAAATGATAGGTTGCTCTTTACA 
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TAMTAAAMGGTTTTTTATTTAAMAAAMAAAAAGTCTTTTCT 

GACCAMGCTAACGCCAGACTTCTATGCTAAAAGCAATATGAGGTATATGTTAATTAGTT 
TGAGCATCATAACATCMTAAACAATTAATATTCTGTAACCCAATTAAGCCTCTGCTTCC 
TCTMGTTAMGAGAGGTCACAGAGGGAAAAAMTAATTTTATTAAAATCTAATATACTA 
ATCNGAAGGGATGGGGAAAACAAAAGTCCCTGCCCGGGCGGCCCGCTCGAAAGGGCG 
Sequence 5689 

CA GAATT CGCCCTNNCGAGCGGCCGCCCGGGCAGGTACTGANATCAAGGAGGAGGTTAAG 

ACTTTTTATTTATACCACTTTGTAMTTATTATTTCTGAGTATGGGCTNAAACTAAACTC 

CAGCTGGAGTCTATCTCTATAGTTCCMGCCTCCCGGMTGAMCTTTTTAAATATTATC 

TTGGCTGGGGTGCTGTGAGGAGTAACTAAGACAGTGCCTCTGGGTGACACACAGGCTTTA 

ACTGCAACCTCAAAAA TTCCA TTACTCCCATGGCGATGAGCCGGAGGGGAGAATTACCAA 

CTGCTATTTATGGCTTCTTTTAAATAGTTTAT7TC 

AAGGCAGGGGANGAAGGAGAAAANAATGAATTAAAGAAAAGATCACACACTCTAAAAAAG 
CCTGAGCTAACTCTGAGAAAGGGTTANGTAAGATTTCAGACTCTTCACATTTTATGAAAC 
CTATTMTAGAGATNGGTGCTGGCCCTGCCCGGGTTCMNTGACTGATTTTTATTTrrTA 
AAI I I I I IAAAA 
Sequence 5690 

CGCCCAGTGTGATGGGATATCTGCAGAATTCCCCTTAGCCGTGGGTCGCGGCCCGAGGTA 

CTATTGACCCAGCGATGGGGGCTTCGACATGGGCTTTAGGGAGTCATAAGTGGAGTCCGT 

AMGAGGTATCTTTCTATAAAAGCTATTGTGTMGCTAGTCATATTAAGTTGTTGGCTCA 

GGAGTTTTGATAGTTCTTGGGCAGTGAGAAGTGAGTAGTAGAATGTTTAGTGAGCCTAGG 

GTGTTGTGAAGTGTAAATCAGTGCGATGAAGTAGGGGAAGGGAGCCTACTAGGGGTGTAG 

AATAGGAAAGTATGTGCCTGCGTTCANGCGTTCTGGCTGGTGCCCTCATCGGGTGATGAT 

AGCCAAGGTGGGGATAAATGTGGTTTCNAAGAAAGATATAAAATATGATTAAGTTCTGTG 

GTTGTG AATGTTATAATTAAAGGAGATTTGTAGGGGAGATTAGTATAGAGAGGTAGAAGT 

TTTTTTCGTGATAAGTGGTTCACTGGATAAATNGGCGTTGGCTTGCCCATGATTGTGAAG 

GGGTAGGA 

Sequence 5691 

CCCTTAGCGTGGTCGCGGCCGAGGNACAACTGTCTAGAATCTAGCCGTCAGGACCCCATC 

GTGGACTGGCTTTCCNACTGGCATTGGCGTTGGCCATGGTGGGTTGTGGTTCTTGTTACT 

TGTGCTTCTGATTCTCCTNAGCTTANCCTGATTCTGAAACCTCTACCAATTATGTATNTC 

CCATTTATCTGCAAAGGGTATNTTNCTAAAACTGGGTNTGAAATTGNATGCCANATATNG 

ANGAAAAGTTAA 

Sequence 5692 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AMTGGACTAAGACMGGGGGMGAMTTTGCATTCCTGATCTTCCCAACTTCTTCAAAT 

TCACMCACTTGAATGACAGTCTTATTTCAGCACTTACTGCTATCACCTATTACTTTTAT ' 

GTGTGTCTTACCTATTTGAGATGCCAGATTCCTTGGAAGTAGAGACCGTGTCTGAATCAT 

CATTGTATTAAGCCACTCATCCTTAACAAATGCCCAAGCCATGGTTAAAGTTCAATAAAT 

ACTTTGTTGMTTTATTMTAAMTGGCAGAAATGTCATTCTCTTCCATATATGTTTAAT 

AAATCCCTGATAGGTGCTAAAGCACTGCACTAGGTAAAAATTCTCTTCTGATGCTGCTTT 

TTGGCCAACCATTTTTTTATCATTTATTCATTAGCTGACATT^ 

GGTCAAAA 

Sequence 5693 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 I I I I I I 1 1 I I I I I I I I II I GGGAGTTTG 

ATTATTGMTGTCTTGMGTAGTCTTMTGTGTTAMTCCACTTGGTGTTCTATTACTTT 

CTTAAACTTGAATATTGATAACTTTCTTTAGGTTTCAAMGTTCACTGTTATTATTTC^ 

T GMTANA CTTTTACCCCMCCTCTTGCTATACCTCCTCTTTTANACCAGTAATGATTAN 

AT TTTTT TGAGGCCTTmCTAGATCTTGTTGGTTTA 

TCTTTTGCTTTCTCTTACTGTGCATTTTCAGTA 

Sequence 5694 
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CCCTTAGCGTGGTCGCGGCCGAGGTAC I i ll I I M I I 1 I I I I I I I 1 1 I GGGTNGGGTTTT 
i ii 1 1 I I 1 1 1 1 I I I I M I 1 1 1 1 1 1 I 1 1 1 1 1 I I I 1 1 1 1 M I AATAAAAAAAAACCTTTNTN 
ANNNGGGNCTNGC NGTT NGNNGCCTTTTTNNAMAAANNANNNTGNAANCTTTTTTTNCA 

MTNMAAAGGANGTTTTNAMMTNNNACCTNGCCCNmTNTGMNCANTTTAAAACCC 
TTTMGGGNGTTTNGNAAAAANC^^ 

AANAGAACNi I 1 I f NGGAAAAAANAAAAAAACCCCCCTNCNNCNNNAATAANNCNAATTG 

mrm iattttgggnmnngggcaaaamgcnggccccttitnggncttcccctccaa 

ACTTNNGGTCCATTTNTTATNGNGGGNANTTTCANNTTTTNTTCGGGGGGGGGNNNNNAN 
ACCCCGGGNNANNGNNAAANATGGAAACCCNNN 1 I I I M I I I I NNCCCCGGTTCCNTTCC 
CCGGGGQGGCN 
Sequence 5695 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGATTCTCCCTGAATCTTACCAA 

CAAAACACTCCTGAGGAGAAAGAAAGAGAGGGAGGGAGAGAAAANGAGAGAGAGAGAAGC 

AAAAAACCAAAGAGAGAGAAAAAATGAATTCATCTAAATCATCTGAAACACAATGCACAG 

AGAGAGGATGCTTCTCTTCCCAAATGTTCTTATGGACTGTTGCTGGGATCCCCATCCTAT 

TTCTCAGTGCCTGTTTCATCACCAGATGTGTNGTGACATTTCGCATCTTTCAAACCTGTG 

ATGAGAMAAGTTTCAGCTCCTGAGMTTTCACAGAGCTNTTCTGCTACNATTATGGATC 

A GGTTC MGTCAAGAATTGTTGTCCATTGMCTGGGGAATATTTTCAATCCAACTGCTCT 

TCTTTTCTACTGACACCATTTCCTGGGCGTTAAGTTTNAAAGAACTGNTCAGCCATGGGG 

CTNACTNGTGGTTA TCAACTT ACAGGAGGAACCNGGAANTTCTTTTCTTCCAANAAACCT 

TAAMTTGAGANAAGTTTTTTATTGGACTGGCAAMCCAGGTTTTTNAGGGGTAATGGGC 

NMTTGGNNGGACNGGACACCNT7TGACAMGGTCTTTTGANCTTTTTGGGAATTTGGGG 

GAGNCCCMCAACATTNmTTCCCTGGGNGGGCTTGGNCCCCCATGAGAANAATTTTTCA 

AACCCCAAGGG 

Sequence 5696 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNNNTTTTNTNTTrTTNNNTNTNTNGCTT 

AAAAAMGTGTNNAAATGTGTTTTTCCCTGMGATTTCCAGTGATTCCACAGTGTTTAAA 

AMTANTTTCCCCAAAMTATATCTTGAMGCATTTGACACAGTGGTNTTTGTGGCGTAT 

CTGGCGCTTGTCAGNGTGGGGCCCAGGCCTGATGAGCCACCANCCCAGCACCCGAATGCC 

TGCTGAAGGTGGCGCACACGTGTGCCTGGGATGTCCGGCTCTTCACAGGGGATCAGACCC 

GCGTACCAAGTGMTTTAMTMTTGGTGTGGATTGGTCAGTMCTMNTGGGCTTTTAA 

AGAGTNTTGAAAATTG AMGGGTTTTTCTTTCTTTTTT AAAAAAGAAAAACAAACTATTG 

ATTGTAAATAATGA AAAGC TAGGGTTTGCCCTCTTCATGTCTACTCTCCTTCCAAATAGT 

TTTATCCAAAACTGTTTTTCCCTNTCCCCTACCTTGCCCCCC 

Sequence 5697 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 

CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGT 

GTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTT 

TCTCCCTTCTGGTGGGTTTGTGGTGTCNCTGACTTCAAGAATGAAGCCCCAGACTGTCGT 

GGTGATCCGTTGTAACTCTTAAAGGTGGTGTGGACCCAAAGAAGTGAGCAGCAGCAAGAT 

TTTTCGTCAAGAGGGTAAAGAACAAAGTT 

Sequence 5698 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTANTGAAGAAACAGTTTATGTGCAAGGTGTA 
TAAMAAATATACCTTTGATMAAAGATTATNAGGAGGCNTANGAATGTAGMTTTTTTA 
CCTAC ATT AAAT AGG NTTT AAAAAAAATTATTTG G 
Sequence 5699 

CCCTTANCAGCGGCCGGNCNGNCNNGCTCANAGCNNATNANGCTGAACCNNNNNANTNTG 
ATGATGNTNACNNNTNANGNAGACNNNACTNAACACATTACCCCAATTGCNTTTGAGTCN 
GGAMGACCTAGNNTAT^iCACAMTTGACTGTTTAACTTATTG^fN^/NNAGANCCAAAATG 
TGATNCTAMCAGCTTCTNGNTGATNCNTACTGGCAACCTGGAATGGAGACTTTTATCTA 
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CTTCTCTCTCTCTGMGATGTCAAMTCGTGGTTTAAGATCAMTATATTTCAAGCTATA 

AAAGCAGGAGGTTATCTGTGCAGGGGGCTGGCATCATGTATTTAGGGGCAAGTAATAATG 

GAATGCTACTAAGATACTCCATATTCTTCCCCGAATCACACAGACAGGTTTCTGACAGGC 

GCMCTCCTTCATTTTCCTCCCGCAGGTGAGAACCCTGTGGAGATGAGTCAATGCCATTG 

AGTGANMGGAACCGACCCCTANTTGAGAGCACCTTGCMTTTCCCGMGMCTTTTTGA 

TTCACAAGTCTTNATTTTGACAGCATGAAATGGTCTCTTGGAMCATANCT^ 

MTCTTTTTTCNTTI^CTCCTNCCTNTC 

TGACCCAAGAAGGCGGAGGTTGCAATTNAGCCAAAGGTATGCCACTTGACTTNTAANCTG 
GGGGGCAANAACGANGACTTCATTACCAAAAAAAAAAAAAAAAAAAA . 
Sequence 5700 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAAATTTCATGTAGAAATGTCTTAGTTGAA 

MGCCATTTTAAGTCCTATATAAGCTAACAGTGATTTTACTCTTAGTTCTTCACTCATAA 

GGATTTTCCCTGCTTCATGAAATAAACAGTGTTGCCACCATGGTTTGAGGTCTCAATGTG 

GCAAATTTAGCTTTCATGTTGACCACTCTGCTACTAATAGAAATACCAAATAAAGAGAAG 

CAGCCATACCAGTTAGACATATTCAAAATAAATCCAAAGATGCTATTTATTATAAGTTTC 

ATAGAMTGATTATCAAAMCACTTGCATGCCAATGTTTTCTTGTGCCATTTCTTTCTAC 

AATAMTCTATTTGGCTTCTGTTTCACCTTAGCTGTCATAGACCTGTTGGTCANGGATCA 

TATTGGCAGTACCATACAGAAGTNAAATNCCANGAACTATGAACACTAGACCTTATGNGG 

GTTATTCCTTCAATCATTTCAAA 

Sequence 5701 

TAAGGATAAACAAGAAAAGGAAAAAAGCAGANAAATGCATTATTGTCAAAAAGCAGTCCT 

ACATTCAAGGAGTCATGAGATAAAATGAAGTGCCTGGGGGAAACTTTGAGAAGCTTAGTT 

TGAATGAACANAGGANAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAA 

GAGTCCAAACCA 

Sequence 5702 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTATGTTGTCCTTGAAAGGGCATAG 

GTCTGTGGGAGGCATCCGGNCCTCTCTGTATAATGCTGCACAATTGAAGACGTTCAGAAG 

CTGGCCGCCTTCATGAAAAAATTTTTGGAGATGCATCAGCTATGAACACATCCTAACCAG 

GATATACTCTGTTCTTGAACAACATACAAAGTTTAAAAGTAACTTGGGGATGGCTACAAA 

AAGTTAACACAAGTA 1 1 I I I CTCAAATG AAC ATGTTTATTGCAGATTCTTC I 1 1 I I I IGA 

AAGAACAACAGCANAACATCCACAACTCTGTAAAGCTGGTGGGACCTAATGTCACCTTAA 

TTCT GACTT GAACTGGAAGCATTTTAAAGAAATCTTGGTGGCTTTTCTAACAAATTCCCG 

CGTATTTTTGCCTTTGCTGCTACTTTTTCTAGTTAGATTTCAM 

AATAATGCAAGGTTGGCGATTTAATTATTTCTGGG 

Sequence 5703 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCT 

GAGCCCCTAAAAGGTAAAGACTCATCCAAGCTGTTCTGAGATTCCCTCCAGGCAGGGAAA 

TGACTATCTGGATCTGAGATTATGTCATCTTCATCAAGTTCTTCTTTAACCAGAGAGGCT 

TCGGGTTTCAGACACACAGMGCATMTTCTGGCCATACAAAAACCTCAATGTTTCTTCT 

GTCTTCCACTCAATCAAAGTCTCCTTCAAAACTTTMGTMGTTTCTCTTTCCAACTTCA 

GGACACACCTGCACTGMCTAGACACTGACCTAGACACTTGGTTTGATTTGGCAMTTTT 

CTCTTAAMTGCTC TGCAC TTTTCTTACTTATGCCTACTAGAGTTATTTCTGACCTACTG 

TATTCACmCAGMTTTTCTGACGCTTTTMTCTTTCAGGCAMGTGCTAmGAAGAA 

CTCTGAGTATrTACTTTCTGTAAAGGAAGTTCACATGTAGCATCTTTCTCCTGACTATCT 

MTTTGCMTCGCCTMCTGCTCAATGACATCTACTACTGGCTGGTCTTTGGCTTTGGG 

Sequence 5704 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCGCTMTTGTTGTGATMTTTGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCCTGCAAACGTTGTCATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GCTATAAAAATGACAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCTTACTGTCG 

TTGGATCCCATGCTAATGAGGTCATCAGAATCAACATTGTGAACTATGGCTGCCTTGTAT 
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CCTGCTCTCTGGGCATTTAAAACCTTTATATCAAAATTACAATCAAGTCTTCTAATTAAC 
ACGATGAAAGTGCCAGATGAATTGTNTTTTACTGGTGGAGGCACTATGGGTTCACAGGCA 
TTCTCTGGTTTTGAGTTAATCAAAAAA 
Sequence 5705 

CCCTTAGCGTNGTCGCGGCCGAGGTACCTTGACTTTGTTCACAGCATGTAGGGTGATGAG 

CANTCACAATTGTTGACTAAAATGCTGCTTTTAAAACATANGAAAGTAGAATGGTTGGAG 

TTGCNAATCCNNTTACCCCAAAGAATTAAATTGGAGCTAGGTTAANGGCAAATGCAGGTA 

ATAATAGTCATGATTCTATGTAATGGTAAACCAGAAAAAATAAATGTTCATTGATTTCAA 

GATGTTATATTAAAGAAAAACTTTAAAAATTATTATATTATTTATAGCAAAGTTTATCTT 

AAATTATGAATTTCCTGTTGTAATTTAAATGACT 

Sequence 5706 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGACNCCAAAACCAGAAAAAGACACAACA 
AAAAAGGAAAACTATGTGCCAGAACTTAAAGTATAACTTTAAAAAAAAGACGTAAATGCA 
ATAAACAGATATCAATAGAAACAACAAAAAATTAGAAAGTTTGGGGTGATGGAGTTAAAA 
GTTTATAAATTGTATGAGTTATTTATTAGTTGGGI 1 1 1 1 1 1 GCAATCAGAATTAAATTGT 

CATCAGTTTAATATGATCATTTATAAAATGTCGTTTCAAGCCTCATGGTAAACCTTCAAA 

TTAAAAGACCTACAGTNGACATACAAAAAAANTAAAAAAGCATGGAAATTAAAACACACC 

ATAAGGAGAAAAATACCTTTA 

Sequence 5707 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACATCCCTCATTATCATTCTCAGGGAAAAG 

ATGAATGTAGAATCTCTGCTGAGCTAGTATTTCCTGACACCCTGTTTATGTGCCTTGTGA 

ATTGTGGGCATTGCNTTGTGGGGTTATTTCATTTCATCTTCACAATCACCCTCCAAAAGT 

NAAAAAACAAAGACTGCCTCACTCAAATGTCCACTGCCATCAGTGCCCCATGAGTATATA 

TACGGTGCCAAGCTCTGCCATTGATCTCTCCAGAGAAGAGGGAAGTNAAACCAAAAGAAN 

NTGAAAGACGTGTCTGACTGGGAAAGGGAACATCTNGTGACACCTTTCTTTTTCCCNAAT 
GGTTCTTA 

Sequence 5708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGACATCCGCGGGCTGGCCCACGCCATCC 

GCCTGCTCCTGGAATACACAGACTCAAGCTATGAGGAAAAGAAGTACGCGGGTATGATCT 

TTGTAT AGGAC GTGTGTTGTCATTATTTGTAGTAGTAACTACATATCCAATACAGCTGTA 

TGTTTCi i 1 1 iCTTTTCTAATTTGGTGGCACTGGTATAACCACACATTAAAGTCAGTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTCAGTGACATTTATTATATTTACAATGT 

TGTGCAACCATCACCACTMTTCATCAAATTTTAATMTCTTTTAATTTTTGAGCCAGAT 

TTAGCAAGTGAGGGGCTATATACCAACTTTAATGACACTAATGTTAATAAGTTCTGATAA 

CCCACTACCATCAGACCAGCTGTAATTCATCCAATTTTCATCATCCTAAAAGGAATCCCC 

ATACGCATTACGCAGTCACTCCCTTTTCACCCCCTCCCTAGTTCCTGATAACTACTAATT 

GGCTTTGTCACCATGGATTTGCCTATTTTTGGATATTTCATATAAATGGAATCATGTGGC 

TGGGCTTCTTTCCACTTAGCATGCTTTCTTAA 

Sequence 5710 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTTTTTTNGTTTIvnTNNGNNNTTTNNNGGCA 

AACANANNNAAACTNTTTCACCCANGCTGGAGNGCAGGGGCACGGTCTCGGCTCACTACA 

ACCTCTGCCTCCTGGGTTCAAGTGATTNTTTTGCCTCANTCTCCTGAGTAGCTGGGATTA 

CAGGNGTGCNCCACCMNCCNGGCTMTTTTTATGTTTTTAGTAAANACGGGGTTTCACC 

ATGTTGATCAGGCTGGTCTNAMCTCCTGACCTTGTGATATT7TCTTAANACTTCCTTTT 

ACmACTGNNTGGACTCACCCTGMTTTTTTNTTGAGCAAMTCCAAAMCCCTNTTTT 

GGGGCTTGGATTGGGACCTCTTTCNGGTANAACTCTGCACATTTTCTTATTTTTCCAATT 

AAAAGAATCAAGCTGCNTTTGTCTTCAGNGGTCTAAANAA 

Sequence 5711 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 I I I I I 1 1 1 1 1 I I A GAGA 
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CAGGTTCTTGCTGTGTTGCCCAGGCTGGAGTGCAGNGGTGTGATCATGGCTCACTGTANC 
CTTGACCCCCGGGGNTTTAAANAANTCCGCCTGCCTAAANCCTNTTGGAGTANCTGGGAC 
CACM GGCATGCNCCACCCTGCCTGGGCMNTATTTCTTTTCTTTTCTTTC I I I I 1 1 I I 1 
TTTTGGAATGATAAAGACNTTTTAAATGGGCCCTAGTGATGA 
Sequence 5712 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGAATAGTCAATTATGTGTTCTTCTCATG 
CTCAGTA AATCAG AACTTTACATAAGTTCAGGTGAACATAGAGTAGCTACCTGGGGAGAT 
ATTTCACCTTTTTATCTGTA GCGCTCT GCTTMGAACAAAGGAAAAAACAGCTTCTTGCA 
TGATTCMCTTTCAGCTTMTTTTTTTCTTTAGGCATAGTGM 

TATTTTTCTTTCACAAMTTAAMCTGATATTTAGACTATTTCTCGGTCCACTAMTTTC 
TCTTATCC TAAA CTCCTGCTAACCACATGTAGTCTCTCTGGTCATTTCCCTATTTATTTA 
TATCMCAT7TTCTTCTTGGTGCCACTTCAATGCCCCATTAGGGGAAAACAACAGAAATN 
TNACANCCTGGGATCCNTTAGANAAAACAGAAAGACCTTCAGACNTNTTTTTGGANAAAC 
TCCGGGG I I I 1 1 1 I I GGTTGGTTGGTTGGGTGGGTGGGG I I I I I I GGGGGGTTTTTTTGG 
Sequence 5713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAAGTTAAAAAGACAGCCCTATTGTGATC 

AGTGGAGATGGAGATTTGAAAGAAGTTTCAATTTAATGMTGTGTTTGGTAAAAGGGTGA 

GAMTAGTTTAACAGTAGATCACATCAGGTTTAATGACCATTCATTCATTGGAAAAAGAA 

TCGCACTCATTGGCGCGCAGCTTCATTTGTCAAATCATGGTTGAATCGAAACTATAGGTT 

GGCAATGGATATAAGAGTTGGCAAAACTTGGGCTGAGTGCAGTGGCTCACGTCTGTAATC 

CCAGCACTTTGGGAGGCCGAGGCATGTGGATCACCTGATGTCAGGGGTTTGAAACCAGCC 

TGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAACTGGCCAGGTGCAGTTGG 

CTCATGCCTGTAATCC 

Sequence 5714 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGTGACATTAGCTCTGATTTCAAAGAGCTTA 

CMCAGAGCTAGATAAAACAAGACCAGGATATTTAGAACATTTGGAGAATAACGAGAGGA 

TATATAATAAAGGGCTAAACTGAATATAATTAAATGTCAGCCTGCATGGTGCCATGAGCA 

ACAGTTAATTAAATCCAGGCCATAATCCATGTCCTGGTTCTAAGAAAAGAGTCTCCTACA 

ATCTCTTACTTTCCACTGTAACTAATACCTGGAGTTCAGTCCAGTAACGTAATTTAGCAA 

TGGCTATATTTCCATGCTCAAAAGGGAACTCTGTTGATCTTGAAATGTGTATGTATGTTT 

AAAMTGTCTATTTMTTTTGGGGGGAGGAMGGTAGCTTTTGATTGCACTTGGTGATTG 

AGTNTTCAAACTTAATGCTTCTG 

Sequence 5715 

GATATGTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACTGGGATTACAGGTGTGA 

GCCACCACACCCGGGCTCTGTGATTTGTTTGTTTTTTGAGATGGAGTCTCGCACTGTCAT 

CAGGCTGGAGTGCAATGGGTGCAATCTCTGCTCACTGCAAACTCCGCCTCCCTGGCTCAA 

GTGATT CTCCT GCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCACATGCCACTGCGCCA 

AGCTAATTmGTATTTTTAGTMGAAACNGGGTTTCACCATGTTGCCT 

GAATTCCTGACCTCAGGTGATACTTGCCTCGCCCTCCCAAAGTGCTTGGGTTACAGGCGT 

GAGCCA GTGCG CCCAGCCGCCTCTGTGATTTTTTAAATTGTGTCACTCACACTAAATTTA 

ACAGCMTTTTTISTITGATMCTCATllTTTNTGGA 

GTTTTCATAGAMTTGCMTTCTCTTTGGATTTNAATTAMCTTACATAMTTAAAAATA . 
ACACTGGCATAAAACAGACNTTGGGGMAACTTAMCCTCTTTGGGAAAGTTTAAAACCT 
CAATTGAAGTGGAGTAGAAAGTNTCCCGAAAAAAAA 
Sequence 5716 

CC CTTT CGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 I I I I I I I I I 1 1 I I I I I I I I I I I I M GG 
GATTTTAGCTTATTTTATTMTAGCTTATTTC 

TAGTCGCAGACTTCATGCATACAAAATGCACACTGCTATGATCATCGTAACCATCAGCAA 
GCAGGCATTGTCATCAGCG CTTCTTTAT TTCTGTGGTTTCTCANNCTCTTTTA 
TCTTTAAAAAAG AAAAAAAAC I I I I I I I I CCTGGTCAACAGGGCCTGGGCAACATGGCAA 
GACTGTCTCTTTAAAAAAGGAAGAAAAAAATTANCCAGGTGTGGTGGTGCGTGCCTGTGC 
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TTCOAGCTACTTGAGAGGTTGAGATAGGAGGATCGCTTCANCATGGGAGGTCAAAGCCAC 

AGTGAGTCGTGTAAAATAAAAACATTCAGATGCTCTTAAGTGACTTTCAGTGTCCTCAGT 

NNAMTCCCAMTNGATGGCTTGGCTTATAGTCANGATTTGACCTTAAGTAACTTTTTAA 

NCCGNATTTTCCCANA 

Sequence 5717 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAAGACTGACGTATCCGTATACTTAA 

GTGTTCCTGAAGGTCCCAGGAAATCCTAGTGCAATGCTATGAAAGTCTTTGGAGTCTTTG 

AATGCATCTACTTTACAGGCCTCTGCATGGACCTGGGAAGCTTTGGAAAGATGTGTCCCC 

CAGAACATCTAAGGCATATTAGAAAAGTTGTTTACACAAATGCATGGGAGAGTTAAATAT 

TTTGTCAACAATTGTCTAAAATGTTAATTGTTAGCTTAAGAAAGTCAAACAAGTTAAATC 

A7TGCCAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5718 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCCACCTGTTCTTTGAGCTGGTC 

CAGTGTTGCTGGAGAGCTCTGCTTGCTGCCTTGGTCTGCAGTGGCAGCTGTGCTTTCCTA 

CMGCCCAACTTCATATATT CTGT GGTTTTGGGTTTTGMTGTTTCCTAGTTTAATCAAG 

GATGGGCATTTCTGTTTCCATTTTGTGTTAT7TTTAGTTATCCATGGAAAGATAGAAACA 

GMCTATCTTTAGTATTA AAAT TACAAGTTTCCAGGAATCAGTTCTGAAATTATTTTGCA 

TCTTTGAAGTGTCTTAAATTTTAAAAATTGGTCTTGGCCAGGTGCGGTGGCTCACCGCCT 

GTAATCCCAGCACTTCGGAGGC 

Sequence 571 9 

CCCTTTCG AGCGGCCGCCCGGGCAGGTACTTT AI 1 1 II 1 1 1 1 1 1 1 1 I 1 1 1 C I 1 1 1 1 1 1 1 1 

I 1 1 1 ■ I » I i 1 1 1 I 1 1 1 1 1 I 1 1 I I I I I 1 1 ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I i 1 1 1 1 I 

I 1 1 1 I INI I I 1 1 1 I 1 1 1 1 1 1 I 1 1 I I I 1 1 1 1 1 NANAANNCNNAAAAAAAAAAANNNTTTTN 
CNCCCNAAMAAAANTTCTNNANAAANNTTNTTNTTTmTTAAAAAAAAAAAAATTTTTT 
NANA NANAAAANN I 1 1 1 I I ) 1 1 I I I 1 1 1 NAAAGGGGNAAAAAATTTTTTTNGNNCCCNCA 
AAAAAl 1 1 1 1 I 1 1 I GANNGAAAAAAAAAACANTTTTAAAAACCCNGGGGGGNTTTTTATT 
mm l A TAAAAAAAAAAAAAAAAAAAAACNCCCNTGNTTTTTTTANAANGGNGGGGGG 
1 1 1 1 1 1 1 I GNMGCCCNAAANANAAATTTTNTTTTTTTAAAACCCCN I I II 1 1 1 1 I I CCC 
N ACCMAAA TANNNACCNTTTTTTCCCNNAAAAAAAGGGGGAAAAAAAACCCNNNNTGGG 
GNTTTTTTTATTTTGGANAAAAAAAATTTT 
Sequence 5720 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGCCATGTGAGGTGTCAGTCTGCCCCTGC 

TGGGGGGTGCCTCCCATTTAGACTGCTCGGGGATCAGGGGTCAGGGACCCACTTGAGTAG 

TCAGTCTGCCCATTCTCAGATCTCCAGCTGCGTGCCGGGAGAACCACTTCTCTCTTCAAA 

GCTCAGATGGAAATGCAGAAATCACCCGTCTTCTGCGTTGCTCACGCTGGGAGATGTAGA 

CCGGAGCTGTTCCTATTCGGCCATCTTGGCTCCTCCCCGATTTTGCCCAAATTAATGTCA 

GATACCAAACCAGTTATTCAGGAAGGTTGGACTACACCAAGAAAAATTGATGCCAAAAAA 

ANTCCCCCATACCTAGGTATATTATTTGTAAACCTCANAAAAGCAAAAGTAAAAAATGTC 

CTGA AAGAA GACCAAAGAAAAAACACCTTACCAATAGAGAAACAAAGGTGAGAATTAAAT 

CTGTCTTTTCAGAAAACCATGCAAGCAAGGAGAAGAGTGAAGTGCCAAAATTCAT 

Sequence 5721 

CCCTTTCGAGCGGCCGCCCGGACAGGTACGCGGGGGTAGTCGGGTATGAGAACGATTGCA 
AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 
CTTGAG MGGGAAM N ^CAG CCCTTNTNCTGGAAMNNGGTTTTATCCTTNCTTGGGAA 
ANCTNGN 1 1 I 1 1 1 I IGGCTTTTGGGTAAGNCCCTNACAAACTTTTTGGNCNCCCAACTTA 
ACmGGGCCCTTNTTNGTGGAACCTTCAMNNMTTTTCCCTTNCTTCCTTTTAAAAA 
Sequence 5722 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCCGGAGCCCGAGGCTTGCGGCGACCACGA 
GCAGCAATGGACTCTTGTGGCTGACTTCACTCACCATGCTCACACTGCCTCCTTGTCAGC 
AGTAGCTGTAAATAGTCGTTTTGTGGTCACTGGGAGCAAAGATGAAACAATTCACATTTA 
TGACATGAAAAAAAAGATTGAGCATGGGGCTCTAGTGCATNACAGTGGTA CI I I 1 1 1 1 1 I 
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I 1 1 1 1 1 I 1 1 1 I GTAGAGCTAGGGTTTCACCATGTTGCCCAGGCTTGNGATTTTGATGTCT 

ATGATTATA GACTMTA GGAATMTTATTTCTAAACATCTGATTTACACATACAGAGANG 

GATTAGGTAI I I I I I I I AAAAAGTTTATNTTAAAACACATATGCTCATTAATAGGTATGA 

ATTCATTACCTTTCTTGCTGAGTCTGCGTTTAAGTTCCATTTTGCTTCTTGGTCCCCTTC 

TTCMTCCTTTCTGGTTAATNAAAGGAGGNAAAGTCNTGGATACNGNTACCTTNAAATGA 

ATTCATATTCAGAAAAAGGTTNTNAGGCCNCGAATCATGTGACTNTTACCAAATAATGGA 

TCAM CCNCNCCACCCACCATTGTTAAAMGTTGTAAAAAAATTTTGGNGGGAANGGTGG 

TTTTTTTANCCNCCCCCCCTTTCCC 

Sequence 5723 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGGGGGGGGTNCGTNTGCTGGGTTTGCGGAG 

CAANTACNTACTCGGCGGGATCTCCCGGCANGATGGGTAAANAGATAAAGAAGGAAGTAT 

ANNCTCCTNCTAAGGATGTGTTNNNCNCNNTAATGATTGANAGCNAAAAAGCACCNTCTG 

TGGTGTTMTGCTNMTTNTNCANMGAGGANATTTTNNCTAAANCATGNGAAGCCATNT 

ATAANTTTNCTTTAAAAGGTG 

Sequence 5724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTCCACAGGGTGGGAGTGGTCCTAGCAC 

ACGGGCTCAAGAGCCCAGTTACAGAATTTTGTGGGGTTTAAATACCCTCTAGAGGTTTCC 

ATTGGTTACTTCCATTGGTTTATATTGGTGTATGCCCTGTGTAATGAAGAGCATGAAGTT 

AAGTTACAAAGTCATCTACTCTGTGTATAGCCCTATGTCAATGGAGAGGGTATTACCTGT 

CATCACTTGAAGTGTTTCCATTT 

Sequence 5725 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCTAGGMTTTAAAAAGACACAAAATTATTTT 

TTTCCAGACTAGTGTGCCATGGATTTCTGATMGMTTAACATTCTTGAACAAAGGTATC 

AAGAAAGGGTAACTCGAGTTGAAGGTTTGTGAATAGAAGGGGAAATGTGATAGAAGATTA 

TTCAGAACAAAATAAGTAGACAAAATAACAAAAGACAGGAAAATAAGTCTCTTTGTATCC 

TTATTMTCATTTGAAATTATGCTATAATATTTTTTAAAACTCACCTGTTTGGTTC 

TGMGCAGTTCCTGAAGGAGTGTTTTGTCAGAATATATTGTTAGGAGAATAGAGGGTTCT 

GTGGCCMGTMGTTTGGGAAATAGTGGGTTAGACAMGTTGAGTTACTGTTGGCCTTTC 

AGACCTTTGATACGCTAATGTGCATTTTAMTCTCCMGMGCACCTCTATTTTATACAT 

CATTTCCTMTTTATTTTAATATGGATTTCTTGGTT 

Sequence 5726 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN I i 1 I < I I 1 I I I I 1 1 1 I I I NNCTTGAGAC 

AGGGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCC 

TTGAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAG 

GTGCATGCCACTATGCCTGGTTAA I I I II I AAATTTTTGTAGAGACATGGTCTCATTATG 

TTGACAAGGCTGGGATGTTCCCCCCACCTCCTGTGAGAAGTCTCATTGTCACCCAGGCTG 

GAATGCAGTGGTGTGATCTTGGCTCACTGCAACCTCCGCCTCCCAAGTTCAAGTGATTCT 

TGTGCC TCGGC CTCCCAAAGTAGCTGAAATTACATGCGTGCGTCACCACACCTGGCTAAT 

TTTTGTATTTTTGGTAAAGACNGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCT 

GACCTCANGNGA ACTGC CTGNCTTGGCCTCCNAAAGTGTTGGGATTACANGCGTGAGCCA 

CTATTCCCNGCCCTTTTTGMTTTTAAMAAAGACTTTAGTTGATCAACACCAAACCCCC 

CMTTTGTCCCNTTTTCTTGGCAAGTAAAAACATAACCCTGGAAGCCTGAATTAATTAAT 

Mill! 

Sequence 5727 

CCCTTAGCGTGGGTCGCGGCCCGAGGTACTGAAACTGTNGCCCANGNGAAAAAGNGGGGC 

ANGTGCACMAGMANAAACATTTTTNTTNTNNCNGGGGCGGGGGCGGCGGGNTAGTCCA 

CACTTACACACCAGCAGGTATGCTGGGGAAGGGCCCCCCANGTGGAGTTGCCTGACATAG 

GGCTCGCTCCAGAGGCCGCCTGACTCATAAGCTCTGAAAGAGGTGTCTACTTGAGGTGGG 

GAGGGAGTACCTTCCCGGGCGGTCGATCGAAAGGGCG 

Sequence 5728 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I 11 1 11 111 1 111 1 111 1 111111 NAAAAT 
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TAAA'I 1 1 I 1 1 I U I I 1 I I I I II 1 M Mil M 1 1 1 I I I U M M I 1 I 1 I I INI I I I 1 1 I I I 

TTTTGAA NNGG NTTCNAAAAAAN I Mill 1 1 NNAMNNNNTNNTTTTTNNNTTTTNNNNA 

NNAAMNTTTTNNAAA TTNNTNN AAMNNNCCAANNANTTTTAATTCNGNANNANGGTTT 

TTNNNNrT TNNM ANNATTTTTTTNGGNNGGGGGCCCATTNNNNAT^ 

NCCCNMTTTTTCCTG NNGN NGGGNCCCNCCNMNNMAACCTTTTTNMGAANTTNAAA 

TTCCCANGGGTNTTTNTTTTGGNAAAMATM 

CCAAAACCCC AAAAA NGGGGGGGG ANGG NCTGTTTTTTNTTTTAAAAAMTTGGCCCTTT 
GGGNANCCNCCCCNTTmrpAN 

AAATA AAAG AAACCTC N l l l l I AAA NAAAAAAAAAAAAANCCNTTTTAAAANGCCCNTTT 
TTTTT AAAACCCCAAAN I MUM I AAAAAAAATTTTNGGNCCNNAAAAAAATTAAAANT 
TTTTTAAAAAAAAAANT 
Sequence 5729 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATATACTGTTATGCATAAAGAACCT 

TAGGTGTTCATTCGTTTGCTTCTATTGATACTACATTAMTTTACTTATAATCATAGGTT 

MTAGTTTMTGAMGCATAAAMTTTAGTATGCCTATGTTTTTCTCTTTCTTTCCAGAC 

GGATTCCAmCTAGGTATGTTTTATTTATTTTTTMCTGA 

TCTTTGTTAAAAATGTGTTGCTAGGAATTTATGGATTTTGTAAGTTTA 

ATMTMAAMCAMTTTTGATGGCCTTATCATTGTTACTAGCTTTCTTTGGTAAAGGCT 

TTACTTCMGATCACTAGTCAGAGCAAGTAAAGMTTTTCCCCAAATCTCTACAACAAAG 

GTATTCCAMGTTTCTTAAGGTAGTTCAACTATCTCANTATTAACATCANGGACTGGATN 

AMCCC ACAC TTTGGCNGGAMTGTATTTGGATTAMTATTCAAAMCNTTTTTTGGAAN 

CCTGGCTTTTAAACAAAAGAAMNCAGTGGAAAACACTTTTTAAAAAAGGGTATCTANCT 

CAAACCCTTAATCCTAACCACTTNGGGGANGGCTGAAGGCAGGANCCTTACNTTGGGGTC 

CCGGAAGTTGAAAAACAACCTTGGCCAAATTNAAGMTTCATTTTTTTCCAAAAA AAAAA 

AAAAAAAAA 

Sequence 5730 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTAGCTGTATATGTCAGAATTGATTAAAGA 

GMCCAACTATTCTTGTGCAAGGGATGGTATTGTAGTTAATTATGACATTTGGAGAAACT 

MTTNCTGTCTGN TNGNN CTTATCTCTGNTTCCATTTAGACTTAAGAGACTTTACATGGG 

GCMTGCTTTGACTTTTTGCATTCATGCACCANMMNGNTTMGTTAATTCCACTTGTG 

GTTNAAAMTATTTAAACCTAAAATTTTATMTGGACTTTCTTNGACCTGCTGTAAGGTA 

GGMGAMTATTTATCATTATAMGCNACCCATTTTTCCTGAAATTTTTTTNTGTTT 

ACNATAAI I II I I 

Sequence 5731 

AGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTATATGTTGG 

AGTTAATGTGCCATCNCTTNTACACACACACACACACACACACACACCCTTACCTATTTA 

G 

Sequence 5732 

CCCTTAGCGTGGTCGCGGCCGAGGTACGATTCACGCTGTGCCTGTTGGAAATCAGTCTGA 

ACAGTGTGATCCCACGACGTCCTGAGAAGCATCTCTCTACTCAAAACAGGCAATCAGTTC 

CTACTGCACCATGCCATGGGAATGATATTCAAGGGTGGTGACATGACTGAGGTAGTAAAT 

CCTTTATCATCATGACTGAGAGGATGCAGAAATCTGTGCGGAAGAAAAGAGATTGTGAGC 

TTTTTGAGGCAGTGACMTATATGATATGMTCTCCATATTCATAATTTGCATATAGAAG 

CTGCTCMTGAATATTTAAGTTAAAMAAAATACAGTCCTTCATGGCAAGGAATTTCATC 

CCAGTCTCTGCCAACAAGAAGAACTCTTCTGTAATGGGCCATGGGGCAGGCCAGGCCCTC 

CTTGGCTCTGTGGCTCTGGACTGGGCAGCAGCAACTCTCATCCCTGTGTGGAGCCATCAT 

ATCCCCTGTGAACTGCATGTACCTGCCCGGGCGGCCGCTCG 

Sequence 5733 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTGTGTCTGCC 

AGTTCAGTCCACAGCTCAGAGTATCACCTTGTCCTCATTCCATGGTATAAGCTGTGCGGG 

GGGGCAGGTCTGCGGGTCCGTGGATTCACTGGACTGGATGGGACATGATCCAGAACTCCG 
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CTCCGTTTGGCTTCCAAGGATCCCACCAACTCATTCTAATCAAGTGATCACTGAGGAAAT 
GCATTGTATTCCTATTCACTATTTCAMGATCAGGTCTACCTCATTGGCATATTAAGAAA 
GTTTCTCMGTATATTTAAGTGTTTATCATTTTACTATAGTTCTTCAMTGTCTGACATT 
CATCCTTTTCCCTACCTCTACATTCCTTTCTT^ 

TTMTAGAAAAAACCMACCAAAGACATGGGATTTACTGGGCATATTAANCAAGAATCCA 

TACTGGAAAATGCAATGGAGGTTTCATATACACCCACTTACAGGTAAGTAAATACCTCAA 

MGTATAMGTCGMMGAMGAATCTGNAAATATTAGACTTGGTtCTGGAAATAAGCTT 

ACCTAGGATGATACCACTTTNACTTMTCMGGATTTCCCAACCTATTNAACAGTGGCAA 

ATNTNAAAAMTCTGG TAGNT TAAAATACCCCAGCAATNCCTTCANATTACTTGGCTTCC 

TTNAANCCACTTNMCTTTTTGAAGMCNAGGGCTTTTTTTMGGm 

NGTTTTAATAGAAAAAAAAAAAA 

Sequence 5734 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACCAAGACAGAGAACCTGCTCGGGAGCTATTTC 
CCCAAGMGATTTCTCGAGCTGGATGCATTTTTAAAGGAGCCAGCTCTNAATGAAGCCAA 
CTTTGAGCAATCTGAAGGCC 
Sequence 5735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTGTTTTAGAAGATAATTTGTTTTTCTCT 

CTTCAGTTTCGCATATTACTAAAGACAMTCATGGTAGGATTGGTTTGTTTATTATACTT 

GGCCTMCTATTTGTATACMTGCMCMGMTGATTATTTTTTACTTAGGCTTTTAAGT 

ANGCTCTGATGGAACTTTGTTCCATMCAAGAATCTCAMTAAAACTTTGTAAAACCCGT 

AAMC CCM CCNANCCATGGATTTATGCCATTAMTACCCATGANTTGGGTGAAATTTCC 

TCTCCTTTTGAGGGCCCAAAATAAACCTGGGGCTTCTGCACTTNTCAAAAAATNATATTC 

TTTAC TTACACAATCCATAMCCCTTTTCAAGGACTGTATATACCANAATATTAAGCCAA 

NTTTTCCAMGACTTTATTTGCTCCNTAAATCAAATTTTMTTTCCTTATA 

CCATTATTCCAATCAAAAC 

Sequence 5736 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGAAATCAAAAGAGAAATTGGAAAGTT 

CATTGAGCTGAAAATGAAAACACGATATATCAGAATCAGGGAGTTGCAGCTAATGTATGC 

TTGGAGGCAAA TTTA AGCACTAAGATCCTATATTATAACAAAAAAGAAAGGTCTCAAATC 

AGTGACCTGAGTTTTCACCTTCAGAAACTGGAAAGGGAAGAGCAAATTAAACACAATGTA 

AGCAGATAAAGAAAAtAATAAAAAGAACAGAAATCAATGAAAGAAAAAAGGGAAAATTAT 

MGAAAMTCCAAGAMGTAAATGCTMTCATTTTAAACMTCMTTAAATTGTTAGACT 

TCTAGTCAGCTGATCAAGAAAAAAGTAAAAAGGCACGAATTACCAATACCAGGAATGAAA 

GGGTGGG TGTCACCAAATCTTCTACAGTAATTATAAGGAAACAATGGACTACTGTAAGCC 

A 1 1 1 1 I I ICTAATAAATTTGATAACTTAGATGAAATGAACACATTCCTTGGGNGGCATAA 

ACTATCAMGTTCCTTCAGGAAGAAATAGATNCCNGAGTTTCTATTGGCAAAATCAAGTT 
TTTAAT 

Sequence 5737 

CGCCAGTGTGATGGATATCTTGC AGAATTCGCCCTTAGCGGTGGTCCGCGGCCGAGGTAC 

I M M I I 1 1 1 1 I I I I 1 1 I | | | | | | | ICGANCAGTTMCATTCCTTTATT7TAATTTCAAG 

GGGCGGGGGAAGGGAAANAGGGAAAMAAATNCNGGGAAACTTACNNCMATTTTTTACT 

GTTTANAGCTTTN1TTGGGGAAAAAMCNCATNCNCCAATCCCTGGNGTTAGGMTATTTT 

AANCCNTTATCTTCAATATTATTCANCCAAGNACTGAAGTAAGTNCTGATGCAGGAAANG 

AGTGANTTTCANAG NTTTN TGAGCCCNTACTTGGCCCAAGGAAGNCCCAANTNGNACCTT 

CTTTMNTNC^GC CTTTTA AAMGGACACCCNCAAACTGNTGTTGGGAACCCGTNNGGG 

CNNTCTGTTCTGCNTTTTTCCTGCTNGGTTANGGGGGGAAA 

Sequence 5738 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGAGAACAAATACATAAAATAACTTCCCATA 
GAGAACAGGATNTANCAATAATAGCTCCTTAGATACTCAGNGGCATTCTGACTCCAATCA 
AGGGTCNTNGTTTNAAATTAATANTAGGTTAAAAAATTAAAAACCCAANNNAATTTAAAA 
ATTATTTAATTTCCAAAGTTGGGNNTNCNTITTNTTAA 
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TTGMTAGCCCACCTTGNAAANMTMTTGGTTANTTTGTCTTAAAATTNGNACTGGNAA 
TCCTTNTTATTNTTAAATTTTCCCCCNAA I I I I I I 1 1 I I GGCCTCCCTTTTAANGTTTTA 
NMCCMTTTTTTNAACNTTGGGGCTGGNCCTTTCNAACNCCTTAAGANGGATNTTNGGG 
GCNTTAATTTATCCTTNNGAGGGGNGNAAATNTTGNCCCAATTNANGNAAA 
Sequence 5739 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCTGTAGTCCTAGCTACTCAGGAGGCTG 

AGGCAGGGGAATCGCTTGAACCCGGGAGGTAGAGGTTGCAGTGAGCCAAAATTGCGCCAC 

TGCACTCCGGCCTGGGCAACAGAGCGAGACTCCGTCTCAAATACAAACAAACAAAAAAAA 

ACAAAAAACANAACAAAACAAAACAAAAAATTAGTTCAGCAGTCTGCCAGAAAAAAAAAA 

AAGCATCGCAACTAGGTGGGCTCCCTCAGAAAACTCATCAAATAATTGATGACCCGATTA 

MGGAGAAGTATGCTCATTTCAATGGCTCTTATAGGGGCCAAGTTCTTGGCCCTCTGAAG 

GTCACTGGAAAATACCTACAAAAGGTNGGTTAATTAGGAAAAAAAAAGGNTNCAAATGTN 

TT TMTG TGTNTACCCAGGAGTCTTTANAATGAAAANCCNNAGATCCCGGAGAAATTGNC 

C CTTTT AATGCTTATTTTTNAACAAAGTCCGATTTTTTCTACCAAATCCAGN^ 

ACTTTTNANGGGCTGGTTTANMCTTACTTTTTCCCTTTTTTTAAAM 

GNAAAAACCTTNGGTTTAACCCATTTTTCGGG I 1 1 I I I I CAATTTCCTTNGGGAGCCTTA 

AGGGCGGGCCAATTAAMAANTTTTT^ 

ANANCCCCI I I I I I 1 1 I I MTTTCCCGTT^^^TTTTTN^r^CTTTTAANNCNCCCAAAAAAA 
TTGN I I I I I I I I I I NAAAAAAAA 
Sequence 5740 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATACTTGAGTCAGTTATTACGGTGTGGTATG 

AMTTTCMTTGTTTTCMTGCATAAAMCAGATATTATGATATAGTTCATTATACTATG 

TGATTTTGTTACTTTACAATCCTATTATACTGTGTGATTTTGTTACCTTAAMTCCTTAT 

GTTTATGTTMGAATGATTCATTCTTTGGATGAGCTTGGTGGCTCATGCCTGTAATCCCA 

GCGCTTGGGAGGCCGAGGTGGGTGGATCATCTGAGGCTGGTCTGGGGATCCTGACCTCAA 

GTGATCTGTCTACCTTGGCCTTCTAAAATGCTGAAAATACAGGCCTTGAATCACTGTGCC 

CMCCCAAGTTTACTATTATTATTAAAAATACTGGTGGCCTTGAAATCAGTGTAAAATAA 

TMTGTCATCTTTTTAGGMTAAAAATACTGNTTTTCCCATGCCCCACTGGCTTGTAGGA 

MATTGANGGGAMNGGTTGGTATTTTCTCTTTGNAGGTNGGANTACTGAANCCTCGGAG 

TGAGATNACCTGGGAGNNNNMTTNATTNNMTNATTTCMTTTMTTAATTTGGGANAC 

AGATCTTACTTTTTGGTCCANGCNTGANAANCCNCCATNGAACTTCAACCTGGGNNANAA - 

MCAAGACTCCNCCTTAAAAAAAAAAAAAAAAAAAAAGGTCCTTNCCCGGCGGGCCNTTT 

AAAAGGGNAAATNCNCNAACCNGGNGGCNNTCTNNGNGGNCCCANCNNGGNCCCAACTNG 

GG 

Sequence 5741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACAACTAGGTCAGCTACAGGACTTGGG 

GGATCGGATGCCCTGTGGGGAGGAGAGGATTAAGGAGTGGGGCAGACAAACCCGGGACCA 

ATNTTANANTNNATNAAMGGGNTTACGMCNMNCTTAAMTTTCCACTATTACTGCAG 

ACTCAGGCCCAGAAGAACCCGGATTGGGCTGCGCTCATGCAATGGGTGCATCTCCAGTGA 

GGACATCTAGGCATCCAGGGAACCATGGCTTGGGGACAGCAAAGAGGGATATCATTTACC 

GANGGATGTGGTTCACACAACTTTATCCCAACGCACTACACGCCAACAGTTAAAAACTAA 

NCCAGTTCNTTAAMNNGGTTTTGGGGGCACATTTCATAGGGGGGAAA 

Sequence 5742 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAGTAAGTGTGATGAAGGAATCATCTAGCA 

ACTTCCTTCTTAGAAAAAMGGAAGTGCCTTCATATTTCCTTGAAATTTAAACTTGTTCC 

ATTCTATTCTAAGCAAAMTTAAAAGGACACAGTTCAGAAGAGCTCTTTCAGCAAATAAA 

T MNT GTTTCACAAAAGCACTGCTGTAAACAAGATCACTTTGATGGCCAGAGACACTTAT 

GTTTTCAACCAATGGCAACCTTAAACACTTCCAAGTATAGATACACAGGGTATATATGGG 

CAAAAGGCAATACATCATTAATCMTCMCTMTAAAAATTMTTATAAGCTTGTTGCTT 

GGTCAAATATGCTTTTGTTCTCTATG I I I I I I I AATTGGTCAGAAAACTTAAACTGTANT 

GATCTAAAACCCTGTATCTACTCTGAAAGTAACTACAACCTAGAATGGTTGGCCACTGTA 
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GTTTTGACATTAGTTAGAAAATTCTAAATTATTCTAAGCAATGTAAACCAAGCCCCCAAA 

TTNGGTGAATTGAAAAAAAA 

Sequence 5743 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTGATGTCTGCTGTGCGGCAGGGTAAGTGGG 

ACCAGCAGCTTGCCGGTGCCTCGAGTCTTTATTGGTAAAGATTGTATAGGCGGATGCAGT 

GATCTAGTCTCTTTGCAACAGAGTGGGGAACTGCTGACGCGGCTAAAGCAGATTGGAGCT 

CTGCAGTAACCACAGATCTCATAGGAAATGTTCAACAATTCTGTGAAAGGTCACAGGACC 

CAATTNGAGAAATCATATGAAAAGCATAGTTGGTCTTGGTGTCATATGGATCAGAGGCAC 

AAGTGCAGAGGCTGTGGT CATG CGGAACACTCTGTTATTTAAGATGGCTATCCAGATAAT 

CCTGMCACTGTGTATTTATTTTATTTAGACTACCAGCAAAGATTAAAGCATGAAATGTA 

AAACATC TGAT AAACTTACAGCCCCCTACACCAAAANGTNTATCTTGTGAAAAGANCTTC 

CTACCACTTTTGAAAMCCTTAMGMTTCCTTTATCAATGAMGTTTGCCTGGTTCTM 

GMTTGGTMGAATTGGTNAATTTTCCTTCAATCTTTTAGGGGACAACCACCTTAMTTT 

CI 1 1 1 1 I I I ATTAAAAA 

Sequence 5744 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCATATGAGTTACTGTGGTCAACAGCTTGT 

GGAAGGTCTCGACCTTACAGACTTTCANAGGTAGGGGGAAGGTCTTGTTAGCGGGACAGC 

AGCAAGACCCACCCACCAGTTTAGACTGAACTGTGAACGTGTCACCAATTGAAAATCAGT 

AGCCATACCACCTCACTCCTACCTCCCACATGTAATGTGTTGAAAAAGCATGGGTAACGG 

TG TCCT TTGTTCTGCAANTATGNGATGAAGGGAAGAGCTNACCACACAAGCTGATANAAT 

NCTTTTCTGCATCGAAGNANCACTAT 

Sequence 5745 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGGCCATATCTACGATTCCACCAGTTGGAC 

GGGC CACAGCACCCACMGCCCTmCCAATTCCTTTAAAGAATCCAGCAGCTCCTTCCT 

TTTTGGCACCTTCCACAGGTTTTGTTATTATTCCAAGTCACTCCACCAACAACTCCTCGC 

AGAAAGCC CTTTCT CCTCTGGCCAGGCTGTCTCCAAAATCTCTGGGCTGTCGACTCAACT 

CTTCTCTTCTTTTTTGCTGATATTCCTTGTCCATTGTAATTGCTGCCAMCCTTTCCCM 

CAAGAACCGGTGATTCGAAGATACAACTNCTGCTGCACCACCTACTGTGTGTCCAAAGAG 

GCTTCTTACTTCAATCACTAACCCCTCTGCAAATTCTTCAAGGCCTTGAACAAGCACCCT 

Sequence 5746 

CCCmCGAGCGGCCGCCCGGGCAGGTACGCGGGTCCTTCTGGGGGCAAAACCNGTGm 

TTCT TTATGGAAC CCTAAGAGTATAAACAAGTTCCTCTCAGATCTTAAACTCCTTGCTTC 

TATATTTTGTTTTCTG A I II I I II I AACTG AAATAGTTATTATTACAGGGGCTACTCTTG 

GGAGTTTAGAATAAGAAAGGGTGCTTAGACACTCAAGCAACATCTTTGTAACAAAGTAAC 

ACCATAAMGCATTATGTGGCCTAGTCCCATGATTTCTCTCTCCTTTTTGGAGACCCAGG 

ATTGAATGTGGGCTGTGCTCAGAGCTCAGAGATCCAGTTAAAACAGAGACTACGTTTAAA 

ACTATCTAAGTGCGATTGGTCTCTTTATACAATCCTGTGGTAGATTTCTGTAATTTTATG 

TTTGACTTGGTATCCATTTTT 

Sequence 5747 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGGTGTTCTTTTGGTTACCAGAGCCCTGTAGT 

GMATTTCAAATAAGGTAATGTGATTCTTCCAGTTTTGTTA 1 1 I I I I I I I CTCANAAAGG 

CCTTGGATATTTTTGGGTTTNTTTGNGTGCGTGGGTCCATATAAATGGTAGGATTAAGTT 

TTTTGGTTGG TTTAA MTTCTGTGMAAGTGTCATTGGTATTTTGNTAGGGATTGCCTCA 

MTCTGTAGTA TTTT GGATAGTATGGAMTTTTAACAATATTTGATTCTTTTAAMTCC 

A TGM CCATAATmGNGGGGTGTGGGGTTCTTTTCAAmCTTTCATCMTGCTTTATA 

GTTTTCT1TGTAGAGATCTCTCATATTTTTGG 

TATTTGTATCTATTGGAAATGAMTTACTTTCTTGATTTCTT^ 

TTGGCATGGAGAMTGCTMTGMTTTGNATGTTGACTTTGCATCTGCAACTTTACTGGG 

TTCGTCATTMNTATCATAGTTTTTTTG^ 

NACNATTTNNATCAGCCAATTAAA 

Sequence 5748 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTATGAGGCAACTATAGGTATCTGCCAAAGA 

TTTCAAATGGCATCCCTATCTGCCAACGAAACTTTAAGGATTATTGGATGTGCTAGATCA 

TATGACTCAAGTGGCAGAGTAGCTTGCACAGCAAGCCCAGACCTGTTGCAGTGACTTCTT 

GGGCCCTACTCAAAACTATCAGCTTCTCGTGTCATTTGGTAGATGAGCTAGAGTAACATA 

TCMCATGATTGATATGATTCCTTCAAMTATCTCCAGAGATGCAGTATTGNTTTTAGTA 

TACTATCTTCCTGTGAGGAATCTGTTCTATTAGCTTCCACTTGCCCTTTCCCACCATAAC 

ATTACCCCACTCCACAAGTTCAAGGATAAGCAATGTATTGGATTCTGCCAGATGCTGAGT 

GTGCCTACTCTAAATATGCATTCAGGAACT 

Sequence 5749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGTATAAGGAGGAGGCTGGCTGGC 

CGCTGCAGGCCTCTCACAGATCTATCCCTGCTCACTATCCTGCAGCAGACAGAGAGACAA 

GACCCCAGCCAGCCCCTGTCCAGGCANGCATGAGCAGCTCATCACAGGCAAGGAAGATGC 

TGCCAAATAACTATTGCCTGGGGGCCACTACACCATTGGGAAGGAGTTCATCGACCTGCT 

ACTGGACCGGATTCGGAAGCTTGCTGACCAGTGCACAGGACTTCAGGGCTTCCTGGNGTA 

CCACAGCCTTTGGNCGGG 

Sequence 5750 

CCCTTAG CGTGGTCGCGGCCGANGTACTTGCCCCCAGGCCCAGATAATTTATTTAAAAAC 

I I l M I l GTANAGACAGGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCTGGCCTC 

AAACAATCCTCTACCTCAACCCCCCTAAGTGCTGGCATTACAGGCATCAGCTGCCATGCC 

TGGCTACAMTCTTAATGTTTTCCCCATGGCTTCTTTTTCTGGCGTTC 

ATGGMGTGGGCAGAGAATGATCCTTTCCCTANGCTTCAGTGTGTAAGAATTAAAGAAAA 

GAGGAAAGGAMCNCAATGGCTTNATGGTCGAAGGACAGGGTTTATTTTAAAGAAAACAA 

ACC CMGAG TGGCTTTCTGGCTTGAGTTAGATCAGAGGCATGCTCTCTTACAGACTTAAN 

AAGi i i i i IMNGGATTCAGGGGTGGGAGANGTTTACCAAGAAGGCTTTGGACTNGCTTC 

CTGGGGGCNTCTTTAAGGGGGNCCTNTCTTGGGAAGGGAACTGGGGTTNCTGNTTNCANA 

CNANTTTNCCTTGAANCCNGGNNGGANNAACCCCAAGGNCTNGGTTTATANCNTCCCCNT 

NTTNATNCCCCTTNAAGGGAAANNMTTNGCCNTTTTAAGCCCCCNTTGTTTNCCTGGGG 

NCCAANTNTTTNNAGGGNMNTTTGGCNATTTNCCAAAAAANTTAACCNCCNCCTCCCTT 

TGNGTCCMNAANNNNNAATTNANNNN^ 

AAAANT 

Sequence 5751 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGMTTTGAGTTTGAGGCTTAAGAAGCTGGA 

TCTCCTGCCGGGCGTGGTGGCTCATGCCTGTAATCCCACCACI I I I I I 1 1 I AAGGCAGGC 

GGATCACCTGAGGTCAGGAGTTTAAGACCAGCCTGACCAACATGGAGAAACCTCGTCTCT 

ACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACACGCCTATGGTCCCAGCTACTCAG 

GAGGCTGAGGCAGGAGGATCACTTAAATCCAGGAGGTCAAGGCTGCAGTGAGCCATGATC 

NTGCCACTGTGCTCCAGCTTGGGCGACAGTGTGAGACCCTATCTCCAAAAAAAGAAAAAA 

MAAAMNGCNTACACAGAGCAGCTCTGAGAAATTAGTTNCTACTAAAAGCACATTCATG 

TTACATTCAGAGAMTGGAAAATTTMTTACATTACTTTTCTACCCTGCATAAATAGGAC 

MCAGCCAGATGTTGTCCTATTTGAAGTAGATATGACACCCTACTTTAAAAAGCACAGGT 

GAAMTGACACTTGGAAATGCCACATTGGTAGATAACACATTTTCCAGAAGTTNGATATT 

NGGGGGAATAGCANCTAGAATAAATGGGANCANCCAGGAAAATTAAGGAGAATCCTCATG 

CCAATAACCTATTGGAANAAAAAAAAAAGCATGTTGAATNAAAATGGCNAAGGGGAAACC 

TGACANCTGCCTTCAANTATTAAAA I I I I I I I 

Sequence 5752 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACTTCCTATGGMACCTAAAAACTGTTTATTTA 

GTTTTCCATACTGTGAAATGCTCAGACATAAGAGTTCATAGTAGAACAAAGCATATTAAT 

GATCTGAMGTTTCCAGAATACTAGTTAGAAAGTMCTTTCAATGCTTCTAGTGCAACAC 

TAAAAACTGCAGTATATTMTGCATTGTTGCTCCTATTTGTATTCTCAAAMGAMTTTT 

AATAAAAAGACAAAATTCAAATCTTATGTTGAAGATTGCATTTCAAAAGACATTTAAAAA 

GTTCAATCATCAGAGAAGTTGATCTCATCAGATATCATCTTCTGCTAAATGCAATATAAA 
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GCTTTTCAMTGAGATTTGTGATCTTCTAAAAGAACATACTTCAGAACAGGGATCTCTGA 
GGAAAMAGAAMCCACTAAAMGGATTCATGGTGATTAGTTTTAATTTGGCAAAATGGG 
GATGAAAGCATCTTTATGTAATAAACTAAAACACAACTA 
Sequence 5753 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I ) 1 1 1 1 I 1 1 1 1 1 1 1 1 1 11 I j 11 1 1 ) 1 CTTTT 
I I M M I I I 1 1 I I I 1 11 1 1 1 1 1 I I I 1 1 I 1 1 I 1 1 I I 1 1 1 I M I [ 1 1 1 1 I I I I I 1 1 I M I 1 1 
nun l AAAAAAAMNAAAAATCNNANTTTNTTTNNNNTTTTTTNGGAAANAAAAANCN 
TNGGGGG^ 

ii 1 1 1 1 i ii I CNAG GNMT TTTTTNMTNANTTTTAAAANNCCCNNNNAMTTTTTTGNN 
MNAAAAAAAAAAATTTTNGNGAGAANANTNNNNTTTTGCCAMATTTTT 
Sequence 5754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 I I I I II 1 1 I I I 1 1 I GGGGCAGCATCA 

CACTGATTTCCTTGTCAGTTtTCCTCATTCATTCATNMTTCATTCMGCATTCCACAAA 

CATTTATTGAACATCCAATACATGACAATCAGTGTTCCAGGCACAGGATGTAAAGTTCCC 

AGGCACAGTGAGGATACAACAATAAACAAAACAAAGTCCCAATTATCATGAAGCTTANCT 

TTTAGTAGGGCACAAAATCAGCACGTAACGTGTAATAAAATGCCAGGCAATNTTAAATCC 

TGTGAAGAAAAGTAAAACANAATA 

Sequence 5755 

CCCTTAGCGTGGTCGCGGCCGANGTACTACCAAGATAAAATATATTCAAGCGGNGTGGGA 

CmGNGACCATGMTT AMG NTGATTCTNCACAAAATGTTTNGGCNTTCTCTATCATTT 

AMTTTGCNCGAGATCCTTTTANTTTNTNNAGACCANANCGATAANNCTTTTTTAAAACC 

AATAATGAAAAAGAAGTATTTTGAAAACAAA 

Sequence 5756 

GATGCATGCTCGAGCGGCCCGCCANGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGA 

GCGGCCGCCCGGGCAGGTACGCCCAGCATTGGCGGGGGAAAATATTCCTAGGAATGCTTT 

AAGAGAAGAGGCANCTGGAAGCTTGCAATATTCCAAGGCATGCCCGTGCTTCCTGGGAAA 

GTGGTCTGTGTCATCCTGCCCGGTGAAACCTTTGCTATTGCTTGAGTAGCTNCCTTAACC 

CAGTCTGGCTGGTTCTAGACTTCCAACTGCCGGAAAAAGTGATACACTTCCAGGGAGGCA 

ACTTTCCTTGCCTTGCCCGCCTGCAGCTGGCTTAAAGTGCAAGATGGGAAGATGGCTGGG 

CATTATCTGCMGCTTCAATCACACTTNCCGTGGCACTGGGAAACTGCAGTTTTCAACTC 

CTACCCTTACAMTGTTTCACCAAATCCTTTATGTTCACCTNTTTGCCCTCTGAGGGGGA 

AAAGGGGACATTCAGATCACAAAGGNAAGAATCTCAAAAAAGGAAAAAAGGGAAAGTNAA 

ANGGGTCTGCTTAATCCCACAAATGAAATTTTTCAGNCCCTGACATGGATCCAAAAGTTG 

ACTTGAAACCTAATCAAAAACCGCAAGAAGGGCAAGNGTNCCAAACNCCAAANGGGAAAA 

GGGMTGGGAMCAAATTCAAAAACAAACTTTTAAANAAGGAAATNGGANCNCAAGGGCC 

TCANGGACTATTTATTCCTTTTGGGTAAAAMNAAAAAAAAAACTTCTTMGGGTTTTGG 

CCNCTTCACTTTGGGGGAAAAAA 

Sequence 5757 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGMTAGATGAAGAMTTGTTTTTGAGTATA 

ATATAMCATAMCAMTCTCTTMCAGCACGAGTGTCMCMATGCTTTTCGGTTGTGC 

AAAAA CNAGTCTCAAAAAGGAGTGGGGACAANGGAACTGGACAAGGGAGAAATGAGCTAT 

U I I iCATCTTCCAAANTGCCTTTCTGGCCACGGTCTTAACACTGCAAATGTTGCANNAC 

TGGTGCAGCAGAGTTCATGCTGGGCATTGGGCAGGCACTCCTTGTGGAACATGTGCCCGC 

AATGGAAGACCACCACGCCTGAAGGCTTANCTGCATTCCTAAAACTTGAGAACCCTNAAC 

TTCTNANCCMTTGGCAGCACCCAGCATTTCCACTTGAACCAGGATTGGGAAGCCACAAC 

CACNTTCTCTTCCACTGGGGTTAATTCCTGATGGGAAGAAAT 

Sequence 5758 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACATACTTATTTTCTMTTGGATTTGAAATCAG 
CATGATTTTGTTTGACAMGCAMGTTTMGATTGAGGTCAGAAATACTTTAATGGAGCA 
AAGACACATACCAACTTTACATGACGGTGTGAGAAATAGTCCTATAAACTGGTCTCTTCA 
TCATTTATGCTCTCACTTTAAATATCCAAATATTAAAAGGCAGGCTGACCTGTATCACAC 
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AGMTTAAGGCAGTMTTTTCTGCTTCANTANATCAAGGGTAGGGCTAANGCATCCTGTG 

GTMTTCTTGATTCACAGCTAGATTTGGGAAACACAAANTTAGGGAATGGCTATATGTGA 

TTTGCTAGTTGGAGCAATCAMGTCTTMCTATCAAAANTTGTGAATTTTNAATCATGGC 

ACCTA AGTCA NGGGTGCTATGGATTGAAATGACCTTAATTCTCAAAGGAAATGATTTATC 

CCTCATTTTTCAAATTGMGGMTNAAACNCTTT^ 

AAAAACC CTAA ATACC AAATTCCAA I I I 1 1 I I I AAAAACCTTACCAAAAGGCCCTATTTT 
NAMTCCTTTTAAAMTTTAACCCAAATNMTNTANTTTTTCCTNTTMNNTAAAAAATT 
TAAAAAAAAAA 
Sequence 5759 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCCAGGTATACCAGCCCATATGCAAAGCAG 

ATCTATGTTAAGACCTCTGGAACTATCTTTACCCAGCCAAACGTCATACTCTGAAAATGA 

MTTTTAAAGAAAGAGTTAGAAGCAATGCGAACTTTCTGTGAGTCAGCAAAACAAGACCG 

ACTGAAGCTCCAAAATGAACTGGCACACAAAGTGGCAGAATGTAAAGCTTTAGCATTAGA 

ATGTGAAAGGGTCAAGGAGGATTCAGATGAACAGATAAAGCCATTAGAAGATGCATTAAA 

AG ATGTGCC AGAAGAAGATGTATGAGTCANAAAGGTAAAGGTAAACAAAATGCCGGACCC 

NNI I I I I I I IGCCCTTTAAAGAACACCTTTACAAGGTGAAAGCNGCCCTTANGGGAAATT 

CCCAMCTMCCCGGGGAACTTGAAGGGATCMNTTGAAMGACTTGAAAGTAAAATTTG 

AAN GGNGC TTCANCAAAAAGTGGGGGGNAATTTAGAAANCCCAATCAAACCAAATGAGAT 

TGAl l l 1 1 INAANAAGTTTAAAMGGGATTAAAGGCCAACCTNNTTNAAAAAAAATTAAC 

CGTTTNCNGAANGGGACTTTANTTTNTTTNNAAAATGGGGGCCGAGANAAAAAAAAGGAA 

NAAA AGGGCNCANAAMTTGGAANGCCCCGCCAAAAAMtSlTTTCANCGNAANTTTGGNCC 

TTTTCCTTTCCGCCTGAAAAATTGAAMCATGMGAGCTTITTT^ 

AAAGCNAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5760 

CCCTTA GCGTGG TCGCGGCCCGAGGTAC I I 1 I I I I I I I I I II I I I I II I I 1 GNTNCCCCT 

TCCTTTC1 I I I I I C TTCCT TTCTTTTTCTTTCTTC I I 1 1 1 1 CCTCTTTCTTTCTTTCTTT 

TTCCTC TTTCTTTC 1 1 I 1 1 CTTTCTTTCTCTTTCCTTCTTTCTTCCTTTTTTTATTTTT 

I 1 1 1 1 IGAGACAGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTTAGC 

TCACTGCAATCTCTGCCTCCCTGGCTGAAACAATTCTCCTGCCTNAACGGCCCTCCCCAT 

CAT CCCGC CCCCAAATMGCTGGGACTACAGGTGAAGTTCCACCATGCCTGNCTAATTTT 

TGTATTTTGGGTAAAGACGGGGTTTCACCATGTTGCCCAAAANTGGAAAAAATMTGTTT 

TCCATTGCTTCACAMMTMCATTTGTGAGGTTTGAMAAAAMNCAGGGGCTTTTATN 

CCTATTTCATAGTCAGGGGAACCTAAAACCANCTANAAAGNAAAATGCTCAANTCCACAC 

AATGGAACNAANGGGGGTCTTGGCTNTTTC 

Sequence 5761 

CCCTTAGCGTGGTCGCGGCCGAGGTACTMTTTTGCAMTTTTCTGTTTGMGTTATTTC 
AAGTAAAATGTTATTCAAAGTGATCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATT 
GATGT TMTM GTTATGCGGTCATGCCATCTATACTAGCTTTTCTGGTTTTCTGACCTTA 
G CCTCT TTTTTGAATTATTAGTGCTTATAAAGAGCTCAAGAC I I I I I I I I I I I I ICTTTA 
C ATTTT ACT TCTAACTG C ATTG ATG GTCTTTTCT ATTG ATT ATTGTTTC AAAATT AAATG 
TCTTTTTTTCTATGMTAAAGTTAAAAGTTCCCAGGC 

ATGGGCATTGGTATAAATGGTAACTCTCCTGCTTTCTATCTGGTCTGNAAAAAAATCTTG 

GGCCNTTCCATCCAGTGAGGTTGTTTTGNMCAAMAGANATCTGGGNCAATTTGGCTTG 
CC 

Sequence 5762 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACCATATCTGTTTCTTATCTGCAGAGATCTGTT 
TTCMTGCAGTTTTATTCTACTTCTTATTCTGATTTAAGATGGGATGATAGTTTTGACAA 
AATTTGAAACTTAANNGGTTAAAATTNCTTGGNGTCCTTGGA I I II I l l I 1 1 CAATTTTT 
MCCTTGGTMGNG MGCCTTGGNTNTGCGTGGGTTGGMNTGMCCTTTTGGAMTTTT 
in i i i i CI I I I I I I AAANTNGGGGGGGGAAAAATAAAAAANAACCCCTTTCAATTGGNA 
AGNCCAATTCCNTTGTCCTTAATTGNGAACCTTTCCTTMGNCAAATTGGNNTTTTAAGN 
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TTTCCAACCCTTGGAANANGNCCCANAAAANTTTTANGGTTGGGTTACGGNTNTTGGTTA 
MGGTAATTGGATTTTGGCCACACGGNTNAAMNTMNTTTTTNTTm 
AGGTAAC CCT TGGNC NCCAAGGATTGGGGCNCTTAATTGGGTTGGGGGGGANGGCCCCCT 
I 1 1 I I I I I MTATTTTTTANCCMTTTTTMGGGGTTAAAGGGCCTTTTTCCTTNGGG 
Sequence 5763 

CGCCATGTGATGGATATCTGCAAAATTCGCCCTTAGCGTGGTCGCGGCCGACGATCTCCT 

TATTCTTATTAAAAAAGGCATGAGGNGTANNCGAGCACTATAAACCATGAATTGGAAGTT 

GATGGTCAGAGAACAGATAAACAGAGTAATATGAGGAAATTTATGTCANGCTTGANAATG 

ATANGGTTCACGATGCTTCAAMTMCTTTTATAAAAACTTCCCTTGAAAA 

Sequence 5764 

CCCTTAGCGTGGTCGCGGCCGANGTACCCCTGATATAGAGTATTGAGATGGCTAGTTTAT 

GTAGACACCAAAACCAATTTTCAGCTTTMGAMGAAAACTGAGTCATTCAGAGATCTTT 

TATTTGAGGGGAAAATGTATGACCGTCACTACMGANGCTMTCAT7TTCATTTAAATGG 

ATGATTTAAAACTAAGMGTTTTCANGMTTTCAGACTACAATAAAAAMTTCAGATTTA 

MTCCTGCTTTCCATAGCTTCMTCCTAAACCAAGAGAGTTCAGGAATTTTANATAAAGC 

AAAGATAAATTAAAATAAGACCCGTTACAACAACCTAGCCATTATAAAAAGGGCAGTGAC 

CCAGATAGAAAGAGAAGCCTTTCCGTGGATATTTTTCTCCACCAATTGCATACGGTAAAT 

TTTCCTAMGGTAATTACCTTTTTTGCAAAACCCATCCAAAATGAAGACCNGGNGGGGAA 

ATTCTTCGCCTTAAGCCTTNCCCCATATTGNAGTTTMGGGCCCATTATTTCCAAAANTT 

GGGGGTMCAAAAGGAACCCTTTTTTGAGGGTGATTTGNGGACCAACCCAGGGGGCCATG 

ATAAATCAANNANGAACAAAGCCNCCTNCTTTCCAAAGAAGCCTGCAACCATGATANCAC 

TGNTTTCTTGATTTCATACTGAGATTTGGCANTATNGTATGCNANTTNTTTTNAAAAAA 

Sequence 5765 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCATCTCAGGTCTTCAGGGTCTTC 

CATCTGGAACTATATAAAGTTCAGAAAACATGTCTCGAAGATATGACTCCAGGGACCACT 

ATATTTTCTTCCAGAAGGTCGCTTATCCAAGTTGAATATGCCATGGAAGCTATTGGGCAT 

GCAGGCCCTGTTTGGGMTTTTAGCAMTGATGGTGTTTGCTTGCAGCAGAGAGACGCAA 

CATCCACMGCTTCTTGATGAMGTCTTTTTTTCTGAAAAAATTATAAACTCAATGAGGA 

CATGGCTTGCAAGTGTGGCANGCATAACTTCTGATGCTAATGTTCTGACTAATGAACTAA 

AGCTCATTGCTCAM^GTATTTATTACAAGTATCANGAGCCAATACCTTGTGAGCAAGTT 

GGTTACAGCGCTGTGTGATATCAAACAAAGCTTATACACAATTTGGGANGAAAACGTC 

Sequence 5766 

ccctttcgagcggccgcccgggcaggtacaatgaactattctcatgaaaaattgtataaa 

tgtttctaaaaaattaaattatmtccagcatttgaattttagmtatttatttggm 

attgtmtcagagtttcaamagatattatcacttccatgttcatttcagcactatttat 

aamgccaagatatggamcmcccamtctctatcmtgmtggttttttaagtggtat 

ataatataamgamttgttcacttttaaaaaagaaagamtcctaMtttgtgacaatg 

TAAATGAACCATGAAGATATTACGTTGATTCAAAAGA 
Sequence 5767 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACGCGGGTATTCTGACTCAGCTTATTAATGATA 
TCTTTAMTTATATTACTTTTATTCTGTTTTCCCTCTTTGCT 

TGMTCTTATGTTTGCACTTATGCTATAAAAGAAATTATCCTTGGGGTTAATTATTAAGG 

GATGGGGAAATTAAGAGCTAAGAGACAGGAAAATGAGTTGTGAGGAATfGGGGTCACCAG 

ATTTCATTAAAAATTTGAAAATATCACTGTTTCTC^ 

TTTTTAGCGGINTrAAGAAGATTGTCTACCAAATTATAGAACAGAAAAGATATATCCCACAG 
CCACTGAAAAAAANAACATATAAAANAATGGTTCCTNGGCCGCGACCACGCTAAGGG 
Sequence 5768 

CGCCAGTGTGGATGGATATCTGCAGMNTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTA 
CAGATGTGATATTGGAAGAAAAAAGATCAAGCTTGATGAGGTTAGAGATACCCAGGCCCT 
TTGGACTT AMG ATCACTANTGTCTAAMTTCCATCGATGGCATTTTCAANTACTTATAA 
GGTAAANCTTTTCCCTGGGAAAGCTGGGMTTTTGGGNAGMCAGGTTTTTAAT^ 
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TCTTGGMTNTAATTTGGGGGCCTTTTTACNGTTNANTTMGGGTTCCCTTTTAANGGGG 

AAAGNCCANGCTTTTAACCCCTTGGAAAA 

Sequence 5769 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTTTCTGGMCACAGGAM 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAMCTTTACTCAGAACAG 

AGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGAA 

CCAAATACAAAGACAAGAGAATCCACATCTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTCTGMGAAAACCCTGCCCTGAAGAACCGTNCAGAAAAAATTTTGGCTGAAACACAA 

CCTGAATTGGGGAACGTGG 

Sequence 5770 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACAGCGGCTTNCTTGATCCTTGCCA 

CCCGCGACTGAACACCGACAGCAGCCAGCCTTCACCCATGGAAGATTGCNTGATGGTTCC 

TTTATGCTTGGCTGNGCNCTCNTCTTCNCCCAAGTCACCTTGTCTTAACTGCCATNGGCC 

TTCTTTGGNNCNTNGCTCCCTCTTTTAA 

Sequence 5771 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

AAGACACTTCAATTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTATG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

CTCTCTTCCTTCTCCTCTTCTCAAGTAAMGGMAGGGTGTCTTTTGGAGTCATGAGCTG 

TGAAGCCTGTAGTTAAGGGAGGGGTGA 

Sequence 5772 

CCCTTGAGCG GCCGCC CGGGCAGGTA C I I 1 1 II I M I M II I I I II < I GGNTATATGTTT 

NMTTCTTTGCTTTTTTATTTCTAGTATGTCTATTATAGGTTCTTGCTT^ 

TGANACTTAAAAAAAATCTTATANCTNTAACAAGTTACTTTAAACTGATGACAAACTAAG 

TTTG^^TGCAAAGAAAGCAAACAAAAACTMCAMCTTTACNTTTTAACTCCATCCCCAA 

ATTTTG 

Sequence 5773 

CCCTTTCGAGCGGCCGCCGGGCAGGTACGCGGGTATAAATATA7TAAAAAGGAAAATGTT 

T CGGAT GTTTATTTGTATAAT TACTTGATT CACACAGTGAGAAAAAATGAATGTATTCGT 

Gu I I I GAAAGAGAAGAATAA I I I I I I I I I CTCTAGGGAGAGGTCAGTGTTTATATTTTG 

G AGCCT CCTGAAGGTGTAAAATTGTAAATATTTTTATCTATGAGTAAATGTTAAAGTAGT 

TGTTTTAAMTACTTAATAMATAATTCTTTTCCTGTGGAAGAGAAAAAAAAAACAAAAA 

AAAAAAAGTCCTCGGCCGCGACCACGCTAAGGG 

Sequence 5774 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTACTCCCGGACCGGCGGCGTGAAAGTCGTG 

ATATCATCGTTGMCTATTAGCTTTGAAGTTTAAATCCAATGGAGAAGACTCAAGAACAG 

TCCAAAGAATTCTTCTAGAACCCTATAAATACTTACTTCAGTTACCAGGTAAACAAGTGA 

GMCCAACTTTCACAGGCATTTAATCATTTGGCTGAAAGTTCCAGANGACAAGCTACAGA 

TTATTATTGAAGCGACAGAAA TGTTG CATAATGNCAGTTACTTATCGATGATATTGAAGA 

CACTTAAMCTTCGACGTGGCTTTTCCAGTGGCCACACATCTATGGAATNCCATCTGTCA 

TCMTTCTTGCCMTTAC CTGTA TTTNCTTTGGCTTGGAAAAAAGTCTTAACCCTTGATC 

ACCCAMTTCCAGTGAACTTTTTMCCNNCCGCNTTTTGGNACCTCCATCANGGGCAAAG 

GCCTANATATTTACTGGANGGATAATTACCTTGTTCCCACTGGANGGANAATNTNAAGCT 

TTGGNGCTTGGGAAAAAAAAAAAAAAAA 

Sequence 5775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGCTCACTTGTGCCCAGAGGGAGAATA 
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AAGCCATGTCGAAACTATCTACGATTCCTTGAGTGTTTTTCCAGCTACCTGCCACTTGCC 

CACCCACTCCCCTCAGATCTCAGTTAGAACATGACAATTGGGCTCATGAACAGGATCCTG 

AGTGGTTGCAGGTGAACAAGCAGTTGGCACAAGGGCAAAGTGATCACATCCTGATTGAGT 

GGCTATGGACAGCCATACAGACTGTGTGGAACAACGCTGGTGAAATACCCAAACCGTCCC 

AGAACAATGCCTGGCATGCAATAAAT 

Sequence 5776 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGAAGGATGAAGACTTGAATAAGATTTGGCACATTTTANGACAACTAGTCT 

AACTGNAAGTGAAAAACNGACTGTNGGTAACCAATGGTGAAGGACGATCATGATTTGAAC 

TAAAATGGTA TNAA CGGACATANTAAGGANTTGAGAAATAAAGAGGAAGTNNTNNTTGAT 

TNTGGATATGTTTTGAGAGTNAAACAACNTAATTTNCTGAGAGTTTGGATCTAGAGTGCA 

ACAMCGTAGAGTCAAAMCAATTMCTTTTTGGTTTCAACTACTTGATGAATGGTAATG 

CCACTAAATAANACAAACCAACTCTTGAAGGATGAAAAATTTGAGA 

Sequence 5777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGTAGGCATCTATGTAAAGTGAGAAAAAT 

ATGTTTCGTAAATATTTGCATCTTTAATATTGTTAGTAAGTAGTAAACAGGTGTTTTGCT 

GATTGAAAGGAAGTTATCTTGGTAAATTGAGACTCAAAGTGAAATACAAAAATGAAAATA 

TTTATAATAGGACTCG ACTTG GAGAAATTGCTATTCTTCCTGTTGTCCAAACCATAAATC 

TGAGGATMCCTGGGCTTTTCTCTTTCCTCTTCTCCTAACCAGTTTTTCACCAAGTCCTG 

TGCCATTTCACCTCCTAACGTCTGTCAGCTATCCTTTTGCCTTTACCTCACCACTATTAC 

CCTAGAGAAGACTTTCATTTA 

Sequence 5778 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGCCGGTATGGGTGACCTGGGCACAGGCA 

AGGCCATCATCATCACACACTGTGTGCACCAGAACTCCTCTTGGCATCTCCAAGCCAGTT 

CACCATTGTGTGAACTGTGCACTGAAGGAGCTCCACTGGGACTCAGAGGCCTTGGCACAA 

CTGCAGCTGTGGAACATTGCGATGAGGAAAGATTGGGAAAATGACAAGAGCCCATTGTCT 

GGAATTCATAGGTGCATTGATTGTCTTCAGTATCACCAGCCCAGCCCCATTTGAAGCAGA 

GCCAAAGTGGAAAAATGATTTGGACTAAACGTTAACTCATGGCAGACCAGTTTCTGTGGT 

TCTGTTGGCCAAGAAATGTGACC ATGG GAGGATGAATGCAGAAACAGCAGCCTCAAGATG 

GGCCA GATCT ACATGGAACATAGTTTTGTAGGATAAATTGAAACATCANCAAAAGAAAAT 

GTGAACTTTTGATGNAAGCCTCCANGTGCCTGGATGCCANATAGACAAATTCCAGGAATT 

TTAGG 

Sequence 5779 

CCCTTTCGAGCGGCCGCCGGGCAGGTACAGAATATGATTATTCTCAATGATGTGGTGGTT 

CTGGAGACTCAGGATTCTTTGGATCCATGCGTGGGCCTCACACATCTCTTCCACGTTGAA 

TCCCATCAGATTGATGGCAGGAGATCTAGCTTCAAGCCCATTTTCTCTTTTCTCCTCTCT 

GGTTGACTGGGGGACACTGTAATTGTTCAAACTCAGCATCTTGGACCTCTTTGCCATTTC 

AGAACTGAAAGCCTACAAGAAGCAAAACAGAGCAGAGAGTCATAAACAGGGCTGATAGCC 

ATTGTCATTAAAGTCTNCCTNTNTGCACACACAGGCACTTGACTTCATCCACTCTGTCAG 

TCCCATTCCTACTACCACAAATCTAAAGCAGCCTTTAGGAAAGTCCCAGAGAAGAGGACC 

TCAGTCTATTANAACACGGAAAGAATAAGCATNGGAAAAATGGGAGATGAAATCAAAATC 

TGGTATAAATAAAGAAGACTATACATTCCGNGACAAAATATAACCCGTGCATTCATTAAA 

CAGAATTTAATGCCCTGCTTGNGCTAAACTAAAGCTGGNGGNTTTGTCACTGAAGAAAAA 

AACTNTAGGTACTAATAAAACACCAATTCATTTAAAAAATGGNTTTCACACCAAAACTTT 

GGTNTGTAAAATGAATAA 

Sequence 5780 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCACMTGTGATTTTTGTATTTCGAAAGCTT 

GAATTGTCCCCTGAGTGTGAGAGACAGAGGGGGAGCGTCCGATCAGCGGCGCTGCTGTTC 

ACCAGGCCATGAAACTCCTCCCAGGCCTTGATGCTGTCGGTGTGAGTTTTGTATTCCATA 

ATGGTGTTGGGAGGTAGGTTAAGCACTCGCCGAAGTGTGTNCCGGATTCGGGCTGTGGTT 

GCTTGGTCACTGGCAGTCTTATTCCATATTGAAATAATGTCTTCNTGAAACGGACAAACA 
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CCACAACCCCAATAANTCTCCTNCCCAACCATGAACTGTTTCCCCCAGCATGGGCCAAAA 
TGAAGA TTCTC CCAGCAACCGGGAGGCCAAGCCCTTCCCNCAGCCCGAATNATCCACTTG 
CCACCATTTTTATTTCATCATCCTCCCACATGGGGTTTAATTCCTTTC 
Sequence 5781 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGGTGTTACCTGCTTTTGAAAAATAAAGT 
CTTTGGTTCACCCGGTGAAAAAAAAAAAAAAAAAAAAAAAGTACCTCNGGCCGCGGACCA 
CGCTAAGGGCGAATTCCAGCACACT 
Sequence 5782 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGGCGCCATGTCCGGCCGCGAAGGT 

GGCAAGAAGAAGCCACTGAAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGGAAGAT 

AAGGCTTTCAAGCAGAAACAAAAAGAGGAGCAGAAGAAACTCGAGGAGCTAAAAGCGAAG 

GCCGCGGGGAAGGGGCCCTTGGCCACAGGTGGAATTAAGAAATCTGGCAAAAAGTAAGCT 

GTTCCTTGTGCCTG AGGAG ATGGTGACCCTTTATTTCATCTGTATTTAAACCTCTCTATT 

CCQTGCCATAACATCTTTTGCCACGTATAGCTGGAATTAAGTGTTGTCTTGGAGCTGTTG 

TACCMCTCCAAACCTNTGATCTCTTGACAATGGGMGTAGAGCTGAGCCTTCATTTTTT 

TTCATCTATAAAAGTGGGMGAATAMTTGTATTTGCTTATTTTGGCAGGGCTCCCCAAA 

AACTACTCCCAGGCTCNGTGAGCCCCTACATTANACCTCANCAGGACTCGGGAAGTCTTT 

TATTATCTANTGGTTTNTGGGNGTATTTACCAATNGAAAGGATTTTNAAGCAANATTCAG 

NCAAAAAAAAAAN 

Sequence 5783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTN 1 1 1 1 1 I I 1 1 1 1 1 1 I I I I 1 1 1 CACCAGTGT 

TNCTTGCCAAATTAAACTAAAATTCTTAGATGTTTATTTGAGCTAGAAAAACATCTAATA 

GAACTAAAGATTGCTTTAAGAAACAAATATATCATGATTCCAAAAACAAAAACAAACTTA 

GGAAAA AACTG TTAAATATAGCATGCTCCANAAAAGANATCTTTATACTTNGGTCTAGAT 

ATCTGCATTTTAAACTACTTTGGATTATATTTTAGGAAGATCTATAGCCTAGAAATAAAT 

AATTTAAAAATCTACTGATAAGGAAGCAAATCA 

Sequence 5784 

C CCTTA GCGTGGTCGCGGCCGAGGTACCACTTTAAGTTATCATAATTATGTTTCTATGCT 

Gum lATTAATTMCCCATTTATTTATTAAGMGCCATGTTAAATTTTTCCTGGAACAA 

GGTAGGATATATATTTTTAMATAAATATTCACATGTATTCTTTGTTAATAATAAGAAAG 

GTCCCAGGCAAAATTCTAGAGCAGAGTAAGTGCTAGTAAATAAAACAAAAGCAATATATT 

AGTTTATCAGAAAGTTAATMCCACAAATATTMCAGAAGTAACAGMGTGGGGCTTTTA 

TTAGMTTTCGGATTGTGGAACAGGTGCAAGAAGAGAAGGTTGAAATTCCAAAGTAACTA 

ATGAGATATTATGTTTCTGACAGCCCCAAAAAGAGGAGTGGACTGGGACATGACCTTGGG 

TTCTGGTCTATTAAGGAATATATATGCATTCCACCTCCTTNCCAACATTNAGAGGCAATA 

TTTGAAAAAA 

Sequence 5785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGMCGGTTTAATCCCCATGATATTCGCTTG 

ATATTMGTGATGATGTC1TGATGGAAAAATACGAAGAATTTATGCTTAGACGGTGGCTT 

GTTGCAGATCCTGATTGTAGGTGGTGTCCAGCTCCAGACTGTGGATATGCTGTGATAGCA 

TTTGGATGTGCCAGCTGTCCAAAATTAACTTGTGGGCGAGAGGGCTGTGGAACAGAGTTT 

TGCTACCACTGTAAACAGATTTGGCACCCCAACCAGACCTGTGATGCTGCTCGACAAGAG 

AGAGCCCAGAGCTTACGTTTGAGMCTATACGTTCTTCATCCATTAGTTATAGTCAAGAG 

TCTGGAGCAGCAGCTGATGATATAAAGCCATGTCCACGATGTGCTGCTTATATAATAAAG 

ATGAATGATGGGAGCTGCAATCACATGACATGTGCTGT7TGTGGTTGTGAGTTTTGTTGG 

TTGTGTATGAAAGAAATCTCANATTTGCATTATC 

Sequence 5786 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTATACTTTGGCAGCTTCTTCACGTCGGTC 
CTCTCCGCGCGCGGGTAGGAACCGTCCACGGCTTAAAGAACCTCCTCACCAGCCATACTT 
CCCATTGCCTCCAGTTGTTGCACGGAGGGTTTCACATCATATTTCAGAAAGGCTCCTGGA 
AAGAAGTGAATATGTGTCGCATCCAGAGAGCTGATGGGGATTGTGACTTGGCTGCTGTCA 
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TCCTTCATGTCAAGCGCAGAAGAATCTGTGTCAGCCCGCACAACCATACTGGTNAGCAGT 

GGGATGAAAGTGCAAGCTGCCAAGAAAAATGGTAAAGGAAATGTTTGCACANGAAGAAAC 

ACCATGGCAAAGANGAACAGTTAACAGGGCACATNAAGGGGAAACACCAAACCCCGTCTN 

TATTAAAAMTACAMTATTTAATTTGGGTGTGGTGGTGCCTTGCCTTCANTCCCAAGCT 

ACTTAAGGANGGCTGAAGTAGGAGAAATCGCTTTGAACCCAGGAAGCAAAAGGTTGCAAT 

GAGCTTAAAATTGCNCNTGGTGCTNNTCCAAGCCTGGGGCAACAAAATGAGGACTTGGTT 

NAAAAAAAAAAAAAAAAA 

Sequence 5787 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGTGCTTTCCTTATAAGGAATCAAACTTGACTTACGGAGCCAATAAAGCCCTTG 

GAAAAACTGGCC TCATAT TCTGTATACACAGTCCCTGAACAGGGTTTCTGACTGTGTAAG 

TAMGMTATCACTTTTTGACAAGTGCAGACGCCCCAGGTTTATCTTGGGCCCTCAAAAG 

GAGAGGAMTTTCACCCAACTCATGGGTATTTAATGGCATAAATCCATGGCTCGGCTGGG 
Sequence 5768 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCACATCATATCATATCATAGCTAGCT 

CTGAAGATGCAGCATAGGAAAGAGACGAGAAGGCTGTGCCCTCACCCGTGTGGAGAGCTG 

TGTGAAACGGAGTGGCC TCCA GACACAGCTTTTATTGCCAGTATTCATCCACTGATGGAC 

ATTTGGGTTACTCCCACCTTTTGGCTCAGCTGTGAACATGGGTTACAAGTGTCTGTTCCA 

GCGCCCTATTT CAGTT CTTTCCAGTATATGTCAAGAGGCAGGATCGCTGGGTCGTTTGGC 

MTTCTGmAGTTTTGTGAGGMCTCCCATACTGTTTTCCCCAGCAGCTGCGCCAT^ 

ACATCC CCMCAACAGTCCACAAGGGTTTCAATTTCTTACATCCTCGCCCACATTTCTTA 

I 1 1 1 I I GGTGGTGGGGTATTTTTAAAAAATAACACCTAATGAAGTGGTGACGTGGGATCT 

TATTTTMNCTTTGATTTGCATTTTCCTMTGAATAAGGGATGTTAMCATGTTT^ 

AACCTT ATTGGNCATTTGGNGNGCTTTTTAAAAAAAGGCTATTTTNGGNCTGGTGGCCNA 

I 1 1 1 I I AATTGGGGTGGGANTT 

Sequence 5789 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGTATTACTTTTCTATTGCTTCTTTACC 

MATAAATACMGCT1TGCAGTTTAAMCAACAGAMTTTMTTTTTATAGTTCTGAGGG 

TCAGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGAC 

AGGGCTGGTTTCTTCTGGGGCTCTGATGGTAAMTTTGCTTCCTTGCCTTTTCTCCTTCT 

AGGGAGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAACCTCTGGTTCC 

AGCCTCAGGGATTCCTAATGTGACTCTGACCGTTTCATCTCCCGTTTATGAGGACGCTTC 

TGGATTGCTAAGATCATACGGTGACACTATGGAAGTTAACTTGAAGATTAAAACCCTGAA 

AAATN GAAA GAATCTTCTATGGTATATCACAGAGATTACAAGGGCCTGAATTAGAGTGGG 

TGACAT7TTCATCCCTTGAAAATGGA 

Sequence 5790 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA CTTTN I I I I I H 1 U I I I I I i I I I I M I NATT 
1 I [I M I I 1 1 n 1 I I 1 1 I 1 I II I I i I II I) 1 1 I I I I I I I I NNTANNNNNN I I I I I I I I 1 I 
until I AAAAANNNA AAAANNA N \ I 11 11 11 1 I I NAAAAAAATTTTNNNAAAAAGNTN 
N TTTN NTTTTNGNGGANTTTTTT^^ 

NTTTTNAAMANGGNCNTTAAATTTTNGAAAAAANCGGNCNCNCAAAAAAAAAAMTTTN 
CNTCCNTTNNNNNCCCANTTNAAAAAAAAAAATTTGGGGCCAAGNCNTTAAAAAAAAANN 
CNCNTTGGGGNN I 1 1 I I A 
Sequence 5791 

CCCT TAGCGTG GTCGCGGCCGAGGTACTAGATTTATTGAAACAGTCTAAGATAATACTCC 

TATAAI 1 I I I I I AAAGTGTTAAAATAAAAATACTTCACTCAATTAACTTACCCACATAAA 

GCCACCGMAAAATGCTTTGMGTTTTTCATACTACTATCTATAACTCTAAAGAGATAAA 

AACAAAAAATCAGAAATAAGATTAGTGTGTGGGGGATTCATACATCCTACTCAACTGTCA 

GGAAATATCATAATCCTTACTGTTCTATTTTATCCTATCTGGGTGACATTTMGTCTTTA 

GAACAGCAGATATTACAAATCAAACGCCTACCTAAAAATAAAATTTCAAAAAAGAAAATA 

CTGATTATAAAAATAAAGCAAATAACTTAGATTCCAACTGGTTACAAGAGCCTTGCCACA 



• 
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AACTGNGTMTAGTCTTTC7TATGACTCAGTAAAGCATGMCTCCTT1TCTACTTTTGCC 

AATTAAAGGAAATCAGAAAAA 

Sequence 5792 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTTGAGACAGGGTTTCACCATGTTGGCC 

GGGCTGGCCTTGAACTCTTGACCTCAGGTGATCTACCCACCTCAGCCTCCCAAGTGCTGG 

TATTACAGGCGTGAGCCACTGCGCCCTGCCAAGCTACTGCATTCTAACCACACACACACA 

CACACACACCCCAAAATTTTATGAAGATTAAAGAAMCCTTTTATTGAGGTATAACTTAC 

MTAMTAGTGCACATTTAAGTGTGCAGCTCCTTTMTTTTTTACATATGAATACATCAT 

TGAGACTTTCTGTMCCCACTTTATACTGTAGTTTGCAAGTGAGCTAANATCGTGCCATT 

GCACTCCANCCTGGGCAACAAGAGTGAAACTNCATCTNAAAAGAAA 

Sequence 5793 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAACAGATGTTT 

CCTCAGCTGGGTGTGA GGTATACTCTMGCAGGAGGCTTTTTCAGCCTTCTCTCTCTTTT 

m I ii 1 1 1 1 1 1 I I M 1 1 IGAGATGGAATTTTGCTCTTTTGCCCAGTCTGGAGTGCAGTGG 

CATGATCTCAGCTCACTGCAACCTCCACCCACTGGGTTCAAGCGATTCTTCTGCCTCAGC 

CTCCC GAGTAGCTGGGATTACCGGCACCCACCACCACGCCTGGCTMTTTTTCMTTTTC 

TTTTTCAAGTAAAGACGGGTTCACCGTGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCA 

GGTGATACCCGCCCCCCCGNCTANCCTTCCAAAGTGCTGGGATTACAGGCGTGAAGCCAC 

CGTGCCTG GCCC T GTCTC TCTTAAGAGTAGGTTCATTGGCTGGCTTAGAGTCACTTCTAT 

TGCMCTCATTTTCTTTTTCCANGGCACAANATTGACCMNCTGCCGGTCCCTTTTCTGC 

AGGACAGGACTNTTCTAACATACCTGGCTTNGTCCCCCAAGCCGGGGTTTGGGG 

Sequence 5794 

CCCTTAGCGTGGTCGCGGCCCGANGTACAGGTGNGCNTCACTAAGGGGCANGCNGTTCAT 

ANNNAAAMAANATTTTTTTNNTT^^TTNCCGNGTGGGGCAGGGGACGCCCGTTAACTGCA 

NATGTCTGCTGAGCATGTCCAGGGTGGGTATGGGAGCTGGGATTCATCATTTTGTATGAG 

ATGCCTGGCTGCCATAAGGTTGACATGACCCGAATTAGGGCCCATCATGAC 

Sequence 5795 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTGTTTATGGAACTTTCTGTGGCCACCTA 

CGAAAGACAAGTTAACAAACTGTCATGGAGGCTGTGTTGCCCAGCCAGGGCCCGCTGCAT 

TTTGA CAACAT TTCC ACCCTG GCCACTCAGCACATTTCATGGAGGTCATGTCTTTTCACT 

GATACTTTTTTGATAGTTTTTATATMCAAMTCCTTATTCTATTTATMC^ 

TMGGCACTATAMTTAATGACCTAAAATMTATATTTGTCTGTTATCTTTTGCTATTCT 

ACTTCACTTTMTTTn*AGCTGTAAAATTGGTAAATGGATTCTTACAACTATCTCTTTCC 

ATTTCTT ACT ATTTG GTTTTC AAATTTC ATTT AAATGTCAG AATTTC CTTTTTT AG G AAC 

MTGTGTATTTCATTGCCTATTTAAMATAAACTCAMTTTGCATGCCATATGCCCATTT 

TGANTACNATTTTATTTCNTTNATGAAAAGGCATGAACCAACTTCAAATCCTTNATACTG 

TTTGGGTGhrrNATTCTACATNACGACAATCTATNATATTATTrCTATACCTTTNAAGGGN 

TTGCNAAGGATGGGTAGNGGGAATTNTGGAAATTAATTNGNTAATGNCTTGGGNATNNCC 

TMNNNTGGAAAGGNAGGTNCNCMTTNNCCANGGNIsnTTMCANTNMMCTTTTTTTC 

CCTCCCAAAAAAAAAAAAAA 

Sequence 5796 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATMTATCTATCATCCAAGTTTCAGGGTTTTT 

TGAMGTTGATMTTAGGAMGTGACATTTTACTTTTCTTAGTGCCCTTTGCCTGm 

TTTCCATTGAGAAAGAGCAGTCACCAAAGTTCCTCAAGTGTCGGAAGACCACCACCATCA 

GMTCAGTGCTTGTTTAAAAAATAAAAATCCCTAGGTTCCAGACCTACTGAATTGGACTC 

TTTGGACATGAGACTCAGCMTCTACATCTTTAAAAAGGCTTCCCAGGTGGTTTTTGTGC 

ATACTGTTTGAGAGTCACTAAGTTATATATATATCCTACCTTCTGTAAAGTGAAATGAGG 

CCCCAAAMGCTAMGAGGTAGAGCTGCTACCTCGTTTTTAGTTGATTCATCATCTAGTC 

TATATCACCCAAMGAATTTGGAAATAGGTATTCAAACAAAAACCTGTATACAAGTATTC 

ATAGAAGCACTACTTACAATAGCCGAAAGGTAGAAACCAACNAAATGGTCTATCAACTGA 

TGAATGGATAA 
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Sequence 5797 



CCCTTTCGAGCGGCCGC CCGGGCAGGTAC I 1 I 1 I U I I I I I I I I I I I I I 1 I I 1 I I 1 1 I I I 

1 1 1 1 » n 1 1 ii i n i ii j n 1 1 1 n m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 i cccc 

N NAAAAAAAA N I 1 II I I I I AAANCCNNTNAANAAANNCCCNTTNNTTCNNAAAAAAANAA 
AC I I I I I 1 1 I AAAANAAAAMNATNNCTNANNTGNTGAGGTTATTTTCCNGGNCCNTTNA 
AMNAAANNTTNNC CNNNTGTGC CNAAAAAAANGNTTTGNCAAAAGAAANANANNGGATG 
C AAGTTTGNTNA GC I I I I 1 1 1 I I I NAAGGNCNNNNNNTTTTTNCAAANTNNNAAAANANN 
Ni i i i i n n M iCCCNTAANAAAAAAACCGNTTTTNGGGNTTAANANNACNCCCCNNGG 
GNNAANTTNNTGGGGGTTTATAAAAAAAAAAAA 
Sequence 5798 

TGATGGATNTCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATTTCCTGA 

TAGAGACTTGAGATCGTTACCTTTGAAAATGGAACCCCAATCACCAGGTTGAAGTAAANA 

MCTGCATGMGGGGCAGCCTTTTGMGTTCCCNCCC^^ 

TTACGCCGTAAAATGGNGANTTGGAGGAMGCCCCNTTTTGGACTTTC 

Sequence 5799 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGTCCAAACTTGAAGATGGTAACAAA 

GMCAGAGMCAGACAMNCAMTCTTGGTGGAAMGGAAMTATGATTTTACAAATGGT 

GAGAAGGANAAGA AGAA AANGAANTGGNGATTCTCACACANTAATTTGTNAGCCAAGGAG 

GACAGTATTTCATATTTTNGAATGAGGMTATGAAACCCAMTTTAAAAACCAAGAAAAA 

AAAGATGGAAAAANTTAAGCAGAAAGCAAAGGAGTTGCAAGNAAACCGTTTAAGGAAAAA 

AATTACTGGGATCAGGGAAAGCCAA 

Sequence 5800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCNGNGATNAATACACCATTGCTACATTTCTAT 

CACTCTCATGTTCCTTGGCCTGTCTTCTATCTTTGTGTGTGTG 

Sequence 5801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAAACAATTACAATGTTAATAACAAAGATA 

AGTAATCACAGAGCACTATGTCAGATATAATACTAATTTAAAAAGTTTGAAATATAATGA 

CAATTAACAAAATGTGACTAGGAGGCTCAAAGTGAGCACATGCTGTTGGTAAAATGATGC 

TMCAGACTTGCTTAATGTAGGGTTGCCACAAACAGAAGTAAAAAGTGCTTATTTGCCGA 

CMCCTTGCCAAATATTGACTCTATAAMTGGTTTAAMTTATTTATATTACAGATACTT 

TGCTTTGCTATTTCTAATTCTCTTATTTTGTAMCAGTGTTATTTTAGCCACATATGTAT 

TTCTTT CGCTCTGGAT TTCTCATTTCATTTTMTTTTGTGTGTATGTCCTTGATGGAT^ 

TTTGAATTTTTGTTTTCATTGCATCTTTCTGTATMTTATTCCTGGGATAT^ 

TT TAAA AATTGCATTTCGTANGATGGATTCCTAATACTTTCTTMCATGTGCTTTTATGT 

TATTTTATTTCCCTGGCNTATTACTAAAA 

Sequence 5802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATACTCTGATTTTGGTTTrGATTT 

TGGTTTGGTGTAAACTGCMGAGTGTGTATGCCCTTTTTACCTGTTTTTTTGTTTGTGG 
ATGTGTGT 

Sequence 5803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCATTTACAAAACATAGTCATCCTTGATT 

GCCGAAAATGACAAATCCTAGAAAACGTAGCATTCCTATGCAAGATGTTAACATGGTTCT 

TAGTTGTTGGCCAAAGATCCATTTGATGMTTTMTTTTTCTGAAATAGACAATTCTGAT 

GAT TCAGA TGATTCTGATGTTAGTTCTGTTTAGAMTAACTCCMGAATAGTTTTTATAT 

TTT ATTTTCACATTGAAAATCAATCAGGGCCAGGTGCAGTGGTTCACGCCTGCAATCCCA 

GCACTTTGGGAAGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCAAAGACCAGCCTG 

ACAAGCATGGCAAAACCCTGTTTCTACTAAAAATACA 

Sequence 5804 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCAGTGGTTACTTGCATTGTGTAGTGT7TTT 

CMGAGGTCTG GGTC TTMCAAAATGTTTTCCTTTATCTCAGTGCTCTTCTGCCTCTTTT 

TGGTGGTGTCCTTTTGAAAMCAATACACCTTCTATTCCTTCATTTTGGGTTACACCTTT 
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CCTTGTTGACATTTAAGCGAGTTTCAAACTTACTTCCATATGAGGCTAAGAAACCCTCAA 

ATTTCAGGAATTGGGGAAAAAATAAAAATTAGCANCTTGCCAGAAAGGTAGCCAACCAAN 

ATGGGGAAAAATGCCCTTGGATTTNGACMTTTTTTCTTTTCAAGCATTTTTA^ 

TT 

Sequence 5805 

CCCT TAGCGTGGTCGCGGCCGAGGTACTT^^mNTNTTNTNTCNNTNNNCNGTTTGCANT 
TTTTGTTCTTTANAATTNTNTTT^ 

TATTTMGAMTATTTATTGAGCCTNTGTGAAGGGACAGGTACCAGNNATGNNCTNTCAA 
CAATTAAGG ATGCCT . 
Sequence 5806 

GATGGATATCTGCAGMTTCGCCCTTNCCAGCGGCCGCNCGGGCGGGCACAGCMTTTTT 

CTT GCCAC AMCCTGAATTMCCTTACAGATTTTTTMTAGGAGCCCTGAGATATMTTT 

TACTTTTTGGAGAATATACTTACCCTTTTAATAGCTTTTCTTTTT^ 

TGGA AMCTAGACTCCTGTTTCTCCAGATTAGAAATGAAATTTGATCCTGTGGTGGCAGT 

TTTTCTCCCTCTCATCATTACATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAN 

MNATNAAGATTAThrTAAMGAGAGAGGAGACTNAAMGGAGGTGAAATGTMTTTTACA 

ATTCCC TGCA CCACTTATTTATTTCCTAAAATNTTGNCTCACACAAAAGACATCANAGAC 

AGAAAGTTTTCTNTGTCCACATCTCCCATATGGGCAMGGTAGCTTACCATTTCTTGGAA 

AATAAAGAAAAAATG 

Sequence 5807 

CCCTTAGCGTGGTCGCGGC CGAGGTAC 1 I I 1 1 I I I I I I I I I I I 1 I I I I 1 I CI I I I M I 1 1 

1 1 1 1 i i i n 1 1 1 1 1 1 1 1 1 n 1 1 1 u m 1 1 1 n n 1 1 1 u 1 1 ia aaaaantttccttt 

TN ACTNTNATCCTTA NATTTCCANAAANTTTNTTTAAAAANGNTNACCNTTTNAACC^ 

MAI I I I I ITTT TTTTAAAAATTTTTTAATNATTGAAAMGGCCNT^ 

ACCAAl fill I ANAAAANATTTNCNTNCCCAAACAACCNNTTAAAAANANAAATTCCANC 

NCNC TTTCAA CCCTTANTAANAAANCCAAACCTATNCCAAANTTAACNNAAACATNATCA 

NAANNTTmCCTN/WVAMAAATTTTT^ 

CCNNMNCTTAAAATTAAACCTNAAATCCCTAAANAAAAAAACCCTAACCCCCCTTTAAT 
TTNCTTTANCCCNAACATCCCCTNTTTC 
TTAAAAANAATNNCNCNACCNCCCAAAAAA 
Sequence 5808 

CCCTTTC GAGC G GCCGCC CGGGCAGGTACCTTCTTTGCTATTCAGTTGATTTTTTGTAAT 

MCACACTTTTAATTTTTTTATTTCCTTTTGTGCATATTCTATAGATAT^ 

ACCATGAGAGTTATGTATMCATCCAAAGTTACMCAATCTATTTTGAATTGATAACAAG 

TTAGTTMTTGATAGCAAATCACTTTCTTAGTTAAGTTAATTCCTAGGTGTTTCATTTTA 

TTTGTAGCTATTGTAAATGGGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAATACCTTAAGGAACCGGAAAATACTAA 

ATGTCTTTGGCTATACAACTAAMGGCCATTCTTTCAAMGAATAGGGCATATTCATTTC 

AGAATCMCTAAAAAAMCAGAAAGCATAACAGAMTATGCATAGMTTTAAGTATACTT 

TGTCTTGCCTTCTTTTCCCATTCTACCCACATAAGCAAGGAGAATGCAATTTATATAATC 

TTTCCAGATGAGACTCAATAGCACTACAAAGAAAATACCCAAATTTCTGCAAAGGCAAAG 

TG AATTAA AATM TTACAC MCTAGGTGAAGACTGAMGGGACAAATGTTATTTGCAATT 

TTCl 1 1 I I AACTTG 1 I I M AAGCCTTACAAGTGTAGAAATTATAGCTAATAAACAAAAAG 

TCACAATCTTC ACAA ATGGAACTCAATAGAAAAATAAATCAAATGAAACACTTAGTAATA 

MTG MGC CTATTTTATTACTTCMGGTGTTAATGATAAAAAAATTTCAGCACAAGCTGG 

TGGCTTTTAAAAAAGTGAAACTACATACTATGTTTCTAGCTCAGTAAACAGGATGAACCT 

GATGGTCTTTNAATGGACATTACCAANTNGAGCATTGGACCTCCTCAANCCACTCTCCTA 

MNGATTGGGMCAMAAGCCAACCAAAAANGAMTCTCTCTTTTAAAATGGAATAAAAT 
GGTT 

Sequence 5810 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACTTAATAAATTTTAACAAAGTAAGCACAA 

CTCTTGTGCTTACCACAAGATTAAGGAATAGAATAGTCGCTGGGCATGGGGGCTCACGTG 

TGTAATCCCAGCACTTTGGGAGGCAATGCAGGCAGATCACCTGAGGCCAGAAGTTTGAGA 

CCAGCCTGGCCAACAAGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGCCA 

CGGTGGTGCACACGTATAATCCCAGCTACTCAGGTGGCTGAGGCTTAAGAATTGCTTGAA 

CCCAGGAGGTGGAGGTTGCAAGTGAGTCCAGATTGCACTATTGCACTCCAGCACTCCANC 

CTGGGCGACAGAGTGAGACTCCCGTCTAAAAAAAAAAAAAAAGAAAATTCTTACTGGTCT 

AGTCTGCTTTGCTGGCACTTCCT GAGAT TTGATTTTTATGACATTTTCTTATTAAACTTT 

ACATTTCACTTGGTTGGCATATAGTTTTGGAAGAAATATATTTTTTCTGTATCTAGTTAA 

ANCTCCTTTCTCATTCATAACCGTATATTACCNGC I I II I 1 1 1 1 C TAATTTATTATTATT 

NNCTTGGTGGGCATACNCTTTTGTNNAAAAAAAATT 

Sequence 5811 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGGCACGATCTCGGCTCACTGCAAGCTCCG 

CCTCCCGGGTTCACGCCATT CTCCTG CCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGC 

CCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTA 

GCCGGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCGCCTCGGCCTCCAAAGTGCTGG 

GATTACAGGCGTGAGCAATTACTGTGTTTCTTATCCATGTAGTGTGCATGCAGTGACCGG 

CATCCTAATA CGGGT CCTNCTTNTAGCATAGATATGGGGATCAAGCACAAACAAAAGCAA 

ACAGGTANCATTTTTACANNCAGCATGNACAGTAAAGGGCATTAAGGGGGTTNGTTAAAC 

AATTATCCCAANGAGCCAT ATNA1 TGA ATAATNCNAANGAATNTTACTGNGCCTAANAAT 

TTTTGGCCACATTTAATTCAI 1 1 1 1 1 1 I ACCNTTTCTTTAAANCTTTNGNCCGTGCNA7T 

TAANTAATTNNAGTTTCTTGGGTNTTGACTNNNANCAATGGNNTTTG 1 1 1 1 1 1 1 1 

Sequence 5812 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACCCAAGCATTGGTATCTACGGCCTG 

GACTTCTATGTGGTGTTGGGTAGGCCAGGTTTCAGCATCGCAGACAAGAAGCGCAGGACA 

GGCTGCATTGGGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGTTCCAGCAG 

AAGTA TGAT GGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCTATCCAAAAGACAATA 

AAAAGTTTTCAGAANANAAANNNNNNNNNNNNAAANANANNNNNNANNNNNAANNGGTCC 

NGGAAGCCGTTCTTGACAAAATGGGGTGAAATGACCNTCACCCGCATTGGACAGGCNCTT 

GCTGCCCTTATTAACCTGGCTCATGCCCTCGGACGTCCTGGANNAATGCTTTTGCTCCTT 

TTTTGGACAAGCMTATGMT TTGG GTTACNCAAAANAANTNCGGGCAGCTTTTTNNAAT 

TAAAACCTTGAAANNGGAATGTTTTNAAGGCCAACANCCAATGAAAGG I 1 1 1 I H GG 

Sequence 5813 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTCTGTTGCATTAATGCTTCAAAAAAT 

CATCAAATGATTCATGGGGGCCTGATTTGTATTTGAAAAATGTTTGAAATTAAGAGTCTC 

ATTTGT7TCAGGMTGCAGCTACCTGAGTTTTTTGTCTTGGCAAAGTCACAAAGCCCATA 

TACTCACATTGTG TGTCTATA TTTGCCAATTAATTCTAAACTTCTAGGAMfATGCCCTC 

TCTTAMGGAGMTTTTTTTTAMTCTCTGAGAMTGAGATTCTGAGTTTATTTCAACTA 

AAAGG TTGCAATTCTTCTGAAGATATCTCAAATATAAGGTTGAAAGTTAAGTGTTAATAA 

TTTTTGTGAATTTATACACACCTAAACCGTTAAGTACCTCGGCCGCGACCACGCTAAGGG 
G 

Sequence 5814 

GAGCGGCCGNCCGGGCAGGTACGCGGGGGTTGGCTGCANTAAGAGCTCAGTCTCTTCACC 
AGGGGCTCCCAGTCCTTCCATCTGGNAGGCCAAGGCGGNTTCACNTTCTGAGAATAGACA 
GANCCTNTGTTACTCTGTGACCGGCAGGCACCGGGAGATCCGTAGCTCANACGCCAGGAC 
ATCCCGGAAGCTGGGAAATGGGACTGTTGACATTCAGGGATGTGGCCATANAATTCTCTC 
GGGAGGAGTGGGAACACCTGGACTCAGATCAGAACTTTTATATGGGGATGTGATGNTAGA 
GAACTACGGAAACCTGGTCTCTCTGGGTCTCGCTGTCTCTAATCCGGACCTGATCACCTT 
TTN GGAGC AAAGGAAAGAGCCCTGGAANGTGAANAGTGCANANACAGTACCATCACCAGA 
TATCTTTTCTCATGATACTCAANGCCTCTTAAGANAGAAGCNTATAAAAACATCATTCCA 
, AAAAGTGATATTGGATGGATATGGGAACTGNGGCCCTTANAATTNAAACTTAAAGGAAGA 
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ATGGG AAAAGTNAAGGCCAAAATAATCCTATGG NGAAAAAAAATCAACNNG ATATCTNTG 

CNTNANAAAAAGGCCCNAGACCNGTGAATNTNTNAGGGNGATAAAGANNTGGNTNNAAAA 
GGGGG 

Sequence 5815 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 I 1 1 M I I 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 I 1 1 1 1 1 1 1 

" I 1 1 I G I I 1 1 1 1 I 1 1 I I I 1 1 I I I I | 1 1 | AAACATNACNAATTTATNTANAAAA 

NNAAAAATTATTTNGNCAAMTTTNrTTCCGGNNAAAAAGTTTTGGGCAAATTANNTNNTN 

A NGAAN CAAAANAATTATNTAAAGNANAAAANCAGGGGNAGTATCTNAAGAAAANGNAAA 
TNTTTTAAA 

Sequence 5816 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGCAGGAGGAGGCAGAGCACAGCAT 

CGTCGGGACCAGACTCGTCTAAGCCAGTTGCAGCTTCTCAGCCAAACGCCGACCAAGGAA 

ACTCACTACCATGAGMTTGCAGTGATTTGTT7TTGCCTNCTAGGCATACCTGTGCCCGT 

ACCAGTTAAACANGGCTTGATTCTTGGAAGTTCTTGAGGAAAACAGCTnTACAACAAAT 

ACCCANATGCTGTGGCCACATGGGCTNAACCCTGACCCATCTCAGAACAGAATCTCTACC 

CACAGAATGCTGTGTCCTNTGAAGAACCAATGCTTTTAACAAGAGACCCTTCAAGTAAGT 

NCAACGAAAGCCATGACCACATGGATGATA 

Sequence 5817 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAAGTGT 

GTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 

TTCTCCCTTCT 

Sequence 5818 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C I 1 1 1 I I I 1 1 I 1 1 1 1 1 1 I 1 1 1 I 1 1 I I I GGGTN 
" I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 I I I I I rATNCNCTACTTTAAAA 
NATTAAAAACI I I I I NTTTGNANNNAAAAAAAATTGGGCNTTCCAAAAANAAAAAAANTT 
NNAANAAAAAAAAATGGCCCNTTNATNAAANNhJTTTTNNACCCTGGNNGAANCCTTGGGC 

CNANTTGNTTTAANTNAAMNTTCGGTNGGGGCCCNCCCCATTTTTTNCNCCCNATTTTT 
TNTTT 

Sequence 5819 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCGATTGGAGACGTAGAACCGTTACTTGTCG 

AGGGCCTTAGCGGCCGCCGTGACCCTCTCGGGGATCCCACGATGTTCTTCTACCTGAGCA 

AGAAAATTTCCATTCCCAATAACGTGAAGCTGCAGTGTGTATCCTGGAACAAGGAACAAG 

GGTTCATAGCATGCGGTGGTGAAGATGGATTACTGAAAGTTTTGAAATTAGAGACGCANA 

CAGATGATGCAAAATTGAGGGGCCTTGCAGCCCCCAGTAACCTTTCTATGAATCAGACTC 

TTGAAGGTCATAGTGGTTCTGTTCAAGTTGTAACATGGAATGAGCAGTATCAGAAGTTGA 

CTACCAGTGATGAAAACGGGCTTATCATTGTGTGGATGTTATATAAAGGCTCTTGGATTG 

AGGAGATNATCAACAATTCGAAATAAA 

Sequence 5820 

CAGTGTGAT GGGA TATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTG 

GTGAMCAGTTTTAATACCCTAACATACACAGTAATGATTCATTCTTGTTTAAAACAAGA 

GGTGATTTCGACTTGGGATTGGGATTTTTATTTTTTGAGATGGAGTTTTGTTCTTGTTGC 

CCAGGCTGGAGTGCAATGGCACAATCCTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAA 

GCAATTCTCCTGCCTCAGCCTCCTGAGTAGATGATGGGATTACAGGCATGCACCACCACG 

CCCAGGTAATT 

Sequence 5821 

CGCC AGTGT GATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCGGGCAGGTTG 
CTGTGTTTTCCGTGGGCCCGTCACTTTCCCCTCTGTTTACTGGGTATCTCACCCAGCTGT 
GMTATTCATGGCCCMGGTGTTTTAAGACACCTTTTTAAAGGGTGTGGGATTATCACTT 
TATTTCAGAAGTTGTGMGMCAAATAAGTGACTTGACCMGATCCAATAGACTTTTTAG 
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AMTATAAACATCTGATTTCAGGGTCTGTGCCGTMTTTCTTTTC 1 I I 1 1 I I I I I CAAAT 

ATTTMGACTTCMGGAGATGAGCTTAATTTCATAATGGAGCATTCCTCTTAAMGTTTC 

TGGAGTAATGACCCCATTAAGACAATACAAGGCCAAGTCCTAAAAGCCCTTGGGTATTCA 

GGACTTCTGAAAGCCACCCAGACTCCCTGGNGGAGCCATGAAACTTCCAAACTCTTCCCT 

GTGTCATGCTGGCAAGCCATNCCAAAGGATTGAGGTGGGGCAA 

Sequence 5822 

GCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTAGCGTCCTCGCNNNCACTATACATT 
GCNATTTATCCAANAAGCTGATTTTCCCTTCAACAATTACCTTAACATGCTATACACTGT 
TTCTGGTAACAGCNAGTATGAGGTTATCACATCCTGNATGGAAAACATGCCANAATGAAA 
ATGG 

Sequence 5823 

CCCTTAG CGTG GTCGCGGCCGAGGTACTTATGAAGCCCATCTAAGTAAGATCATTTCTTC 

TMTTCAATTTTCTAAAATCATTTGTGTTTTAGAMTCTCATGATTCCCAGGAAAAAAAT 

TTTAMTTGTGATACAGGTTTGACAGCCTTTTAGTCAAATAAGTTAAAACACACACACAA 

ACTCATTTACTCACTTTGCCATTATMTTCMTCACAMGAMTTTTGGCCAGGCCGTGG 

TGGCTTACCGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCGAGGTC 

AGGGGATCAAGATCATCCTGGCTAACATGTGAAACCCCGTCTCTATTAAAAATAAAAAAT 

TAGCCTGGTGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGCAGA 

ATGGCGTGAACTCANGAGGCGGAGCTTGCAGTGAAGCCCAGAATCGCGCCACTGCACTCC 

AGCCTGGATGACAAGAACCGAGACTCCCGCTCAAAAAAAAAAAAAAAAAAAAAA 

Sequence 5824 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAGTAAACTGGGTAGAATCCAAAGGAAA 

TTGTATACAANTNTTNCANTTNTTTTATAGCATTTTTGTTGCCAAATTATMGTAMTTG 

TAGGTATTTATTAATATCATTCCAAGGAATGACTAGCAGTGCAAAAAATAGGTACTACAC 

TGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTC 

ACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGA 

TGCCCGCATTTGGATTGGATGMTTCCAMTTCTGCTTGCTTGCTTTTTMTATTGATAf 

GCTTATACACTTACACTTTATGCACAAAATGTANGGGTATAATAATGTTAACATGGACAT 

GATCTTCTTTATAATTCTACTTTGAGTGCTGTCTNCATGTTTGATGTATCTGAACANGTT 

GCTNCACAGGTAGCXCTAACANGGCTGGCAACTTAAAGGGNGGGAGCCAAAGAATTCTNT 

TATCMCATNAAAATTTGGCAGAATTGAACTCTTAATCTCTGCCTCAAAAGCTTGGTAAN 

MGTTAANCGGCCTTMGTTMCCTTCCAATTACATACTCTGGTTAAAATTTGGGGGGAA 

AAT 

Sequence 5825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGATAGGGAGGAGTGAGGCAGGTGGGCACT 

GGAGGGCTGTTTCCTCTGGCACAGTTGAACTAGAGGGTCACTTTCCACTCATAATTGGTT 

TCCTAGGTCTAAGTCACCACACCTGGGGCTGAAGCAAGTCTTGCCTGTGCACCAAGCGTG 

GCCTTGGACCCTGGAGAGATGCAAGGCTCAGTTCTCCAGTGTTGAAGTGGAAGGACTCCC 

MCTGMGGAGATCTTCCTCTCCCCACCTCCAGCTCTTTTCCCTTACAMTGACCAGGGT 

GCAAGTCGAGAGGCAGAGG 

Sequence 5826 

CCCTTAGCGTGGTCGCGGCCGAGG TAC I I 1 I I I I I I I I I I 1 1 I I M I I I I I ICI I M I 11 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I n I IOTTNI I I I I I 
TTNTTTTCTTTTNTTNNGAGNGNGNANAAAAAAAANGGNNNTTNNTTNTAAANNAATGNN 
GGGANNNCNCNCNNNGNAAAAAAAAANANTANTATNTTCNCCCCCCNAA AI 11 1 1 1 I I NT 
TATTNAAAAAAAAAAAATTTTTTC 
Sequence 5827 

CCCTTAGCGTGGTCGCGGCC GAGGTACC I I I I I I I 1 1 I I I I I I I I I 1 1 I 1 1 1 I I I I I I II 
7 I I I I 1 1 I I I I I I I I I I I I I I ! I AAAAAAAANAAN ATTTN I I I I 1 1 CCCAAAAAAANAAA 
ATNAAMTTGNITAAAAAAAANNTGGCTCATTTNAANNAATTNMTTACTNAAANNCNTTC 
ANATTTTNATTNAAAAAAAAAANAAACACTCTTNCTTTTTN 
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A 

Sequence 5828 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCANACGCCCCCTGCTAGATGTGCT 

GGATCATGGGAAAGCATTTCCATTTGNTACTAGATTGTTCAGAAGT 

Sequence 5829 

CCCTTTCGAG CGGC CGCCCGGGCAGGTACTAAGTGGTGCCAGAGCTATTGTATTAACTTG 

TTTCATCTCTCTTn*MTTCTTTGTTCTCTCTACTATAAAATGGAGAACAGGGAAAAATT 

CCTTGTTCTGTATACTGTAAAAAGCAAACAGGGAGATATAGATGACCACAGCAATTACCT 

TTGTTGAGAAMGCCACATATAAACCAAMAAATGGGTATTGTCTTTGTTCCATTTTGCA 

TCTGCCTACAAACTTCCCAGGTTCAAAAACAAAAACAATTAGTGAAATAACAAACCACCT 

TACCTCCTTTGCCAGGCTAGAGATTTTATTTCTCTTMGGTTCTGTCTGTTACCTAGTGG 

TTTTCTTGTAMGGGGAATGAAAAGTGTGMTTAAAAGTCACACATTGTTTTGTCCTGAG 

TCCTAATCACAGTG TAAAA GCAAACAAGTTTATCAGGAACAGAGAAGTGGCAGATATCGG 

GCCTGATTACGTTATTTTTGAGGTCTTATATCMGAMCTCCATTCCATTAAAAATGTTC 

AGTTTTATGGGAAAGACAGAGGAAAAGGAA 

Sequence 5830 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTACGGTATGCCAATCGTGCTAAGAATATTAA 
AMTAMGCTAGAATTAATGAAGATCCAMGGATGCTTTGCTGCGTCAGTTCCAGAAAAG 
AAANAGAAGAACCTTTNAAAAGAAAGCTTGAAGAAAGGAGAAAGAAAATATCACGGCTCT 
GATATCAAGTTGGGTCAGAGGGAAGAATGATGATGAAANAGGGTGAGGTTT 
Sequence 5831 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I 1 1 1 I M I I I 1 1 M I I I 1 1 M I I 1 1 M NCTTTN 
I 1 1 M I H I 1 1 n I I 1 1 I I I I I I I I f I I I I I I I I I I 1 1 IAA M I I I I I IA I I I I I I I I 1 1 
TNTTATTTNTCAAANGGGGGGAAAATNANTTT^ 

NNGNAGAAAMTNNAAANTNTTTTTTANNCCAAAAANNTTTTAAAAMANTTTTTCCANT 
I 1 1 I I I i NAAAA AATTNNTNNNNTTAAACCAAAAN I I I I I I I I 1 1 I I I I I I I NCAAANTT 
TTTTNTN Mill NNAAAAAAATTAAAAANNTTNNCCTAAATAAAAAANTTNNCAANCCTN 
AAI II I I rMNNCCTTNNCTTNTNTTCNTAAAAAAAAACNAAATCTTNTTTATTNANNTA 
AAAANAAAAAANNANNTTNAAAAAACCAAC I I I I I I I I I I I I I I I NAATTTTNAAAAATA 
AANTTN N N AAAATNTTTTTT 
Sequence 5832 

CCGTGCAAAGGTAGCATANTCACTTGTTCCTTAATTAGGGACCTGTATGAATGGCTCCAC 

GAGGGTTCAGCTGTCTCTTACTTTTAACCNGTGAAANTNGATCCTGCCCCTTGAANAAGG 

CGGGCATGACACANTCAAGACGAGMGACCCTATGGAGCTTTAATTTATTAATGCAAACG 

GTACGCGGGTATACCCTTTATGTTCCTGACTGATGCGCAGAACTTTGGGGGAAATCTACA 

GCAATATA CAGGTT TGCAAATGCTGATGACACAACAGCAATCCTCTCCTCTACGTTGGAC 

TTACTGTTG I 1 1 I I I I AATTATTATTGGAATGGGAT 

Sequence 5833 

CGACAGTGTGATGGATATCTGCANAATNCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCC 

ATNCTGCCCAGANGGGACTACCNAGTTGGCCGNAMTTNTTTNNTNNTTNTTNCACCAGT 

GGTTTGTGAACTCCTTGGCAGGGTCATGTCCTACCCCATGAGTGTCTTGCTTCAGTGTCA 

CCCTGAGAGCCTGAGTGATACCATTCTCCTTCCGGCCGAGGCCTTTGCCTTGAGTCCATC 

CATGCTTTAGCAGCTGCTCCTCAACAAACTTCATCCCACGACTCTTGACCTCTGGGGTGA 

CATTCATGGTGAGAAAAAAGTCTCTATCCTCAGACTCTCACCANANAAAGAAGAAGGTGA 

TATCATTCGTCATTGCTGGGTCCGCTCCGCGGAAACATGTGCCCGGACCTGACTTGTGCG 

CCGCCATCTTCCCCCCGC 

Sequence 5834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATTTCCCCTGTGTCTTCCTGGGAATTTAA 
CTTAGTCTCAGAGGCCCAATGGGCTGAGTGTGGTGGATTTTGCATTTCAAAGTTAAGCGC 
TAAACCCAGCAAACAACCAAGTAAAGATGGTTATTAACCCAACTCAGACTGACTCTGAGT 
TTATCCATTTTTCTAGGACTATTTAAGAAACAACTGAGGCATCAGACCAACTTTCCCCAC 
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AAAGTNCTCGGTAAGGAACTAAGTCCAGTCGCATGTAGAGAGGGGGATCCTGGCCTTCTG 

GCTGCTTCCTTACCTAGACCCCACACAAAGGGTGGTGGGAGGAGGCGGGGGGCAGATCTG 

GAGGAAATGCCTATGAAAACTGAGATCTAGGGCTTGTGCAGCAAGAACTCAGCATTCTAC 

TTTGCTTGTCCTGTAGGGACAGCCCAATGCCTNGGTTTNG 

Sequence 5835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I U I I I 1 1 I I I I I I I I I I I I I ING 

AGGGACACNCTAGAGTGCAGTGACATGATCACATGTACTGCAGCCTCAGCCTCCAAGGTT 

CAAAAG ATCCTC C CACCTN AGCCTCCCGAGTAGCTGGGACTACAGGTGTGCACCATATCC 

AGCCAAi mm 1 AATTTTTTGCANAGACNAGGTCTCACCATGTTGCCCAGGGTGGTCTTG 

AACCTCCTAACTCAAGTGATCCTCCCACGTTGGCCTCCCAAAGTGCTAANATTACAGGCA 

TGAGCCACCGTGCCTGCCATCA I I I I I I I I I I I I AAAGAANACAAAATACTAGTGATGCA 

CTTAGTCACTGGTACATTMTAAAAATTGTTACAGCTGGTGATTCTTTTGCANATCAAAA 

ACTNTGGTGG ACTTG AGAATATAGTCANAAAGGCACACAAAAGTCANAGTAAATAATAAT 

GGGAAGAGAC I I I I IGCCAATATTTCACCCTGTCCACAGGTNGATCCCAAACAATTCATT 

TTTCCCACCCCAAGGGACAGGCGGCTGGATMTGCTTGGNGATTTGCTTGAAGGGGGGTT 

TGC 

Sequence 5836 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTGTTCTTAGAAGATAATTTGTTTTTCTCTC 
TTCAGTTTCGCATA7TACTAMGACAAATCATGGTAGGATTGGTTTGTTTATTATACC 
Sequence 5837 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAACATTTTATATATGAAAAGAATGCTGTAGA 

CTGACTTGCAAATAACATTCTMGATTCCCATTACCTTTMGAGGAGTCAGCTGTCATTT 

TGGAAAAATTAAGATTTCMCMTTTTACACATATTTTGAAMTAA 

AATGTTCAATCTTAAATCGTGTA AATAAGT AAATAGAGAGGTAAAATAAAGAGCTTGATG 

TTTATGTGATATTGAGAAAAAATCTTTTTTAAMGTAAMTACAGATTAAAATACMCTT 

TGTGCTTTAACTGAAGGGTGTCCCTACTCCCTGATGTGTTTGAGACTGTCACAAACCTGA 

ACCCATTTGGACAATACATGAMTMTCATTTTGCATCATTTCACTATTGGGGAAATGAT 

AACTTCTTACATTAAATGAAAAAGNNNANNNNNNNNAANAAAAGTACCTGCCCGGGCGGC 

CCGCTCGAAAGGG 

Sequence 5838 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTGTCAGTCATGTATCATTATATAGTCTGTT 
GATCTTTCCATTTGCAAAAAATTAATAGTTTTCCCCCACAAATGTACCTGCCCGGGCGGC 
CGCTCGAAAGGG 
Sequence 5839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTTTTTCTATTCCCTGTGAGTTTATMTT 

ATTTCACAATAAAAGTTCAAAAACACTTATTGGATGGACGTCACAGTCAGAACATAATAG 

AAGACAGAATCAGTGAATTATAGGTCTGTTTAATAGAAATGACTCAAACTGACACACAAA 

GCAAAAAAAAAAAAAAAAAAAGTACGCGGGTCTGTAATGATACTGATTATGAAATGTCCC 

CTCAMCTCATTGCAGCAGATAACTTTTTTGAGTCATTGACTTC 

ATTATGGAATATCATTCTGTCATTATA 

Sequence 5840 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTTGCATTTCTTTTTTGTGCAC 
TCTATMGGCTGGTTGTGACCCAGATCAGCTTMCTTTTTATATTATGTTATTTCACTAA 

CTGCTACAGTCAAAATGATCAAATCTTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 5841 

AGCGGCCGCCCGGGCAGGTACAAGCTGATCTCCCCGCTAAATGAAAAAGGGCAAGATACT 

GGGGCCACCATTGACTTGGTGATCGGCTATGATCCGCCTTCTGCTCCACATCCAAATGAC 

CTGAGCGGGCCCAGCGTGCCAGGCATGGGAGGAGATGGGGAAGAAGATGAAGGTGATGAA 

GACAGGTTGGACAATGCAGTCAGGGGCCCTGGGCCCAAGGGGCCAGTTGGGACGGTGTCG 

GAAGCTCAGCTTGCTCGGAGGCTCACCAAAGTAAAGAACAGCCGGCGGATGCTGTCAAAT 

AAGCCACAGGACTTCCAGATCCGCGTCCGAGTGATTGAGGGCCGACAGTTAAGTGGTAAC 
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AACATAAGGCCTGTGGTCAAAGTTCACGTCTGTGGCCAGACACACCGAACAAGAATNAAG 

AGAGGAAACAACCCTT 

Sequence 5842 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTGAATCTACCATTTTGGCTGTGGTAGAC 

CACATC TTTGG GTATCAATGGGAGATCAGCTTAGTAAGGTANAAAACAACTCAATNTTGN 

CCNGTTATrTTGAGGGGCANANGACCTNANMGGCATTAGTTTTTCTCNTNCTCTGGTAA 

AAAMNCTTATCNTMTGGGCTATTMTTTATAAAGNGGCNANAATAATTNANCAANGTT 

NGTTTGGGGGGNAGGGAATNGTTAAAAAAATTAAAAGCCGANTCNCAGGTCCACCTTGNA 

TTAGGATATATTTMCCTTTTTCTTTTNGGTANCCCCCCTTTCTTCTTGGGA^ 

Sequence 5843 

AGGGCGAATTGGGCCCTCTAGTATGCATGCTTCGAGCGGCCGCCAGTGTTGATGGATATC 
TGCAGAATTCGCCCTTTCGAGNCGGCCCGCCCGGGCAGGTACAACNGCCAAAACCACCGA 
CTGGTCGTANGCAGGTATCAAAAAGGGGTCTTGGA 
Sequence 5844 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAGTTCTCACGTGCGTCTTAAGGCATGAGT 

GTTCACTGMGACTTCTNCACATTGCTCACAGTCACAGAGTTCCCTTCCATTGTGTTTTC 

CTTCCAATTGTATCCCANTGGATGTCTGACCCCTCAAAAAAGTCCTGCTGAAGTATAGAC 

CACTGGGTTTCMGTNGNATTTNCCATCCTTGGAGAACTCTCCCTGAACTGTCCTTGACT 

CTTCTTGTCCAACCAAGAGATTANACTGGGTTTGATGATCTGACCTCCTACTGTGGCCAG 

NNTCTTGTAGTTCTNCAACATCACGTCACTGTAAANGCTTCTCTGAGTTGAGTCCAGTAA 

AAGTCCACTCCTCCTGGGGTGAAGTCCACAGCCACATCGTCAAAGGTCACTGAATCCATG 

GGACAAAATCANCAGCTGCCATCCCGCGAGGTGAGAAACGTGTCANAACCCTCCT 

Sequence 5845 

TTTCGAGCGGCCGACCGGGCAGGTACAAACTGTTNAATTTGTCAATAAGTGACAAAAGAA 

TTNCACAAAATCATGGAAC TCTCA AACTCAAGTAAACCAAAAAATAGTTAACCAAATAAT 

GATCTCCGTCAGACAGTGATTTTGAATGAGAGATCATATCNGTAAGTTNAAAAAGTAAAA 

TTNAMTGCAATGNGATNGAAATACCTCTGAGTTTTACATANACTCCTTATNTNTTATAA 

TAAMGAGAGGATNNGTGTGNNNMNTTNNNAGACATTTCANAGGTCNTACTGNAAATNN 

ATNCTNTNNTATGTNGCNTMCTGMGGAACMGTNTTTTAAGCCTCTNAGGCACATNNT 

GACACTNATGCCAGGAA 

Sequence 5846 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC I I I I I I I 11 I I I I M I I I ) I I I M C M 1 1 11 

I II I M 11 I 1 1 I I 11 I 11 11 I I IIII I M I M I NI I M II M I II I lll l ll I I 

i n i n M M M M II I M M 1 1 M 1 1 11 1 TGGGGGGGCAAANANTTTTTTNGNAAAAAA 
AAAANNTTNTTNTAAAAANN I M M M M I NNGGGNTAAAANTNGGGGNNNNNCCAAAAN 
NCNA AAAAAAAAAA GGGGGGGGAMNGNAAAAAMTTTTTTTAAAANGGGNNCNTNAANA 
NAAAAI > U fl M I I ANTTT TAAAANGG GNTTNCAAANNTNGGGNNGAAAAAANAANAAA 
GGGGGGGGGGGGGTNTANTTTTTTTMNNGGGGGG 

TTTAAMAGNNANGGGCCAAAMTNTNMAAAAAMTTTTNAAAAAGNNNTTTTGNAAAA 
MMNGGGG GAAT TTTNGTNNNTTTTNGGGGAAAAAAAGANANCTTTTAAACCNNNGNGG 
GGGNGAAAATTXXISI MGG G AM AT~TT^ TTT^N AAAAAA/VATTTT"N CM N OC AAAAA/VAAAAG G IM 
CCN i i i i i i iTAAN GGGGGGNCCNAAANNGGGANNNNTAANAAANTNNNGGGGGGGGGNG 

NATTT TNNAAA NNNANNNNTTTTTTNGGGGGNGNTTAMTTTTAMNNGGGGGTGGNGGG 

MNNNTTTTTTAAAANANANTTTTNAAAAA 

Sequence 5847 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCTACCTAGAGGTTATGTGTTTTCTCTTT 
CTCCCCGCTTrCACCTCTTTCTTTCCCAATTCAAAACAGCCAAGTGAGCCCTGTTCTGGT 
ATTTTGAATCATTAGAGAAMGAAAGGGAGTGGCTGTTTTGAGTTGTC 
A AAGGA GA AAATGT GATTGTG I M M M M I ACCAGCCTACTTCT AAGTGTCACTGCCTG 
GTTTTTCTCTTTTTTAAGGATTAGAACTAAGAGGACACACCAGCATCGGAGTGTATTAAG 
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CCCCTGAAACACATGGTAGCTAGGGACTGAACACAGGAACCGTATGACAGCAGCACAAAC 

CCCCAAAGGATGTTCCTGCCTTGTGGGCCCCTGAGCCCCTTGGGAGACTGAGAATCATGA 

CCAGATTCATCCAGAACTGCTGCAGTGTTAAGTGAAAATCCTCTGTAGTTGTTCTGCANA 

GGAACCTTCCTTCCATTAAAAAATTTCTGCTCAATACAGAATGGTCCACATCACCCAAAA 

GTGCACTGTTGGAGATGCTGTGAAAATTA 

Sequence 5848 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAG 

CGGTGCCTGGAATATTTGGGCTATCTAGGCTATTCAATATTGACTGAGCAAGAGTCTCAA 

GCTTCAGCTGTTACAGTGACAAGAGATAAAAAGATAGACCTGCAGAAAAAACAAACTCAA 

AGAAATGTGTTCAGATGTAATGTAATTGGAGTGAAAAACTGTGGGAAAAGTGGAGTTCTT 

CAGGCTCTTCTTGGAAGAAACTTAATGAGGCAGAAGAAAATTCGTGAAGATCATAAATCC 

TACTATGCGATTAACACTGTTTATGTATATGGACAAGAGAAATACTTGTTGTTGCATGAT 

ATCTCAGAATCGGAATTCTAACTGAAGCTGAAATCATTTGTGATGTTGNATGCCTGGTAT 

ATGATGTCAGCAATCCCAAATCCTTTGAATACTGGCCAGGGATTTTTAAG 

Sequence 5849 

CCCTTAGCGTGGTCGCGGCCGANGTACCAGCTAGTGGACAAGATAGTGCACTGCATGAGA 

CCGTTGATACAGCCAGAAAACAGGGAGATCTTGAGGCATGGAGTATCCGGTAATGTTACA 

ACCGATACCGGCCGGGAAGGGGCCAGGAAAGGGAGTCAAGCAGGAGCGTCTGTCCGAACG 

GAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGCTAAA 

CAATATGGACCCAACTCTCCTTATATGAGAACGTTATTAGATTCCATTGCTCATGGAAAT 

AGACTTATTCCTTATGATTGGGAMTTTTACCTAAATCTTCCCTTTCACCCTCTCAGTAT 

CTACAGTTTAAAACCTGGT GGGC T GATG AAGCTCAAACTCAGGTAAGAGAAAACACACAA 

GCACAGCCACCTGTGCCTGTTTTCTTTTGAACAGCTAATGGGAGTTGGCCCTAATTGGGG 

TTGATTAGAAAATTAAGCAGTAATGAAGAATGTTGCCATTGTTCAGCTGTGCACTGTGTG 

CTTA CAGGCATGGAAAAAGAATTAAGTGTTACAGGGGAAAAAATATNCTTCTTTCANTTG 

TTTTGACTTAACTTGCCAAACCAGTTTGGGGTGGAGCCAATGGCCACTTNAAACAGGAAA 

AACCTAGAGGCTTTTAAA 

Sequence 5850 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGAGTTCTCAGCAGGAGTGCCAAAG 

AAAGAAGTAAACTGAAGTTGCAAAGCAACAGTAATACTGCATTCCTCGTTCAGTATTGAA 

AGATTGGCGTAAAGTCAAGAAGCTGAAGCAAACTGGGGAATCCTTTTTACAGGATGACTC 

CTGCTGTGAGATAGGGCCTAATTTACAAAAGTGTCGAGAATGTAGACTTATTCGCAGTAA 

AMGGAGAAGMCCAGCTCACTCACCAGTATTTTGTAGATTTTACTACTTTAGACGGTTG 

TCATTTAGTAAAAACGGAGTAGTTAGAATAGATGGTTTCTCTTCTCCTGACCAATATGAT 

GATGAAGCTATGAGTTTGTGGACACATGAAAATTTTGAAGATGATGAACTAGATATAGAG 

ACTTCTAAATATATCTTGGATATAATAGGTGATAAGTTCTGTCAATTAGTAACATCTGAA 

AAAACAGCTTTGTCCTGGGTGAAAAAGGATGCCAAAATTGCCTGGAAAAGAGCAGTGAGA 

GGAGTCCCGGGAGATGTGTGATGCATGTGAAGCAACCATTGTTAACATTCACTGGGGTCT 

GCCCAAAATGTGGATTTGNGGNCTGCTTANATGGTACAAGGCA 

Sequence 5851 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATGTAAATTATATCTCAATAAAGCTGATAT 

GTGCATACACACACACGCACACCCAACAGCAGAAGAAAATCCTAAAAGGTAATGAACAAA 

AGCATTCAGATTAAAGCATGAGAATCTGAAGGTTTGGTCATCTACATCTTGTTCCATAGA 

TAAGCATGGACTGTCTACTAAACACAGTTGTCAACTTGATCCAAAAATCTTCGCTGGATT 

CTGTTTCTTTCAAGACTGTTTCTAGAGGGGTCCACAAATAATTATCTTTGAAGTTTCTGA 

TTAGGACATCTTTCCAGGGATTCTAAGATTATTTATGCCTCTTTAATTAAAAGACTTTAA 

GGAT CAATATATTGGAGTTGCCCTCTTGTGTCCATTATTAGCAAGTATTTGATATCAACT 

TrTTCATTCCGTGTTCTAGAG CTTTTT CTCTTATTTCTTTAAAGTCAGAACACCAGATCT 

TCANGTTTACGATCATGCAAGTTTTTAGGGAAGATTATGAGAAAAGGTTGCCTGTGCCTG 

TGGATCATAAGGTTGAATGTGGTGCATTAATTCC 

Sequence 5852 
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CCCTTCG AGCGGCCCGCCCGGGCAGGTAC 1 M 1 I 1 1 1 1 1 1 I 1 1 I 1 1 » 1 1 1 GGG I 1 1 11 1 I 
M I II I M II I I I NTTTTTTT N I I I I I 1 H I I I I IAN I I I I 1 I H M M I I I I 1 I I 1 I I 
I 1 1 I I I I I I I I I I I I I I I 1 I I I I I 1 1 ATTTTNTTTTTTGAAAAAAAAAAANlTTTThfTAA 
MAMATATNAAMNGGNGCAMAAANGTNAAMNNGACTANNNCCCNANANMTTTTTT 
NNGGNGGGATAANNTTTTTGATGAAAAAAAAANAA I I I I I I 1 I I I 1 1 I I I CANNANATTN 
TNMTATTTrn"NAMTNTNANATTNTmGNANGNNAAMAAAAANTNCCCNAAAAAAAA 
AMTTGTTNTGCNTNTTTTTTTNTTTGNGGCGNN I MINI I NNGGGGNAAAAAAAAACC 
CCN TNTT NTTTTTTAMAAA 

NGGTTTTNCNNAMNNTTTTTTTNAAAAAAAANANCCNTTTT^ 
Sequence 5853 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGTTATTATCTGACTTTCTGGTTATA 

ATCATTCTMTGAGTGTGMGTANCCTCTGGTGTCATTTGGATTTGCATTTCTCTGATGA 

GTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAGAA 

GTGTCTGTGCTGAGCCTTGGCCCAC I I I 1 1 AATTAGGCGTTTGTCTTTTTATTACTGAGT 

T GTM GAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAAAT 

ATTTTCTCCCATTCTGTGGGTTGTGTTTTCACTTTATCGATMTGTCCTTAGACATATAA 

TAMTTTGTATTTTAAAAGTGACTTGATTTGGCTGTGCAAGGTGGCTCACGCTTGTAATC 

CCANCACTTTGGGAGACTGAGGGGGGTGGATCATATGAGGAGGCTAGGAGTTCGAGGTCA 

GCCCTGGCCCAGCATAACCAAAACTTGGCTCTACTAAAAATCCAAAAATTAAGTCAAGGC 

ATTGNGGGTGCACCTCTGGTMTACCMGCTTTNTCAAGAAGGCTTGAGGCACGAAGGAT 

CCACTTGAAC CCCAA GAAGGAAGGAGGTTGCCAATGAGCCTGANAACATGCCAGGGCAAC 

AAAAATGANACTTTTGTTTAAAAAAAAAAAAAAAAGTGACTTGATTTAAAG 

Sequence 5854 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTTGCTCCTTCTGTAATTCTTGCACTAAA 

ACTCCATTAAAGACCATCAATGAGCCAAATAGTGTGCTAGCCTTGAGGATGGAGTTCTTA 

GCTACTTAATGATTCTTTTCTTCTGGAAATCTTCTAGTGGATAA I 1 1 I I AAAAGCTTCTT 

TTAMCTGCTCAGTAAAACATTGCCATACATTAACTCTCCATTTCTGCATTMTTTCATT 

TGCTGGAMGAAATTATTTTGTTAATGAACCAAACCCAGCCATTAAGTTATGTGAATTCA 

CCTTCTCTAGACACATTGAGGTATGGCAGAGAAGACACATATTCCCTGGCCTAGAGTGGG 

CTGACAATATTGTTGCCTCCCCTAAATTGACTCAATCTTGAGAACCACATACTGCAGTGA 

CAAGTTGATCATGGATCMGAAATATTCCTTTTTCTCCTANAGGAAATCCCTCATGGCAT 

TATCATTCCCTAAGGCAATGANGATGTCCCTTCGCTCAAATCCTAAAGCCCCC 

Sequence 5855 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC I M I I I I I I M 11 I I 1 1 » 1 11 1 1 1 I II 1 1 i I 
M II I I 1 1 1 1 I I I 1 1 I I I I I I I I I 1 1 1 I I N WACACAAAAAAAAAAA I 1 1 I I I I NCNCCCC 
MAAAM ThTTTNCNANNM MNTTNNNCTTTTTTTNAAAAAAAAAM 
AAAAGN NI I I I II 1 1 I I I I I AANGGGGGAAAAANNTTTTNTTNGNGCNTNNANAAAN7TT 
TTTTTTNGNNAAAANANNANANTTTTAAAANNNNGGGGNNGGNGNG I I 1 I I I I I I IAAAA 
ANAAA ANAAANNTA NNCCNNANNN I 11 I I I I I I A NAGGGGGTTTTTNTNAANCCCCAAAA 
TNNANI I I I I I I I I AANNCNTNI I 1 1 I I I 1 1 CNNACNCNAANNTNNNCCCCTTTTCCCCA 
NANA^fTNNNAAAAAAANNTTTNNGGGGNT^^^TTATTTTGGGAAAAAANANT 
Sequence 5856 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCAGAAGCCCTCCTCTTTCCCCATCTTAAC 

ACTG TCTTCT TTCTTGCTGAMGTTACTATCCTGACTTCTAAAATCATAGATTAGTTTTG 

CCTGTTTTTT ATTTT ATGTAAATGTAATCATACATAATACAC 1 Mill ICATTCATCATT 

TTTGTGMTAT7TTAGTTTCTTGTTGCCACTGTAACAMTTACCACAAACTTAGTGACTT 

AAMCAACACAGATTTATTCTTTTATAGTCCTGGAGATCAGAAGTCCAAAAATCAGTTTC 

ATTAGGCCTAA ATCAAA GTATCMGCAGGGTTGGCTCTTTATTGAGGTTGTGAGGGAGAA 

TGTTTTCTTCCCTTTTTTGGCTTCCAGTGACGGCCTGTATTTATGGGCTTGTGACCCCT^ 

CCTCTCTATGATCAAAGCTTGCTTTTGTCATTATATCATCTT 

Sequence 5857 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAGGTAATAAAACTGATTCATACAGTCTA 

ATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTATGACCAGA 

TATTCTNCTGGGNGNCTCCTCAAMGGAACACCTATTMAGGGTTCATTTGGAAATGTTT 

TTCMTCCATTTGCCTTCCCA7TGATCCTTCTAACATGCTGGTTGGCATCACACCTAATA 

TTCAGAGGGAAT GGGC AAG GTATG AGGGAAGGGAAATAAAAAATAAAATTAATATAAAAT 

AGAATGACACAAATTTTGAGTTTTTGTNGAACCTCCTGAACAGTATGGTCTTAAGGGACC 
GTTT 

Sequence 5858 

CCCTTAGCGTGGTCGCGGCC GAGGT ACTTGTTTGCMTTTTTTTATCTGTGAAMTATTT 

TAAAGCTCTTACAAMCTTAAATTTTTAAAAAATCAGCTCAAAAATTTTTTCCATGTTG 

TGGGCATACCAC TGCT GTCTCTGCTTTCGGTTTTCCAACTCTGTAAGAAGGGCTTGTCTG 

TATGCTTCATACATTTTMCMTCTGCTCCAATTCTTTCATGMGAGCAACTTTAGCATT 

CCCTGGTATGTATCCAGGTCAGCCAGCTGGAAGAGTTCCCACTTCAGAATGTGGTCATAT 

CTGTTTTAAAACAC AATCAT ATATATGTTCACAACACATACATAAACATGTATTTCTAGC 

MGAMCTAGTCTGTTTTTTAAAATGTCAACTTTATTTATAACTAMCAAACCATAAGTT 

TTAATTAAAAATAACTGGGCACAGTGGGTGGCGCCTATTATAGTCCCAGCTACTTGGGAG 

GCTGAGGTGGGAGGCTGAGATTAACTTTGGGAACCACCCGCGCCCGGCCTACATATAATT 

CTTCTAAGCCAANGAGAAAAACTGCTTMTATTACTTCATTTCAATTTAAGTTAAAAGAA 

TACCTATTTCTTTAAATT 

Sequence 5859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCNTAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGGGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACACATATA 

TATACATATAAATAAAAGGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTC 

CCACAACAGGCCGGGCCATC 

Sequence 5860 

CCCTTTCGAGC GGCCG CCCGGGCAGGTAC I 1 1 I I 1 I I II I I 1 1 I I 11 1 1 I I GGAAGGTG A 

TGATGCAAAGGATTTTATTAGGCAGTGGAAGTAGCTNTCANCANAAGGGGAGCTNAAAGG 

GGGGTGCAANAAAGAAAGGNGAATCCTTTCCTTGAAAGCCTGGGTCGTCTCCATNTGGGC 

TCCTCTCCAAAGTTGTGCCGTCTGAAGTTAAGTCGCATCTATCCATAGTCTCAAATGCCC 

ANTTGCTTCTTCACCTCTTGATATTNANCTGCTTGNGTTGCTNTGCCANCTGAANTCTGT 

TGTGGGCACANAATAGGGGCANACTGGGCCAAAAAGGCA 

Sequence 5861 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I 1 1 I II M I I I I I I I I I I H I I I 1 1 I G 

GGGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTG 

TAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTA 

CAGGCACCCACCACCACACCTGGCTMTTTTTTTGTATTTTTAGTA^ 

CTATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCC 

AATCTTATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCC 

CTCCCA GCATTT G CCAGGGAC TGTCATTGCCTTAGTTT AI fill I CTGTTTTG I I I I I I I 

TTTGTCGTTTTTGG 1 1 I I I I I IGAGACAGCGTCTTATTCTGTCGCCAAGGCTGGAGTGCA 

ATGGCGCAATCAAAAGCTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTNTTACC 

TNAGCAACTAAGGACTACANGCACATGCCACCACGCTTGGCCTTCTAAATTAATTTNTGG 

GGGCMC AAAMT AAMCTCAGGCCTAGGAATAGCTTTGGGTTCAAAAANTCACAAGANG 

GGACCTAATTTTTCCCATTAATACCAANTGGGAAACCATTAAAGTTCATCATCCGGATGA 

TTNAAAGGGAAAAAAAAAA 

Sequence 5862 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGACTCTGMGTGAAMTGGATTTT 

CAGAGGATTGAATTGGCTGGTGCTGTGGGAAGCAAGGAGGAACTTGAAGTAGACTTTAAA 

AAACTAAAGCAAATTAAAAACAGGATGAAAAAGACTGATTGGCTCTTCCTCAATGCTTGT 
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GTGGGGTTCCTGAAATTGTGCCAGCCGACTCCAGGTCCACCCTGACCCCACAGCATAAAC 

CATGCTGTGATGTCACAGCTACCATAGAACTCCAGGGTAGTGTTGGGCTGGCCCATGTGG 

GCTCAGGGGTTGTAGAAGGTGATTTAACTGCCATAGAAGCATACAAGTCATCAGGAGGAG 

GCATTGCACGTCAGCTCACCGCAGATGAAGTACCTCGGCCGCGACCACGCTAAGGGCGAA 

TTCMnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnTAGGGTGAAATTGGTATNCCNTCACAATTCCCACAACATTC 

NAGCAGGGAGCNTTNAAGTGTTAAACCTGGGGGTGC 

Sequence 5863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGTCCAGGCCCGGCACGGTGGCTCACACC 

TATAATCCCAGCACCCTGGGAGGCCAAGGCGGGTGGATCACCCGAGGTCAGTCAGGAGTT 

TGAGACCAGCCTGCCAAAATGGCAAAACCCTGTCTCCACTAAAAATAACAAAAAATTAGG 

CGGGTGTGGTGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCA 

CTTGAACCCGGGAGGTAGAGGTTGCAATGAGCCAAGATTGTGCCACTACAGTCCAGCCTG 

GGCAACAAGACCGAAACGCCCGTCTCTTTAAAAAAAAAAAAAAAAAAAAGTGCAAAGTCC 

TATGTATTCTTCAAAGTTGTTAGGAMGAAMCAMTAAGGTTAGCTACATATTTAGCTA 

ACCTTAMTTTMTAAACTATTMGTTATTTAGGTCAAAAAGAATACTAAATGGATGCTT 

CMATTTCMCCAGTATTTTCGATTTTTTGAGGTCTATCATCTGAACCCTTAGTGGCAAA 

CMTTCCAAAATTCAACATATTTTTATTTGTTAAATATNTGAATNTTATTNMTNTNTTC 

CTTAATAMCTGACTGGACMAACTAGAMACMCCNTTTCAATCTCANTTAACTTTNAA 

ATGATTTACCTTGAATTTTCTACTACCATCTTAAATCCGTTTGMTTCCTTCCANTACTT 

CNATTTCTAAATGC I I I I I I II I I 

Sequence 5864 

CCCmCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTCCCA 

CAACAGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGATG 

ACAAACTTGGAGTTCAATGTTCAAGGGC 

Sequence 5865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I I I I I I I I I I 1 1 1 I I 1 1 1 GAGACAGAGT 

CTCGCTCAGTCGCCCANGCAGAGCTTGCAGNGAGCAGAGATCACACCACTGCACTCCAGC 

CTGGGC GACT CAGGGAGCCTCCGTCTCAMAACAACTTTTTTTCATCCATGGACAATTGT 

TGTCTTGTTTTGGTCCTCTTTAGGAGGTGGTTTTATAATCAGCTATAAAACTCCAATAGG 

TGCTCTTGAATGCAGGTTTCTGATAACTTTGGAGATTGTGACAACAGGAATAGAGGAANG 

AACCTTCAGGACTCATGGAGAGCTAAATGTTCATGAGTATCAAGCAGGAATTAACAGGAA 

TTMCTGCATGGACTGMCCMTCTTTTTTACTTTTTGCTCAAM 

TGGATTTGCGTTTCCGAGTCTTATGACTTTTCTTTTGAGCTACTGACAMTTT 

Sequence 5866 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATATCACTGCTGGTTATTCAGGTCCCA 

MGACACTTCAATTAGCATGTAATGAAGGCCTTCAAGGCAGGGGGTTACCTTCTGGCCTA 

GAATGTGTCTAGAAATGTTGTCTAAGAGCTAGATCCTGGAATGGGGACCTCGTGACTACG 

ACTGGTGCCCTATTCTACTGTGGCTGATCTGGTATCTAGGAAGCAAGACAAAGCCTTCCC 

TCTCTTCCTTCTCCTCTTCTCMGTAAMGGAMGGGTGTCTTTTGGAGTCATGAGCTGT 

GAAGCCTGTAGTTAAGGGAGGGGTGACACTAGCACTCCCTTGGCTGTCCCAGCTGGTGTC 

TCAATATGTCGTCTGCTCCCCCTAGTTCACTGTCTCTGGGCCTAGTTCANCTCTAGGATT 

CACCTAAGAGTTACAGTCCTTATGGCCTAMCTGCCTTTCAAGTTTACTTAGAGACCAAG 

AGCACTTTGACTCTCAATGGCAAGGTCTGCANGCACTCANTCTTGGACCACTAAGATCTA 

CNGGTTCCCCTCTGACTANGGTTGGTTTAAGTG 

Sequence 5867 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I I II 1 1 I I I I I I I I I I I I GTAG AG ACAGA 
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GTCTTGCTTTGTTATGCAGGTTGGAGTGCTGTGGCACAATCTTAGATCATCACAGCACTG 

AACTCTA GGCTC AAG TGATCCT TCCTGCTTCAGCCTCCCCAATAGCTGGGACTACAGGTC 

CGGTTGATTTTTAGMTTTTTTTGTAGAGACAGAGTTCTCACTATGTTGCCCAGGTTGGT 

TTTGAATGCCTGACCTCAAACAATCCTCCTGCCTCAACCTCCCAAAGTGCTGGGATTTCG 

GGCGT GAGA CACCATGCCTGGCCMCGTTAAGCATCTATTCATGTTCTTACTGGCCATTT 

GNGGATTTTCTTGCCTATCCAAATTCTTTACCATTTT^ 

TATTATTAMGTTGGAMGMGTCTTTATATATTCTAAAAATATTCCTGCTGAACCCCAT 
AAANANACATGGTTTACAMTATTTTCCCTCATTTTGAGGGGTATCTTTTATCCTTCACT 

TTCCTGACAGGGGNCTTTGMGTATGMCANTTTTAMTTTTGATGAAAAGCCCMTTTA 
ATCT AI I I 1 1 I i 
Sequence 5868 

ccctttcgagcggcx:gcccgggcaggtactttamtcacctctagattacttgttatacc 

tactacmtgtamt gctatg taaatggttgctatactatattgtttgtttgttgttatt 

gttgttggattgttattttttattgtgagtttcttttttctg/^ 

ttggttgmcctgcagatgcagaactcccagatacaaaggtccaactgtatacatatttt 

aaaacaatatgttatacataataaatatat 

Sequence 5869 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTGAGAGATTGGGAGMGCTTTTGATTC 

TCAGCTGGTTATTGGAGTM GAGM TCCTATGTTAACCTTTGTTCTAATCCTGAGGATAA 

ACTTCAAATTTATAGGGACAATTTTGAGMGGCATACTTGGATTCMCAGAGAGATTTTA 

TAGAACACAAGCACCCTCGTATTTACAACAAAATGGTGTACCTACACAGGGCCCCTACAG 

CATGGTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAG 

GGAAAAGACATTTTGTATATTGGAGATC 

Sequence 5870 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTTTATTCCAGTAAATGCTGTAAGATTATATT 

CCAGAI I I I I AAGGAAAAAAGTTAAGTCAAGCCTGCAAGATCAGCTTTCTCAAGTGTCTA 

CAATGCCAGTATGAAAATAAAAAATTAAGTTACACTGATACATCCAAG I I I I I 1 1 1 AATA 

TGCAGTGATGAGCACAAACATTAATAGAGATAAAATACTGATGCAAATAACACACCCCAA 

AGTMCAMTGCMTTATTTTCCACCATTTACAATACAGTAGTTACAATGACACTCCAAA 

CAGAAAAGCAMGTAAAAAATCMMCCCCMTTTCTATTCATGTAATTAGACTTATACA 

GAAATTAGAAGGCTAAATAACAACTAGTTAATCACCTAAT7TCACAGCTATCTGAAGTGG 

CMTCGTTATATAGCAGCTTATCTATGATACATTCAAGATAAAATGATACAATTTATTAC 

TTGCCTGTMGCTAAAAACACAGNCTCAATTTMTACCCTTTCCTTAMTTNCAACTTTA 

CACTACAATATACTTGANGGCTATGCAAAAAGGAACTTCCNTTTATATAAGGAAATGGAT 

GGATTMGTCTTTGGGGCTGNAAAAAGCCAACTTNrriTTAMCCGMCTTAACCACTTCC 

ATTACCACCACCCA 

Sequence 5871 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I I I I II I I I U < I I < II I I I I I I AT ATT 

TTTAGTAGGGACAGGGTTTCACCATGTTGGCCAGGCTGGTTTCGAACTCCTGACCTNAAG 

TGGTCCGCCCCCCNTGGGCCTCCNAAAGTGGCTTAGGATTATAGGTGTGGAACCACCGCA 

CCTGGCCCCANATMTTTTTTMTAGTCTCTCGTATTACTGAGTTTTTTCATATTATATA 

TAMG ATTCTGTATTTGTTTGTTGTTTTCTG N 

Sequence 5872 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I J 1 1 1 J I 1 1 

I i i m ! i i l I l l i iGGGGGGGGTGTGTGTGTGTATCTTATTAGTTCTGTCCCTCTAAGAG 

AACCCTGACTAATACAACCTTCAACTTAGAAAAGTTAAGAAAAGAGCAAATAGGAATAAT 

ATAAAAATTGAGAAGATAAAGACAAGAGGAAGAAATTAATAAAACAGAAAGCAAAGATNG 

ACTAGMGGAMCAACAGAGCCAMTATTGGTTCTTTGCAAAAACTAATAAAATTGGCAT 

ACCTCTGGCAAAAGTGAATGAGAAATACAGAAAGAGGGCACAAATAATATTATGAATCAA 

AAAGGGACACAACTACNGATGTAGCAGATATTAAAAAGGTAATAAGAGAAATTTACTAAA 

TTCCTTAGGTGAAATAGACATATTCCTAGGAAAGTNTGAACTCCAATATGGGCTCAAAAA 
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GATTCAAAAAATCTCTAATTTAAAAATTAAAG 
Sequence 5873 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACATCATCAGAACATACTAAAATGGAAGTCCTT 

TGGATTATAGTTTTGTTTATGGATATTACACMTGMTGCTTGTCTGMCAGTTCTTACT . 

TGCCAGTTCCACTATTCTTCATCTTCACCACCTTCTACTGGTCAGTCTTTCATCACTTAA 

AAAAAAAAAAAAAAAMTCACACATCATTGTGGTTTTTTTCCCCCTTMTTCTGTCTCTT 

CTAGCCAGMGCATC TGGC TTAAGCATATTTCATCMCTTCTCTGTTATTTCTTTTAAAG 

ATCTTTATCTCTGAMTTTTCCCAGMGATACAAGTTTTGGTAATATTATCAATAGGAAT 

TTTGGAGACTTGGG CATTC ATCTTTGTCTCAAAAACAMCAGAMGCCAACCTTCAAATA 

AMCAAAmG AAAGT TTTAGCTCMTMmGGGGACATmACTTAMTTACAAAAGA 

ACATAATTATGATTTTATGATCCGATATTAGTGGTAGGTTTATTTCCCCCTTACTGGCAT 
TAAAT 

Sequence 5874 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCTTTCTATATACAGATTTTAAMTAGMGTTTT 

TTTMTATTGAAAACAATCCAGATTTGATGGAAGACACAATCTGCAGATTCATAATGAAC 

CTAAATCCATGATAAATCTATAGCTAGACATATAATAAAAACTGCGTATCTCCAAAGTAA 

AAGATATTATCTTAGAACAGCTCAAGAGATGTCAGTTCTAAATCTACAGCTCTAAGGACA 

TMTTTCAGAAGGTATAAAGAATTCTCCTAGAAGGAACATCTGACACACAAGAAAAAAGG 

TAAGCCCCCCCATGTCCCATCAAAAAAATAAACATTGACTATATAAAATACTAATAATAT 

CCAATTTGGAGATTTMTAMGAACTTGTGGMTTTAATTAGMTTMTGTTATTTCAAT 

ACCTTTGTGTTGTTTGGAMGAGGGGTAGCATTTTTAGATGTTTAANGATAATCAAAAGG 

ACTTGTACATTCACATTCCAAATCAGTNAAGGGAAAATATATGATTAAATAGAAAACCCA 

A CTGATCC CCAAAGATAGGAGGAGAGATAAAGGNGGGAAAGAAGCCCACNTNGGAAAAGA 

AATTTTTTAAAAATAGGATGGCAAAAATA 

Sequence 5875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATATAAATGCAGTATGACGAAAAGTTATCA 

ATAAAAAATATGGAAATAGAGTCAACATTTGTGTAGACTACCTTTACTAATATCTAATCA 

GGMTGATCACTGMTATTATCTTGAGCCAGAAAGATCTTTTTAAAMTTCTTTGTCAAT 

CTATTGCCMGAAGTCCATTTCCACAGCTCTTTMCTTTMTAAACTATTTTTGGCAATG 

GGAAAAAAGAAAATGGAAAAAGAAATCAAGTGGAAATTATCATAACAAAATAAAAGTGAC 

AC AATGAG AMGAATCTTA AAAAT TAATCCCCCACCCTGATATTTTGGGGGAAAAACACT 

CAAl 1 1 I iCTATCATATATATTTTTCTTTTCTCTCTCTCCTCTGNGCGTGTGTGTGTATG 

TGTGTGTGTCTGTGTGTGTGTGCA7TTTCCATACTACCAATGGGAGGCTGAAAGCAATGA 

MGACAAMCATTGTAAAGCATTTTTAAATATTCAAAATAAAATACAAAATAAATGTACC 

TGCCCCGGG 

Sequence 5876 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCAGTCCTGTTTGTGCTAAGATTCTTTCAAAT 

ATAC TCCTAATTCCACTTATCAACCAAGTTTAAAAGAAAAAAATATGAAAATAAACTATA 

TTTT AAAGNTG N C ANTG GTTTCTG CTTG AAAATTG ATTCTTCT7TTAC AAACCTCCT AAA 

MCTTATTTTCTACCTTAAATTGAAMTTCACCTMGTCACAGCACTTATGTTTAAATAA 

GGACCCTCTGTTGCTCATTTTTTGACATTTTTGAAATCCAG 

TGCTTATTAAGGCTATTATTACTATAATTATTGGGATAATAAATT 

Sequence 5877 

CANCTTTCGAGCGGCCCGCCCGGGCAGGTACCCCAGAATGTATTGACAAGCTGCTCCGTC 

CCAGACTAATGGGGCAGGGACTTTCCCATTAAGCTTAGTGCAGGCCAAGAGCAGTGGTGC 

CCTCTCAAGGCAGGCCGATGCTGAAGAGGCCCAGGTGACAGCGGGATATGTCAACCTGTG 

TCCATMTCTATGGTMGTATGTTCTTACTTAACTCCTTAATTAGGCAAGTCCCTTCCAG 

GGGGAAGAATGAATGAGGAGACAGAAGGAAGCCAGGAGATGACGTATGTCCTCTTTCAAG 

GAAGAAMCTTCTGTMTGGAGAATAAGTCTACTTCAATCAATAATTAAAAATTGGTCAT 

ATTTATTAGMGCAAATGGTGAGAGGGGAGACTTTGAGGTTTTCATTTTACCTGGACGAA 
CAATT 
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Sequence 5878 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACCTGGACGGAAATGGCTATATCAGCAAGGCA 

GAGATGCTAGAGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTAATGAAAATGCCT 

GAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCAAT 

AGAGACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCATT 

GTGCGCCTCCTGCAGTGCGACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCACCA 

ATCGMTTGTAGAGCTGCTTGTGTTCCCTTTTGATTCTTCTT7TTAACAA I 1 1 1 1 II I f I 

TTTTGCCAAACAATATCAATGGTGATGCCGTCCCCTGTGCGGTCTGATGCGCCTTCTCCG 

TGACGCCTTCAGCTTCTTTTGTCCGTGGATGCTTCGTGGGAATGCCCANAGCCCCAATGT 

GCTTT GTGGAGAGC ATGGACAGACTTCGGGGGGGTCATTGGTTGATGAATTTTAATCGTA 

CTATAAI 1 1 1 I I I I I ATTCTAAAGGCTCTGNTCTTAAAACGTAAAGANTCNGGGGGTTGG 

GGCCAAA 

Sequence 5879 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCTAGGACCATGCAGGATGTGGGCA 

AACAAGAGGAGAAGGCTGCCTCTCATGTTCCTCCCCCTCGGTCCCCACGCTTAGGGAGAT 

GTGGGGCTGGCGATGGGAAAGCTGTATGGCAACGACTTCAGCCAGACCACCATCTCACGA 

7TTGAGGCCCTCAACCTGAGCTTCAAGAACATGTGCAAGCTCAAGCCCCTGCTGGAGAAG 

TGGCTGAATGATGCAGAGTCCTCTCCGTCAGACCCCTCAGTGAGCACGCCCAGCTCCTAC 

CCC 

Sequence 5880 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAGAGCTCGGTG 

GACAAATCAAAGCCCTGGAGTAGGTCCATCGAGGACCTGCACAGAGGGAGCAACCTGCCT 

CACCTGTGGGCAACAGTGTCTCCCGCTCTGGAAGACATTCTGCACTGCGATATAATACAT 

TGCCAAGCAGAAGAACTCTGAAAAATTCAAGATTAGTGAGTAAGAAAGATGATGTGCATG 

TCTGTATCATGTGTTTACGTGCCATCATGAATTATCAGTATNGTTTCAACATGGCATGTC 

TCATCACACGCTGCAATGAGATTGCCTAACCTGAACAACAAGAATCCCAGAACA 

Sequence 5881 

ccctttcgagcggccgcccgggcaggtac i i i i i m i i i i i 1 1 1 1 1 i i h i i m i i 1 1 gt 

aaagataggggtatcactatgttgcccaggctggtctcaaactccaggcctcancatccc 

amgtgttaggattacaggcatgagccaccatgactggcactmttttattattacatac 

ctaggtatgattatatYtgtttattctatttamgttcactgantttcttggatctgaaa 

gtttatggttatcatcaaatttggaaaatttataatcactgtttc i 1 1 i ini i 1 1 i iaan 

gmattgcccaaactnntcttamctcctatactcaaaamtcctttnatttnaacctnt 

naamtnctggnattacaagcattmgcanaaamtcnttttaacccaaaaattcnaatc 

cmcctaancaacatnncamaactnccatttttaaanaaaagattaaaaaanaaanacn 

nattnccnataaaccttnaaaatttcttmcttcattcmnmtcanaaamcattttaa 

aacaa mtnct atttctnmtattatacttnccaaatnttttaaaaattantnacccccc 

annccttttttamtntnaamaamnccttctttaccctttnaanaaaa 

Sequence 5882 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGTGAAACCCCGTCTCTACTAAAAAAT 

ACAAAAAATTAGCCAGGCGTGGTGGCGGCCGCCTGTAGTGCAGCTACTCCCGAAGCTGAA 

GGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGTAGTGAGCTGAGATTGCGCCACT 

GCACTCCAACCTGGGCGACAGAGTGAGACTCCGTCCCAAAAAAAAAAAAAAAAAAAAAAA 

ANGTACGCGGGGATGTGTGTAGTCGGGTATGAGAACGATTGCAAGCAAAAGCAGCTGAGG 

GACGCTGTCCAAGGAGTAGGCTCAGTANCACGAACTGCAAATACTTGAGAAGGGAAAAGT 

TCMCCTCGTGCTGGAMGTGGTTTAACATGCTGGAACTGGNTTTCTGCTTGGTAGCCCT 

ACAACTTTGGCCCAACTACTTGGNCTNTGGGACTTAAATTCCTCCTTT 

Sequence 5883 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGTAGCATTTTACCCCACTTTCCTCTGTC 
CAAAGCGACATACAAGTAACGGGCCTGCTTCGTGCTGCATTAGAACAGGCATAAAAAGCA 
AATCATTTACTTTCCGGAAACAGAGTCCAACTGCACAGAGCATTCGCGGTTATTCCCTTG 



# 
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TTCTATCATTTTCTACCACCCAACAACATTCAGCAAAACGAGTTAATAATAGTTACTGGT 

GTTTGAGGAAGGGTAAAAAAATAAAATAAAATAAAATAAAACTAAAGAACACACATGGCA 

GAGATCGATATTACTGCAAAAGCAGGTGMTGCGGGMCATCCTTGGCTTGCCAGGCTTT 

ATGTGAAGCTTGCACTGCAAGTTAAAAAACAAAACAAAAAAGTTAGAAATAATAATAAAT 

TAAAAAGAAAGGAAAATTAGGAGCGACAGCACCAGCATTCAAGTGATGGTGAATGCTCAT 

GCMTGATTATGGAATTGACAGAAATTAAAACCAAAAATTTGAGAAGGCTACTCTACATG 

ACAAGCCAAAGCAAAATTT 

Sequence 5884 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGAATAACATTCGGAAATAAACATTCAGAAGAT 

AAGCCCAGTATATGTMGAATCTAATMGATMATATATTTCAAATTAATAGGGAAATTA 

TAGTTATTCTACATTTACAGMGATTTTGGAAGAAGGTGCTGGCTATTTGTTATGGGGAA 

AGGATGGATTAATTGCTGCCCCATATTTMGTATGTTCTTTTTTCCTTTTTT 

AGTTTGTCAGTGTGAAATAAAATGTTCTTTTTTAATTAAMTCTAAATTAAAAATTAAAC 

ATGGAGACAMAGGAAAATAGGCTGGCATTTTTACAGTGTCAGGGGTGGGTTAGCCAAAA 

GACATGATATCAGAAGCAGAAAATAAAGTGGATCCCGTTTGGCTAAATAGAAACCAAAAC 

ATATAGCAGAGACTTGTAAATAAA 

Sequence 5885 

CCCTTAGCGTG GTCGCGGCCGAGGTAC M 1 I II I I I I 1 1 I I I I I I I I N I I 1 IGTTTTTT 
Mllllllll illl l I I H II I 1 I I I M II IM 1 I M I 1I N 1 1III H NII 1 1 HIM I N 
NNT^r^TTATTGTGGTANNTNNTNAAMNCTTAMNTATATAAACANGACNATANGTTATA 
NNGANNTTTTGACTTAATCANATTNNGGTTTGATMNMCNTNTANTAAGGCTTT 
Sequence 5886 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACAGAAATATACTGGCCTAGCAGAGGCAAAAAA 
AAAAMTGAATTTTATTTTACTTGTCACACCTGTCTTATAMCTGGAGTTTTGCTACAAA 
AAAMAAMMAAAAAAAMGTACGTACGCTGGATGCAGGCNAAGGArsTTTTTT 
Sequence 5887 

CCCTTAGCGTGGTCGCGGCCCGAGGTA C I I I I 1 1 I II I I I 11 I 1 I I II I NNGCTCTTGCA 

TTGAMTTGGTTTTACTGTGCTGAGCTCTGTGCAMGGAGAAAAGTGMGTTTGAAATTC 

ACTMCACCTGCAGAAMTCTCTTACTGCTCtTTAACACACAAGCACCAGGACTTGACTC 

ACATTATTACAACTCAATCCACTTGAACACTAATTGGCCTGCCTGCTTCATGCCAGGTCT 

ATAAATAGGTGATCAAAATGATCATCAAAATGAACAGGGAGTGCCAAGGTCCTGANCAGA 

GAACGGAATGACAGCAAAGGAAATGAGACCTTGGGTGAGGTGAACCCTGGGTGGACGCTC 

AACAAAGGANAAGGGCACCAGGGCTNTGGAGTCCTGAACTACCCAAAGAAAAGCGGAGAA 

CAATGATTAGGCACTGAGGACTCAAANAAAGCCAGAGTCCACAGGGAAAGGGGAACAGCC 

CCAAGGTCATNTCCCGNACCCCTCTTCCAGGGCAAGCAAGTNCTGTCCCCTGAACCCAAC 

TCCAMCCCTGCCAGGTNACAGNACCTTTTTTGTGAACNCTTCCAGTTATGGGGGAAATC 

ACAGGACTGGTCACTTCTATTTNTGAC^ 

AGTNTNTATTTTTNTTTTATTCAAACCCTNGGTTTTAGNTTTTTM 
AAAAAACCCGGTTGCGGCCACCTGGAACCAATTTAAAAAAA 
Sequence 5888 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I II I I II I I I I I I I I NGTTNTNNNNNNGGG 

G NC ATTG ATTTCTGTTCTTTTTATTATTTTCTTT ATCTG CTTAC ATTGTGTTT AATTTG C 

TCTTCTCTTTCCAGTTTCTGMGGTGAAMCTCAGGTCACTGATTTGAGACCTTTCTTTT 

TTGTTATMTATAGGATCTTAGNGCTTAAATTTGCCTCCAAAGCATACATTAGTTGCAAC 

TCCCTGATTCTGATATATCGGGGTTTTCATTTTCAGCTCAATGAACTTTCCAATTTCTCT 

TTTGATTTCTTATTT 

Sequence 5889 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCATGGAATTATAGCACCACCTTGTGGTTAA 

CATGC CAGTA TTTTACCTTTTGTTAAMCMGTGATTTCCCATCAAACAGGATMTATTT 

TTTCCCTTTTGAAAAACTCMTTTTAAAAAGAMCATTTTTGAAGTTT^ 

TAG AAAAAAAGTTAAGTCTCTTTCTACCCTTTC 1 1 I I I I I CTTTATATAGTGCAGATATA 
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CACACAGAGMGGGACTTMAACATTTCTAATCTCCTAGTTTATATACAGTGTGCAAAAT 

ATMGTMG TATA TATTGMMTATAAAATATTTCATATATGTTATCAGGTGGAAATTTA 

GMTCCAMTTTTCTTAMCTTTAATAACTTGTCTAACAACTCTCTAATAGGGACTAAAA 

ATCMCTCMTATATCATACATTTACACTTACAAAGAGTCTTTAGACAACATMTTTTTG 

GMAMTAMGCAMTTCMCTTTATTGGAGTTATTGGACAGATCAGCAMTTGTTATTT 

TAAAAAGT 

Sequence 5890 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAATAAATACAAGTTAGTAGCTCCAAAAAAC 

TACTTTCCCTAAA MGTCAT TTCTGTCGMCMTTTAAGGAGCAAAGCATCCTTAAAATG 

AAMTGCACTAATCTTTTTTACMCCTGCACMTTMGTATTTCAGAAAAACAAAAACTT 

GTGCAAAATGGTAAGAAACGCCCACCTATACAAATTTAATATTAAATCAGATGAGAACAT 

GMT TTATAAGTAAAAAACAATTTAATA7TAATAATATATAGAGAAATTAAATATTGAAA , 

TTTTMCTTTGTATCACTMTMTCTCAGCTTCAGTGAMTMTTTAAAAAAAGCTGTCA 

MCACTMTTTCCTAAATAAACTGAAACCTATGAATTGACAGTAAATACTTCAGAATCTC 

TMCMTGMGACCTGCMAATCAGCCTAATTATTTTCCAGTGTGTGTGTACCTGCCCGG 

GCGGCCGCTCGAAAGGGC 

Sequence 5891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNANMTTTATTAACNCTTCTTTANTACAGT 

GGAACANTTNTGCCCATGGGTCCCAGAACATTGGGACNATGGAGNCTGGATGNATGGGAA 

AGAATTGNCAGAGATTTNANNANGGCGCNTAACTGAAGGAGCCAAAATGNCATTNNNTGN 

NTTGGTAAAGAGTGGTGTGTTGGANATAGGCACGCGTCTGNGAGCCATTGCTAAANAGAT 

GNTGANGCNGAGGTCATGTGNGGGAGAGGCAAGGNGACTATNNAAAAACTNACTTCACAN 

TCTTNATGTGAGGGACAGCGANCCTACTGGAACTTAAAGAACAAGAAN 

Sequence 5892 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGACATGCCAGCACAGAAGGTGTGTTCAT 

TCAGTATGGGCTGCACCCCTACAGGGCTCTTCGGTGTCTTCTTTTCGGGGACTGTGCTGC 

CTTCATAATGCCTTATGCATTGGTCTTGGTCAGCCACAGGCAGCATGACATACTTCANAT 

GGTCAGTAMTTTAAAATTGGCATTTCNCCCCCANCCANAAACATAACCCACACCCCCTA 

CTTCTGCATAATCCTTTGAAAGTAGGCAAATGGGCATCACTCTCTCATTAACAAACACCT 

TCTGTTTGMTTTGATNAGCTCMTATCTACCTGGGANTATTTAGGGTGTAAAAACAACC 

TTCTCMTCTCTACAAACTNCTTTTTCCCCACATAAAAATGTTAAAATAAGGGCAATGTC 

TTTCACTThnTACATTTTCTNAATNGTTCMNAAAAAAATTTTTMCCNT 

CATTrm-CATTMTCMCNTTNCACCTTTNGTTNAMTTATTGTTNGNMACCATC 

ACCTTCCAAAAAAAMCTTCCTTTAACATTCAAANATNCCACCCAAAAATCCCCTNCACT 

TNATTTCCCAAATTC 

Sequence 5893 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGCTGTGATACATGTGGCGATNGATCTTC 

TTAGATTCACGGCATNNTCTGATCATCCGGCGCATAATCCCATCNGCTCATCCATGNGAC 

CTTCTCTGGCATTCGGGCATTGGCTGTACAATGGGGACGCCTCANACCCTTGCCACTCTC 

TTCAGAMTCATCTCTGTTACAGACTGTTCCTGANGNNCCNACATTAAANAACTTTGTGG 

MTNCNTTTGCTATGGCGACGGCCACCTGGTCTTCTATTACAGCCTTCTGAGTTCAAAGT 

AAAACCAAAGGAAGGCAGGACTCTGCGTGGCTGATCTCNGTTAACTGTCACTCTGATCTT 

TGGATAGTCACTTATTCCATTAGGAGATTTATTACCCAGTTTCAGCATGTNGNTCCAGGA 

TCCAGAACCTGTCAGTTCACANGATGAAGAGTTCCAAAATACCTNTCCTGGAAGGGGCCN 

CATTCNGNGTTTCATTACMGCAAMTTTCCATNGGCTTTGTGGGCAGCTGGAATGGGAA 

Sequence 5894 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC TTTA I II I I I 1 1 I I I I I I I II 1 1 I C I I II I I 

} h I n u I 1 1 1 II I 1 1 tl 1 1 I I I I I H M I 1 1 II I IAAI II M 1 1 1 I II I I I I If I I I I 

'» 1 1 I I I I I I I nTTTTTNTTNGAAAAAANAAAAATTTTTTNNNNNGNAAAAAAAAAAAAA 

Ni i i i i iNNAAAAAACNNNTTTNAAAAMNTTNNNNNAMNNTTTTNCAimCTNCCTNG 

GNNNGAANNNCNTTNNGGGGMNTTCCNNCNNNCTGGGGGGNNTTTTTNTNNGANNCAAA 
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NTNNGCNNMATTTGGGNAAAAAMGGGAAAAANTNTTTCCTNGNGAAAAATNTTTTCCC 
CNAAAAATTNCAAAAAAAAATAAAGCCGNAAAANAAAANNTTAAAACCNNGGGGCCCTNA 
NGN GGGGG CCCNN CCCNANT TA^GGGGGNGGNCCNNATTCCCCCTTTTTMAAAAAM 
AANCi I I I iNGCNNNTTTTTrTNMNNANTTCNCCMCCCCCGGGGNGGNGGNGGGTTTT 
TTNTivnTTGGGGNCNTTTTTT CCTT TTTNTNNNAMN 

TNGGGNNGGGGGNAGNGGGTTTTTATTTTCNTAAMNGGGGGTTTCTGTTTTTT 
MTATGGGGGGTTTCCCCAGNAAAAAAATTTNTTNAAAAAANGCCCCANAAAAAGGCNNA 
AACCCTNAAAAANGCCC I I 1 1 I I I TG 
Sequence 5895 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAATTTAAAATAACTAA 

AAGAATATAACTGGATTGTTTGTAACACAAATGATAAACGCTTGAGGTAATGGATCGATA 

TTTACCCTGATGTAATTATTCACATTGCACCGTCTGTATTCAAAATACCCCATCTAACTC 

ATAMTATTTATAT CTACT ATCTACACAAAAMTTAMMTTAAAAMATTTTTGCATGA 

TGATCTTMCTGAATTTTTCMTMTAAAACATTGTCTGTTTTCATTAAGTTCAATTT 

CMTTTCMTTATGTTTMTTATTTTGCATCCTGAATAAAMATCTTCTTATAGTGCAAG 

ATmGMGGCMTCTAGACTTACTTCTAGAATTGGTATGTTCTACCTGTATAATCAGGC 

TACM TTCAT GTCCAATTAATTTTCATATGTAAAGGTGAGTTATATTTTTCATGAAGTGG 

TTCAGT TTTTC AGCCCCACTTAMAAAATGTAGAAATGGTTCTTGCTCANGTTAAACCGG 

ACCTGCI 1 1 I I I I IAA 

Sequence 5896 

GCCGTGNGNNGGGGTTTTNNNCNAAATTCGCCNTTTCGAGCGGCCGCCCGGGCAGGTNCT 

TTANAGCCACAAAGTCTAANACGATGCCTTAAATNCAAGAAGGCTGAGGGACTCCTNAGG 

TGANCTGATGCCAGAATAGGCAGAATGAAAAAAAATGAACTCGAAGACATGAAGAACAAC - 

ACACAACAGCCACGGTT TGGCA AGAGACCAACCTCAGNTCANACTTTCCATCTGAGCACA 

GCCGTTTGGN TATGA GCTTTTTACTGAATTTTATAGCMCTCTGATTTCT^ 

GATTGGAGGCTTTTTAMGATCTTATGGGGCTCAAATACTMCTTCATAMTGGCCTTTT 

GMTACAGCAGCAAATMTCTCTCAGCTGATATTTCAATTTACTAAGGGAAGCACAAATT 

AAAACATTCCTGCTACACAGTCATGGTCTGGCCACACACTGGGGTGAATACTGGCCCTGG 

TGAACMCTGTAGTGCCACAA GTTA GMGTNCTATGTNMCACATTCAGCAAACCTTTTG 

GGAGCAGCMCATTATGAATCTTTTCTTTTTTTGAGMCNGAGTNCTGCTTTGTCANCCA 

AGCTGGAGTGCAATNGTGCAATNTNAATTACTGGAGCCTTCACCTCCANGGTCAAGCTTT 

T TTCTG GCT TAANC CTCCAAGTAGGTTGGGCTTCANGGACACCCCCNCACCCCCGGGGTA 

CTTTTTGNN i mm AGGNGAGACACTTCCTCNAAAACCAAAAANCCNAANNCANGGTTTN 

GGACCCTTAANTTAAACTACTTNTTTNACCTTAA I I M I I 1 I I I A 

Sequence 5897 

CCCTTAGCGTGGTCGCGGNCGAGGTACGTATGTATAAAAACCGTGCCCTTGTTCACTGCC 

AACACAACATCTGGGTGGACATGAACTCATTACAACAAATCTTATGTGGATGTTGTAAGA 

AGTCACTCAATGTCTGTGGATTTAATAAGTCACTTCACACCACAGAAAATATTTAATAAA 

TCCAAAAAAAGGAAAGAAGAATATNACCGACAGAAGAGCTTCTGTCTCAGTTCTCTGAAA 

CTGAGTCCCCCATAGGAAACTGGTCCCAAAGTTCTCGAGGGGTCATTGAAGAAACTTCGG 
TTTGCTAA I I I 11 

Sequence 5898 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTCTCAAGGGAATCTTCAGCTTAGGTGG 

CTCT7TTAATAACAAAAAAATCCTTTCCTTCGAAAGTAACATCCTCTCAAGGCCAGGAAT 

TCCATTAGTAGAAAGCCTTCCTAAAAAACAAAATTCCTGGCCAGGCATGGGTTCACGTCT 

GTAATCTCAGCACTCTGGGAGGCCGAGGCGGGAAGATCACTTGATGTCAGGAGTCGAGGC 

GGGAAGATCACTTGACATCAGGAGTTCGAGACTGGCCCGGCCAACATGGTGAAACCCCAT 

CTCCACTAAAAATACAAAAATTAGCCTGGTGTGGTGGTGGGCACCTATAATCCCAGCGAC 

TTGGGAGGCTAAGGCAGGAGAATTTCTTGAACCCAGGAGGCAGAGGTTGCAAGTGACCAG 

CAAGGTTGCGCCATTGCACCCCACCTGGGCGATAAGAGTGAAAACTCCATCTCAAAAAAA 

AAAAAAAAMTTNCTTTGGGAAGGCCTTCTACATAAAAATCTTTAACATGAAACTGGGAA 
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AAA* 

Sequence 5899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTAATGGAATACTAAGTCCCTCTG 

TAGTTTATGMCCMGCTATTCCTAGGCCTGAGTTTTATTTTGTTGACACAGAAATAAAT 

TNNAAGGCCCAANNCNTGGTGGCATTGTGCCTTGTAGTCCTAGTTGCTGAGGTAAGAGGA 

TTGCTTGAGCCCAGGAGTTCAAGGCTGCAGCAAGCTTTGATTGCGCCACTGCACTCCAGC 

CTTGGCGACAGACTAAGACGCTGTCCCAAAAAAAAAAAAACGACTATANAAAAAACAAAN 

ACAGAAAAAATAAACTAAGGCAATGACAGTCCCTGGCAAATG 

Sequence 5900 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCTAAAATTTTATTAGAAATCGCTCAGCTTAC 

ACACTCCMTCAGGAAGTTATTTAMTCACCTCAGATAAAACCTTTGTGACCTAACCTAA 

TACANTCCTTATTGCCGGNATCATGGAATTACTTTTCAGGAAAAMGGAAMTCCATTTT 

TCCAAATTATGGTTCAAANGGGACCAATAAGTTAATCCTTAATTGNTGGAAAATAAAAAA 

MTGGTGGGTGGCCTTTTANANNTGGGTTCTTCAACCTTGGTTAAANGGGNAAATAAAAA 

AAAAATAAATTTCCANGTNNCAAGGGGGCCTTTTCTATTAATTTCAAAANTNTTAAGGNA 

ACCMTNC CNTNTTTTTTMCCCTTAAAAAANTGGNAAGNAAAAAAANACCCTTANCNAA 

> I I 1 1 I I I AA AAAAA AACCCGGTTGGNCCTTTTTTTAAANAAAAACCCANAANANAACCG 

GGGGNAAMTTTTMTGNAAAAAAAAAAAAAMGGNAACCCATTMTTNGNCCATTTTCT 

TTTTAAAAAGGNAAAACCTT 

Sequence 5901 

CGCC AGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTAAATTCAATACAGATGCTGCTGMTTCATTCCTCAGGAGAAAAAAAATTCTGGTCT 

AAATTGTGGGACTCAAAGGAGACTAGACTCTAATAGGATTGGTAGAAGAAATTACAGTTC 

ACCACCTCCCTGTCACCTTTCCAGGCAGGTCCCTTATGATGAAATCTCTGCTGTTCATCA 

GCATAGTTATCATCCGTCAGGAAGCAAACCTAAGAGTCAGCAGACGTCTTTCCAGTCCTC 

TCCTTGTAATAAATCGCCCAAGAGCCATGGCCTTCAGAATCAACCTTGGCAGAAATTGAG 

GAATGAGAAGCACCATATCAGAGTCAAGAAAGCACAGAGTCTTGCTGAGCAGACCTCAGA 

TACAGCTGGATTAGAGAGCTCGACCAGATCAGAGAGTGGGACAGACCTCAGAGAGCATAG 

TCCTTCTGAGAGTGAGAAGGAAGTTGTGGGGTGCAGATCCCAGGGGAGCAAAACCCAAAA 

AAGCAACACAGGTTGTATACAGCTATNGGTAGAGGACCAAAAGTTCAAGGGGAAACTCAA 

AATGTGAATGGGAGTAACCCGAACAACTTCCAA 

Sequence 5902 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I U I I I I I I I I I I I I I I I I IC I I I II I I I I 
H I M M I I J I I I I I M J IJ ) I I 1 1 1 J I I I I I 1 1 1 1 1 1 NT ANN I » I) I I II I » I II 1 1 I I 
TTTTTNCCCNNNNNNNAANNTNCN^ 

TNTNTAANNGGGAANGTNTNNMNNTTNNTTAAAAAGGGGGGNAAAAAMTTTTTTTAAA 
AAAAAAATGGGGGGGGNANGGNTTTTNAAAAAAGGGNAAAAAAAAAAAACCTTNAANTCN 



Sequence 5903 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACTGAAGCCTTAAGCACTGTTGCGCCT 

CCATGTGCTTTGGATCAGCAACCCCAGTGGTGTTCTACCAGAGCATTGTGGGAAAGCAGA 

TGTATAGTCAGGTCCCAACAGCAAATTGTTGGGTGTGAGAGTTCTAAAGTATAGGGGTGA 

GGGMGAGMGGATATGMCTCCTCTGACCTTMGCCAGCATTCATTCMCTTTTATGTC 

TACT TAACAAGAGAACCTGNAGAAAACTACCGTATTCAANAGATTAATCAAAATCAAGTG 

TTTTAGCCAGGCGATGACAGAGAAGCACCATTCCTCACCCTTNCATTCTTGNAATNTCTG 

TAATAAATTTCAAGTGCGTCAAGGATGGATGAACCCAAGATCCAGTGAATGATTCANCTG 

TTCCAAGCCTTTACATTTTTCMTCATTCATCATCCAATTCTTAATTCAGTGTTAACCTT 

NTTGCACTTATTGGNGGTTAAATTTTATGTAAAACCAAGTTTAATG I 1 1 I I I M I I I I AA 

ANATGGT GCCC TATGGTAMTAAANGTTTNNAACACCTGGGCTNTTTTNTTNTAANAGGG 

GGAGGGNTTTTGGTTTTTMGTTNGNTTCNTACT 

TNAAAANTGGAATTATTTAATTAAAAAA 
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Sequence 5904 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATATGTTTTGACATACATATATATTGTGAAA 

TGATTGCCACAATCCAGCTAATTAACATATCCATCCCTTATATAGGTATTGAAAAATTAA 

ACAAMTTAATTAATCTTTAGTCAGACTAAAAAAACATGAGTGAAGATCTAAATAAAATT 

GGAMTGACMGTTAATAGAACTGATACTGCAGAAATTTAAAGGACATTAGTGGCTACTA 

TGAGGAACTATTAATATATGCTAACAAACTGGAAAATCTAGAATAAATGGAAACATTCTG 

AGATACTTACAACCTACCAAAATTGAACCGAGAAGAAATTCAAATACTGAATAGACCAAT 

AACAAGTNACAAGATCAAAGCCGTAAAAAAAAANGCTTCCAGTTAAAAAATNAAAATTAA 

MTTAAAMATTAMGCCTGGGCCTGATGGCTTCCTGNTGAGTTCTCCCAACATTAAACC 

AGGAAATTATTCCNAGTTTACTCAACCATTTCCAAAAATAAANGAGAANGGGATACCTTN 

AAACTTATNTATGANGGCCATTTTGGCCTTATTCCCAAACCCAAGGCCCCTTNAAAAAAN 

Sequence 5905 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I 1 I I I I I I I I I I I 1 1 I I I I 1 1 CCTATTTA 

ATAGTTATTTNAT TNATA TTCTMTCTTTATTATTNACTTCATTATGCTMCTTTGGG^ 

TAGTT AGTTTCT CTTTTTCTMTTGTTNATTTGNAAAGTTAGGTTGTTCGAGTTA 

TTCTTATTTTTTAAT GTAG GTATTTATCACTGTMCAT^ 

TTGMTCCT GTAA GTTTTGTTGAGTTGTATGTO 

AAMTTCCCTTTTGATTTCTTCTTTTACCC^ 

TCTGCATTTTTGAAMTGTTCCTGTTTTCTTTGNTATNGACTTTNAATTT 
Sequence 5906 

cccttagcgtggtcgcggccgaggtacaaggtgtcagagtatgcacggcgctttggtgtt 

ccggtcattgctgatggaggaatccaaaatgtgggtcatattgcgaaagccttggccctt 

ggggc ctcc acagtcatgatgggctctctcctggctgccaccactgaggcccctggtgaa 

tacttcttttccgatgggatccggctaaagaaatatcgcggtatgggttctctcgatgcc 

atggacaagcacctcagcagccagaacagatatttcagtgaagctgacaaaatcaaagtg 

gcccagggagtgtctggtgctgtgcaggacaaagggtcaatccacaaatttgtcccttac 

ctgattgctggcatgcaacactcatgccaggacattggtgccaagagcttgacccaagtc 

cgagccatgatgtacacatttcact7tamcagaaaatctttcttcaaagaaatgacttt 

actttctctttgcactgccagcaccgtgagatactmctttt7taactaggtggtcttct 

tctmgtctctaccgttmttagamttttttgcttttcataatgtgnmcctttaagca 

ggmgaagaaaaatgYttttcagatagtttcaaaatacaccnaaaaatgtttgnaacaca 

aamttcttgggaatcaaaccataatncacttantgaatatataagttgggatannattt 

gttctgaaamtaaattatttgaaatttmcttttaaaaamamaaaam 

Sequence 5907 

CCCTTTCGA GCGGC CGCCCGGGCAGGTAC I M M M 1 1 1 » I 1 1 1 I 11 I 11 1 CTTTC ATTG 
ATTTCTGNCCTTTTTATTATTTTCTTTATCTGC^ 

TTTCCAGTTTCTGAAGGGGAAAACTCAGGTCACTGATTTGAGACCTTTC I I 1 1 I 1 GTTAT 
AANATAGGATCTTAGNGCTTAAATTTGCCTCCAAGCATACATTAACTGCAACTCCGTGAT 
TCTGATATATCGGGTTTTCATTTTCAGCTCMTGAACTTTCCAATTT 
Sequence 5908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACAATGGTAATGAGACAAATTATCA 

AGAMTT GGAGCTGGGAT TCCTTAAAGAAAACAGAGAAGATGCCAGACTCCTTNTGGGGG 

CAAAANCTTTTGTTTTTTTNCTTATTGGAACCCCTTAGGANTATTAAM 

NTCAAATCTTAAAACCTCCNTTGGCTTNCTATAATTTTTGGTTTTCCTGGAI 1 I I 1 1 11 I 

TMA NCTTNGAAAATAAGGTTNATTTATTTACNAGGGGGGCCTTACCTCNTTTGGGGGAG 

TTTTMNAAANTTAANNAAAAAAGGGGTTGCTTTTAANTAACCACCTTCANAGCCAAAAC 

NAI mm IGGTTAANCCAANAGNTTAAACCNCCCNCTTAAMAAGCCNTTTTNTTGNT 

NGGGCCCCTMGGTNCCCCCAATGGGMTTTTCCTCCTTCTTTCCT 

Sequence 5909 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 
GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCGCGTCCTGCTGTGTCCAGAGTTGGTTCC 
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TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTTGGAGT 

TTCTCCCTTCTGGTGGGTTTGGNGGTGTCGCTTGACTTTCAAAGAATTGAAGCCCGCAAG 

ACTGTCCGTGGGTTGAATCCNTTGGTANCCTC 

Sequence 5910 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAACAGACACCAGAGGGTGCAAGAGACTGT 

ANACTCCTGAAAAAGAAACCAGAAAACTTTGTCTGGTTGTGAAATTACACACATAGGCTC 

AGAAAAAATTC ATCTC TGTAAAAG6TTTGAGAGACCGCCAGAATCTCTAGCTGGGCTGAT 

TGGTGMGATCTTTTTCCATCCAAAACCAGTCTGTAAAGACTGGAAGAGGTGACCGTTTA 

TTCAAATACAAAAATTACAACAAAATATAAGGCACACAAACAGGGAAAATATGGTCCAAT 

CAGAAGAACAAAATAACTGTCCGTAAACTGACCCAAAAGAAATGGAGATCTATGAATTAC 

CTGACAAATAGTTTAAAAGGAACATTTTAAATTAGTGCACTACAAGAAAAACATATACAA 

TGAAACTGTGAATAAAATGAGAATATCAATTAAGAGATGGGAAACTGTAAAGATCCAAAC 

AGGAATTCTAAATAACTAAACAGGAATTCTGAAGCTGAAGAATCAGTNACTGATTTGAGA 

AAAAAAATTATAGGGGATCACCAGCNGACTTTATTTAGCCAGANGAAAGAAATCAGCAAA 

CTTAAAAGCAGGTCANTTTGAAATTATTGGGTTAGTGGACNAAAAAAAAAA 

Sequence 5911 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCCAGCCTGCATTAGTGAATTCTTTATAACTCA 

AAAAAAGATAACTCCCTCATTAAATGATCGAAAGCATGGAATGGGGGGAAGAGGAGCTAT 

AT MTTTA TTTCATGATTTAATGGAATTTTGGCCCTAAAACATAAAAGATAATACAGCTT 

AAA i 1 1 i lAAAAAAGAAAAGAAAAAGGAAACAAAACTGTAAGTTTCCCTTACATATGAAA 

CCCAACTAAACAATATTTAGATCAAATACACTGACCTGCCTCCTATGTAGATCAGCTAGC 

CTCTGAGGGGGCAAAACCACACTGGCTTCCCCATTCCATGTCCCCACAGAAGAATAACAG 

CTCTCTGTATTTGAACCCTGCTTTGTGCTCTACCAGAAGTTCCCATTTCATTAGCTGCTC 

CCAGCAGCCCTGTGAGGTGGGGTCATTGGGGTATCCTAATGTCTACTTTAGGGATGAAGA 

AAAATGAAA 

Sequence 5912 

GTG GTCCG CGGCCCGAGGTCAAAATATTGGGGAATCACTAAAATGGATTAAGCCTAATTA 

CAMTTTTGATCATTTCTAAATAACTCACACTGCAGAAGTCTTTTCACAAGAATGAGTCA 

CATAGTTT CTCTCT ATCTTGGTGCAGGGATTTTAAATCTTATTCAAAACAGTTCCTCTTC 

ATTTCTAGATTTTTGTAAGTATAAAATATTTTAAAACAAAGGTATGTCCGTCCTTAGCTA 

GAGAACTATTCTTCCACTGACTCCTGGAAGAGAAAAAAAAAGATTCCCATTTCTTCCTCT 

ACCTCAAAAACACAAAGCAAACCCAAACAATCCAATTCCTAATGTAAGTGTCACATAGAA 

CCCAGGGCCTGAMCAATATTTCATGCTAGTTTTCCTGCTATATGCAGAGAACAATTTAA 

GTTATTTACATTATTGAGAAAATCTATTTAACAGCCTAAAATCATNCTAAGGGCTTNCAT 

CAGCAGAAGGNTT GNTT AAAANGGCGTGAGCCAGCGGCGTCTGCGAATGGGAACATNAAA 

GACTCTCCTCGGCTTTTCCTNTTNATCATCTTCATCTGGATCATCCATATCTGNTGGAAT 

CATCAATCCTNGCTTCCTCCTN 

Sequence 5913 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGG 

GCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTG 

AAAGATAGAGATT AATAC AACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGC 

TTAGCCGTTAMGTTTTTAACCGTAATT7TAATAGCTTAAGATTTTAAGAGAAAATATGA 

AGACTTANAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGGTTCTAAAACATTGACCGAA 

GGTTGAAGATGAAGCTTCTCATGGAGTAAAAAAATTGTATTTAAAAGAAAATTGAGAAGA 

AAGGACTANCAGAGCCCCCCGAATTAATACCCAATAGAAGGGCAATGCTTTTAGATTAAA 

MTGMGGTGACTTAAAACAGCTTAAAGTTTAAGTTTAAAAGTTGTAGGTGATTAAAAAT 

AATTTGAAGGCGAATCTTTTAAAAAAGAGAATTAAACCCGAAGGTGAATTAAAAAGACCC 

TTNGAAAATNCATTGACCCCAGGGGAGAAATTGCNGTCATTTAAAGCCTAATTAACCCCA 

TTTACTTAAACCCAGACCAAAAATGGAAAGATT 

Sequence 5914 
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CCCTTTCGAGCGGCCGCCCGG GCAGGTACI I I I I I I I I 1 1 1 1 1 1 1 1 1 1 II I II I I CTTTT 

" 1 1 1 1 1 1 1 1 1 I IC I II I I 1 1 1 1 I I I II 1 1 1 I 1 1 1 1 | | I | 1 1 I 1 1 1 1 | | | 1 1 1 1 1 1 | | | A 

ANGNAAAAAAAAANGN TNTNT TTNNTNAANTGGNGNANAACCGGGGNAAAAAAAANAAAC 

ANTTGACNCCNCCAAATTTTTNTTNNNTTMAAAAAAAAMTTTTTTCNNNCCCNAAAAA 

AANNNTCNNANCAAANTTTNCCNTNANTTAAAAAAAAAA 

Sequence 5915 

GCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACACTACTCAGGTGACCGGTGC 

AGTAAAATCTCAGACTTCACTACTGTAGAATTCATCTATATGACCAAAAGCCATTTGTCC 

AAACCAGGATTCNCCCCCAGCACCAGCACCAAAGAAGTATCCGTCCAATTAAGAGGGAAG 

GCTCAATAGCAGTNTCCAGATGAAGAGAGATGAGGAGGAAAATATGATTATNTTTCCGAG 

GAGAAATCTAANGTAAAACCAACACTTGGATGAATAAAGAAGGAACCTGNGAGGATGAAA 

GGAACTTAATNTGAAAGGCCTTCGAACTGACATGTTTCANCTTTTCTGAGAGCNGTGACT 

CAGAAAATTCAAATTAGGAGAATTANTNGATTANTTCCTCAGAACCAGAAGCCCGGAGAA 

NTGAAATTGGAAAATAAAAAATNCTTCCAAAAAATAAATGGGAGNAAGAANGGAAAA 

Sequence 5916 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGAGGCCGAGGCGGGCAGATCATGAGG 

TCAGGAGGTCAGCAGATCTAGACTATCCTGGCTAACACAGTGAACCCCATATCTACTAAA 

AATAAAAAAATTACCCGGGCATGGTAGCACACACCTGTAGTCCAGTCCCAGCTACTCAGG 

AGGCTGAGGCAGGATAATAGCTTGAATCCAGGAGGCGGAGGTTGTAGTGAGCCAAGATCA 

CACCACTGCACTCCAGCTTGAGTGACAGAGCGAGACTCCATCTCAAAAAAAAAAAAAAAA 

AANAAAGGANTTACATTTACAACAGCATTAAAAAAATTAGAAATAAGCTTAACCAAGAGG 

GCAACAGATTTGAACACAGAAAACTACAAAACACTGTTGAAAGAAATTAAATNCAAATAA 

GTGAAAAGAAAAGCTGGGTTTGCAGATTAGATGATTTCATCTTGGAATGATGTCAACACT 

ACTCGAAGTGACCTAANATTCAATACAATCCTTATACAGATTCCAATGGACATTTTTGAT 

AAAACAGAAAAACCTATCTTAAAATTCATANTGGAATCTCCAGGGCCCATTGAATAGGGC 

AAATTAATTNTTGGAAACANAAAAAAAATTTAAGGGTNTNAAAACAATTTNCAAACCTGC 

AATTGGCCAAAAAAA 

Sequence 5917 

CCCTTAGC GTGG TCGCGGCCG AGGTAC I 1 1 I 1 1 1 1 I I I I 1 1 I I I I I 1 1 1 I I GGATTTGAT 

TTGCTAAMTTTTMGGCTCTTTGCTTCTCTATTCGTGAGMTATTGCTCTGTAATTTTT 

TTTCAGGMGAAAGATTTCTTTATGAGGTTTCNGTTTTTAAGTATTTTGCTGAGCCTGAA 

TMAAATAAAGTTCAGCCCGTATTTCCCTTCCCCTCTATTTTTTTGAGGAAGTTCACCGT 

AAGATTAGNGTTACTCTGTCCTTGAAGGNGTAATANAATTCACTAGTGAAACTATCTGAN 

CCTAGGGGTTTCTTCTGGANAAAGCTT 

Sequence 5918 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTACACATATTGATTGATGTCTCATGTC 

TCTCTAAAATGTATAAACCAAGCCATGCCCCGACCACCTTGGGCACATGTCACCAGGGCC 

TCCTGAGGCTATGTTACAGGCACATGTCCTTMCTTTGGGAAAATAAACTTTCTAAATTG 

ACTGGGATCTTTCTCAGATATTTGGAACTCACTCTACACAGACACACAGACACACACACA 

AACACACT CACAAA CATGCACACACAAATACACATATATGTATATTTGTGTTATAAACCG 

TATTAGTCCTTTTTCTGTMTACAGATTTTMGTAMCTCCAGNGCTTCATTTGGCTTTT 

TACTTTGCTT ATCG NTCTTTTTTTCTTTT AAGTTTTAAAAC ACTTTAG 

Sequence 5919 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTGATGAGAGACTTCTTCCTGCATCCTTACAT 

GGTGGAAGACAAAAGAGTGGCAGAGAATGAATATACTCCCAGTCCTTCGAGAGGGAAGAG 

CCCTCACCTCATCACTTCCCTGAGGCCTCACCTTCTAATACTATCACCTTGGTGATAAGA 

TTTCAACATAGGAATTAGAGGGGAATACATACATCCAGACTATTGCAGATGGGATTATGT 

AATACTTTGTTCCTGTTTGGCTTATTTCTTAGCACAATATCTTTCTGGTATGTGCATGTT 

TCTGCA MTGG CAAGATTTTCTTCCTTTTTAAGGCTGAGTAATAATTCATTGCATGTATA 

GA CCACA TTTTCTTTATGCATTCATTATTAGTGAGAGTTCTTATTACAAATGGCGAAGTG 

GGi 1 1 i IMTATTGATTTMTTTTTGTTATTAAAAACATTTTTAGATGGTTAGATTCCTT 
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TTTAGMTAMTATACTTCATTAGTTAAGGCAGTTTTAACTTCACAGCAGAATTAAGAAG 

TCCTGCCCG 

Sequence 5920 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACTCAGAGGAAAAAAGAAATTAAATTTTAG 

CTTTCTGGAGAGCAGCCCCTNTCTGGCACCATCAAACACTTCTTTGTTTCCCTTCAACTT 

GGMCTNTTNAMCANCMGGGGTTGGGNAGGGTTTGGGCCATTTCTTTTTATCTTGGGG 

TCCATGTGAGTGGACAGAAATGGTGCNGGCCTGGGAAAGATCTCCCTCCTTTACACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 5921 

CCCTT AGCG TGGTCGCGGCCCGAGGTACACAGCTTGAAATATTACCTATGCCCNTAAATT 
ACTTTATTTTGCAGAGTATATGh4T7TAAANTGGAAGACAGTGAACAAGCAGTAGATAAAC 
TAGTAAAGGATGTAAACAGATTAAAACGAGAAATTGAGAAAAGGAGAGGAGCACAGATTC 
AGGCAGCAAGTMGTAMCAACACATCTCTACTTTCTGTGCTAAMATTTTTATTTATTT 
ATTTATTTTTGAGACGGAGTCTCGCTCTGTCGCCTAGGTTGGAGTGCAAAGGTGTGATCT 
CAAGTTTACTGCAACCTCTGCCTNCTGGGGTCAAGCGATTCTCCTGCCTCAACCTCCTGA 
AACGCTGGGATTCCAGGTGCCTGCCACCATGCCTGGCTAA I I 1 1 1 I I I GNAT 
Sequence 5922 

CGCCAGTGTGATG GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

C 1 1 I 1 1 r TTTT TTTNG A I I I I II I 1 1 I I 1 1 I I I I 1 1 I 1 1 1 1 1 I 1 1 1 I I 1 1 1 1 I 1 1 

1 1 1 1 1 1 1 1 I 1 1 INAANI 1 1 1 IIAI 1 1 I 1 1 I 1 1 1 I 1 1 1 I 1 1 INTAAANTCTTTTATANTTT 
I I I I I NNTTTCTTNNAAGAGAAAAAAGNGNNGNAAAAATTTTTNTTTTTNANAAAAANNG 
G GGGGGG NTNANAAAA I I 1 1 1 I I I I I I ANTTTTNATAAAAAANTNNGTAAAANANNTAAA 
AAI 1 1 1 1 I NNGNNCCTTTNAAATTTNNTTGNAANAAAANNANN I I 1 1 I I I I I 1 A TNACCC 
CCNNNGNANAANAAAAAAAAAATTTTTTATAATTTTTTCAMNNNNNNGGGGNNTTTNAA 
AAAAAAANTAACACCCTTC I I I 1 1 I I CTTTNNGGGNTGNTTTNAAAANCANNNACCCCCN 
NTAAAAAANAGGGNNTNTTTTNCI I 1 1 1 1 1 1 rTGTTAAAAAAAAAANA II I I 1 1 1 1 1 1 1 A 
ATNTAANANCNGGGTNGGNNAAAAANAAANTTTT 
Sequence 5923 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTNGTGCATATGAAAT 
GCTGTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAG 
GAAAGATTATATTAATGCTCATAGCCATACCATGNCTGAATATGGGAG 
Sequence 5924 

CCCTTAGCGTG GTCGC GGCCGAGGTACACGCTCATGTGCTTCTGAAACAACGTGGTAAGA 

CCAMGACTAGATTTTAATGCAACTTAATTACAAAAGAGAAAGAGACAAAAGATNAGAGA 

CTTTTCTCCTCTATCTATCCCACACCCNTAAAAGAGCTTTGGGTTTTAAAAATACAGAAA 

AGCACTCACTCAATGAAATTATATCACTCAAGTGATATTTTCAGGGCATGGCTACACAAA 

MTAGATACCACTAAAMCTGGGCTATTTAGAGAAAGAGGCATATTTGTTTCATAACTCC 

CTGACAT TGTCTCATCTTACATTNCACTATATNTATTANTAAAANGGCAACATCATNACT 

Ci 1 1 1 1 iGAAGAAGGCAAGAAGGAATTCATCTGATTAGATTAAATCAAGTATTCANGAAT 

ACCATGTCTAAGGGGGTTCAAGTAAAAATAATGNATCTAAAATTATTTTGAAAANGACAC 

AANATNTTTTAGAGGGCTG 

Sequence 5925 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGATAGGCACTCCCAGCAACCGCTGCCCA 

GTCAGCCCAATGGCCAGTGGCACAGACTGGATTTCACAGAATTCCGTAGGCAATGCCCTT 

AGAACGACGTGAGTTCCGATCTGAAATGATACGTACTCGAGGTTCCTGAAGCTAAGGCAG 

CTGTTTCAGAGGAGGGGGAGGAGGTAGCAGATGTCMGGGATTTCCATTTCTCTTTCGAT 

GCCGACATACTTCAGGGCATCAGCCTGGCTGTATCTGTAATCAAAAAACAGCTC7TCGCC 

AGTCTGGATGGCTCTCTTGGCAAAAATACCTATCCTGTGATCACCGTTAACCATCATAAC 

TGCAAAGAGACACACTGGTGTCAGTGAGCATGAAGACGGGCCACGGGGGGTTAACTGACT 

TGTTCACATAACAAACAACTATCCCAGAAGTATTCAAGTCCATCATCACAGGACTGAAAA 
GG 
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Sequence 5926 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAGTGACGAGGMGATTCTGTTTTGGGTATAG 

CCAGAGAAAACAAGGATGGAGAAAAATCTAGGACAGTGTCTTCTGAGAAACCACCAGGCT 

TGMGGCTACMGTGATGAGAMGATTCTGTTTTGAATATAACCAGAGGAAAAAAGGATG 

GAGAAAAAACTAGGACAGTGTCTTCTCGGAAAAAACCAGCCTTGAAGTGTCTTCTCAGAA 

ACAACCAGCATTGAAGGCTATCTGTGACAAGGAAGATTCTGTTCCGAATATGGCCACGGA 

AAAAAAGGATGAACAAATATCTGGGACAATGTCTTCTCAGAAACAACCAGCCTTGAAGGC 

TACAAGTGACAAGAAAGATTCTGTTTCGAATATACCCACAGAAATAAAGGATGGACAACA 

ATCTGGAACAGTGTCTTCTCAGAAACAACCCGGCCTGGAAGGCTACAAGTGTCAAGAAAG 

ATTCTGTTTCGAATATAGCCCACAGAAATAAAGGGATGGACAAATACGTGGGACAGTGTC 

TTCCTCAGAAACAATCGGCCCAGAAGGGTATATTTAAAAA 

Sequence 5927 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGATGTCACTAACCAAGTTGTAGAAGGAGCC 

TGTTATAATTCTGCAAGATCTGTGAATAGCATTATAAATCTGGGGCAGGTGCCTGTAATC 

CCAGCACTTTGGGAAGCCAAGGCAGGTGGATTGCTTGAGCCCAGGAGTTCGACACCAACC 

TGAGCAACATGGCGAAACCCCGTCTGTAATAAAAATACAAAAAAATTAGCTGGGCATGGT 

GGCATGTGCCTGTAATCCCAGTTACTGGGGAGGCTGAGGCAGGAGAATCACTTGAACCTG 

GGAGATGGAGATTGCAGTGAGCGGAGATTGTGCCACTGCACTCCAGCCAGAGTGACAGAA 

CMGGACTTCATCTTAAAAAATAATAATAAAAATAAACAAATCTGTTTAAATTACTGNCG 

CCTTfCA ACATTAGA CTTTG AGTTTAATAACTACCAATTGAGACTGCTCACAATATTAAC 

i i M I H GGGAGGTTATTTTGGGTGGTTAANATAACTTGCCTTCCTTAGANGAGCATTTC 

MGGMGAATNAAAGACCTTANCTTCCATNTAATGATATGAACCATTTCAAAAAAATGTC 

CMG AAAGCCAAAATTCATTATTTGG AACTCTN AATTTCTGGGG NTT 

Sequence 5928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCAAGGACCAACTGGCCCTGGGCCTAGGAAA 

AGTCCTTAGGCCMCTTGGCCTAGTGATCCAATCTTTCTGTGCCTCAGTTTCTTCATCTG 

TAGCATGCAGCTAATAATAATAAATACATAAATCTCTACCTTATAGGGAGGCTGTGAATA 

GCAAATGGATACACACGTAATTMTTTATATGTTATATATGAATATATAAAATGTATATT 

ATATACACCTATAGTTMTATATGCAGATGTGTGTATTTAMTATGGACACACATCTTTT 

MGATGACTTGCACCAAGGACATGTMGTGCTMGTTGGTATCTGCTATCATTATTTGTT 

CACTATTTGTGGCTGCCAATGAGCTTATGATACAGACAGGGGAGAGATAGAGAACATATT 

GCATCGTGATTACATGTGTAGAATCTGMGTTAGATGGCCTTGGGAAATTTATTTGACCT 

TTTAAAAAGACTATTTGTCACAAGTACCTTGCCCCGGGCCGGGCCGTTCGAAAAGGG 

Sequence 5929 

CCCTTAGCGNGGTCGCGGCCGAGGTACATGGTTGGACMGCTTTCTTGTCCTTGCTGGAA 

AGAAMTGACTACTTACTMTATATTTTGGGAAAMTATTTGTAAGANTATTAATAAGCT 

TGNTTTCCNGGACCTATTTMGAAAAATACCACGTTTTAATGCAGATTCTGGCTATTCCA 

TC CATT CTGATTCAGAMGTCAGGTMGATTGMTAGATACNATACACACTATTTTAATT 

AGTTTTCAAATAGTAGCTAAAAAGTAGGAATAAAATGCAAAGNATTAATTGCTCTAAGGA 

AGTATGMGTCTGTTGCTTTAAMCATCTTTTCTCCAANTAATAGTTTGTNAATAAACAA 
A 

Sequence 5930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTAMTAAACATMTATTTGAATTTACTACA 

ATTATCTGG ATATG CATTTTCAAGTATAAGCAAGCATCTAGATATAAGTTACAGTGAAAA 

TCTTATATTCTTT TGTCT CCCTGTTTC1TTGCACCCCTGTMTCTTTTTCTGTM 

ACTA GMTMTCCTTTTAACAAGAAATCAAGTCATATCACTCCTCTCTGCTTAAAATGGT 

TTTTGCCTCATTTAGAGTAAAAGCCAAAGCCCTTCCAATAGGTCCATATGGGCCCTCCAC 

MNTGGCCTCATTACCTCTTTGATCTCACCTTCTACCACTTTGCCCCCTTTGCTCATTCT 

GTTCTMCCATACTAGCCTCCTTACTGTTCTTAAAACACTTCAAACACATTGCCTCCTAG 

AGCCTTTACACTAGTTGGTTCCCCTTGCCTGGACTACTGCTACCCTA 

Sequence 5931 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTAACCGCTAACATTACTGCAGGCCACCT 

ACTCATGCACCTAATTGGAAGCGCCACCCTAGCAATATCAACCATTAACCTTCCCTCTAC 

ACTTATTAATCTTTNACAATTNTTAATTCTACTGACTATCCTAGAAATCGCTGTCGCCTT 

AATCCAAGCCTACGTTTTCACACTTCTAGTAAGCCTCTACCTGCACGACAACACATAAAA 

AAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAANGTACTGGGAACACTTGCTAGCTCANA 

ATGCMTATTGGTAGAATTTGCTAANAATTCAACCAAGGGATTGCCCGAAGGCATTCGCC 

AAGCTGGAGGCTCGTTTTTNTG 

Sequence 5932 

GGCGAATTGGCCCCTCTAGATGCCTGCCTCGAGCCGCCCGCCAGTGTGATGGGATATCTG 
CAGAATT CGCC CTTAG CGTGGTCGCGGCCCGAGGTA C I 1 1 I I I M U I I M I I 1 1 1 1 i 1 I 

TTTTTTT NCTTT A I M I I I I I I 1 I I 1 1 I I I I H M 1 1 H 1 1 11 1 1 1 I I I I 1 1 1 I | | H AA 
NNCNGNI 1 1 1 I GGGNATNATNTISTTTTTTANTNATANAA 
AATTNNTNGGNNGTAANTTTTNTTTTAATTTNGNNGGGGGNNNTTANAm 
TATTTNTTTAAGTN I I I 1 I I 1 1 I 1 NGMNTATTTTTGGNACNNTAANTTTTTNAAATTTA 
MNNCACTTTTTTNTTTTTNTCANNG I M l I I 1 1 AATAANCTCCCAATTTTTTTACTGNG 
TGTNl^ 

N 1 1 I M 1 I I NACAATATCTTGTTAGGNTTTTTTNANNTCCACTTN I 1 1 1 1 I 11 1 
Sequence 5933 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGCCCTTGTTCACTAGAAGCAAGGA 

GTCCCCTGACCCCCTTCTTCAAMCATACTCTTCAGTCTTTGTCTTTATTCCCGCCTTGG 

TCCTCCTTTGTTCAGTCCAGCAAGGTCCACAGCAAAGTGCTGCCCGAAAACAGGGTCTTG 

AGGACATGAACAAAGAAGGTCTGCTGGAGCAGAGGAAGTGAAATTGACCAGATGAACAGG 

GACCCTGGGATGAATCTGCTGGCAGTGGATATAAGGTCAGTGCTCTAAAGAAGTACCTCG 

GCCCGCGACCACGCTAAGGGCCAAATTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAAGCTGTNTCCTGTGTGAAATTGTTT 

CCCCTCACAATTCCACACAACATTACNAGC 

Sequence 5934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTT N I 1 1 III I I I i I 1 I I I 1 1 1 1 I GTGAATT 

GTCTGTTCA TATCT ATTGCTAATTTTTTTCTAATCMTTGTCCTT^ 

TAGGAGCTCTTTTTATGTTGTAGGTGTTMTTATTTMTATGTATTAGGAAMTATTTTC 

TG CCAGGT TGNCATTtGTCTTTAGCTTTGTT^ 

AMTTTTTATCTATTCAAATTTG^ACTTTTCCTTTTGACTGCCTTG 

CTGAMGAGCCTTCTCTACCCCAAGATTATTTTTAAAMGCCCATATTTTCTCCCTATGT 

GGATTTAAGTGTTACCCTTTCCACCTACCTNCTTAACCTMCAGGAATTTATTCACTTTG 

TGGAACTAAANAAATACCATGTGGCTTAAACCANGGGAAAANTGGTNANAACTTAGCTNG 

AAAAGGTGGGACAAGGNGGCATGCCAAGGGAGGNGAAGTNTNAANCATNAAAACCATNAT 

ANTNACAAAAGGCTTATNAGGGNCAAACAANAANTTTTACTANANNNCNAAAAACNGNNN 

NMNNTTNNACAAAATTAAAAAANAAAACTTNNNANAAAAMNGGMTTTTAAAAANCTT 

ATNAIsrTNAAAAANACNNNNANAMGGGGMAGGGCCGNANCNANTTTTTTANCNTTCCCA 

MTTANTTTTAAAMANNNNANhrrNNTTrTTTTAAAAAA 

Sequence 5935 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC 1 I I I 1 I I 11 1 1 1 I I I 
TTTTGMGTGTGGACGGMTATTTAATCCA7TCCATCCAGGCATTTGCATCTTGATATCC 
TGTTTMTTGCTAMGTTTGTTTTAGGTCATTTACTTCTAC 

TCTTTGGGTGGAGGAAGAACAGAACATTGGGGGATAATGTAGAAGGAATGTAGGAGGTGA 

AGGAGTAATAAAACATATCTCAAAATATCCAATAAGATGTGCCCCTGCTATTTCGGCTCC 

CATGCCATATAAGCAACTTAAAGTAGGTTTAAGGGTCAGTAGAAGTTGGAATGAGAATAG 

AAAATTGCACTGGGATTACATTGGGTTATACCTGGCAATTATGGGGGG 

Sequence 5936 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN1 I 1 I I 1 1 1 NTTMGN I I 1 11 1 NAGTTCAC 
AAGTMATCTTGATTNATTGGT7TAAAAATGGTTGAAAAAATAAAATTAGAAATATCTTC 
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AMAGTGTCAACATACATTCTCACTTGAGTTTACTGGTCACACAGTTTTATATATGCCTC 

TGCTAGATCTTTTAATGTMTAAGGTGATAMGCCTAAAACAACATAATCTTTAACCCTT 

TGATAAGATTAATTTAATATTGTTGCTTTAATAAAATCAGCCATGTCTCCTGACTTATTG 

ACAGGATTTATACMTAGGACTTATTGACCTATGTATTTMCCTTAAAGTTCTTACTTAG 

GTAAATTCCTGATA TTAA CAGGCAATAAAATTCGTTAATAAAAACCTAATAACTAGCTAT 

GTCTAGTATCTCAATTTTCATAGGTAATCAANGNATAATTGGTAAAAAATAAATAAATTA 

GGNAATTGCMCAGAGTMGCNTTTACCMTMATTTTCATGTNATTTAAAAAC^ITNAAA 

GGTATGGTAMATTAAAMTACCCATTNAATGNCTGGAGCCCCTNTTCCAATTAGAAAAA 

Sequence 5937 

NCGCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTAC 

M H I I 1 1 II I I I II I fl I I I 1 1 I GATCTTCTGTGAAGCCCTGGCTTGACTTTTCCTGGA 

MCTTTTCCTGTGACAGTGCATGTATCACMGATGGCCATTTAAMTTTAATTGCCCAGA 

TATAT AACG A TCTAC CACTACAGCGGTAGCTATTAGTGCATTGGGGTAATTCCATGGTTG 

ATTCATTTTACTTTTGCAGCT GAAAAM CCTCATGCTGAGCAGAGAGGCATCTAATTTGC 

TCATCATCCA TGCT GGAAGC I 11 I 1 1 1 GTCTATTAGCTTTGACCTTTATGACCCATTGGA 

CATTTATGCC TTTTAM TGAATGGTACTTTTNNNTNTNNTNNNNNNNNNNNNNNTNAAGG 

GGGCATTTGGTTTTTATTAGAAMCCCCTTAGTMGCACTTTT^ 

ACTGGGTATCCTCCAANAGGTCCCMAGCTTTCATTTCATNTTCCACCCTNTTNTGAAAA 

GGGGGAGGCA 

Sequence 5938 

CCCTTTCG A GCGGCCGCCCGGGC AGGTAC 1 II 1111111111 II MM M II I 1NCCTTT 
i 1 1 1 1 1 I IC CI I I I 1 1 I I I 1 1 I II I I I NNNNNNNNNNNGGGGGGANNAAAMNTTTNTTT 
TTTANCMNTTTTNNGGGGGGGTGANTCATCANNTNTAAAATGNNGCCNTNCATCNNGNT 
ANTTTGCNANNTTTTTTTNNGAGGAMANNTT^ 

ANTATTCTGTTNTTGCCAGNACATTTTGTCATNAACTTTTTTNAAAAAAAAANGANNNNT 
GGTGNNA AAAAN TATTTTTTTCCCNNNATGAACTA I 1 I I 1 1 1 1 NTTCAANAAGGGGCTNG 
CTTC CTNCTTTT AAANAAANATN 1 I I I I I I 1 1 1 NAAAAAANCTNCCNGNTTNNAAGNCAG 
NTNC I I I I 1 1 M NATNAAAAAATT 
Sequence 5939 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M I I I I I 1 1 I I I I 1 1 I I I 1 1 NCAGGGTC 

TCACTTTGTCACCTGGCTGGAGTGCAGTGTCGTGATCTTGGTACTGCAGCCTTGACCTCC 

TGGGCTNTAAAAATCCTNTGGCCTCAGCCACCCCCGACCAANTANAGGGGACTACAGGCN 

TGTGCCACCGTGACCAGCTAA I I I I 1 1 IGTAI I I I I I GTANANACGGGGTTTTGCCATTG 

GCCCAAGCTGGTCTNAAACTCCTGAGCTCAAGGGATCCACCTACCTCAGCCTCCCAAAGT 

GCTAGGATTACAGGCATGAGCTGCCACNCCTGGCCTAAAAGTAAAGCTTAAAGTTGTGAC 

TCMTTACTGTAATCTCATGATAAMCTTTMCAMTMGGAGTTGCTTTTAATGGATGT 

NCAAAAAAGGTAGGG 

Sequence 5940 

CCCTTAGCGTGGTCGCGG CCGAGGTAC 1 II II I I I M I I M I M I 1 1 IG 1 1 I I I I 1 1 I I I 

IMI I II I M l II MM M III I I I I II I I II MI I III1M H I M M I II I I l l ll ll 

I I 1 1 I I I I I I AAAAAAAAAAAAAAAAN I I I I I I I I I N N N A AAAA AA ANTTN N A AAAAAAN 

TNNT TTNN NTTTNGNNG I I II 1 I I I I NGGNCNCCCCCNACNNANTTNGAAAATTTNGCCN 

NNNNTTTTMAAANGGNCCTTNAATTTTNGAAAAAAANNNNNNANAAAAAAAAAAA 

Sequence 5941 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGGGCAATAAACAACA 

MCAGTTATTTGGTAGAGTGATAAAAGCAAGCATTGCTATTGACAATGGAAGAGCAGCTG 

AGTTCGCCGMGGCGAMCTACTTTGATAAATCTAAGTGTTATGAATGTGGGGAAAGTGG 

ACACTTAAGTTATGCCTGTCCGAAAAATATGCTCGGAGAACGTGAGCCTCCAAAGAAGAA 

AGAAAAAAAGAAAAAAAAGAAAGCTCCTGAACCAGAAGAAGAAATTGAGGAAGTAGAAGA 

AAGTGAAGATGAAGGGGAGGATCCTGCTCTTGACAGCCTCAGTCAGGCCATAGCATTCCA 

GCAAGCCAAAATTGANGAAGAACAAAAAAAATGGAAACCCAGTTCAGGAGTCCCCTCAAC 
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ATCAGATGATTCAAGACGCCCAAGGATAAAGAAAAGCCCATATTTCAGTGATGAGGAAGA 

ACTTAGTGATTAA AATCT TGCCCCAGCCAGTNATAAAAATCCAGAATTGTTAGTAACAAT 

CTTGAAGAGCTTATTTTMTTAAAGTTAGAAAMTTNNTNCTATCATGGTTAATACTATT 

ATTGGCCTCCCAGAAAMAGATNTTTTAAAMTTTATTTGAAMGTCATTATTAGGGCTT 

TATTCAATGCCTGGAGCTGGTTNCTGGAGGGNCTTCTTGAAATTAATTCTTAAAACCAAC 

TTTCTTGAAAACCCCAAAAGTTGNMGGATTTAATGGGTCCTTATATTNAAAAACTTTTC 

NAAAAAAAAAAA 

Sequence 5942 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGCACCATCTTGGCTCACTGCAACTTCC 

GCCTCCTGGGTTCAAACGATT CTTCT GCCTCAGCATCCCAAGTAACTGGGACTACAGGTG 

CCTGCCACCACACCTAGCTMTTTTTTCTATTTTTTAGTAGAGACAGGGTTTCACCGTGT 

TAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCGTGAGCCACCGCGCCTGGCTAGTATATGGTATTTTTCTTTTATGTT 

TATATGATGATGAGAAATTTGAAATTATTGTTTGTTTGTCTrTAGTTTTTATTCT^ 

ATGGAGAMCCAAACTCCGTGAAATATTTTAAAGAGGCTTCTTCTGAGCCAATATGAGTG 

ACCACCATCTTTGGGAAAAACAAGTCTTMGGAGCCCTGAGAAAGTGTAGCTGATTTCTG 

TTT TACATTA ATGGGTGGCCAAGTTGTGCCTAAACTCCGAAAGGGGAAGGGGGTATTATG 

AAG CTGATCCCTCTTCCCATCATANCCTGAMCTCAGTTTTTGAGGGTTNTCTG 

GGGGTCCCTTG 
Sequence 5943 

CCCTTTCGAGCGGCCG CCCGGGCAGGTA C I I I 1 1 I I M I M I 1 I I 1 M I U 1 1 I 1 H Ml 

I I 1 ' H I M M I M I I I II M I H I I I I I Ml II I M I I I 1 I MM I NTT AT AT 

TTTNGGGNNAAAAAAAAAAGGG M M M M M I NNTTTNTNGNNAAAANNCCCGGGGGNA 
AAAAAAAAAN NTTTCNA TTTCNCCCCCCCNAAAN I I 1 I 1 1 I 1 I 1 1 NNTTTTATAANAAAA 
AAAAAAAAAN TTTTTTTN CCCCCCCNAAAAAAMMNTTTTTNTTNCCNANCNNAAAAAT 
TTTCNCCCNN'I M M 1 I NAAAAA AAAAA AAAAAAN AAA 1 I M M I I GNGNCNNAATAAAA 
ANGGGGGGGNATATTTCCCCCTTTTTTTAAAANGNGGGGGGAAAAAAAAAAAA 
Sequence 5944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTNNN I M M I I I N N NTTTTTN N AATT C AA 

ACTGTGMCCCAAAAGTATTTGAGGCAGGTTTCMTCAATTAGAMGTTTATTTTGCCAA 

GG TTMG GATTCACATATGATAMGCCATTCATATGGTTTGGGGACCTTANAATTTTATT 

TTGTTTTM CATT CTCCCTCTTCTGGCCAAGGTTTGCCANANACAGCATCAATGGCCTCC 

AMTGTTTAT1TTGTTCCATAACATTGCCAGGGCTAAAGGACTGTCTGCCTNAGGTCCAT 

CCTGTCCCTCGGNGGGACACTCTGTGGCAGAGGGACTTAANAGTCAAGAGACTTATAGCC 

AATTA AATATTCCAGGCCAGACAGGAATGAACATGGACAGGCATTCATTATCCCGTAATT 

TTTTTGGTGGTTTAAAGAGCCAACAAACAAAAAGCCGAAGGCGANGGTACNAAACTGAAT 

TATATTTMCTTC TGNG TGTTGANCTGCTGCAATCTTTGGGTTTAAGTTACCAGACATTA 

AMCMTTCCCTNTTTTAAAGCCTTAACATTGGTTCTGNAAAAANAAA 

Sequence 5945 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTTGCTCAGCTCCTCCCGCTTCCTCTTGGCGCG 

GATGTGCGTCCCCACCCTTTTCTTGATAMTTTGAGGGCCCGTTTGTCCTTGGAGACCTT 

CAGTAACTCCATGGCGCGCCGCTCGTACTCGGAGCTGGATGAGGATGAGTCGCAGGCTCC 

CTATGACCCCAACGGCAAGCCAGAAAGGTTTTACTACAATGTGGAGTCCTGTGGCTCTCT 

GCGTCCTGAAACCATTGTCCTGTCAGCCCTCCAGGATTGAAGAAGAAACTGAGTGATTTA 

CAAACTCAATTAAGCCACGAGATCCANAGTGATGTGCTAACCATAAATTAACTGCAGCTT 

GCCTGCTTCAGCAAAAACGGAGATTCAGGCCAGCAGCTGGATATGGGGGTCTCTCTTCAA 

NACTCTTCTCGTTTCTGMGAAATCTMGTCTACTGTTGGTTGAGCTTCTTTGGCAAGAC 

ATCAAGTACCT 

Sequence 5946 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACATCAATATGGNCCT 
MCATANAGNGGNCNANTNATATTTTGAAATCAACTCTAGGAAAAGAATGTTTTACTAAA 
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GNNATTCATGAAMATMGTGGTGAATTTMACCCCAGGGCTATATTATATAGAATTATT 

TTTAMTTGAAAAGTTATGTTCACATGTTCCACTCMCAMTAAAATAATTATACCTTTT 

GTGAGCCATGAGGTCTGTMTTTATGAGAGACTCATTAAGTTTTATAGATGTGAAGAATC 

TAGAGGCMATTTGCAMCTGCTTATTTAAAAATATTGTAAAAAACAAAACAAAAAGGAA 

AAACAATAACTTCCCTAACCGTGCTTAGAAAACTTTCTGGTCACTATGTAGCACAGAAAC 

CCAMTACCTTATTAAGCACATGGATATAAGAGGACTTATATTATTTAAAAAAAAAAAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5947 

CCCTTAGCGTGGTC GCGGCCGA GGTACCCAGTAATCACATAAATTCTGCAATCATCTGTT 

TATTTAGCTTAACTGI I II 1 1 II I ATTTGTTGAAGTTGTGTTGTATTTCMGTCTTTTTC 

TTATTGGGTTGACCAGACTTGGTAAAATCTGTAAGAAAAGTTCCATAATTATGGGGAAGA 

TTTCTCTGAATTGGCTAAATTCCTGTAGCTGAAAAAAAAAAGAAAANAAAAAAACNCCAG 

CAAAAAAAAAAAAAAAAAAAAAG 

Sequence 5948 

CCC7TAGCGTGGTCGCGGCCGAGGTACAGTTGTTACATAATTATATAAAATAAAGCTTGT 

AAMGTTCTATTCTATCTACTCTATAAAGTTTATACAGATTGAGCATCCCTAATCTGAAA 

ATCCAAAATCCAAAATGCTCCMGATTTGAAACTTTTGTGGCTCTGATATGACATCAAAA 

GTGGAAMTTCCCACCTGACATGTTGCTTTCTGATGATTCMTGTACCTTTCTGCTTAAT 

AGTTAGAMTGAGATTATAAAACACTGACATTGATTTTTCTTGTGACTGATTAAATGAGT 

CACACTAGTTTATATTCATATCATATATGTATAGCATTCCAGAGTAAAACTCTTAGACAT 

GTTTCAMGGGGAGTGGMCATTTGTTAAAATCCTGGTTCCTCACTGGGAAAGTTGGAAA 

GGCCAGAAATTGGAGCTAACAGTGAATCTAAGANGTAGAACTAGACC 

Sequence 5949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGG 

GCCATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGC 

TTCACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCT 

AAGGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATA 

TACATATAAATAAAAGGGAGTTTATTAAGGAGTATTAACTCACACAATCACAAGGTCCCA 

CAACAGGGCCGGGCCATCTGTAAGCTGAGGAACAAGGAAGCCAGTCTGAATCCCAAAGAT 

GACAAACTTGGAGTTCAATGTTCAAGGGCAGGAAGCATCCAACACAGGAGATAGATGTAG 

GCTGGGAGGCTMGCCAGTCAAGACTTTTCAC^ 

GCMTGGCAGCTGATTAGATNGTGCCCACCCCAGATTAAGGGTGGGTCTTGCCTTTCCCA 
GCACACNTGCTCMTGT7TATCTTCTTTGGCAACACCCTTACAGACACACTCANGGATTA 
ATATTTTT 
Sequence 5950 

CCCTTAGCGTGGTCGCGGCTCGAGGTACCAACGGCACAAAAGATGGNGCTTGGCCTTGCC 
CANCTCTTTCCCTGCTACmCACTGTTGAGCTATATCTTACCTCTACTTNCCNTCANNC 
ATTGTNGGACTCTTTCACCATTCTGGATNTAGGAACAGTTACCTATGTGTGAANCTTA 
Sequence 5951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCMTTMTTT 

TMCCTCTATCCCTMTGGTGTTTAAATTTTGGTAAAGAAAAATTC A I MM ICTTTATT 

TTCCMGAAATGGGTMGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTC 

TGTCTCTGATGTCTTTTGTGTGAGACAAGATTTTAGGAAATAAATAAGTGGTGCAGGGAA 

TTGTGAGATTACATTTCACCTNCTTTTCTGGCTCTCTCTCTTTTATATMTCTTTATCTC 

TGCTTCTAACAATCTCCTTATCAGAATTTCTAACATATGTAATGATGAGAGAGAGAAAAA 

CT GNCCC ACAGGATCAMTTTCATTTCTAATCTGGAGAAACAGGAGTCTAGTTTTCCAAA 

CAM I I I ATTCTAAAAA 

Sequence 5952 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTMCAGGTCCATCTGGTTTTCTCATGTTTTC 

TCCATTCATTAAAMAGAAAMTTAAGGTCTTTTATATATTTCCAAAGACAAGAAAAAAA 

CTACAGTCTCTATTAGTMGAATTCATGCTCCATGCATGAGMGTTTGACACTGTTTTAA 
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AGGATCCTGTTCCTGCCACTTGTTGTCCCCCAGGGCCAAGTCCTACTGACACCTGTTGGA 

AmCT TGCACT TAGGAGCGGCTCTCTATGGAGAGAGGTCCACATCAAAATTTAGACGTT 

GTCACCTTTTTTGAACTAGATAAAACCAGTAAGGATACAGACAATAATAAAAGGCTTTCC 

AACTCAGCAGAATTAANAACTAGCTCTTGGAGTATATACATTTGCACTCCAATATCAACA 

CTAGCCTATCCACTTTGAGTCAAMTTTGAAAGGTAAGAATGTAATTATGAAAATGTGCA 

CAAAATGTTAAATACTAATGGCAAATAAATATATCTTAATATGTTCTAACAAGCAAACAT 

ATATTCAAGATAATCAGCCCTGCTTTATTAAAGAANGAAMGATCCAAATTGTNTTTGTG 

GGGTGGGGCN 

Sequence 5953 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATAGTTAAGATCTGTGATACGAAC 
CATAGATATTGTCTGACAMGCAGAMTCACCMGTTTCCCCCTTTTGAATTACCACCAA 
GMGTGTTGAAACACCAAATAGATATCATGTTATTTTGGGCATTTGCAGTTTTCTTCCCT 
GCTGCATGTMTGTCTCAGMTCMCATTCTTTTAAAATCTAGACTATATTTTGAGGCAA 

TGMTTACTTATATTCMCTTAGGCTTGTTTTGACATTCAGTAGAACTTTAAGTTCAATC 
TAAAGGCTTCA 

Sequence 5954 

CCCTTACGAGCGGCCGCCGGNCNNGTACCGCANGGGANANATGAAANATTATAACCAAGC 

ATAATATATCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTT 

GTGCAAGGAGAGCCAAAGCTTACACCCCCGAAACCANACGAGCTACCTANGAACAGCTTA 

AAGAGCACACCCCGTCTATGTAGCAAAATAGTGGGANGATTNATAGGTAGAGGCGACAAA 

CCTACCGAGCCTGGTGATAGCTGGNTGCCAAAAtAGAATCTTANTTCMCTTTAMTTTG 

CCACA GANCCCTTTAAATCCCTTGGAAATNTNAACTGTTNGTNCCAAAGAGGAAACNGTT 

TTTTTGGNCACTATGGANAAAAACCTTGNNATANMGAAGTMTAAATTTACCNCCCATG 

GTNGGCCTTAANAAGCANGCCACCAATTTTNGAANAGCGNTTAAGGCNNAACACCCACTN 

CCTTAMAMTNCCCANNACTTTTAACTNNAACTCCTCAACACCCNAANTGGAACCATTC 

TATNACCCTATATGAAGAMCTMTGNTAGTNTTATTTNACATTGAAAAAC 

Sequence 5955 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTG C I M I I I I I I I I 1 1 1 I I 1 1 I 1 I 1N GGAG 

ACGGAGTCTTGCACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCCTCTNAAAAAAAAA 

AAATCCAAAT AAAG TCTT CTGT AAAGTATGGACACCTATGCCAAGTAATGACATAGGAAA 

AMCTACAGGTTTTAT AGTTTTAAGAGATGACAGGATTATAAAAAGCAGGTAAGAATTAG 

TAMTTTGGGCCCTTCCTTTGAGATATTATGATTAAGAATCTTTA 

Sequence 5956 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA C I 1 1 I I I 1 1 M I M 



I 1 1 I I I I I I I I I I I NTTTCCI I I I I I I I I I I I I I 1 1 I I II I I I 1 1 NCCNATTTATCGTTN 

TTTATTATNAAANTNATGACCNGGGNGTAAACNTACTTGNGAAAATNTACANCAANTNGG 

GGNTTATAACACNTGACCAAANATGACATTAACACNTNCNCTGTTCANATTTTGGGGTTT 

ANAGGTCMNMCAMGATNNCANACAANACTTTTTCTAAACGGGNCCCCTTGCANTNGG 

TCCCGAATTNCAAAAATNTCCANTTCNANCTTGGGNCAGNNCGGGMTTTTTANCAAAAA 

ANGAAACCNNAGCAMNTNhrrTTTTTNMCCNNTTNAGNAMCMGNTTTTTATNAC^ 

TTTTGNNNAGGCCCNCNCCCCNNAMTMCCTmANAAMNNAATTTNTmTn^ 

GTTNA MNAAGGTTTNTAANNGGTGGGCNTATAAAACCNTGGGGNCNAGNACCCCTTTGG 

TTTTTGCMANCCCCCCNAAAAMAAAANNGGGTTTNCCCCCCCTTTTTTTNTTM 

AAAAATNTTTTAGGGNCCNTAAAAANNGGCCCAAAAAAAA . 

Sequence 5957 

CCCTTAGCGT GGTC GCGGCCCGAGGTAC I I II I M II I I M I M 1 1 1 1 M I GAGCAGTTA 

ACATTCCTTTATTTTAGTTTCAAGGGCGGNGGANGGGAGAGAGGGANAAAAGATACACGG 

AAACTTACAGCAA 

Sequence 5958 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGAAAAAMCAGTATACCCTATTCCTTTAA 
AAGCCAAGGTAAATTTGAAACCTATAATTGATAATTAAAGGTATTCTTCGTAACCCTGTA 
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GCACTGAGGCCTTCCTATCAAAAATCCTTAACCCAGTAACCCGCAAGATGGCCCANATGC 

ATTTCMTCTGNANTrGGCMGCTGCTTTGCTAATGAAAAAAAAAAAAAAAAGCCTTCTAT 

ACCMTTCTMGNTMTTTTANACTAAANCAAGGGTCTTATTAATAGCCAAAGGGATAAT 

TGGAAAATCC 

Sequence 5959 

CCCTTAGCGTGGTCGCGGCCGAGGTACMGGATTTTGAAGAAAACGAATGTGGAGATTAG 

GCCACTGGACTCAGAAATAAAATCCAGAATAATGTAAACCACATTCTGAAGCTGTCACTC 

ATATCTGAGTCTCACCTTGTGTTGCAGATAGTCGCCATGTCCTCAGCACAGGAACAGGTG 

GCTGTCTTAATGTCATTGATGTGCAGACAGGAATGCTCATCTCCTCCATGACATCAGATG 

AGCCCCAGAGGTATAGTTTGTGAGTTACTGGGGGCGAAGACATTTACAGACATGTTCATG 

ATCACTTCATTTGGGGCTTACATTGGCCAGTTCMCATATCCTTCCTTCATGATGAAAGA 

AAGGACTATTTCTAMTCATTCTTGCAGGTGCTTTGTCTGGGATGGAMTTCCCGTTTTA 

TCTGGCAGTCAGTCTGGTGAACTGCTCGTTTGGGACCTCCTTGGAGCAAAAAATCAGTGA 

GAGAATACAGGGCCACACAGGTAAGCAGCTACTGCAGTTGCCTTGATCTTTGCTCTCAAG 

ATMTGAACTCMGCCTGCCTTTTNCATCAGGGGMCAATACCTCTTTTTTGGNCCAAAA 

MCACCCCAT GGTT TTrCATTNTCGTAAMCATGTTCCTGGAGCCTTTTGATTGGCCAAG 

TGA^CTGCATTTTGTAGGTACCTCAAGGANTTAMriTTANTTTTAACCAGCC 

CCTCC AMAAGGAAGTCmACTmATrrTTGGNNMTTNAAAACCATNNTNAAGCTATT 

ATTTTNTTAA 

Sequence 5960 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I M 1 I » I I I I 1 I I I I < I 1 1 I 1 1 I GGAG 

ATGGAGTCTCACTCTGTTGCCAGGCTGGAGTGCAGCGGTGTGATCTTGGCTCACTGCAAC 

TTCCGCCCCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCCTCCAAGTAGCTGGGATTACA 

GGCATGCACCACCACACCTGGCTMTTTTTGTATCTTTAGTANAGACGGGGTTTCACCAT 

GTTGGCCAGGATGGTCTTGAATCTCCTGACCTGGTGATCTTCCTGCCTNAAGCCTTCCAA 

AGNGCTGGGAAACAGGGTGTGAACCCACCCGGCCCTGGGCCCTANTGA A I ITTTTTTTTI 

TAAACCCACNCCATAAATCTAAAGCAAAGGGTATTGCCAAAGATTTNAGCTTGGGGCCAG 

GGTCTTGACCCCNACCCTGAGCATCTTATTAGCTTTCCCATCAAGGGGAAT 

Sequence 5961 

CCC TTAGCGTGGTCGCGG CCCGAGGTA C 1 M I I I I I I i 1 1 1 1 1 1 I I I I I 1 ATTNCTTTTT 

TTTAI II 1 1 I I I I I I M I I IAI I I i I 1 I I I I I I 1 I I I 1 1 GGNAAAAACCCCCAAANTTTT 

ANNGTTTMTAATGMTNNCNCAACTNNCCAAGGTNCAAAAATNTGAAAANNCCNTTTTT 
AAAAAA 

Sequence 5962 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTTGGCAAAGATTGGGCAGCAAGCCTT 

GTGGACCAAACTGGGGTTACTCTCCAGGAAAGAGCAAATTAGTGGTCACAACATTCAGAT 

C7TAGAGCCAGAAGAACAGGACTACAGCAGAGCCTCACTTCAAGACAACTCGGAGGCGCT 

GGCTCCTCTGAAACCCAGACGCTGTCAACTCCCTGGGCCCAGGAGTCACAACCGCTTTCG 

TGCTCTGGGTTCTT CACTT CTTGTGATCAGCTCCACATATTTTTCTGATGATGTCACCCA 

TTCTGACTTCCTACATTTTGAAAGTTGATCTACAAGTAAMTCTTTCGTGAGGCTTAAAA 

AAAAGAAGAAAAGAAATAAAAGGTGTGCTATAGGGAGATGGAGAGGAAGAGAAAGGCCCG 
TT 

Sequence 5963 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGNCTCAAGGCAAANNTATGACTGANTTCA 

TCCTNACCTCTGGNGGCCNGNAAAAGNGGGTTATAGAANAACAAGAGGCNTCTAGATCTT 

TCACTGGGTTATTTGGAGAGAAACATCTCCTACACGANNGCCAGTTTAACAAGACTGGNC 

MGGAGGGTATCTTATCTANTTCACAGNNNTNAACACATTGNGTCNCNNNANNTGANACA 

CNNAAACACTNTANNTGANNNAANATATGTCTTNTGAANCCANCCCTAATGAAATGAANA 

TGTGTGATTAACCTGACAGGAACATTAGNGAGAGCAACCGTNTANAGTCTCTGGGAGCAA 

CNCATGMCAAACTGAGMTTTTCATIsrTTANAANATAACAGATANCMTNTGTTTTTAAN 
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TTGGAAGAAATACATTAACTGNACTCAANAATNTAATGTGTCCANCANANNAATTNGTTG 

AAGCAGAAGANAGGGGCTNTCAAAACTTTGGNGAATAGGCCATTGGGAAATCNTGGTNAT 

GGGGNGGGGGAAAAANANNAAMNGGATTGGAANATTTTTTAMGNGGACTTTTGGAGAC 

CTTCCTCAMGGAGGGNTAAATTTTTNNNNTTNCCGGAATGGGGGAAGATTNGAGGGNAA 

MGGGAGAGAAAMCTTTTTTNGANGAAATTNTGNTCANNAAAACCTCAI I 1 If ] I I GGC 

AAGGGGMTAANAAAATTTTGATCTTAGAAATCCCCCANCATCAGGGGTTNGGANAAAAC 

CCAGGG 

Sequence 5964 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTTAGGCAGCTCACAGAGCTGATCTCAACTTTG 

AGCACCATGGGAGGTAAAGACCTCAGGGCAGTTGNCTCTNGTGCAGCTAAAGTGTTTAGA 

AAGCCAGAACGAAGTGAAAGGAAGACCCTAGAGTGGGTCAGCTTTCTGCCAAAGATAGAG 

AATATAGCTATAGAATGCTCCCANCCTACAGTATAGAGCTGTTGTTGGGAAGTGGCTGCT 

CAACCAGTGCCTGTATGCCCTANCCTNTCACACAGTTGGACTACATGACTAGTTCTT 

Sequence 5965 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAGCACCTTGGCGCGCGGAGCTGGCA ' 
CCTTGGCGCTGTTGGTGGCGGCGGAGACAGCTGTGAAGTGTGANGTTCTTTGTNTGCTGG 
CAGCTANGGGCGACGAGGCGGGACGTCATGGAAGTGAAGG 
Sequence 5966 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATACTAACCAGTTTGGGGCACATAAATGT 

TACAAGGGAGAAAAAAAGATTTAGACTAGCATGTGAATTTCATCAAGCAGAGACACCTTG 

GTTAAAAAGCAAAACTTGTGGGGTGGAGAGGAAGGAAAAAAGGAAAACGTAAGAAAAAGG 

ACCGGAGTGCTCACTGTTTATCATTATCAGCCC I I I I I I I I GAGACGG AGTCTCGCTCTG 

TCACCCAGGCTGGAGTGCAGAGGCACTATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGT 

TCACACCATTCTCCTG 

Sequence 5967 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACTGTTAAATTTGTCAATAAGTGACAAAAGA 

ATTCCACAAAATCATGGAACTCTCAAACTCAAGTAAACCAAAAAATAGTTAACCAAATAA 

TGATCTCCGTCAGACAGTGATTTGAATGAGAGATCATATCGTAAGTTTAAAAAGTAAAAT 

TCAMTGTMTGTGATTGAAATACCTCTGAGTTTTACATTACTCCTCATCTGTATAATAA 

MGAGAGGATGAGTGTGAAAMGTTAAGAGACATTTAAAAGGTCATACTGGAAATTTATC 

TTTGGA 

Sequence 5968 

CCCTTCGTGGTCGCGGCCGAGGTACGCGGGTATTGGGAGAATCTGCTGCCAGCTTCAGGC 

AGACCTTTCTGTCCTTCGCTGTCAAAGCCAGACTTATAANGAGTANGTGAANGCAAAACC 

CTNNAAMTTATTCGMCANNGAAAAAAAMGTTTTGCCTCTTCNAGCCCTGGACCCTTG 

NNNAACTCNGTTTCCCTCACCCTTTNCMTTCACTTNNACCCAATNGTCCCNCTTNGCNT 

TATTCCTTCCACAAGCCTTGGCNTAGATGACANNTCTTGGNAGNGNTTGNCCTTGGCNAA 

NACCTCNCACTATTANNCACTTTTTCCCAANGACCCNCNNANCCAAMTN1TGTTAGGTT 

GGNCCMTTMTTTTGGAAGANCCTTCCCCTTGGCNTTAGTAGGGGGTATTAAAANAC 

Sequence 5969 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTMTCATACCAGGCTTCTGATTTTACAATC 

CGGGTTTMGCTGTTTACATTTCCAMGTMTCMCTTTTGCTCTCCTAAATCCCTCGTA 

ATATTCAMGTAAAACTGATGGAATTTTTTGATAAGTTACTACMGTTTAGCATCACTGA 

TTACCTTCAATGCACTTGCAAGTGAACCACAGCTAATCTGTAAATTAAGAATTCATCTAC 

AAATGGAAGCAAGAAAGAAAAAAAGTTGTTTTTCTTAAGCAAAGTTGGAAATAAACAGAA 

AATCTTTTTCTTTAAAGGATGGTGGA 

Sequence 5970 

CCCTTTCTAGCGGCCGCCCGGGCAGGTAC I I I I I I CTTATGATGATTGGTGTAGAAATGT 
GTGATTTGGGTGGGCTTTTACATCTTGCCTACCATTGCATGAMCATTGGGGTTTCTTCA 
AMTGNGTGTNGTTCATAACTTCTTTTGGGGAGGGGGGTTGTTTTCATTCTGTNTATT^ 
CTGAGGACTCCTACAGGAGCCAAATTTGTMTTTMGAGACACTTMTTTTGTTAATCCT 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

530/599 



GTCTGGGACACT TAAGT AACATCTAAAGCATTATTGCTTTAGAATGTTCAAATAAAATTT 
CCTGACCMATTGTTTTGTGGAAAATMGATGTGTTTTGCAATTTGAAGATAATCCTATC 
CTGTTCCCAGGAMGGCNCANAAAGGTANGCGGANATGGCCCCATT 
Sequence 5971 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

ACATTCCATGCTGGGTCATACCTGAGTGCCAGTGGGAATATAATTTGGAAGGAATACGTT 

GTTGAAAAACATCCTCTTCAGACAAATATGACCAATGCCTTAGTCATCTATTGGTTATGA 

CMTATCCTCTTGMCAAMTTGGTTTCGGGTCTGGGTTCTGGGGTACCAGGATTTTATT 

TTCACTGGAAGGGGCTTTGTGTGGTGGGCCAAGAAAACNCCTTACCGCTTCAAATGGATN 

CCATGGGACCTGAGAAAATGTCAACATCNAACCCANATGAATGAGAAGCCACCAGTGGAA 

GAAAGGG CTTCN ANATAGCTTNNTTCGGGATTNGGAAATTCANAAAANGGCAGCCATTGA 

NNANTCAATTTTCTTATGAAGACCCCTGAAAAGTCAGAAAATTNCTTGACAAATTGGATT 

TTT GGGG GAAAAA AGAAA CTGGCAGATTANTGCTTGATGAACACCATTCCCGGAACCNCC 

TTCTTTTGGMTGNTTTTCTTTAACCTGAGTAATGCCATCATGGGCAGGGGGGATNCTGG 

GCTTGGNCTATGCCCTGGCCACCCCAGGGGACCAT^JTTTTTTATAATCAATGCTGCTTGC 

TTGGGGCMTATTATTCCTTGMTTCAGTCACCTTTTANTAAAAACAGCCAAGGAAGGAG 

GGGTCTTTGATTATTAAAAATTAGGAGAAAAGGNTTTTGGATGGC 

Sequence 5972 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTTTN I 1 1 1 1 1 1 1 1 1 IN I I I I I NTNNNCTTAT 
ATAAAATTAT I H I CTTCA AGCTTTTTTTACCT CAN AAA AATCCTCTTTATTTTTACAAC 
TTTCTTTACATATTTTTTTATTTCCTGGTTCCATTTA^ 

MTMGCTTTGAATTANACATAAATTTTTCACTTTTCTTTTTAAAAGGACACACTTCTCT 
GTTTTTG I I 1 1 I 1 1 
Sequence 5973 

CTCTAGTATGCATAGCTCGAGCGGCCAGCCAGTGTAGATAGGATATCTTGCANAATTCGC 
CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCANGATGATGGAAGAAAAATTACTNC 
ATGCTGA 
Sequence 5974 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATAATACACGTAACAT 

AAAAAA TATG TATTAACTGTTTATGTTATCAGTAAGGTTTCTGGTCAACAGGTTACTAGA 

GTTATGTTTTGGAGGA GTCA AAAGTTCTATGCAGATTTTCAACTGCACAGAGTCGATACT 

GCTAATCCCCAAGTTGTTTTAGGGTCAAGTCTGTATTCAAATGCATTCGCAGGAGTTGCC 

TTTAACATCTACTTAGACTGATTTAACCACCCCTATTTACTTTGCCAAGAATGTAGAGGT 

ATA TTAAA ATCAA CCAC CAACACTGTTTCTACCAATGTCTTTCTGTTATTCAAATGATTA 

TAGTTTTGTC GACT TTTAG TATTTG GCACATGTGTTATCTAGCTTGCATAAAATAATCTT 

CACTGCCTTGTTTTMTCATTTTTTATTCTGNATTCGTGTNTTGTTTAACAATAATACTT 

TTCTTCTCACCTCTTCTGGGCTAAGGAATMCACATACATATTTGCTAATCTGTTACTTT 

CAAGCTTTCTATCCTGCTGTCTTAAGAAACTTCATATGTACCTGCCCGGGCGGCCGGTC 

Sequence 5975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATCATTATTGTGAAGATATGCTATAGCTGA 
TGCGAGACTTTGAATGATCCACCTTGNCTATTNTCTTGAGAAATGCCCTAATNTNTNNAN 
MTATNTNTGAGTTCTNCANCCTCACAAAGCTNCATCACAAGATACATTTTCTTTG 
Sequence 5976 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCCTGTCTTCATGAGAGCACTGTTGTC ' 

TGCGCCGGGAAATCATCCTCTGACCTGTTCACAAGTCTTCTAGATGAAGATTTTCAGCGG 

G TTTGG ATCTATTTAAAAAGCGGTAACTGCAAAGAGGCACCTAATCCACTTGATTTGCCT 

GTTTTTGAGATTCTGATTATCCTGTTACATGTACCTGCCCNGNCGGCCGCTCAAAAGGGC 

Tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnAANCCCNNAACCNTAAAATATAAAACCTNAANTNCCTAATAAATTAACTAACTCACA 

TTAATTACNTTTCCCCTCACTACCCNCTTTTCAATCCA 
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Sequence 5977 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCGAAAATGTGGTGAAGGTCTCAGT 

TGTTATTTCAGAAATGAAACCAAAAGAAACACAATAGCCGAATAAGAACAATAGAGAATC 

CCTTAMAGACTAGAAGGTTAAAAGGAGGAAAATTATTAAATTAAAAAGAAAGGAAGAAT 

GATCAAAAGCAGCAACCACTGAAGATATGCAGAGCAGATCTAGCATACGGATAATAGGAG 

TCACTGAAGAAGGAAACCAAAGCAAGAAAGCAAGCCAACACTTAAAATTATAACTCCAAA 

AAA 

Sequence 5978 

CCCTTT CGAGCGGCCCGCCCGGGCAGGTA C I I I I 1 I I I I I I 1 I 1 I I I I I 1 1 GATAAAAGT 

ATTTTTGGMTCTMTTTMTGTTCAGGGATCCATTMGCATTTCAAGGAAGACACTGAC 

ATTACTAAATTGTTCAGCMTGCACAGAATTTGAAMTACACTTGAAAMTAGAACTTTG 

ATATAAACTTGTAAAATACGTAGGATGTATACCACTGATTAAATAAATTAAAAAACTCCA 

TTCCCCTATTCAGTGCTGTGTTGGGTAGAAAAGGGGTAAGTGAACAAACAAGTGGAAAAG 

AMGTTMGGAAGAACATAGAGAAMGGATTGTTTTGCGCAGACATCTGGCTTTGCTTCC 

CCAMGCTACTGAGTACAAAATTTATTGCNGTAMGAGATTAAAACTATTTCTTATGTAA 

ACCAAAATCA 

Sequence 5979 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTATTAAAGAAAAGTCTTTACTGTTGAGGGC 

ACT GGGTC TCTGGAGTAGATTTAGAAGACACATATAGAATAGGGTGTGATTTCTTACAAG 

TTTCI I I I ICCMTTTGCTTGAAGmCTTTTCCTTCTTTAACTTCTGTTTGAAGC 

ATTCAGCAGCTAACCTGGGAGAGTTAGGGGTGTTTCCACTTCTTTCACTTAAGGCCTCAG 

CGTCAGCGGGAGCTCCTATGAGTTTCACACATTTCTTTTCCTTCTTCAGCTGCATATCCA 

CGGGCAGA 

Sequence 5980 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTMCMTTTGTTTCT 

TGGATATGGCTCAGACATTTAATGAGTATTATTTMTTTMCATAACTTTMGATTTTAA 

ATTACATGAAAATTTATTTGTAAATGCTTACTCTGTTTGCMTTACCTAATTTATTTAT^ 

TTT TMCM TTATACCT TGATT ACCTATGAAAATTGAGATACTAGACATAGCTAGTTATT 

AGGl I I I IATTAACGMTTTTATTGCCTGTTMTATCAGGMTTTACCTAAGTAAGAACT 

TTAAGGTTAAA TACAT AGGTCAATAAGTCCTATTGTATAAATCCTGTCAATAAGTCAGGA 

GACATGGCTGATTTTATTAMGCMCMTATTAAATTAATC7TATCAAAGGGGTTAAAGA 

TTATGTTGNTTTAGGCTTTATCACCTTATTACATTAAAAGATCTAGCAGAGGCATATATA 

A MCTGT GTGACCAGTAMCTCAAGTGAGMTGTATGTTGACACTTTTGMGNATATTTC 

TAATTTTATTTTTCAACCA I I I I I IAA 

Sequence 5981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCGCCGCGCTAGCCAGGATGGTC 

TCGATCTCCTGATCTCGTGATCTGCCCACCTCGACCTCCCAAAGCGCTGGGATGACAGGC 

GTGAGCCACCATGCCTGGCCCGTATCTGGATAATTTTAAAAAATTTTTTTGTAGAGACAA 

GGTCTCACTATGTTGCCCAGGCTGGTATTAAACTCCTGGGCTCAAGCAATCCGCCCGCCT 

CTCAMGTGCTGGGATTATAGGCGTGAGCCACCATGCCAMGCCAAMGAGTMTTTTTA 

ATATATAAAAAGCTCAGGATAAAAAAAGGCAGGAAGGATACCAAGCAGAAAAATAGGCAA 

AAGTTGAGCTGGGCTCANCAGCACATGCCTGTAATCCCTGCTACTTGTGAAGATTGAGGT 

GGGGAGGAAATGCTTGACCCAANGAGCTTCAAGACCAGCCTGGGGCCGACACCAGNACCG 

ACCCCCATCTTAAMATTAAAAGAAAAAATAGGGCCAAAAATTACAAGCNAGATGCCGTT 

CACAAACAGGAAATACCAATGGCTTCATATAAAATCTGGNGTCCAACCTTACTAAATAAT 

CCAMGATGTCAAAAATTGMTACTTATTCTTTCATGGTTTNGGAAAACATGTAAATTAA 

AAAA 

Sequence 5982 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTMTTTATTTGTCGTTAGTGTTAMGATT 
MGCATAG TMC TG ACTCTT MGTGTTMATMTGTAGMGTAAAAAM I II M II I AM 
AGGCTTMTTTTGGGANGGGGGGGGACTTTATTTTTCTGTTTACAGNGTMTTACCCTTC 
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CTTCCCTCCTCTTCTCCCCCCACACCCAACAAAATACAGTTTGGAATTCACTGAAACAGT 

ACCTCGGCCGCGACCACGCTAAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnGCGTAATCATGGGGTCATAGCTGTTTCCCTGTGTGN 

aaattgttantncgagtcacMttttcccaccacaaccantancgaagccgggg 

Sequence 5983 

cccttagcgtggtcgcggccgaggtacgcgggaaactgtcaggttgccgtctaggtagcg 

gttgtgcttgctgaggctgcacttgctgacactgcagctgcgacgcggctaagaggcgca 

gagcgaggagtcgggatttggtcgcgagcggcgacgagcatttgtgcagaatgtcatcag 

atgaggagaaatactcacttccagttgtgcaaaatgactccagtcgaggcagttctgtct 

cttcgaatcttcaggaagaatatgaagaactgcttcattatgctatagtgactccaaata 

ttgaaccctgtgcttcacagtcatctcatnctaaggggagaattggtgccagatgtcaga 

atttctacaattcatgatattcttcatagtcaangaaatnactctgaagtaagaagaaac 

tgcmtatgamnttggaaaaggatgtgatttncatatttcaagtcattcaaagacagat 

gagtcatccccagtggtattcgncmggmgccttnttacccagtcatggatttttttca 

gttcacatntttagctgactntttcttaccagcaacaaaatctagtcatccagaagccca 

tgaaatacttggggagcgmtttcttgtttttgatgaaaaccttcgaaaaaggnaaatgn 

gcttgatctttgggngtcanggcttamcamccttttatttttactaataaatggagac 

ttaatttntttacttgcnccccaatgggaatgagaaaaaaaaaaaaa 

Sequence 5984 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTACGAATGCCACGATTGTGGGAGAACCTTC 

AGGAGGAGGTCGAATCTGACACAGCGCATAAGAACTCATACTGGAGAAAAACCCTACACA 

TGTMTGAGGTGNGGGGGAAAATCCTTMCCAATNAGCTTTTTCTTCTTACAATTCACAG 

GGAGAAATACATAATGNGAGAAGAAATCCTATGAGTGCAGTGGATTNGTGGGAAAATCCT 

TTAATGTTCTCTCGTCCGTTAAGAAACACATGAGAACTTCACACCTGGAAAAAAAACCCT 

ATGMTTGTMTTTATTTGCCGGGGAAAMTCCTTCACAAGGTMCTCCTACCTTTTCTG 
T 

Sequence 5985 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACACATTCTTTTCTTCAGCATGTGGATCATTCT 

CAMGATAGATCACATTTTAGGCCACAAAACAAGTCTTAAAACTTCCAAAAAGAGAAGGA 

AATTATATCAAGCATGTCCTCTGACCAAAATTGAATAAAACTAGAAATCAATAACAAAAG 

GMCTTTGGAAACTATACAAACACATGGAAATTAATCAATATGCTCCTGAATGACTAGTT 

GGTCMTAAMAAATTTAAMATTAMATTTTTTGAAACAAATGAAAATAGTAATAAAAC 

ATATCAAAATTTATGGAATACAGCAAACCATCACTAAGAAAAGGTTTACAGCAGTAAGTA 

ACTGCATTAAAAAGGTAGAAAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGA 

AAGCACCTACTAAGCAAACCAAAAGTTAGTAGAAGAAAAGAAATAATAAAGATCAGAGCA 

GAAGTAGTGAAATTAAAACTAAAATCAATTACAAAATATTAATGA 

Sequence 5986 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCCGGCAGCACAACGAGNNCAGNCACAACTTT 
GAGAGCATGTCACCTGCCAAGCCAGTCCAGCCTNACAGAGAACGGAAAAGAGCCNNCAAA 
TNCAGCNAGCACAGNATGAGTTAGAACTCANACTCCCATNAACTTAGACTTACTAGNACC 
ATCCTGCTTTACAGATTTGATTGCTTTGGAMG 

TCTCACNNGAAAAGTATATGGCTTTCTGCTTTTGATCCAAACCCCANCAAAGCCTNNCTT 

MGNNTCCNGACCTTNCTTTGGGNAANNAGGTTTTNNCT7TTTCAAGGTTTTTCNAAGAT 

GTMGGNTNTTCNTTGMTGCMTTTTGGCATTTNAMTTCCACGNATTCCNGNMNTTT 

AM TNCNTA ATTGGTTCCTAAAMGANTGTTGGTTCTTTTAACCTNCNNNGGANTCCATN 

TTTAi l l l lAMCCANTAAANGGGCTTTCTTAAAANGGCNCTNCATTTTANCTGGGNCCN 

ANNCCCTNTTCNTAAACAAAACTTCCNTNAAAANCCGGTTAAAAAAAATNTTGTTGGCAT 

GMTCTTTANCAGTACNCTTTTAAAMGGNGCTTTTTTTGN 

Sequence 5987 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTATGCAGTCATGGCTCACTGGAGCCTTGAC 
CTCCTGGGCTCAGGCAGTCTTCTCACCTTAGCCTTCTCAGTAGCTGGGACTACAGGCATG 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

533/599 



cacCaccacacctggctmtttttamttttttatamnacagggtcttactttgtt 

tgggctggtctcaaattcctgggctcaaggnatcatcccacttcancctctcaaaaactc 

tanmttataaatttnaaccaccatacccacccccatcatcttcttataaagacactaat 

tattgmttcmnacacacactaaatccaatttaattncatctcaaaatccttaactaat 

tatm ctcc aaaaactctctttccaaataaaataacattcttaaattctaaataanccct 

ttamttttaaaaamttcttcacaanttanamcgacaaamaacanttmtttataac 

amtactcattaaamtttcatamaaaaaaaacatttccacttaaacttaaaaaaaaat 

camattntttcnacccagaaaaanttttncccaaannaantctaaatncci minim 

i i i i i i i i 1 1 ii i i 

Sequence 5988 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACNCGGGGGAACAACGGAGGCAGAGGAGCTGA 

AGACTCCAGTATGCAACTGACTACAAGGAGGTTTGTGAGGCTTCAGTTGATCGTGAGTGT 

AAGTGCTTCAGTGCGATCAAAGTTCTACGTGCGAGAGCCGCCGAATGCCAAACCTGACTG 

GCTGAAAGTTGGGTTCACCTTGGGCACCACTGTCTTCTTGTGGATCTATCTCATCAAACA 

ACACAATGAAGATATTTTAGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 5989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAACAAAAGGAACTTTGGAAACTATACAA 

ACACATGG AAATTAA TCAATATGCTCCTGAATGACTAGTTGGTCAATNAAAAAAATTTAA 

AAATTAAAATTTTTTGAAACMATGAAAATAGTAATAMACATATCAAMTTTATGGAAT 

ACAACAAACCATCACTMGAAMGGTTTACAGCAGTMGTAACTACATTAAAAAGGTAGA 

AAAATTTCAAATAAACAATGATGCATCTTAAAGAACTAGGAAAGCACCTACTAAGCAAAC 

CAAAAGTTAGTNGAAAGAAAAAGAAATAATAAAGATCAGAGCAGAAGTAGTGAAATTAAA 

ACTAAAATCAATTACAAAATATTAATGAAAGGAAAGGTTGGTGTTCATAAAAGATAAAGT 

CAACAAACTTANGGCAAACTAAAAAACCAAGGAGATATTAAAATAAGTTAATAAAATCCA 

GAAMTCAMAGAGATTTTCAACTGATCCTGCGAAATTCAAAGGTTATTAGTNACTNCTN 

GAGNCAGGTTTATGCCATTAAATTGGGAATAAGGAAACCAAACCCTTACCACCAGATCCA 

AGGCCTTATTAAAAAGTCTCCTNTCGAGAAAAGTCCCNGATTCATGGACTTCCCAGGTTG 

AATTTACTAMCCT1TTTAAMGAACTAATTCCATTCTTCCTCAAATTTTT 

Sequence 5990 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGTTTTTTCAACCAGTTTATGAGAGAATGAA 

MGMTGAMGTGAAAATTTTACTTAACTTAGGGTTATGTAGCTCTAGGTAATCTCTTCA 

GAACTCCCTTGCTTCACCTTCTCAAGTTAATCAACAGTGGCTAGTTTATAACTAGAAACC 

ACTTACCAMTTGCCTAAACAAGAAAACTTTTTAAAATAACAATTTGCTGATCTGTCCAA 

TMCTCCMTAAAGTTGMTTTGCTTTATTTTTCCAAAAATTATGTTGTCTAGATAAAGA 

CTCTTTGTMGTGTAMTGTATGATATATTGAGTTGATTTTTAGTCCCTATTAGAGAGTT 

GTTAGACMGTTATTMAGTTTMGAAAATTTGGATTCTAMTTTCCACCTGATAACATA 

TATGAMTATTTTATATTTTCAATATATACTTACTTATATTTTGCACACTGTATATAAAC 

TAGGGAGATTAAGAAATGGTTTAAGGCCCTTCTCTGGGGGGATATCTGCCCTATATAAAG 

GAAAAAAAGMAGGGTAGAMGAGACTTMCTTTTTTTCTATCTTCCATAAAAAACTTCN 

AAAATGTTCTTTTTAAAATGGAATTTTTCAA 

Sequence 5991 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTACAGTGGCAACAGCCTGCAGGATACCAAG 

GCTCCCATGATGCCTCTGAGCTGTTTCCTGGGCAATGTCTATGCTGAGAGTGTAGATGTT 

CTTCGAGATGGAACTGGACCTGCAGGTTTACGACTTCGCCTACTTGCTGCAGGTTGTGGA 

CCTGGCCTATTAGCAGATGCCAAGATGCGGGTATTTGAACGTTCAGTGTATTTTGGTGAT 

TCCTGCCAAGATGTTCTTAGCATGCTTGGCTCTCCACACAAAGTCTTCTATAAATCAGAA 

GA CAAGATG AAAATTCATTCTCCTTCCCCTCATAAACAAGTTCCATCGAAGTGTAATGAC 

TACTTTTTTMCTACTTCACTCTTGGAGTGGACATCCTCTTTGATGCGAATACACACAAA 

GTGAAGMGTTTGTTCTACACACCAATTACCCTGGGCATTATAATTTCAA 

Sequence 5992 

CCCTTGCGTGGTCGCGGCCGAGGTACAGTTACCTCCAGTCTCTTGTGTATCTGGAATGCA 



# 
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CTTACTTCCTNTTAAGGTTCTTAGAGTGTAAGGAAAACAAAAGCTGTAGAGTTCTGCATC 

CATGGGGACTGAGACAGANCAAAGCACTTCCTAGTATGTTCAACTGGAACATGGCCCACA 

CTGATCCATGGTCACAGTTTGGAATGTGCTGAGAAGCTTCATCTACAATCAAGTTTCTCA 

GTAAGAAGTCCCCGCAGAGGGAGGGAGTCCACTGTGTACCTGCCCGGGCGGNCGCTCGAA 

AGGGCGAATT 

Sequence 5993 

CCCTTTCG AGCGGCCGCCCGGGCAGGTACTTTN 1 1 I I I 1 1 1 I I I I I I N I i I H 1 1 1 1 I I 

Mimmimmi i mum minimi imi mi Mm imimi mm 

I 1 1 1 1 1 1 I 1 1 I 1 1 1 I I I NAAAAAAAAAAAAAMAMNTTTTTNNNNNNAAAAAAAAAANN 
TTNNAAAAAAANNTTTCNNNTNTTAAAAAAAAANTTTTTNGGAAAAAAAA I I I I I I 1 1 I 1 
TTTTAA ANGG GNAAAAAAN I MUM I NTT7TN AAAAAAA A I IMIMI FGAAAAAAAAA 
AAAAANTTTTAAAAACCNGGGGGGGTNNTTN 1 1 I I I 1 1 A AAAAAAAAAAAAAAAAAAAAN 
CCCTAA A1 I I I I 1 1 I I I AMNGGGGTTTTTNTTTNGNCCCCNAAANTNA AI I I M I I M A 
AAC ANNI M M I ) M 1 1 CAA ANNNAAAAAAAAACNCTTTCNANCNAAATTATGNAAAAAA 
AAAATTTTTNTTN I I I I I M ANTTN AG AAAAAA AAAAA I I M I I I M 1 NNANNAAAAAAA 
AANGGGANAATTTTN I I M M M I CNTNAAAN AAANANTCTAAAAAAAG I M I I II 1 1 M 
TTTTTGAAAAAACNNANTTTNGGGGTTTTTT 
Sequence 5994 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTAAAAGAAAATAGTTCCCAAG 

AAATGAAACTGGCTCCAGAAAGCTGACAGCTCATCCTGTCCATGACACTTACCCACTTCC 

AGGGTCACCTGCAAACACCMCTTCCTAGCCTTACAGTATGTGATCTTCTTTGCCTGGAA 

CCCGAGGGCGCATCCAGCTGCTGCTATTTTTGTCCCTGGCTTTGGGCTGAACTAATAATG 

TTATGAGAAATTTTAAGAATTTGT 

Sequence 5995 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M I » 11 1 1 I I 1 1 I II I I I I I GGGAAATG 

AATGTTTATAGCAGCATTAGTCACAACAGCCAACAAGCAGAAAAAACCTAAATGCCCATC 

AATTGAATGGACAAACAATATGNGGTATATTCATACAATGGAATATTATGCAGTCATAAA 

AAGGAAAGAAATACTAATACATCAACAAGGATGAGCCTTGAAAGCATTATGCTAAGTGAA 

AGMGCTGGGCATAAAAGACCACATATTGNATGATTCTATTTAAATGAAATGTCCAGAAT 

AAGCAAATCCATAGAGACAGAAAGTAGACGAGTAGTTGTCGGGGGCTGGTAGGAGGGGAT 

MTAGGGAGTGATAGCTAGGGATNTGGGGTTTCTTTACGGGAGGGAGCTTAAAAACGTTC 

TGCMTTA GTGAT GATNGCTGCCACMCTTTGTGAAAATGAAAAAGGGAAATTTTATGGG 

GGGGTAMTTTTTATCTCMTTTTMAATCCTTTNATGAACACCTGCTATTAGCACAAAC 

AGACTTTCCTMGCCCTGMNTMTATTGGCCCTTGTTGACTGCCTAACCCAATNGGTTT 

TTT AC AAATGTTTTC CTTCTC CTTT AAAA C ATT AAG G G G ATTTTTTT A 

Sequence 5996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGAGGAATATTTGCTCTGTGCCATCAGC 

CGNGTAGAAACTANAATAACCAGCTGCCATATTGTGAGCTGATTATGAAGAGGACCATGT 

GGCAAGACACTGAGGGAGATCTCCAGCCAACAACAACTCATAAGCAACTAAATCTTGTGA 

TGAACCACTGGAGTCATCTGGAAAGAGGATCCTCTCACCTTCAATCTTTGAAATGGCTAG 

AGCTCTGATGACAGTTGGATTACAGCCTTAGGAGAAACAGAGAGCCGGGGAAATTTGTGC 

CCAGGTTCCTTTCCCACAGACATTGTCAGATAATAAATATCTNTGCG 

Sequence 5997 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGGAAGGTGATATTAAAGGTGAACGTGTAT 

TATAATGGGGCTGTGTTGATTTCTATAAGTGGTTCATA I MM I CCTGCGAATTTCTTAG 

GATGTAACCATTACTAACGATGGTGCAACCATCCTGAAGTTACTGGAGGTAGAACATCCT 

GCAGCTAAAGTTCTTTGTGAGCTGGCTGATCTGCAAGACAAAGAAGCTGGAGATGGAACT 

ACTTCAGTGGTAGGTAGACTGGCTAAAGMTGATCATTTTTCTAAAAACGACCCGACTTT 

CAGAMGTTGAAGCCATAAGTGGGTCATTTGTGCTGTGTCAGAAATAAGTTACATATTCT 

GAATGC 

Sequence 5998 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTCAGACCACAGCTGCAGAGGGGATCGTG 

GTGMTTTCAATGAAMTCCATTTGAATCTTGAGGTTCAGATCTTAAAAAGCAAAGGACA . 

TGAGAGMGTMTATTGTTGCTTGAMTTTCATTGCTTATATCTAAAAGAAACTCCTATT 

TTTMGAGAAATGTTGAATCTTTGCAACGTGGTGGACGCTCCCACAAAACTTTCTCCTGA 

AATAGGAGATAAATGTTGGAAAGAGGCAATGTATTGAGTATGCTGATAGAGGTGGAGTTC 

AGAGACAGGCAAGCATACATMGAGTCAGGATGTT1TTCAAGTATTATCTTTACAAATGA 

GTTTCTTACAGTGGTCAATGACAAACCAATTTCATTCAAAGCTTGCTTCAATAGGCAATG 

GGTTTGATGCCAATATGTTAGCTATTTACTTTGACCACCGTATGCATTAAAAAGAAAGAA 

AMTTAAAGAATACTCMGCAGAACCTCAACTTAAATAGCCTTTTCACAAAAAGTAATGG 

AGGGATAGACTGAAANTTAATGGGATCAGGTNTGTGATGAGGATCTCAANAAGTGGTTTG 

CACMTMTGCAAMTCCTCATTTTAAACAGAGTCTTAAGGATTGGGGACCTAATTAAAA 

TTATTTGNATTNAAAAAAAAAAAAAAAAAAAA 

Sequence 5999 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCTGATTGTTGCTAACTGTCCTCCGGGGGAACT 

TCMTTTAGTGGTCAGCCTCAGGTGTGTGCCATTGTAACAAATAGCAGTTAAGCTTCATA 

TTGGGTGGACAAAAGTTTCCACCCACTTTCAGACANGTTACAAAGATATGTAGCTACACT 

GAGCATAAAAGGAGGAAAATTGATGAACACTATGGACAGAAAGCAGGTGAATTGCTAGAA 

CTTTGGCTGGTTTGCTTGGGTTGGTTGCTTAAAGATTAAGGAAGAATGGAAATAGCTGAG 

CCATCTTACTACTTAGTCCCTCCTATAGTCTGTCATGCCAACCTTAGATCCCTTTGGAGA 

TGACACTAAAAGTAA 

Sequence 6000 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAAATTAGCTGGGCGTGGTGGTGGGCGCCTG 

TAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGTAGGTGGAGGT 

TGCAGTGAGCTGAGGCCGTGCCATTGCACTCCCAGCCTGGGCAACAAGAGTGAAACTCCA 

TTTCAAAAGAAAGGANGAAAAAACAAAAGCAAAAACAAGAAAAACAGAACANTTTATTGC 

CCCATAAGGCTACCTTTGATGTATCATAGTAAAAGAAAGCANGACAAAAATCAGTTATGC 

TAGAAAAGAGATMCTTACGGMGTTCACTTAAGGGAAATACAACAAAATGCTCTTTGTT 

TTTANTAGAAATATTAAAAGTATGGGGTGTGGATTTT 

Sequence 6001 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I M » 1 1 I I I I I II I 1 1 I I I I I I I I I AGNTTTGC 

TTANAATTAGTAATATGTATCTTTGGTAAATTGGTATCTATATTTTAATTTTAAATACAG 

TATATATGCATTTAAGAAAAATTCATAACAAGGCAGTTGTGCTGTGTCATTATAAAATAA 

mTTTACTGATTTCAGTATGTCACTCTGGGCTAAAAACTCCAACAACCAGAACTTGAAC 

ACCGTMCCCTTCTTTGGCCTCGCTGGACTCTTCTACTTGAATAGACTAAAAACTCTAAA 

GGCATAA AAATTAGGMGACCMTTAGCTAATCTTACTCTTTTTGAAATTCAGAAATTAA 

Cum iCATATTAAA GAAG ATATCTTGGGCTATCGCATATAAGAAAGAGTTCTCCTGAT 

GGGCAACAGCATGTCTTTTCTTTGATGTCCAACACAACCACTTGGGTCTGATCATTGCAA 

TTTAT 

Sequence 6002 

CCC TTTCGAGCGGCCGCCCGGGC AGGNACTTTN I I I I I 1 1 I I J I I 1 1 1 I I I I I I I I NCCC 
TTTNI I n I I I I I I I I I I I I I I I m I I 1 1 I NTTNNNNNNTTTTTN I I I 1 1 I I I II I I A A 
AAA AMNAM NTTTGNAAAAATTNATNATNTNATTTTTAAAANAAAAANANCATTAAAAT 
NGGTTTTTTTAAMNTTNANCNTTCCAATCAAAAACNCAAGGNCCNNGGNNCCNCCCCATT 
TCNANG GG TNAM GGGCANTTNCCANCNGGGNGNTN^ 

mum N AAATTT TGANAACCGAGGNAAAATGNTTNCCCAAANCCTGGTGTTACTTNGAT 
CCCGNANTTTTTGGGAAAAAAAMNTTTNTTNATTNAAAAAATTCAN I I I I I I I I I 1 1 I I 
TTTCAAAATNAAMTTTNAAG AAAATTTTCTNAACCCNTTTAA I I I I I I I I AAACAGCGN 
NCmNATmANAAAANATTNGGCCCCANGNAAMNCCCNTTATNGNCGNNMmTGGG 
NTGGTGGTTNTNAAAAAAACCCCAAAAATGGGGGGGTN I I I I I I I I 1 1 I NAAGGGAGGTT 
NTCCCTTGGGGGGGAAACACCCNTTANGGGNGAAATTTNAANAAAATGGGGGGNGTTAAT 
TNTGGGANACCAANr4TGGGAACAAAANTTNGGGGG 
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Sequence 6003 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTCAAATAGATGAACTTTTAAGACAAAGT 

CTCAGTTAACTTGTGAAAATTGAATTCCCATCAAACTGAATGTAAGCATTTAATATCTAA 

ACATTTMTGTGGACTTCCMTAMTTCTTTTATAGMTTAGAAAGTGGGATTTACTGTA 

GAGT GTAAAMTTTTTTTAMATTGTTTTACACTATGTAGTMTA^ 

TTTTGTGeAATATTTGAACTTTATTTTTGAMCTATTCm 1 1 I I IAAAG 

CATTCAI I I I I I I I CCTTGAATAGCACA 

Sequence 6004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGAGTGTCTGCAAAGAGTCCTGTGATGTGA 

TCTGTCTCCAGGTCTCTCAGGCGTGGATACCAGCACTTACTCTGGTGGAGGTMCAGGGG 

TGTGMGTAGATTCTGTGMGGTCCTTGGTTGTATTTTTGTTAAGTGCGCTGGTTTTGTA 

TTGGCTG GCCTCCAG CCAGGAGTTGGCACTTACAAGAGCACATCAAGCTACAGTTGTATA 

AAACTGGA I 1 1 I I I I I AACTG AAG ATCCGTGCATATCATTACATGTTAATTTTATTTCAA 

TAAAAATAAAAAGCATCTTATTACTCATAGACTGATCTCATCTCATTATTTAAACTATAT 

CTCATATACACATTATGTTG 

Sequence 6005 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTGAAAATGGAATGGAATCTCCAGGAGTGAG 

GGTTTCCATGGAAGCCAGCACTATCCTTGGGGACACCACTGACCATTAACAGATTAGGAA 

GATGTGCCCATTTTTACACACCAGAGAAANCAGCCCAGAGTTTCAGTTGCCCTTGCTTCA 

GGGCANGAGACCAAGTTGGGGAGTCAGGAACTGAAAGCTGTCTTAAGCCAGTTTGGGGGC 

AGGGTGGGGTCTCAGGCCTTTGGCCCCTGTGACTCCAGGTTTAAGGCATATATGAAGGCT 

AGTGAGCTGGGGTTGGGATGGGATGGCAGGGTTGAAAGGTCAGCATATTTCCTGCCTGCA 

AACCCCCTCCCC 

Sequence 6006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCTGTTCCGCAGGACCTCCACCTTCG 

CCCTCACCATCATCGTGGGCGTCATGTTCTTCGAGCGCGCCTTCGATCAAGGCGCGGACG 

CTATCTACGACCACATCAACGAGGGGGTGAGGGCCTGTGCCATCCCTGACCTTGGACCCG 

CCTGAGGGGTGACAGTGGAGTAGAGAAGCTGTGGAAACACATCAAGCACAAGTATGAGAA 

CAAGTAGTTCCTTGGAGGCCCCCATCCAGGCCAGAAGGACCAGGTCCACCCANCANCTGT 

TTGCCCAGAGCTGGAGCCTCAGCTTGAAGATGATGCTCAAGGTACGCGGGGGTGAGATCT 

AAAGCTGTCTGAACCGTTTATCCATGCCAAATCACTTACTCAACCAGGAAGGCCCACCCT 

TGGCATTTTTGGAAGMGACTTTTATTTC^^ 

TTCATTGGCCCCAGCTTCAAAGTGAGAAAACAAACAAAAAACAGTGAGACAGAAAAAAAA 

AACTGAATCCTAC 

Sequence 6007 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAACAGACACCAGAGGGTGCAAGAGACTGT 
AGACTCCTGAAAAAGAAACCAGAAAACTTTGTCTGGTTAGTGAAATTACACACATAGGC 
Sequence 6008 

ccctttcgagcggcccgcccgggcaggtactttn i 1 1 1 1 i i i i i i i i i 1 1 1 1 i igggaga 

gacagggtttctccatgttagccaggctggtctaaaactcctggcctaagtgatcctctc 

tcct tggcctcccaaagtgctgggattacaggcatgaacaaccacacctggcttgccccc 

ttttattatcataaatgcccctcttcatctcccaamcatttgggatgccattttattca 

ttcatttctagatgctgacatatacattatgtgtactaaataggtgggttaaatgtggta 

attctagttcmgtgtcttaccctgaaamgamgttgtaggttggctgttgaaattcat 

tccttaaAtatgatcagtttgaitgcccggctttattgcctttacaggaatgtgatactc 

anggcttactctatacaccaatgagtcttctttgatcctaaaaccaccactgaagttggt 

taggttcttttggacaaacatgataaactttttcananaci i i i i i i i i i cctttggcaa 

namgggttttgcttcaggtaactaatgaaaaaagtnggcaaccacaaagtntttnaana 

aaanaaaaaattcttgacc i i i i i i i i i i i i i i 1 1 i 1 1 i i i i i i ggggnttnggaaaaaa 

nmtgg gntggttnttcccctnggccccantttttgngagctgntacttttngaggaccc 

1 ii i i i i innatanggggmnaaaaaaatttggtggntttttttnnaacaanngnnnggn 
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NTNCCCTTN ANTTNCACNNGGGG N N NN AAAACTTTTTN N N AATNGGG N CCAA AAN NN ATT 
Mill I AAAAA 
Sequence 6009 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGATGCCAGCACCCATAGATAACTGAGGG 

CCAATGCATCCTAATTAGGAAGGGATAAAAATAAATATATCCATAAAATATAAATATCCC 

CCAATATGCCTGGGACCTGCTGTTGGATGTTTACAGATTGACTCACAGGCCTGGTTGGCA 

GTAGTCCCCMMAAATTAAATCATGGGCTGCTTTGCATATGATTTCGGGGCATAGTTTA 

AAATATAATCATTCCCATCCCAAAACCCTGCAGTTCCATCTGAATAAGTTCAAATATAAA 

CMAATAGAGTTTAAAGGTGTGGATTCTTGAACTTGGGAAGATTGTATGGCAAGTAAGGC 

TGAGGTGCTACAAAATAATTCCTATGGAGTCATCATTAATTAGCCTCCTAATGGGATCTT 

TTAAAAAAAATTGCACCAGAAGGCCTTCTTGTAGAACAAATATAATAAACCCGATGTAAC 

CACTG 

Sequence 6010 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAACAAGGGCCAATGGAAAGATCACAGGGG 

CCATGTGTTCAACGTGAAAGTGAGGAGCCGGAGAGAGAGATGGCCTGTGGGCCAAGGCCT 

TTACAGGGATCCGGGGTGTTACCCAAGGAACTTTCCTGTGGAGAGTTCTAATTCATGGGT 

TTAAAACGAGCATTCAGTGGGGCCATACTGTGACTAAGAGGTGATCATTAAGACATATCT 

ATGCAGTCCATGTGGAGTGTGGGAGTCTGTGGGGCAAGTCAAGTAGATTGTATCTCTAAA 

TCCCACAGGGAGGTGATCACCAGATGTATAAGGCAGATATCTGTCT7TTATAATGAAAAA 

CTGGGAGGMGCAGAAMGTGTAAATTGTGTTAAGAATAACTAAGCCTTGCTTCTGGTAT 

GAGAAAGTTAAACATATTTTCAAAATGGATACCAAGGTGACATAAAATTACAAGAATTCA 

CTACAGCCTACATAAAAAGCAGGCGAGATCTACAGAGAGTTCCACCTGAATCTTCCACTG 

AGTAATGGCTGTGCATGAGTGTGATGAATTAATCAAGACCAAGGAAAGAAACCCCCCAAA 

GAGGCCAGANGAAAAGCTGTGANGCTCACAAATGGNCAGAAACAGTTTGTGTTNCCACTA 

AACANGGTGAAAAATGTCNTCNTATTCATGAACCTTNNGGTNGAGGCCTCAGGANGCTTT 

CCCTGAATAGGGNGG 

Sequence 601 1 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTAAAAAGTAAG 

CATTGTAGTAAATAGTGGATTCTCTGGTGTGT AI I I I I I ATCTCAGTGTTGAAAATTGGA 

AAAGAATGGACTGAAGTCTAAAAACTGGAATAATGAAGGACACTAAATGCCTTTATTGTA 

GATACTATGTTTGTMGTCTATAGCTMGCAACTTAAGCCAAAAAGGTCTTTCAACTGAA 

GCTTTAATCAACTTATTTTGGAGATGTTCTCTTCCCTTATCTCATGCGTCATCCCTAAAA 

TMTMGATACATGGGATCAMTAGCCCTTGCCTTTTCAACACAAATCMGTTGGAAAAT 

TATGGTTTGAGTCCTGTTGCTGCCATGGCTTCTGTTTCTCAGAAATGAGTGTGTATGAAC 

ATACCMTCTATGTAATAGGCTACCTTTTTTTGTCTTCTTTGGAAC7TTGTACCTCGGCC 

GCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6012 

CGCCAGTGTGATGNGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CTATGTTGACCAGGCTGGTCTTGAACTCCTGACCTTGTGATCCCCTGCCTCGGCCTCGCA 

MGTGACTGGGATTACAGGCGTGAGCCACTGTGCCAGCCCACTTATATTATTTCAATTGT 

ATTAMTTCATTTTTGGCCCAGGATATTGTTTCTATTGGTAAATGTTCTGTGTGCACTTG 

AAMGMTGTGTCTTCTGCTCTTGCAGGGTTGAGTGTTCTATAAGGGTCAATTAGACCAA 

GTTGATTGACAGTG I I I I I ICTACTGNATCCTTCCTGATTTTCTGTCTTAATCTACCAAG 

TTCTTGAGAGTGGTC7TGAAATCTCTGATTGTCMTTTGMGTTTTTCTCCTTGAAAGTT 

TTATCAATTTTTGCTTCAT 

Sequence 6013 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAGCCCACCCCACTAGGAACTATGTTAAA 

MNAMTTCMGAAAGMTTTAAGGGAGATTACAGTGTTACTGTGACACCAGGAAAACTT 

AGAACTTTTNNTNGTNAAATNNACTNGGCCAGCATTAGAAGGTGGGGTTTGGCCATCANA 

AAGGAAGCCTGGACAGGTCCCTTGTTTCAAAGGTATTGACACAANGTAACCCGTAAAGCC 

MGGCACCCANACCANTTTCCATACATAGAAAGTTACAGCTGCTTTTATACCCCCTTGGC 
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CCCGCCCAACCGTATGTTTNANAAGAACAGGCATCAATAANNCCGGGCNTNGGCATNAAG 
GNCNNNANGGGAAMTGMCCNATGTTTNGMGGAAAANANAAMNMGGGCCCCATTTT 
TTATTACCCCAAATTTCTTTAAAGGTTTAAAAATTT 
Sequence 6014 

CCCTTAGCGTGGTCGGGGCCGAGGTACATTTTGCTGGGGGGTTCAGACAAGCAAGTATCT 

CTTTTCACCAAGGATGGAGTGCGGCTTGGGACTGTTGGGGAGCAGAACTCCTGGGTGTGG 

ACGTGTCAAGCGAAA CCGG ATTCCAACTATGTGGTGGTCGGCTGCCAGGACGGCACCATT 

TCCTTCTACCAGCTTATTTTCAGCACAATCCATGGGCTTTACAAGGACCGCTATGCCTAC 

AGGGATAGCATGACTGACGTCATTGTGCAGCACCTGATCACTGAGCAGAAAGTTCGGATT 

AAATGCA 

Sequence 6015 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGGTAATTCTTTGGGGCTTTGG I 1 1 1 I I I > 

TCACTCAGCATAATTATTTTGAGATTCATCCATGTTGTTTTTCTGTGTATCATAGTTCCT 

TTTTAAMTTGCTGAGTAGTATTCMTTGTATGGATATACTAMGTATATTTGTTCCTCA 

ATTAMGG ACATT TGGGTTTCCATTTTGGCMTTATGAATAAAGCTGCTATAAACATTTA 

CATACAGATTTTTGTAGGTTTTTATTTCACTTGGATAAATAACTAGGAGTGGGATTGCTG 

GATCTTATG GTMG CATATGTTTMCTTTATMGAMCTGCCAAACTATTTTCTAGAATA 

GCCACACCATTTTGCATTTCCACCAGCAATGTATGAGACTCTCAGTTACTCCTCATTCTC 

GTCAGCACTNGCCATTGTCAGTTTCTTTTTTAAAAATTTTMGCTATTTGMCAGGAT 

GGTGGNATCTAMTTGGGGGGCTTTTTAMTACCACATTTTTTM 

AMTNGGCTGGATGCAATGGCTCACATCTGTNATCCCCAGCACTTTTAAAAGTCTTGAGC 

ANGGTGGATCAATTGCACTCAGGAAATTTGAAACCACCCTGGGCCAACATGGGAAAACTC 

TGTCTTTCCAAAATAA 

Sequence 6016 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGCAGTTTCAGTTGTCTGATGAGAGTTGCTC 

TTTGCTTCCCAGATCACACTTTTTGTTGCATCCTGCAGGGGAAACCAATGCTGTGTCCTC 

ACATAGCAGAAGGCAGAAMGTMCAGAGCCCAGTGTTGCCTGMGCCTTTTTATGAAGA 

ACTTAATCTC ATTAA TGAGGGAGGAGCCCTCATGGCTTGATCATCTCTTAAAGGCTCACC 

MC ATCTGMT TTTAGAGGGAGCACATTCAAACCATAGAAAACCTAATTGAAAAAAAAAT 

TGTCI Mill IGTAAAGCAGTGCAAGAATTCCTTGGAAAGAGGGAAGAAAGCAGCC7TTG 

TTAAGAAAACGCTATGACAACCCGGCTGTAAGGTGGAGGGTAGTGACTAGGACTGAGTGT 

CAGACTGGCAACCAGAAGCTCTTGAAGAAGAAGGCATTTGCTCTCCCTGAAAAGGGAGA 

Sequence 6017 

CCCTTAG CGT GGTCGCGGC CCGAGGTA C I 1 I I 1 1 I I I 1 I H I I I 1 I I GGAGGTACTTTGA 
TTTTTTTTNNAI I I 1 1 I I I 1 1 NTTTTNTNCTTTTNCTGCTGNTTAATNCTACCCNNTTTT 
TNAAAGCANAANNGGGACTTGG 
Sequence 6018 

CCCTTA GCGT GGTCGCGGCCGAGGTACCGGGAACAAAATACAGAGCTCAAGCTTTCAGNG 

GTGCTATTTTATTACTGCCATCAANAMTCATACACCATTCTTTTTTCCTAAAGCAGCAG 

GGGAMAAAAAAMCCTTTNTTTATGCGTTTTTMCTTAGMTTATTCMGCAMTATTA 

GAMTATGTNTATGCTMTACCMGTAGCAGTTTGACCCATGCCTGGAGAGAAGAGCTTT 

CTTTGCTCTNTGACTACAGTGATATATAAAANCATNTCATTAATGAAAAAGTACCTGCCC 

GGGCGGCCCGCTCNAAAGGGCNAATTCCAGCACACTGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnTGGTAAATAGNTGGTTCCTGGGGNGAAAATGG 

TTATCCGNTCACMTTTCCCACACAACATTACNGAGCCGGTAAGCATTAAAAGTGGTA 

Sequence 6019 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATGGAAGTTTTATTTCAAATGTAATAATACT 
CTTCMTAGATGGGGTAAAATAAAGATTGTTTTCCTCCCCACTCCCCAACCCCCCAGCCA 
AATGAAATGGCTTTGGTTATGTTTCTTTACI I I I I I II I I I I M I I 1 1 I AATACAAACAA 
CTTGGGGAAGGTAGATAAGTGCAATGGGAGGGAGGATTGAATTGAATAGTAAAACGTAAG 
CGTATGTGATTTCTTACTTTGGAANANAGGCCCTTTGTTATAATAAAAAAAAAATCGAGA 




WO 01/070979 



PCTAJS01/09126 



TABLE 1A 

539/599 



AAGAGAAAACAAATAAAAACAACAACAATAAACCA 
Sequence 6020 

CCCTTAGCGTGGTCGCGGCCCGAGGTCCAAGTTATTAAGTAACATAATTTTTAAAATTTA 
MGMTGTGTCTTCMCTAAAAACTTTATTCTTTAGCATTTTATTTATATTTCTCTGGAG 
GGTGNTCCCTGTGACMTGGGCTCTTTAGTTTGCTCTTTCAAGAGATACTTTACAGANGT 
TTGAGATGGCTGCCCTGCATTTCCAGCTAATCTCT7TCTGCTCTAAATATTTAAAAACAG 
GTTC TTCTCAM CATTTTCATTCNGAAANGCTTTCTGAMGGTTCCCTATCCCTCTTTAC 
CATAAi Mill I AAATGNTAGCCACATTGNNATAGTAAAACTTCATATATAATGGAGGGC 
TTCATAI I I I I IGGTTATGG 
Sequence 6021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATCAGTAATAATTCTAATTGTTATGTTA 

MTTATTTTG TGCC ACAGAGGTMCAACTTTTCTTGTCMTTGTGTCTTTGACAGTGGCT 

TCCCTAAAACTTTTGTCATCCATGAACMTTGTCTTATTTTGATCCTCTTTAGAAGGTGG 

TTTCATAATCAGATATAAMTTCTMCAGATGCTTTGAATGCAGGTTrCTGATMCTTTG 

GMGTTGTGACATCAGAATACAGGAAAAATTTTCAAGACTCATGGAGATCTGAAATGTTC 

AT GAATAT CA AGCAG AACAAGAATTAGCTGCATTAACTAAACTCATAGAAGTCTGAAGTA 

^^^"'^"'^Z^^^ZZTZ^"^ C^TT AAAACCGTCG CTG ATCCTTTG GTTTGTTTTTTAG AGTTAC 

AAMACTTTTCTTTTAMGCTATTTACAGCTGTTAACAACTGAGTGGAAGTATATGAACA 

GMTTTGGAGCTTACTTMTCTCTACCTTGATTTCTACAGAAATTTGG 

Sequence 6022 

CCCTT TCGAG CGGCCGCCCGGGCAGGTACGCGGGTCATAGTGTAAAGTTTGTGTGGTGTT 

TCTGCTTTTTGTAATGTTTGGAACTTGCCTCTGCAGGTAAAATCCCAGAGGAATCCAAAG 

CCCTCTCTTTATTGGCTCCTGCTCCAACCATGACAAGTCTGATGCCTGGTGCAGGATTGC 

TTCCAATACCGACCCCMATCCTTTGACTACTCTTGGTGTTTCACTTAGCAGTTTGGGAG 

CTATACCAGCAGCAGCACTAGACCCCAACATTGCAACACTTGGAGAGATACCACAGCCAC 

CACTTATGGGAAACGTGGATCCTTCCAAMTAGATGAMTTAGGAGMCGGTTTATGTTG 

GAMTCTGAATTCCCAGACMCGACAGCTGATCAACTACTTGMTTTTTTAAACAAGTTG 

GAGAAGTGAAGTTTGNGCCGATGGCAAGTGATGAGACTCANCCAACTCNGGTTTG 

Sequence 6023 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTNNAAAAAAAAA 

CTTANTGANTGGACTCAACAGCAGAATGGAGATAAAGGAAAGAAATAGTGACTGGTGATN 

GAACAATAGTANCTNCTTAGTCTAAACTGCAGAGAGAAANTTGAGGAAACAANTGAACAC 

TACCTCAGGGACTTATAGGACTGTAACAAAAGCTGCGTTATATGATGCATCATAAGTCCT 

AGAAGGAGAGGAAAAAGGAATGGNTCTGAAAAATACTCAAAGAAATAATGGCTGAAAACT 

TCTTAAATGTGGCAAAAAGTATATAAACCTACAGATTGAAGACAGCCCCAAAGANGGTTA 

AACCCAGACAAATCCACATGATGACGAACCTCTGTATGGTCAAATTTCTGAACGTGAAAG 

ACAGAAAAAAAAAATCTTGAAAGCAGCAAAAAATAGCACCCTACATATAGGGGAAAAACA 

GTTCTAATGATAGCAGATTTCTCAGCAAACCACCATGGCCATGTATACCTATGTAACAAA 

CCTGCACTTTCTGCCATGTTTCCTAGAACTTAAMTTTAAAAAATAAATAATTT 

Sequence 6024 

CCCTTAGGTGGTCGCGGCCGAGGTACGCGGGCTGGGCTGTAGTGCGCTATGCTGATCAGG 

TGTCCACACTAAATTCAGCATCAATATGGCGACCTGCCATGAACAAAGGACCATCAGGTT 

ACCAAAGGAGGAGTGAACTGGCCCAGGTTAGAAATGGAGCAGGTCAAAACTCCTGTGCTC 

ATCAGTAGTGGGATCACGCCCGTCCCMTGTTTTGGGAGGCCAAGACGGGAGGATCACTT 

GAGGCCAGAGGTTCAAAACCAGCCTGAGAAACANAGACAGACCCCCATCTCCACAAAAAA 

AAAGAAAAACTTTAAAATTTGGCAGGTGTG 

Sequence 6025 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTCTTAGTTNTTTTCAACCAGTTCTA 
TGTGGAAAGAMGGTATTTTATTTGACAGTGATACTMCATTGMGGAGTGTTTCCTAGG 
GCCTGGCTCCCGCCAAGCATCTNTTGGGCAGCAAATGCCCTGTTTGTCCCTCACATCAGC 
CCTGGGCAGATGTATTTTCCCTTTTCCTGTTTTACTGATGAGGGAGCTTAAAATTTAGGG 
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AGATTAAGGACCTCCCCAAGATCATAGAGTTTATCACCAATATTTTACTGACTCTCCATA 

ATATAGAGAGCTCTTATCTTAAATGAAT 

Sequence 6026 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTAAGGACAGAGTTCCCTCCATTGTTCA 

TTGAT TTGTAAACCAA AATGTATC TGTGACAGGTATTMTCMTTGAGAAGAGTTTTTTA 

1 1 1 1 lATTTATTrTATTTATTTTTTTGCCAAGGTTCAGGACAGATCCAGGTGTCTTTCTCC 

AAAGATGATTATGATGGTGTTAATATTTAAAGGGGAAAGTGGCCTAGAGGGGAACAAGGG 

AGGGTATGATCATATTACTGTATCCACATGTTGCAGGAGAAATGGAGCAGGTACTTGTTC 

TCTTACAGAT GTCTCAA TTAATTNTAACCTCTATCCCTAATGGTGTTTAAATTTTGGTAA 

ANAAMATTCATTTTTTCTTTATTTTCCAAGAAATGGTAAGCTATCTTTGGCCCCTATGG 

GAGATGTNGACNAGAGAAAACTTT 

Sequence 6027 

CCCTTAGCGTGG TCGCGGC CGAGGTACAAGAAAGGAANTAATGAAGAGCAANGCCGAAGA 

TATTAAAAAAACN 1 1 1 1 1 1 1 1 NTTGATGAACCCNNGAGTNGGTTTTTTTGAAAAGATAAG 

CAGAATTGACAAACCTTAGCTAGATTAAGAAATGAAAAAAGACCCAAATATATAACATCA 

GAAATGAAAAAGGAGACATTACAGCTGATACCACAGAAATATAATGGATCATAAGAGACT 

ATTATGCANCATCTCTATGCCAACAAATTGGATAACCTAAAAATGTATAAATTCCTAGAC 

ACATAGAATCTAACATGAATCATGAAGAAATAGAAAATTGGAACTAACCAATAGCAAGTA 

AAGAGATTAAAACAGTAATAAAGTCCCCCATCAAAGGAAAGCCCAGCACCTGATGACTTC 

ACTGTCCTGCCCGGGCGGCCGCTCNAAAGGGCGANTTCCAGCACACTGGCGGGCCGTTAA 

CTAGTGGATNCCGAGCTCGGNACCAAGCTTGGC 

Sequence 6028 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGACAGGATCTCGGCTCACTGCAAGCTCT 

GCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCA 

CCCACCACCTCACCCAGCTMTTTTTGTATTTTCAGTAGAGACGGGGTTTCACCATGTTG 

GCCAGGCTACTCTCAAACTCCTGACCTCAGGTGATCTGCCCACCTCGGCTTCCCAAAGTG 

CTGGAATTACAGGCCTGAGCCACCCCACCCGGCCTATTTTCTTAAAGGGGAACAAATGAT 

CTTGACAACATATTATTCCATAAAACCAGTTTAGGGGCACANGCCAGTTCCTGATTAAGA 

ACACAGGACCTGTGGGAGGGACTATCAGAGATGCAAAAATTACTTCAAGATGAAGTTTAT 

TGGTTTCA TTTGT ATTGCAAAAGTTAGAAGTCATTTTACAMTTAAAAMACATTTTTTT 

CTTGGTAG Mill AAAAATTAGGGGATTGAAAAGGATCCANGATGGGCTTTGNGNGGGGG 

NCTCAAAATCTCATTTATTAATGAGCCCCCTGTGTATTTATATAAATTACAAGGNGATCA 

TTAAGGGGAAACATTTTGCATGGGTNAMGCTTCATGAMNTCTTTTTAAAAAA 

Sequence 6029 

CCCTTAGC GTGG TCGCGGCCGAGGTACATGTGCTGAAGGCTTTCCCACATGCATCACACT 

TATACGGCTTTTCACCAGTGTGTATTTTTTGATGGTTAATGAGATCAGAACGCCGACTAA 

AGCTTTTGCCACACTCATCACATGGATTTGGTTTCTTCCCAGTGTGGATTCTCTGGTGTA 

GGGTAAGAGCTGAGCACTGACTGAAAGCCTTCCTGCACCCGCGTACAGGTTCTTGGTCCC 

CAAAATGAGGCTTCCCATTCACTGCAAAGAGCAAGCCTGGTATATATGAAATTGCAAATA 

CATTTCTTCCAAATGATGMTGCTTAATCTCTCTCACAMTTCTTTGGTGTCMGTTTTA 

AAACACTGGATCCGACCATTTTCCCGGTCTGCCACACATAATTGGCCCAAAAG 

Sequence 6030 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATCTCTGGGATG 

CAGCTAAAGAAGTGTTAAGACAGAAATTAATAGCACTAAATGCCCACATCAAAAAGCTAG 

AAAGATCTCAAGTTAACAACATCACAACTAAAATAGAGAACCAAAAACAAACCCCAAAGC 

TAGCAGAATACAGGAAATAAGATCAGAGCAGAACTCAAGGAGACAGAGACACAAAAAATC 

TTTCAAAAATTAACAMTCCAGGAGCTGGTTTTTTGAAAAAAATTAATAGACTGCTTACT 

AGACTAATAAAGAAGAAAAGAGAGAAGAATCCACACAATCAGAAATGATAAAGGGGATAT 

CACCACTGACCCCCAGAAATACAAGCCACCATCAGAGAATATTATAAACACCTCTCTGCC 

ATAAACTAGAAAATCTAGAAAAAGAGAATAAATTTCTGGAAACATACACCCTNCTAAGGC 

TGAACCTGGAAGAAATTGAATCCTTGAATAGACCAATAACGCTTCTGAAATTGAGGCAGT 
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AATAGTCTCCTTANNNNNANNNNNNNNNNNNNAAAGTNCCCNGGGNAATGATGAGAAGCC 
CCACCTCCGTGTGTCTNTTTNGTANAATGTCACAGACCCCCCCTGCTAGATGGGCTGGAT 
CATGGGGAAAGCC 
Sequence 6031 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I MUM NGGNNGTNGTNNATATNGA 

TAAMNCCTTNNTNNTTTNNTATATCTTTACATTTTTTTATTATGGMTGTTTTAMTA 

AATTTTAGGGTATTAMTAMTTCTTAAAAAAAMTGTMTCCCAGCACTTTGGGAGGCT 

GAAGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAAC 

CCCATCTCTACTTAAAATACAAAAATTA 

Sequence 6032 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTTNN I M M M M I NNNNNTNNNTTTCTGCT 
TCCTACTTTTCAGG7TTAMTTTATCTTTTTTCTTCTAM 

TTCCCTATCTTCTCTATTCTTTCTTCGCCTTCCCGTACAACTAACGCAACCAAGTGTGCT 

AAMATGAGC7TG ATTAM TCMCCACCTATTTTTGACATGGAAATGAAGCAGGGTTTCT 

TTTCTTCACTCAAATTTTGGCGMTCTCAMATTAGATCCTAAGATGTGTCTTATTTTTA 

TMCATCTTTATTGAMTTCTATTTATMTACAAAATCTTGTTTTGAAMTAACCTAATT 

AATATATTAAAMTTCCAMTTCATGGCATGCTTAAATTTTMCTAMTTTTAA 

Sequence 6033 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I II I I I I I I I II 1 1 M I I I I I I ANT 

ANANACGGGGTTTCACCATGTTACCCAGGATGATCTCAGATCTCCTGACCTNGTNATCNT 

GCCCNCACCTTGGGGGCCCTTCCCNAAANAGNNGGNNTGNANAMTTTNNCAAAAANCTG 

TGGAGNCCNCACCCCNGGTGGCNNTTCGGGGNCCCTTTTTTCTTTTT 

GAMTNNTATANTTTTCANATTNTTAMGGTNTANGGGTTTTTTJTANTTCNCTTANANAA 

TANAAAATTGNTC CNATGN TTTACATANGCACTTATAACANAATTCCATCCANNTNGGGG 

MAAAMCCNTTNTTTTTTCCAACCNCTTTGNNAAAANGGAACCAAAACNCI M I M M I 

TNNTTGGAATATTAGGNGTGCCACTTGGNCNAACAAAAAAACAAGTCCAANAI M M M I 

CCGNAAAAACNTATTTNCCCNGCNAACCCANCAANCCAAGAAAAAAA TTl M M M M M 

TTTT 

Sequence 6034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTAAGATATTTTAAAAATAAGAAAATGTAG 

TTTGTATATGTATGCATTCACATATATATATACATACTMTATGAAGGTTTTAACATAAA 

ATAGCAGTTAMGACCCAATATAGGGTMGTTTTMGAGTTTTTCATGTCAGACCACTAG 

TTATGCTACCAAAAGAATAAGCACCATTCCTCCAGCACAGCAACAATAACAGCAGAAGTT 

CCCCACCCCCAAAAMGTATTATCTTCAAAATTTGTCCTAAAATAACMTTCTTTTAACT 

TTMGMTGGTTTCMTAGTTTGGTTGCAATMTTTTCCACAGCTATGAAGCAGAAAAAA 

AA ATAT AAAAGTTT ATTCTTG G GTTT AG G ACTT ATT AAG AAAATTTCCCCTCCC ATTTCT 

ATCAMTTCACCTGATCAACCGCAGGGTGATGCTAATACTCATTTATATTCCATAGTATT 

TCCAAGAAAATATACATGTATGTATTCTTGGNGTCAGGGAACCAAGTCAGGGAAT 

Sequence 6035 

CCCTTTCG AGCGGCCGCCCGGGC AGGTACGCGGGAAGCAGTGGTAACAACGCAGACTACT 
TTACTTTAN I M M M M M TTTTTTGGATAACTCAGTTTCANATAAACCATCTTGGTTA 
CTGNGCTTNATTTTGGGACCAAAATTTTATTNAGCTTMTATGGACACTGACACATTTTG 
GGGGGT^ACATTAGACATATCANAGCAGTGTATTTNTGGATCATTTTTTAAATGACCTC 
TTCTAAMCATMCTGTCACTTACCTGAMTGCTGNATCCTAAMTTCCAAAATTNTNTT 
GAGCMTCGCCAAGGCCTAAAGCCMCTGACTTAMGGTAMTCATTTTAGCTNAAGATT 
AAATTTNAAMGGCTNAMGMTGTTATTAGMGCTTAGTTTTTTTAAAAATAAAATN 
Sequence 6036 

CCCTTAGC GTGG TCGC GGCC GAGGTACTCCTGCTACTAGCCCGTCCCCCAGGGTCACCAT 
CTTTMTTCTTTTCCTTATTTTCTTCTGGAGAGGCACAAGGMGAATTTTM 
CANGGNATTCAGTCCATTGGCCCCCCTTNGTAAAATNTTAAAAANCNTGNCAAGGAATTC 
GGGAANGGGAAAACCANGGCNCCTTGNAGGAATTAATTGAAGGCTATTGGAAGGCCTCCN 
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AATATTATNTGGGGGGNGNTTNATAGGCCCCATTTTTGGTGATNTCMCCCTTTTTNAAA 
TT 

Sequence 6037 

CCCTTAG CGTGGTCGCGGCCGAGGTAC I M II I I I 1 I I I I 1 I I I I M I I NTTTCTTTTTT 
■ Mill ilsnTCAGTNACCCTNATTACCTGT^GNNANMGAGCCTGMGACAGTTTTTGG 
TGTTGAGCCANACTTGACCAGGGAAGGCGGC 
Sequence 6038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCTACATGAAAAGGGATGGTTTCTTG 

GAGCTTCCACAAACTTAAMCCATGAAACATCTATTATTGTCTATTGNGTGTTTTTCTAG 

TTAAGTCCCAAGGTGTCAACCACAAATGAGGAGGGTTTCTTCAGTGNCCGTGGTNATCCG 

ACCCCTTGACAAAGAAGAGAGAAGAGGCTCCCAGNCTTGAGGCCTGCCCCACCGCCCATA 

NGTGGAGGGTGGCTATCGGGCTCGNCCAGCCAAAGCAGCTTGCCACTTAAAAGAAAGTNG 

AAAGAAAAGCC 

Sequence 6039 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTGAATATTCTTGGTTGGTGGATGTAAAAT 

ATGTMTCTCTGATTTATAGTTAACAATAAAAATAAAAATTTAGGGTGAGTGGAAAGCAG 

TGATTAAMTTAACAGTGTCCTTTGAAAACCTAATCACAGTTAAGTGATGGCATGGCAAT 

GMTTTMTCATATTAGGGAATAAAATACTAGATTTAGTGTATACCAATTAGATATATGT 

TAATTGAGCCCCTACAAAGCCTGAAAGCNTAACCAAAGTGGGGGCTATAACTAGTAATTT 

Sequence 6040 

CCCTTTCGAGCG GCCC GCCCGGGCAGGTAC 1 1 11111 11 1111 1 1 1 11 1 111 I CTGTCCC 

CTCTTACTGTGTATTTTCAMTMCCTGTATCCAAACTTACTMTTCATTCTTCTGCTTG 

ACCAGTTCTGCTATTGAGAGACTCTGATGCATTCTTTAGCATGTTAATTGCATCTTTCAG 

CTCTAGMTTTCTACTTCATTTTAAAATTATTTCMTCTCTGTTAAATTTGTCTAATAGG 

ACCCTGMTTCCTTCTCTGTGTTATCCTGAANATCACTGAGTTTCCTCAAGGCAGTTGTT 

TTGM TTCTCTG TGTGAAAGTTTACATCTCTGTCATTCTGGGATTGATCACTGGTGCCTT 

AmAGTTTTTTGTTGAGGGTTGGNTTTCCTGGATGGTCTTMTGCTTATGGATAm 

TGATGTCTGGGCATNGAAAAATGGGGTGT 

Sequence 6041 

CCCTTAGCGTGGTCGCGGCCGAGGTAC T 1 I 1 1 1 I I II 1 1 I) 1 1 1 1 1 I NTTTGGCAGACTA 
ATAGGT AGTAA AGTAATATCTCATTATTTTTCTGATTTCTMGGAGAGGCAGCATATTTT 
CATGTC ATTTTC CAMTCTG AAAGTTTTCTTCTTTG AAAATTTTCCCTA I I I I I I 1 1 1 I I 
TTTACCATTTTTCTATTGANCCTTATTTGTTTr^ 
Sequence 6042 

CCCTTAGCGTGGTC GCGGCCGAGG TACTTAGAAATAATCAMTTTGTTTATTTGCCATTG 
MCACTTTGGCATGGTmCTTTTTTCTGTTTTTGGTW 

CT TGGC AAGCT GTAGTCCACAGGGTGG CTGCCTGTTTTTGTGMCAMGTTTTGGTGTTT 

TGTTTTGTTTCC I I I II I I 1 1 I I I I I I i I I AATAAGACAGGGTCTCGCTATGTTGCCCAG 

GCTGGTCTTGAACTGGTAGACTCAAGGGATCCTCTGCCTCAACCTCCTGCATACCTGGGA 

CCATAGGCACATGC TACTG TGCCTGGCTTCMTTTTTGTAAACAAAGTTTTATTAGAACA 

CAGCCATGCTCATTCTTTTACCTATTGNCTGGGACTACTACAAAGGCAACTTGGGCCCCT 

CMGGCCCAMAATA TTACT ANTCTGGTCCTTTAAMAAAAGTmG^GACCGGTTNTT 

CTATATAATTGAAGCCTTTTCThrTAGGCTTAATTCTTTAATTGGCACCCACCAACTn^ 

GGCCCCTT 

Sequence 6043 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGCCTAATAGTCTT 

GGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTGGCACGGTGGTC 

AGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACTTCTTCCAAGGT 

TACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCAGGACTCTACCC 

MAGAATGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGAAAAGAAGTGTT 

TGAAAGATGTATGGTGATCTTGAAACCTCCAGACACAAGAAAACTTCTAGTAAATTCAGG 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

543/599 



GGMGTTTGTC TACAC TCAGGCTTGCAGTATTTTCAGCAAACTTGATTGGACAAACGGGC 

CTGTGCCTTATCTTTTGGTGGAGTGAAAAMTTTGAGCTAGTGAAGCCAAATCGTAACTT 

ACAAGCAMGCAAGCATGCAGCATACCTGGCTCTTTGCTGATTGCAMTAGGCATTTTAA 

AMTGTGAMTTTGGAATCAGATGTCTNCATTACTTNCANGTTAAAAGNGGCATTATAGG 

TGTTTCCT 

Sequence 6044 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 11 I 11 I I I 1 II II I 1 I GCAAAATAAAT 

ACTTTATTGTTT TMTA TATATATATTTTAGAAATCAGCCTTTGTGTGATATTTCMGC^ 

TTTAT AMGCCCTTTTANAAMTTNTTTCAAANNAAACACTGGNTAACAAACTCAACCAC 

TTTTTGATTAAAAATATCACACACAAAGAAAACACCAATAGGAGTTTGAAAAAATTATAA 

ATGCTAGMGAAAAATTCTMTAACATTTGGTGGTTACTTTACACATTTATTTAACACAT 

ATAAAACCCAAATGGGAAACCATTTTCC I I I I I 1 1 I CATAAAAACAAAGTTTTCACTGGG 

TTAAAAACCTGGAACCTAAAAATC 

Sequence 6045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCAGGGAACCGCTCAGATACCCTT 

CCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCT 

TTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTC 

TTGAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATCTGAAGGA 

ACAAACTCCAGACACAACATCTTTAACAGCTGCAACACACACTGTGGAAGGTCCACGGCT 

TCATTCTTGAAGCCAGCGAGGACCACGAACCCTTCTGGA 

Sequence 6046 

CCCTTTC GAGCGGCCGCCC GGGCAGGNAC I 1 I I I 1 1 I 1 1 I I I I I I I I 1 1 I M I 1 1 M I I 1 
TTAAATNN 1 1 I I I I I I I I I I I NTNTNTTTNNNTNTTNTNNNNTNTNNNNNNNNNNNNNNA 
AAAAAAAAAANTTTTTTCCCCCCNAAAAAAAANTNTNCNNANAAAAATTTTT^ 
TTAAAAAAAA 
Sequence 6047 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 I I I I I 1 I I I I 1 I I I I 1 1 1 I I 1 1 1 AAA 

MNTGMTGTGNAAAANTGGGTTTATTTATATGAGCCCTTACTTCTTTTTTTAAATACAA 

ACATTTAAATAATAMTTTCCCTTTATGCACCATTTCACTGCATNCAATACATTTTCGNG 

TGTTGGGCCCTCATTCTACATAATCTTAMGTATTTTCTMTTGACTTTGGAGTTTCTTC 

CTTGNCCCATTATTTATTTAAAANTGNGCT^ 

TTACCCGCGTACCTGCCCGGGCNG 

Sequence 6048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGTAGCTACACTACACCATTCTAGGGT 

CATTGCTGCCACTACACGTGGCTTCATAGAGCCTGGGATACTGCCAATTTTTATCATCTC 

AGAGTCCAGAGTCACCACTGCATGGTGCCTTATCCCCCCAGGATCTAAGTTGTCTCTGAG 

CCCTGTTGGGTCTGGTTCCCAAACTGATGCCTACCCTGCTCCCTAGGTCCAAACTTTCAG 

AGCATTTCTAGGGCAGAAGTGCTCTGAAGGTTTGCACCTGGGGAGCAGGGTAGACTAGAA 

CAGAGTCTCAGCTACAACCAAATTCCCTTGGTCTGAACTGCGAGGGGTGCCTCAAAAGTC 

ATGGGTGCTGCTTCTGTGGGCAATCTATATCCAACACTGTCACAGAGAGTGGATCTGCAC 

CTTANGACCCATATGCCACAAGTAGGTTCATGAGGACCTGAGCCTANGACCTCACTTTAC 

AAGCTGCTCTGAATAACTGCACCCTGGAACCCANCACTAAGTGTGGCTACTTGCANGTCA 

TGTCAGACTGACACAAMGAAGGATCTNCATGGCTTMNTTTCCCCATTGGTGGGGGAAA 

ATGA 

Sequence 6049 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCAATATTTATGCACAATTTGNTAGTTTAGNAG 

TAGACAGACNGGNAGAGGCTTACTGGGAACATGAAAACGTCGGCTTGGATTAANGCCACA 

NCTATTTNTANGATNNTCAATGAANATNCNATTGATAAAATNNTNNAATTNTAGNGNAGG 

GTAATGGTGGANTTNNTAGGNNNGNCTNTCNATTNGNANCNNNAANCTGTGGCNGCTTNA 

TGNMCCATGANTGTMNNTTGNANTTCNGTCTGAAAANCATAACGAGACCTNTTTTTTG 

ACACATATGTGAAAAG Mill 
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Sequence 6050 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 I I I I I I I I I I I I I I I I I I I AAAGTTC 

CTCTTGTGGATAACGCGTGGCCTTTCAGGCTGAGAACTATGAAACAGGCAGGCTACTAGT 

TAGGATTAATAAAAAAATACCTTGATCTGCTGTCTTCGTAGCATGGCAAATTCTCTCATG 

TCTCGGAATGGCTGTAGTAAATACTGATAGAGTTCGGTTGTAGCTTCTGCAAGGCTGGTG 

TAGGCTTCATCCTCCAACTGATACAAGTCCAGAAGCTCCACCATGCTCTCTGTATTCTTG 

NGCTTATCCAANAG 

Sequence 6051 

CCCTTAGCGTGGTCGCGGCCGACGTACGCGGGGAGTGTAGCCGGCCGCTGNNAGNGCGCG 

TGGCTGNCGGAGNTAAMTGTTNNTTAANCTCTTTCMCTCCTNTNGCTTNTTACGTTTA 

ACGAGAMCGACAATCACTG7TTTATATTGATTAMGTCCAGTTACACTTTGGCAATGGC 

TGCCATCCGGAAGAAACTGGTGATTGTTGGTGATGGAGCCTGTGGAAAGA 

Sequence 6052 

C CCTTTCGAGCGG CCGCCCGGGCAGGTA C I I 1 1 I I I I I I I I I I U I I I I I NGCTCTTTTT 

Gl 1 1 1 I I 1 1 I I I I I AATGAACTGCTTGGACTGACAAAATCTAGCCTGGCCAACATGGCAA 

AACCCCATNTTTACTAAAAATACAAAAATTAGCTGGGCGTGGTANCATGCCCCTGTAATC 

CCMCTACTTGGGANACTGAGGCATGAAMTCNTTTGAACCCGGNAGGTGGAGGTTACAG 

TNAGCCNAAATCGTNCCACTGCCCACCANCCTGGGCAACTGATTGAGGCACCNTNTCAAA 

AMCAAACAAATTAAAAMACAAAATTANMTATTTATCAAATCCTTTACTTACCAATNA 

AAMCTTTTTCCAAAAATGTTGGGNAAATCATMTATTCATTATTATMCCCACATTTAA 

AGTAAATAAATTCAAAANCCCATAATATTAATAAATTTCATAACCCTTTAAAAACATATA 

ATACTCNCT NTAA AATTTCCAAAAAATTNNNNTACAAACCCCANCCCAAATNAAAAATNC 

TTCCCMCATTTTAMCTAAAAATTTAATTTCCAAAAAATTTATTAAA 

AAMATTACCTTTCCCNCNTTTTTTATAACTTCC 

TNTNAACCAAAAATTCTAAAAACNTTTAAAAAAAA 

Sequence 6053 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTAATTACATCATCTTACTGAACACTACT 

GACTTTACT GMTCTA TTCCTTGATTTGATGTTACCTTTCATACAAATCACAGTAGAAAA 

ACGTATGMTTTTTTTCMTACAGCCMGATGCTGGCTTCTCACCTGTGMTATAGTTTT 

CACGATTGGGTAGGTAGATCATAATTTATAACCAAAGACACTTGTTGCACATCAATCCCG 

CGAGCCTGAMCACMTGGCATGTTTTAAAAATTGATTCAAAAAAACTTGACACCTGTCA 

TGTAGGCCACAAAATAGTAGCCGAACTATACTAAGTGGTATAGCCCACTGTGGAGTGTGG 

GTCTTTTTAC TCTTC CAAATAGCCCAAGTTGGCAAAGGTTACTTAAAAACCTGCCCCCCA 

AAMGCTAACTTTTTGGTAGATTTTTTAAAAAGGCATTANGAGACTTACCAACAAGTCAG 

TAGNTGATCAGAAACACGACTTGACCCTTGACCGGGAA 

Sequence 6054 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACATGAAGAGTGTGAAGCATAGATCC 

AACAAAGACAATCTGAGAGAGGCCTTCAGAATTGCAGAACAAGAATTAAAAATCCCCAGA 

TTGCTGGAACCAGAAGATGTGGATGTTGTTGATCCTGATGAAAAGTCCATCATGACCTAT 

GTGGCACAGTTTCTGCAGTATTCCAAAGATGCCCCTGGGACTGGAGAGGAGGCTCAGGGA 

AAGGTGAAAGATGCTATGGGCTGGTTAACTCTGCAAAAGGAAAAACTACAGAAG7TGCTA 

MGGATTCAGAGAATGATACCTACTTTAAMAGTATAATAGCCTGCTGTCCTTTATGGAG 

TCATTCAATGMGAAAAMAGTCCTTTTTGGATGTCCTGTCAATAAAACGGGATCTGGAT 

GAGCTGGACAAGGATCATTTACAGTTGAAAAGAAGCCTGGGATGGCCTCGATCACCAGAT 

TAATGCATGGA 

Sequence 6055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCGTGCTCCCAACGTCGCCCCGGTT 

TGACGCACACGGCACCAMCTGTTTGATTTMTTTTGGATGAGATCGTTCTTGCAGCAAG 

ATGTTAATAAAGACAAAATNTTNNACTAAAATGGTGTTAAAATGGGGCTTGCCAACAATA 

TGGATGATTTGAAGATAAACACCCGATATTACTGGTGCTAAAGAAGAACTCCTAGATGAC 

AACAATTTTATCTCAGACAAAGAGGGCCGGAGTTCATAAGCCAAAAGATTGTCAAACATC 
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ATTTCAGAAAAATAATACGTTGACTCTTGCCTGAAGAACTGTCAAAGGACAAATCTGAAA 

ACGCCTTAAGTGGAGGCCAGTCTAGTCTATTTTAT 

Sequence 6056 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTN 1 1 I I I I I 1 1 1 1 1 I 1 1 1 1 I 1 1 1 I I I CTGA 

CAGTCTCACTCTGTTGCCCANACTGGAATACAGTGGTGCGATCTCGGTCACTGCAACCTC 

CAACTCCCTGGTTCAAGTGATT CTCCTG TCTCAGCCGCCCAAGTAACAGGGATTACAGGC 

ACGCACCACCACGCCCAGCTAATTTTTGTAT7TTTAGTANAGACAGGGTTTCACCATGTT 

GGCCAGGATGGTCTCAATTTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCAAAGTGCT 

GGGATTACAGGTGTGAGCCACTGCGTNCAACCTGGNGAAAATTACTTTTATGCATTCATT 

TCATATTTCT TAAA CTAGCAAAACTTGTAAATGCACAGTTTTTATCTACCCTGAGAAACA 

AAAATTTACCTTTTGGCATACATGAAAAGACCGAAGCTGCAAGGATAACTNTCAAGTAAA 

CATTGGTGGCTTNATTCCAGGCTTNGTGAACAGTNTAATCAATAGAACCATTGGNACCCA 

TACTNCATAACCCCCACCATGGGGGCTGTAAAAAAAAAAAAAAAACAGGGTTCTTTTAAT 

TAATGATGGNAACCCTNTNTNGAAAAAGGGTGGCAAACATTTTGGCTACTGGGCNAATCA 

NN CCCCC CCCTGTTTGGGGGCCGGCCCTTAGCCAAAAAGGGGATTAACTTTCTNAAGGGG 

NCATTTTAMNNGGGCAGTTGGCCCTTTCATTTGAAGGGTTTGGATCCATNATTAACCAA 

TTGGGAAGGGAAATTTGGGGAAAAANCMTTTTTAMAMCCTTTTCCCCCTTTT 

Sequence 6057 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGG7TNTCTTCACATTCACTT 

ACTCCTTAGCAAAGATTGCTCTTGAATGGGAGAGGTTGCGGAAAGAGCCAAAGCCAATTT 

GGAGAAGTGAGAAACTTACAGGTTTGAGGAATGGTGAAAGTCAGCGAAGGATCTAGCCTN 

CTTAGATGATGAACANGCAAAGTCAGAGAAAGGAACCACAGGTGAGAGAATTGGCATATG 

CCCCTAATAAAAATCACACAACTTCAAGACACACACACAGACACACAAATATTNATGCGT 

TATACCCATTCAAGTA ACTGGAT ATTTAATTCATTCTATGCAATGAACAGTCAAAATGCT 

TGGAAAGGCCCCATAGTTTTTTGGCCCTTTTGGAAAGCMCATATGTCTTTTTCTTGCAG 

GAATGTCTGAGTTGCACAAGTCAAAGATCCGTGCTGNTCAATNGGTCCTmTCTCANCT 

CTTNCAAGTTAACTGGTTACTTGACCACCACTTAANTTNAACCTTTACAGANGTGACCAA 

GCCCAGGCCAGAAATNNAAAATGGGATTTNGNNTGCACCTTCANGAAAAGTTATTTATGG 

T GTGCT TCCAAAGANTCACTTACCTAAAAATNGGTTCTTCAATTGGTAATTNGGGACAAA 
A 1 1 1 1 1 AAAT 

Sequence 6058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTMTTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCGCCTCGGCCTCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCG 

CCCAGCCATCAAAATGC77TTTATTTCTGCATATGTTGMTCTTTTTACAATTTAAAAAA 

ATGATCTGTTTTGAAGGCAAAAATTGCAAATCTTGAAGTTAAGAAGGCAAAAAATG 
Sequence 6059 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCACATTCTTTTrTTAMTTTATTTTNTTAGA 

GATGGCCTCTTGCTGTGCTNCCCANGCTGAAGTGCGGCGGTGCAATCACAGNTNACTGNA 

GTCTCAAACTCCTGGGGTTAGGGAATCCTNCCACCTTAGCCTCCTGAGACTGTATCTTTC 

TTA TAGAC NGCATTCATTGAAAATAGTTCTATAAAAGTTTATAACCAACNTAATTACAAA 

GAGTnTAAAGACTNCTACTGAAAAATCACACCTNCCTAATCCAGTAGGG I I 1 1 1 1 1 1 1 I 

TTCAGATGMGAAATGCATNGCTTTTGGAGGATCATAACCCA A) I I I 1 1 1 I 

Sequence 6060 

CCCTTTCGAGCGGCCGCCNGGCNNGNACNNCGCCGCAAAAGCTAAGATGTTGAGGAAGAG 

GANCAGACACCCCGACATGCAATGGTGACACTTAATTNGGTGGAATAATCTCCGTTTGGT 
TTCAATTG 

Sequence 6061 

CGGCCC GCCA GTGT GATGG GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACTMTTTTGCAAATTTTCTGTTTGMGTTATTTCAAGTAAAATGTTATTCAAAGTGA 
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TCATGCTGGGCATAAGAAAGAAAAAGGAAAACTGATTGATGTTAATAAGTTATGCGGTCA 

TGCCATCTATACTAGCTTT TCTGGTTTT CTGACCTTAGCCTCTTTTTTGMTTATTAGTC 

CTTATAA AGAG CTCAAGACI U M I 1 1 TCTTTTTCTTTACATTTTACTTCTAACTGCATT 

GATGGTCTTTTCTATTGATTATTGGTTCAMATTAMTGTCTTTTTTTCTATGAA 

TTAAMGTTCCCAGGCCTCATTTCAGATCAGAGCATTTTATGGGCATTGTTATAATTGGT 

AACTCTCCTTGCTTTCTATCTTGNTCTGAANAAAACTC 

Sequence 6062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTGCCTCCCGGGCTCAAGCGATTCTCCT 

GCC TCAGC CTCCCAAGTAGCTGGGATTACAGGCACCTGCCACCATGCCCGGCTAATTTTT 

GTMTTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACC 

TCAGGTGATCCACCCGC CTCGG CCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGC 

GCCCAGCCA TCAAM TGCTTTTTATTTCTGCATATGTTGAATACT 

AAATGATCTGTTTTGAAGGCAAAATTGCAMTCTTTGAAATTAAGAAGGCAAAAATGTAA 

AGGAGTCAAAA CTATA MTCAAGTATTTGGGAAAGTGAAGACTGGAAGCTAATTTGCATT 

AAATTCACAMCTTTTATCTCTTTCTGGATATACATTNTTTTTCTTTA 

Sequence 6063 

CCCTTAGCGTGGTCGCGGCCCG AGGTA C I I I I I I I 1 1 1 1 I 1 I I i 1 I I I 11 1 1 NCAATTGA 

CATCTTAGCTCCAMATTAAAAGAGCNTATTTTMTGGGAGCTGGTTTAAMCMTTTGA 

C ATAA GTTAGATMCAGTTTGGCAAATGTGTCTGTGCTCAGTTTTGCTTCCAAATTTGGA 

CTTTTAGACTTATNGTCAGCCTCAGAAAGAAATAAGAAGCTGTGCANATAATTAAACATT 

TGCCTTGGGGG 

Sequence 6064 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I I I I I I I I I 1 1 I I M I I II I I GGGTCTGT 

TCCTCTATTGGGGGGGCCACAGTAGGGTGTTTTTTCAGGATGGGGGGAAGAAGGAAGGAG 
TTTTTGT 

Sequence 6065 

CGC CAGTGTGAtGGGAT ATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
TTTNTTTTTTTTN I I II I I I I I A GACNATTNCTNNTTTTN I I I I I I I I I I I 1 1 1 I AT ACT 
TCAAMGCMTTTTCCTTTATTAAAANAATGCTTATAAA 
Sequence 6066 

GATATCTGCAGAATT6GCCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTTACTCAGCTCA 
GGCTGCTAGAACAAAGCACCCTACACTGGGTGGCTTATAAAGAACAGAAATTCATGTCTC 
ACAGTTCTGGAGGCTGGAAGTCTGAGATCAGGTAC I M I I I I I I I I I I I I 1 1 II I I GCCG 
ACAATTCTTCAATGTGTCTCAACTTTCTG ACTTATTAC AAAC A I I I I I I I ICTTTAAACA 
CCAGTTAGTTT ATTTCAGGA CMGAATTTACCATATMCACTCTTTTTACATAAATTCTG 
TCTCCCCCCACI M M M M M I GAAG ATAACCATTCC I M 1 I I M I i 




Sequence 6067 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACGAGTCCTGACAGGCCTGGACCTCCTACC 

AGANCGCTTGTCAMGGCC CAGTTAC ATCTCATGGCTTTAGTGTCAAATGGGGTATGTTT 

TGCTGCTNC TTGCT TACTGG I I I I I I I I I 1 1 I I I I I I I CCTTTGAGATAGAATTTTTAAA 

AMTGATTCATTTTAGTAGTGACMGCCAAMAMTTGTGGATGGTATTTGCNGAAGTTT 

TCTGCATTCGGAATATATGTGTGAGAAACATCCTGAGAATTCTACAAATTGGAATGGACA 

ATTTCATTAAAATGTAATC GTAATG G AC AATTAAATTTTTAG NG G AAA7T 

Sequence 6068 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTGGGTGAGTTATTTATTAGTTGGGTTTTTT 

TGCMTCAGAATTAAATTGTCATCAGTTTMTATGATCATTTATAAAATGTCGTTTACAA 

GCCTCATGGTAACCTCAAATCAAAAGACCTACAGTAGACATACAAAAAATAAAAAGCATG 

AAATTAAAACACACCATAAGAGAAAAATCACCTTTATACAAATGAAGATAAAGGAAGAAA 

GAAGGGCGATAACACCAAAAAAGTCAGAAAACAAATAACAAAATGTCAGTAAAGTCCTCA 

CATATCAA 

Sequence 6069 
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CCCTTGAGCGGCCGCCCGGGCAGGTACATACAAACAATGAAAACAAATCACATCCTTAGG 

TTCCATGATTACCGAGATGATTTCCCCTGCCCTAAGTGCTTTATTATATTTCTTAAAAAA 

TATAGGAGCAGCAGCTTATCACAAGTCTCCACAAGTGCATTAATGATGGAATCAAAACAA 

CACAACAGATTCATAAGGATGAGAGAACTGCAGAACAACCAGAAGTCAGTTTTATGCTTC 

TTCTTGTTCTGGATMTTCAGAATTTTGCGGTGTGCCTGTCGTAMTATTGCTGCTGTTT 

GMGTAMCTTTAAATGCTCCTTTTATGGCAACAAACGCAATTCCACCCAAGATTGTCCT 

TTGTAMTTAGMGTTAACACTACTGAACATCAATTTACCAACTATTGTAGCAATAGTAG 

GAAAGACAAGGGCTCCACACAAGATTCGAGTAGCGGAGACATGATCTGCTAAAGGATTGG 

CCTCAGCTGGAATTCGAGGMCAGGACMCCTATCCCTGGAMTATACTATTTAAAATTT 

GGTAGTTTAT 

Sequence 6070 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTAGCACTGATATCTCAGGTGAGTGTTCCG 
AAAAT MTGTCTMGGMCCACAGG CTACTTGTTTTTGCTTATGAGTCMGGCTTCATTC 
AGAAC1 I I II I I I I I I I I I I I II 11 1 1 GGAAATGTAAAATATTTTTATAGTTTGTTCATA 
CT ATATGA GGTTCTATTTTAMTGACTTTCTC 

TCATTTTTGTMTATTTATTTTATGCTTATGATCTAGATMTTACAGAATATCATTTTAT 

CTGACTC 

Sequence 6071 

CCCTTAGCGTGGTCGCGGCCGAG GTAC 1 1 I I ll I I I I I I I I I I I II I I M IG I I I I I II I 

1 1 I I I l l l l I I I l l ll l l I I I I II I I TGCCGATGCTACTATTTTATTGCAGGAGGNGGGG 

GTGTNTGCNCCGCACNCCGGGGCTTTNAAAAACAANAAGGAAGGNGGGAGGGCANAGCCC 

CTTGNTGANCAANAAANGCCGCCTGCTGCCTTNTTTGTCTGTCTCCTGGNGCAGGCNCAT 

GGGGANACCCCGCGTACCTATNMGCCTTTTTTTATTNTTCATGAATAACTNAAAATCAT 

GCCTCATTTTATT 

Sequence 6072 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 

TGT CATT GTA TGACT ACTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCTG 

ATGTTTTCACATTTTAAAAMTGCTTCCTGAGACTTCTTTAAGCTCCTCTMCTTCTTCA 

G TGCATT TGGGATCAMCTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTGC 

AAm 1 1 ICAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTTG 

CAGATTTGA 

Sequence 6073 

GATATCTGCAGAATTCGCCCTTAGCGTGG TCGCGGCCCGAGGTACTTTN I I I I I I I ll 1 1 

I I I [1 I I I I I I I I I I I IAI II 1 1 I I 1 1 I I I I I ITTNI I I I I I I II I I I II I I I I I II I M 

I 1 1 I I I I H GGGGGNANNNNTTTTNAAANTTTTTTTNNNACNGTNCNAGGGNNAAAAAAT 

TTTTTNGAAAAAAAAAAN 1 1 I I I I I I ICTNTGGNCCCCAAAAAAAAAAAAATNNANTTTT 

CNGGGGGNTNI I I I I NANNNGNNTTTTTTTNNNAAAAANAANNMTTTTTTTNTACNNCC 

CNNTT AAAAM ACCCNCAANTTTNTTTAAAAAAAAAAAAAAGGGGGCCNAATTGGGTNCT 

CCCCCi i i i mNAAAAANMTTTTNNTTCCCCCAAGNGGTTCCNNNGANGGGGGNGGNNA 

AAANNmN NMNC CCCNGGNTT^mTAMNTGAMNGGNTTAAAAAAGGTTT^•GGGCC 

CCCCAAAAATniTTMNNCCCCTTTNAAAM 

MMANATTTTTTCTTCCCCMNAAAAACCNCGNNNGGGGGTTTNGGGGGNCCNTNAAGG 
GGGAGACCCCNCNACNCCCTTTTTTAAANGGGGNNNNCCCCCCCNCAAAGGGGGGGGNGG 
GGATANAAMTTTTTTAAACCCTTTTTNGGNNAAAAAAAAAAAAAAANGGGGNNAAAAAA 
AAA 

Sequence 6074 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACAGGGATTACAGGCGTGATCCACGATACCAGG 

TCTAACCTCTCATTTTATT7TAAMGAATAATGCTATTTCAAATCCTATTGCTCTAAAAA 

TAMCTTAGTTTCACMGMCACTANCATTATCMCCAATTCCTGGATTTTCTTTGAGCA 

GCTCTAGAATTAATGTTAATACCMTTTTTCTTCTCTGTTATTTACTGTCATGTGGTATC 

CCAAAATTATTMCMGTGAAGCMCTATTATTAATTTTAAAAAGATTAGGGTTTTCGAC 
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CTTMTGTTTTCMACCTTTATMTTGGACACATCTGATTAAAGCTAAAAAAAAAAAAAC 

TTTATTAATCTAGTAGAATGGTTCATT 

Sequence 6075 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAMGA AACTACAG TTGACCC7TGAACAACACAGATTTGAACTGCGCTGGT 

CCACTTATATGTGGAI I I 1 1 I I I CTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAAMTCTGCATATACTMGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCCGAATTCCCCGAGCATGCTGAGGGGATGACTGTATATGTGAATAAGACTTAAAT 

TAT ATTTC CAAACTTGGGATGGMTCAAACATTTTAGTAACAATTCTGTTGATTACACTT 

CTAi M I iMTCTTGTAGGACTGTATTTATTTTTTATTTTTGGGGTTTGAATATGGGGGN 

GTGTATGNGTGGTNGGNTCGGGAAACAATTATAAMGATTTGNGAATTATTTNGGGATGT 

ATGCCTNTTCCCAAATACTCCNNTTTCCCTTCTTT 

Sequence 6076 

' CCCT TAGC GTGGTCGCGGCCGAGGTA C I I I 1 1 I I 1 I 1 I I I I I 1 t 1 1 1 1 M I CCCTGAAGG 
MGGTTTTCAACTTGAATGTATGGTGACMGTTTTTNTTGTTGTGGCAACCTACNATCTT 
T TAATA CTTNTANGGNATTCCNNGCCATTTTNAMGGGNTGTNTTGTTANAAACTATTNT 
GTTTTAAAMAMMTMATTCGTrTAANGTTNTTTATGGGGTTAAAAGGGAAGAAAATN 
CA MTTTN CATTTCTTT ACATA AAAAAAAGAAACCGNGCAAGGAGGGGGACTCAGGNAAA 
AAAATTTTNCAMCCAATTTTANCMCNTTGAMNAGCCCAAGGGMNATTTCAT 
Sequence 6077 

CAGAATT CGCC CTTTCNAGCGGNCGCCCGGGCAGGTACTGGATTTATGCAMTGTCTTTT 

CTGCGTCTTTTGAGATGAGTATCAGG I I 1 I I I I I I I I I CCTTTTATCATCTGATGATGAA 

CTTANTGTTTCCATTTGTAT TAAT GGGANTACTAAGTCCCTCTTGTGATTTCTGAACCAA 

GCTATTCCTAAGGCCTGAGTTTTATTTTGTTGACACAGAAAATNAATTAGAAGGCCAAGC 

CGTGGTGGCATGTGCCTGTAGTCCTAAGTTGCTGAGGTAAGAAGGATTGGCTTGAGCCCC 

AGGMTTCGAAGGCTTGCAGCCAAGCTTTTGATTGCGCCACTTGCACTTCMCCCTTTGG 

CGACAGACTAAAGACGCTTGTCTCAAAAAAAAAACCAAANANCGACCAAAAAAAAACAAN 

ACCAGGAAAAAATAAACCTAAGGCAATGACNAGTCCCTGGCAAATGCTGGGAAGGGAAGG 

CACCANTGGGTCAGGGAAAGGTACCNTGAAACANGGGCTTGTAAAACAAAATAANAATTG 

GGGAGGGCCAAGGNTGGGTGGATCCACGAAGGTNAGGAGTTCGANACCNNCCTGGCCCAA 

CAAAAGTGAAACCCCCGTTTTTTNTTAAAANTCCCAAAAAA 

Sequence 6078 

C CCTTA GCGTGGTCGCGGCCGAGGTACAATACAGTGTTCAATAGTTTTTATTGCAGTGAT 

GTTTTTCCAATAATTTAAGTAATTCTCTTTCTAGTATAAJACAGTT1TCATAMTAATGT 

TTACTTGCTTTCTTTACATTTTCAAATMAATTAAAATGCTCGAGCACTTCCTTTCA 

AGTTATA AAATTA AAMTMTTATTTTAAATGCTCATTCAAATGTGTCTGTATACTTGCT 

ATGCCCCTTTTTCTATMTTCCAMCTGAGACTGATTm 

TMTTTTAMTCTAGAATCMGTGAAACAGATATGTTAMTACTGAGTCTAGTTTTCTTC 

CATCTTATGGAGCTTCATGGMTMGAMCTAATCTAGTGCAAATGAAGATTAAATATTT 

CTGGGTGATGGAGAGATAGTCMCAMTTTATTTATCCATCCTCTGCACATCAGTCCACT 

GGGGCANGAGTTCTACCATTAAAAATGTAATG 

Sequence 6079 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 II I 1 1 1 I 1 M I M I 1 1 1 I 1 1 1 1 I I A NTTT 

M M M 1 II I I I I I I 1 I I I I I 1 I I I I I I 1 I I I | M I | NNNNCCCAACCNANANAATNTTT 

TTTTT NAAAAAAMCAMNCAGGTAAAAAAAAAAAMNTTTCCTTTTTCCTNTNGGCNCT 

rm iGTMNNTAANGNNTGNNCNNAANCCCNNNGGGNCCNGTNMTNTTTTTTTGTTTG 

AMNAAMNAGGANNGI^nTTGNTTTTTTTCCAMNNCAAAAATTTTTNG 

AAA 

Sequence 6080 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGTCCCTCTGAAAATTGTCAGTGTTCCTTCAG 
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TTCTCTTTGGGTCAACTTCAGTCTAAGAATAGGTCTTATGCCAGTCAAGCTGTACGCGGG 

CAACAACAGCCAGCGGCTCCTCAATGTCATCGACATGGCCATCTTCGACTTCTTGATAGG 

GAATATGGACCGGCACCATTATGANATGNTCACCAAGTTCGGGGATGANGGGTNCCTTAT 

TCACCTTGACAACGCCAGAGGGTTCNGACGACACTCCCATGATGAAATCTCCATCCTCTN 

GCCTCTCTCCCANTGCTGCATGATAAAAAAGAAMCACTTTTGCA 

Sequence 6081 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGAGCTTATTACTAGAAGTTGATGCAACATC 

TMGTATTCTGTTGCTATTTCTACCAGCGAAGTGGCCTGACCATAAGCTACATTTGAAAG 

AAGATCCAMTTTAATTAGCGTGAATMTTTTGMGATTGCAGTTTGTGTCCCAGTGTTC 

CCATTGAACATGGATTTCGTAGACAACAGTCTAAGTCAAATAATGTTGAAGAGACTGAAA 

TACATTGGAAACTGATTCCAATTACAGGAGGGAATGCAAGAAGCCCAGAAGACCAGCTGG 

GGAMCATGGTGAGAMCAAACACCAGGTGAGMGGCTTGCTTTGC7TTTCTTCCCAAGT 

GT GCCCTTC TTCAGAGTTGCTACTTGCATTTCTGATACTCCATCAATAGGGCATTGACTT 

MATTTTTTTMTTACAGAAAATTTGGACAGTAGCATATTTATTTATA 

Sequence 6082 

TGTGATGGGATATCTGGAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAGCTC 
CACAAACGTGGCCATGGTTGGTGCGGAAATGATTCTGAGTGAGCAGGTANAAGTCTCACG 
TCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAA 
TGMGCCCGTGGACCTTCACAGTGTGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTT 

TGTTCCTTCAAGATGTGTCTGGAGTTTCTCCCTTCTGGTGGGTTTGTGGTGTCNCTTGAC 
TTC 

Sequence 6083 

CCCTTA GCGT GGTCGCGGCCCGAGGTACTCAAGTMCAGAGTTGMCCTTCCTTTTGACA 

GAGCCGTTTTGAAACAGTCTTTTTGTAGAATCTGGMGTAGATT^ 

ATTTCTTTGGAAACGGGATATCTTCATATAAAATCTAGACAGAAGCATTCTCAGAAACTT 

CTTTGTGCTGTATGTCCTCCCGCGTACTATCACAGAAGACAAGAGGAGCTCAAGAGATTG 

GAAG AAAAT GATGATGATGCCTATTTAAACTCACCATGGGCGGATAACACTGCTTTGAAA 

AGACATTTTCATGGGAGTGAAAGACATAAAGTGGAGACCAAGATGAAGTTCACCAGCTGA 

TGACACNTNCCAAAGAGATTAGCTCACCTTTCTCCTANGCAATTATAATTTAAAAAA 

Sequence 6084 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC < I I I I Ml 1 1 M I I 1 1 II I I 1 1 I AACAGCA 

TAGCAAGGAGTNTTTACTAGGATGGAGGCAGGGGATGCGAGGCAGGTCCANAGCAAGTAN 

AATGGGCCAAGACCATGCCATGGCACGCCACCCTGCGCGACAAGAGCAAAACTGTCAAAA 

MMAAAAAAAAAGAAMTGAGTTTTAAAGTGATGGCAGTAAGCTTATTTGANAGGATAA 

ACCCTNTTCCAACTTGTGGAGATACCCCAAAGCAGTTGATGTGGAAAGTCCTTGGCGTCN 

CCCTCCTCCTNTTGGANMTATTTGTCCAATNTTTNTCCCCGAGGNTGACAACAACNCCA 

AACCCCANATACTCCGGACTCGTCCTNACCCCCCGCCCAGGAGCAGCGAGACCGAGGTGG 

CGGCGGANATCCAGGGCAGGAAAAG 

Sequence 6085 

CCCTTAGCGT GGTC GCGGCCCGAGGTA C I i H I I I M I I I I I I I I ll I I GAAAGGTGATG 

ATGCAGAGGATTTTATTAGGCAGTGGAAGTAGCTCTCAGCAGAAGGGGAGCTGAAAGGGG 

GGTGCAAGAAGAAGGTGATCTTTCCTTGAAGCCTGGTCGTCTCCATCTGGGCTCCTCTCC 

AMGTTGTGCCGTCTGAAGTTAAGTCACATCTATCCATAGTCTCAGATGCCCAGTTGCTT 

CTTCACCTCTTGATATTCAGCTGCTTGTGTTGCTCTGCCAGCTGAAGTCTGTTGTGGGGC 

ACAGAATAGGGGCAGACTTATGATGTGATTCAGGTTACAGAACTTGAGGTCAGAGGATTC 

TCCTGAATGATGTAGAGGCTCCCAATCAAATCACAGGAGTCCTTAGAATGGAGAATCTTT 

TTGGCTGCTTCTCTGTGCCACCTAAATCAGAGTAGCTTCATTTT 

Sequence 6086 

CCCTTAGCGTGGTCGCG GCCCGAGGTACTTNN I I I I I I I I I I I I 1 1 M I I I I I 1 1 II I I I 
I J I I I I I I I I I I I I I I I I I TIN! I I I I I I I I I NTTNNNTAANANTNNANAAANATTNCAC 
N I i i ll NANNGTTGATNNTTGAAAANAANGAAAAAAAANGNTTAANTGGNNTTNAAAAAC 



# 
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TTTTAAAACTTTTAAACA I II I I I A 
Sequence 6087 

GAATCTNACTTCTTNCCACCACCCNCACTGNTACCACTCTAGNCNAACNAGTAACATCTA 

TCCATGAACTATTGTAATNGNCTTGGGAATTACTCATCTTACCTCAGCTNTTGCCCNTCT 

ACACAGGAGCTAGTGATTATTCTAAAATATAAGTACTCATTATGTTATTCTGTACTGAAA 

ACMTCTTACTTCCTATCTCTGACAGAATGAAATTCACTCTTTAACATAACTTACAACAC 
CCTATT 

Sequence 6088 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGCAGTAGCAGTTCATACATATCTGATATG 

CTTTCACACCAGGATTCAGTAMCAACAATAAATATAATTTCCCCTCTTCAAAACAAAAA 

ATGGATTTATACGGAAAAAGGGTTMTTTACTTGGGGTTTATCAGCACACCATTTTTAAT 

GTGCTTTGAAA GAATTAAAAACCATGAAACTGTATTCACTGAATACCGGTCCATAGTTAT 

A I I I M iCTTTTAACGTGGCTTAAATACATACATCATGTCTTTCTATTAAAATCCTTAAA 

TCTATGGGGATGTGTGGTAGATMGACTATATTAAAAATTTTTCCTCATTMCMTTTCA 

TTAAATTAAAAAAAAATCTGACATTTCCCTTAAATG 

Sequence 6089 

CGCCAGTGTGATGGGATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

1 1 1 1 1 I I I I I IGI I I I I I I 1 1 1 1 1 AATTTTGAACAACTG AAG AATACTAAATCAGAGAGT 

AGCTGAAGCCTCTGCCCCGGTGACCATTGGCAAGCCAGGGACAGGCCTTGAACAACTCTT 

TTCCCTGTTAGATGTAAAGTTMGACTMGTGCTTAGTAGCTCTGAATAAATACTTTTCT 

CTGTCAGTAMGTGTCTGCATTMTMTAMTATTAATTATATGGGACAGTTTTGACAGG 

TGGAACTGCCTGCTTCATGGAAAAATTCAGAAATTGNTT AAAATTGGGAACA 

Sequence 6090 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC I I I I 1 I I I I I I II I I 1 1 1 1 I I I 1CTTTTTTT 
I M III 1 I Ml I I II IN Ml I I 1 I II II M I I II I I M I I 1 11 I I I 11 I M I I I I NATT 
N AATATTNTT TAATNAAATTTTATTATNNNTNATAAAGGNAAAAAAAAAAAAAAAGNNTN 
NTTTTATTTTNAAAAAAACNTGNGAAAAMNAAAAAAAAM 
TTNNNATAAMAAAAAAMAMGGGNTNTNNAAAAAAACAGNGATTTTTTT 
Sequence 6091 

CCCTTAGCGT GGTCQ CGGCCGAGGTACTTTNTTTTTNTTTTTNNNNTNNNTN 

TTTGCAGACAATTTTTCMCATGTNTTMCTTTTTGACTTATTACATTTT^ 

AATTMGTTMTTTATTTCAGGACGAGMTTTACTATATMCACTCTTTTTACATAMTT 

TTGCCTCCCCCGCCGCCCTTCTCTTTTTTAAAGCGAACTTTCTTTATGTCTTTGGACTAA 

ACTGNCTAAG GCCAC AAGATTAGMGGTTNCTATMTACATGTTACACTGGTAACTTTTA 

NCAMCTTNACTTTTGGTTGAAAACCTTGGMGGTTGGGGATTCAAATTATNCCTTGNCT 

ATNMNAANMCTTGGT TAAGC TTGAAATNAACTTAAAAATNGGTATAANANGGCCCTTT 

TTTNTCTNTGGGGGGGCTTTTCCTTGCCTTTGGCANCCCAATTAATGCTNGGNGGGCCTN 

TNMCCNGCTGTTGGGGGGGGAMGGGGGTNTAAAAACTAGCTTGNMCCNGTTTTTGTN 

TGGNAMCCNGGCNTGGGGGCCCTTGGGCTTAAAAGGGTACCCTTGGGCCCAAACCTTTN 

NAAAMAGGGGACNTGTNCMGGCTTTTCTTTNAAMNGGCCAANCCCCCTTTTAATGGG 

NNGCCNNTN TGNTTTCC CCCAAAGTTTAANGTTTCCNGGGGGNCNAANANCCCNGGNAAN 

NNCCCTTAAG I MINI INAAAAAAAAI M II I 1 1 I I CAAAAAAAAAAAANANGTTNANC 

CN A AAAATTTN N AAA 

Sequence 6092 

CCCTT AGCGTGGTCGCGGCCCGAGGTACCTATTATTATTTCAMTTTAAAAACTTCTTCT 

TTTTTAAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGA 

TGATCCTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCAGCATTTGC 

CAGGGA CTGTCATTGCCTTAGTTTATTTTTTCTGTTTTG I I I I I I I I I I GTCGTmTGT 

mum iGAGACAGCGTCTTAGTCTGTCGCCAAGGCTGGAGTGCAGTGGCGCAATCAAAG 

CTTGCTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTCTTACCTCAAGCAACTAGGACT 

ACAGGCACATGCCACCACGCTTGGCCTTCTAATTTATTTCTGGGGTCAACAAAATAAAAC 
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TCAGGCCTAGGAAATAGCTTGGGTTCAGAAATCACAAGAGGGACTTAAGTATTCCATTAA 
TACAAATGGAAACATTAAGCTCATCATCAGAATGAATAAAAGGGAAAAAAAAAAAAGTAC 
CTGCCCGGGCCGGGCCGTTCGAAAGGG 
Sequence 6093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACCTCAGAGATAAAAAGTTATTTACCTAAGT 

CTCTTCTATCTAACAGCATAGAGTTACCCAAACAAGGCCAATAAAGACCCTTTCAATATC 

CTTTTCTTAAATTT GGCTCTAAAATGACTGTTMTMTGGTAATAAATGTCTTTTTATTA 

MCAGACAATTTTATCTTATGCMTTTAGGGAMTAAACATAAMTCTACCTTTAAATGA 

AGAAAATAATAATTTCCCACTCTAACTATGGCTGATTCATTCCCTGAGCATGAATCCCAT 

TTTACCCTCATTGTTTTTAACTATAAACTGAGCTGGAAATCTGCTCACAGGTGAAACTAG 

TATTTTAGATGGAGAATGATATTACCMGTMTCATATTTATTACTTTTTGGAGTAATTA 

TTTCNACTCACTGGGGGCATTTAATGGTTTCATCTGTAACTCTCTATCACAATGCCCTCT 

TATNGMGCAGCAATAGTGAAAAACATMCTACACTTTTGGGGGAAAAAAAAAAAAAAAA 

ACCGGGGAAAAAACNNGANTMCTTTTAAAGGTGGGATCCTTTTATCCAAATTCCAATAA 

AAAAAGCCA 

Sequence 6094 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCCCAAAGCCCTTGC 

CATGTAAATGCCAACTATGTCTGTGTGAMTMTMCTTGGACCATCTTMGGCTTTTTT 

TCCAMGTCCTTGTGGMTTTGAAATCATTmGTGACTGCTGAGAATGACATTTAGAGA 

CTATAACATTTCCTTTTATTCAC I MINIMI I CAGTGTTTGAAAGATGTATGGTGATC 

TTGAMCCTC CAGA CACAAGAAAACTTCTAGCAAATTCAGGGGAAGTTTGTCTACACTCA 

GGCTGCAGTATTTTCAGCAAACTTGATTGGACAMCGGGCCTGTGCCTTATCTTTTGGTG 

GAGGTGAAAA 

Sequence 6095 

CCCTTT CGAGCGGCCGCCGGGCAGGTAC H I I I H 1 1 I I 1 1 I I I 1 I I I I 1 1 1 1 1 CNTTTT 
IMMMMMM M M MM I MM I G MM I MM II MM MMM I M MM M II 
TNGGGGGNNAAAAAANGGNNTTTTTTTNNNNNTNNGGGGNANNCCNGGGGAAAAAAAANN 
ANNNNTNGNCCCCCCCNAAN I! I I M 1 1 NNTTTNAAAAAAAAANTTTTTTNCCCCCCNNA 
MNANANTCTNCNNNNMNTTTNCCCNTTNTTAAAAAAAAAAAAATTNTTGTGNNCCNNA 
MAAN NNTTTTTTNNTTTTTTANNGGGGNAAMMNTTTNGGG 

TTTTTCGGGNNAAAAAAANAANNTTTTAAAANCNGGGGGGGGGGGGGCNI I II IIIHII 
AMNNGNAMTNNNNCTTNCCCCNNAGTTTTTNNTTTNCAGGGGGGGTNTNTANNGCCCC 
CCACCNNAACCANTTTTAN AANCNN I M I I I M I NCCNNAACCAAAAANNANCCCTTTCC 
CCAAAAAANCGGGGAAMAANANCCTNTNGNGGCCTTTTNATTTGNGGNAAAAAAAAAT 
Sequence 6096 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGGGTCAGGAAGCATGTGGTTCATCCT7T 

GGAMTGGTAGTAGGAMCCATACAGTCTTTGGCATTTCGAGCTACATAAAGGAAATTGT 

CTGMGT TCTTG AGGTCTGACTCTTCCATGGGTTCTTTCTGAAGACTGCATCTCATGGTG 

GCTTGTTCTTTTGTGTATTTTGTAATGTGGGATGGTGAGCTCAAGTGGGGATCCTATGGG 

GGTCTGAGTTGCAGCTGTGTCCCTACAGAGCGGACCTGGGAACACTGGCTGNGGGGACCA 

CCTTGNGGMTGTCTCTGCTTGTAISTTTTCTTCATGTCCTATTTGAAACTGTTNAAGGTGA 

ATGTCCTGCTGAATGTAGAACTTTATGGNTTT 

Sequence 6097 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACTTTTATTACTGATTMTTTCAAAGCTTTTT 
ATTGGTCTGTTTAGGGTATCMTTCCTTCCTGTTTMTCTTAGGGGGTCATCCAGTTTGT 
GTGCATAGATGTGCTCATAATAGTCTCTGAGGG M M M M M 1 I M M M i I I 1 GTATT 
T CTGTGGG GTCAGTGGTAATGGCCACTTTGTCATTTCTGGTTGTG I Mil 1 CATATATTC 
TCTTTTTTATCTT GATTA GTCTATCTAGCAGTCTACCAATCTTATTCATTCCTTCAAAGA 
GCTAAATTTTAAGTTTTGGTGATCTTCTGNATGGNTTTTTCACATCTCAATTTCAC^ 
TTTAAAACCCANNTTGGrfTATTTCTTTTGGNATGGNACATTGGGGANTGGGNNAATGCCT 
GGNNTTCTTTTTTCi MMM I GGNACNTTGGNNCNTTTNNCCTTTAATANAAACNTTAA 
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Sequence 6098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTATTACTTTTCTATTGCTTCTTTACCAAA 

TAMTACAAGCTTTGCAGTTTAAAACAACAGAAATTTMTTTTTTATAGTTCTGAGGG 

AGTAACCTAAAACTGATCTTATGAAATAAAGTTAAATCTTGGGGATATGGGTGTGGACAG 

GGCTGGTTTNTTCTGGGGCTCTGATGGTAAAATTTGCTTCCTTGCCTTTTCTCCTTCTAG 

GGAGCCTGCATTCCCTGCCTCCTAGTGGGCTTNCTCCCATCACTCGAACCTNTGTTTCCA 

GCCTCAGGATTCCTAATGTGACTCTGATGTTTCATCTCCCGTTTATGAGGACGCTTCTGA 

TTGCTAAGATACATACGGNGACACTATGGAAGTTAACTTGAANATTAAAACCCTGAAAAA 

TAGAAAGAATCTTCTATGGNATATCACAAGAGATTACAAGGGCCTGAATTAGAGTGGTGA 

CATTTT 

Sequence 6099 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACTTGCTNC 
GAMTATCCCAGMATTTATTTGATGTTNGCTTGMTACATTTTATIsrTA 
ATTGTTTGCCTTGGATGCC 
Sequence 6100 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATTGCAATACACATCTGCAGTGAAAAAGAA 

GAAAGATCTCAAGTAAATAGTCTAACTTCGTGCCTCAAGGAGAGGAGAAGAAGATGAAGA 

AGAAGAGGAACTAAGCCTAAAATTAGTGAAGGAAATAACAAAGATTAGAGTAGGAACCAA 

GMAATACAGAATAGAAMGCAATAGAAAAMAATCAACMATTTTTTGAAAAGAATAAC 

AAMGMTTGGTTTTTTGAAAAGATAAACAAAATCAACAAATCCTTAGTTAGGCTAAGTA 

AGAAAGAGAGAAGACTCAAATAAACAATATCAGAAATAAAAGAGGAGACATTACAACTGA 

TGCCACAGAAATAAAAACATGAGGCTATAATGAACAATTCTATTCCAACAAACTGGATAA 

TCTAGAAGAAATGAATAAA7TCACAAAACCTTCCAATCTACGATGACTGAATCATGAAGA 

AATACAAAGTCTGAACAGACTTATAACTAATGTGGAGGTTTAGTCAATAATCAAAAATGT 

TCCCCAAACGAAGAAGTNCAGGACCAGATGGCTTCACAGGTGAATCTTTCCAACATCTCA 

AGAAGMTTAATGCCCGTTCTTCTTAAACTATTTTTAAAAATTGAAGAAGANGGCCCACT 

TTCAMTTTATTTATGTGGNCACATTTTNCCGANCCAAGCCNACCAAGCCCCCCCAGAAA 

TGAMCTGCNGGCMTTTCTTGGTGMTTTCCTTTTAA 

Sequence 6101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGCMCATCMCCMGATTTTTCCACTAACT 

CAGAAGGAAAAGCAGAATGAGTCAACTAATGGTAATTCAGAAGTCACACCTAATGTCAAT 

CAAGGAAGGCATAACAAATTAGAGTCAGCTATCCATTCTCCTATGAACGATCAGCAAATC 

TCACAGGAGTCAAGGAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCANCCAGCGCAGGG 
GCTTCTGCTGAGGGGGCAAGGCAGGAGCTTGAGGAAACCGCAGATAAG l M I N I ICTCT 
TTGAAMNAATANGNAAGAlvrTTAAATTACCMCCTANCTTTTAAAAA 
Sequence 6103 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I i I I I U I I I I I » I I i I I I I I ATTGGCTGTC 
MTCTGGTTGATCANATTACTMTTTCTACTCTACTGGAAGTGATCTTTANAAAAACAGG 
TCTGCCATGTTTGCATTACAGAGATATTMCAATMTMTGATTTTTAAAAAGTAAACCA 
MCATAMTAMCAGGA MAGAM CCACCATATTTGAGTCCAGTCTTTGTCCTGCCTAGT 

GAMCATCTGTCTTATACCTTTTTGACAGGCANAAATAAGGTCCTTCACATCGCCCCATC 
TCTCT G ATAAATC 
Sequence 6104 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I II I I 1 1 I 1 1 I I I I II I I I I I I I ICANC 

AAGGCAATTTACTTCTGCAGAA GGGTG CTGCCTGCATCAATCATGAATCACAGGAGCNCC 

CCTGAACAAAGGAAGGAAMGGTTTTTATCCNTAACACAGTCCCTACCTNTGTGTCACTC 

CCCCAGGGGCTGGGGTTGGACCCGCTCATTCTAAAGTTGACCCGATTGGCTATTTGTGAA 

TCTTTNCCAAATAAGGAAGGGAAG 
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Sequence 61 05 

AGAAATCGCCCCTCGAGCGGCCGCCCCGGCNNGNCCCGGGGGGGGAAANNNNGGGGCNNC 

CNNGGGGGGNANANANANACNNTNCTNNNNAACTTCCGGGNGGGAAAANNAAGACCNTNN 

NGCATTAACCACCACANCNNNNNCNAACACCAAAACAATTCTCTCTTTCTCCACNCCCCC 

ACCACCCNCNGGGNCCNCNTTNCANCACNCCCGACCCNCCCCCCTGGCAAAGGCCCCCTG 

CCNGGGGCNNCATCCCGGGGCGNCCCNCNCCAACNNAAGNNNCNCCNGGNNCNNCNCCCG 

GCACCCAACCCCCCCCCCNNTCTCAATCTTGCCACCTAATTTCTCCCGCCCAAANAACCN 

GGGGNAGCCCCCNCTCGNNNCCCTAAAAAAAAAAAAAAACACAACNCAACCCCANTGGGG 

GATCNCTGCCCNNNCACCGGCNCCAACCCCNNCCTTNAACAACCAANAAAACCCCCNCNA 

NTAAANGGAAAGAANNAAAAANCCGGAANCGGCAAACCCAAGGGGGTNGGGNCCCCCACC 

GGGGGGCANCTNCCCAAANCCCCCCGGGGGNCCCTTCCANTTNTAAAAGGNNCCCNNCCT 

CCACGGACCACNTAATAAACAACCGGGANCCCNNTCCNACCCCTTTGGACAAAANGGNNN 

GGNCCCTTNGGGGGAGGGNNNCTTCCTTGGGAGAGCCNCNCCAANTTTCCCAAACCCAGN 

NNNAANGNNAAGNNACNGNAAAACCCNACCNAAAGGGNNCCAACCCCCNCCC 

Sequence 6106 

CCCTTAGCGTGGTCGCGGCCCGANGTA C ' I I I I I I I I I I I i I I I I I II I I I I I I GGGACGG 
AATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCTC 
CGCCTCCTGGGTTCGAGAT TCTCCTGC CTCAGCCTCCCAAGTAGCTGGGACTACAGGCAC 
CCACCACCACACCTGGCTAATTTTTTTGTATTTrTAGT 

GGCCAGGCTGGTCTCGAACTCCTGACCCCGTGATCCACCCACCTTGGCCTCCAATCTTAT 
TTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCfGACCACTGCTGCCTNCCTCCCACAT 
TGCCAGGGACTGTCATTGCCTTAGTTTA I I I I I i CTGTTTNGN I I I I I I I 
Sequence 61 07 

CATGCTCGAGCGGGCNNNANNGNGANGGATATCTGCACGAAGCGGCCCNTNCGNGCNGGN 

ACGCGGGGCTTGGCCTGTTGCTTCAGCCTGAGCTCGGTTAGGGCCTCACTTCCCTGCTTC 

CACACCTCAGGGAGGCCTCGGTGATTTTGCCAGAGCCTCAGCCTCCATCGCTCTGTAACC 

TGCGGGTATTGGATGATTCNTANCTAANACTTCNCGACACCCTNGAAGNTNANAAATGNA 

ACCCTTAACATTCATGGATNTGGCCATAGAATTCTCTCCAGAAGAGTGGAAATGCCTGGA 

CC 

Sequence 6108 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I I I I I I I I I I II M I I I 1 1 I I I I I I AC I I 1 1 I I 

I M I I 1 1 I I I II I I I I 1 1 I II II llvnTNNTTTTTTANNNNNGGGNGGGCCCAAAAANNAA 

NTTTNTTTGGGNMTNNTGACGGCAAANNTTI^CCAAAANAAACAAGATGGGMAGTTNC 

TNAAANAAAAAACCCTAGGNAAANTTTAGGNTAAATANAAAATTCANACAGGGAAAGGCN 

CNGCTTTNGGGAMNTGGNMGGTNCTNAACCATTNMCNCCNTGNGGANNAGCTTTTTN 

NNGTT NAAAN AACNNTTGTTNTCNTTATGCCCTGCCANNAAAATTTNNACTTNTTNCTTG 

GGMNTTTTTC ACCCAGTGNGANAAAAAACATGCCGGNTTTTACCCCCCATGANGGGGCC 

N I II I 1 1 I I I INGAAAANACCCANANTNCTTTAAAANAANCCNCATAGGGNCCCTGGNCC 

T I i 1 1 1 1 iGG CCMThnTTTTCMNATTGGGNAAAMGTNNTTAAAGTCCACNCCTTTAA 

MTT MTTTT AAAMCTTTTTGGGGGTCCCCCANGACC7TTGANCACCTTNGGNT7TTGN 

ANGGIsnTTTGGCCCCMNGCCCTTTTNAMTNCCCAMCTTGGGTTGAACCTTCCCCGGG 

NGGGCCCT 

Sequence 6109 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCACGCCTGCTGGACTCAATTCAGCTGCTT 

CCTCAGCAAGCTGCCATGGCTTCTATTTTGCCCACAGCTATTGTCAATAGTAAGTGCTCA 

NTGCTNTGTAANCCCACCTTTTANAGGTGATGGGGAATTTATGGGAGAAAAAAATGTCTA 

CT GACMG AAACCAGGAACAGACCTTTTTCCTTCAGTGTTGTGGTTTCATTTTATCTTTT 

TTCTTTTTAAATATTTAATTTGAGAAAATGATGTTAC I I 1 1 I I I I I ATACTTTAAGTTTT 

AGGATACATGTGCACAATGTGCAGGTTAGTTACATTATGGTATACA 

Sequence 6110 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGATCTCATAT 



# 
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TTAAATTAAAAAATG GAC I 1 11 11 1 CTAGTATCAAAATAGTTATTTTTAAAATACCTTGA 

AAAACTTTAATACAAl I I I I AATATATTAAATATTCACCTGAACTCTCAGCCATTTATCT 

CCCAT CTCTCTTTGCTAGMTCTTGCCTTACCATCACTATCATTCTTTTG I M 1 I H M C 

111! IGGCATCTTTMTGCTTATCCCAGMAAGCATTAAMATAAMTATTTTTCTTTAA 

GTCCACAATTTAAAAAAAAAAGAAAGAAAAAGGAAAAGCCATTGACAGTAT7TGACACGA 

CATTGMGATTCTTATTAMCCAGCCTCATCTTGTTTGCCCACATCCAAMCTCTTTAGT 

AAATATCAGTTCTTGCCCTGAAACTGGTAATACTGACCCAATAGCATCCTCTAGTGGCCA 

AACTGTAGCAAAGCACCCAATGATGCAGGAANGGTTTCGACCTTGGGTTATATGGACCTG 

GGTGGTGGAAGGCTAAGATATGGAGACCCCCCCCCACAAAAAAAAAA 

Sequence 61 1 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCCACTCAATACTTGTGTNTCACT 

TGGCMTTGGCATACGTGACTGTTCCTCTATT7TTCCATCTACCTAATTTCAAAGGATTT 

NCAGAAGGAAMGMGATTTANATGCTTCATTTCAAATATTTNTGAGTTTTGACAAAGGT 

GCCMGACCACACATTGGAGAAAATACAGTCTTTTCAATAAATGGTTCTGGGAAAATAAA 

ATATCCACATGTAGAAGAATGAGATTACACCCCTCCNTCTTGCNNTATACAAAAACCAAC 

TCAAAATGAATTCAAGACTTAAATGTAAGATGCAAAACTATGAAACTACTATGAAGAAAA 

CATMGGGGMTACTTNACCACATTGGGCTTGGCAAAGATTTTTTAAATAACACCTNTTA 

ANATACAGGCAACCAAAAG 

Sequence 6112 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCMGATGTTGCAGTATTTCACAGTTATTA 
TTATTTAAAATTACTTCMCTTTGTGTTTTTAAATGTT^ 

AMGGATAGTGAATCATTCTTTACATGCAAACATTTTCCAGTTACTTAACTGATCAGTTT 

ATTATTGATACATCACTCCATTAATGTAAAGTCATAGGTCATTATTGCATATCAGTAATC 

TCTTGGACTTTGTTAAATATTTTACTGTGGTAATATAAGAGAAGAATTAAAGCAAGAAAA 

TCTGAAGT ATTGTC TTGTTTTTAAAAMTACAGTTCCTAGTGTTTTTAGAAGTCACTTAA 

TTTG TCTCATTTTTCCACCTGGAAATTAGGAATAATGTAGAATGCAAGGCAGTAATTTCC 

TTTTGGAAAGGACTCTGAAGGCAGAAAAGAAGGGAGAGAACCTCATGGGCAGAATATTAT 

MAMGAGTGTCATATTC CAGCATT TGAATTGGAAAGAGAAGAGTGAAGATCCAAGTTGC 

ATTATTMTCTGCCCTGTGTTTTTTCCTTTTMCAATCAATTTGAGCTGCTGGCTGGTAT 

GNAGTTTCTCATCAAGAAGAMGCCCTMTATGTTAAAGNCCAAATCCGATTTAAATT 

Sequence 61 13 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACAGTTATAAAAAAANAAAGAAAAAGAAAAGT 

TTGCCAGGCCTAAAGGGAAAAGTAACTGGAGTGTTTTAAATAATGANCATTAGTTACAGG 

ATGAAAAACANGAAATACACAAAGAAAAACATGCCAGAGGTAGGTGCAGGCCCATCTTAT 

ATGAGAAGCAGGGTTCTAGGCCCGGCGCAGTGGCTCAAGCCTGTAATCCCAGAACTTTGG 

GAGGCCCAGGCGGGTGGATCACGAGGTCAGGAGATCCGAGACCATCTTCGCTAATGCCGT 

GAAACCCCGTCTCTCCTAAAAATACAAAAAAAATAAGCCAAGCGTGGTGGTGGGGCACCT 

TGTNNTCCCAACTACTCAAGANGCTGAGGCANGAGAATGGCGTGAACTCAAAAAGNGGGA 

GCTTGCAATGAGCTTAAGATCCTGCCACTTGCCTTCAACCTGGGCCACAGAANCGAAGAC 

TCCGCCTCAAAAAAANAAAAAAAAAGGAGAGANNCAGGG I ) il I I II ) ) I GGCCTTGGGT 

TGGCCAMCMAATTGNGNNGGGNGGACTTTCMCCCTTTTTTTCTTTTTTAAT^ 

ACCCAAGAATCCCTCACTAAAGGTTAAAAAAAAAAAAAAAAA 

Sequence 6114 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTAGTGMGTGMTGTATGGTTTTAA 

GGACATACAACCACCGGTTGACGAGGTCCAGCCTTGATATTCAGTTGCCACACAACATCA 

TTCCA GCTA TGGCAGACGTGTTTTCCTGCATTCGTTAAGGAACAAGGGTCTTGATAGGGG 

GAGCCTTTTATCTTAMGGGGCAGAGATACTTCTCTGAGTCTGAGAGTTGCTTTTGACTT 

TGGAGATCTCCACAGGGTATGACAAGACATGCATCGAAGGTAATAGTTTGGGGTGAGCTT 

GACCTGGTTACATTAATAATGAGGTGGTCAGCCATAGAATGAGGAAAGAAGAAGGAGTAA 

TAGMTAGAATGAAGGAGAAGTTAMCTTTTCTTAGCGTTAGTTTGGTAGGGTTTTCCCC 
TGGGATA 
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Sequence 6115 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I H I NDI I TTTTTTNCGNTTTTTTT 
I I i I I < I I I I n I I I I 1 1 I I 1 1 I I I I I I I I I I I I I I I 1 1 I I I I II I I n I I I 1 1 NTTTTT 
I n I I I I I I M I I I I I I I I I 1 1 I I I I I I I I I I I I I I NGNAAANANCNCCNCAAAAAAANA 
NTN^^^TTTN TNNTNTN AAAMNNAAAAAAMN^ 

NMAAMNNTTTTTTTNCNNNAAAAAAAAAAANANCNATTNTAAAAAAAAAAAAGNGGGG 

GCCNANNNANTNAAAAAAA 

Sequence 61 16 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTMCTTCTTTAAGCCTCCATGTTTCC 

TCATCTGTAAAATGAGGATAATAGATAGTATGGACCTGTTGCAAGGATTAAACATAATCA 

GTGTAAAGTGTTGGTCCCATGCTTGCCACATAAGAAAATATTTGTCAACAGAGTGGTAGT 

TGTCATTACCATTGTCTCAGTTTGCCTGTAACTAGTTGTGTGATCTGAGACAAACACTAA 

TTTTG MCTTGAGTTTCCCCACATGTAAAATGAAAGATTGATAATAGAAAGTAAATCAAT 

TTTTTCTAGCATTAAAAATAGTATGCATTTMTAAAMTCTTATTCTTAATGATCTAGCT 

TACCTCCAACTTGCCCTAGTCACTTTGGCGATCTTGTCTCTNAATAGAACCTAGAAAACA 

CTTAAATGTGTGTTTCCTTGCMTATAACTTTrrCTTTTTTTATT^ 

AAATGTNGGGAAANAATTATCTNGTGTTCCCTTAATTT 

Sequence 61 17 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTN N l I I M I I M I I M I I I I I NTTTTAAAGC 

AGAATGGGGTTTTGCTATGTTGCCTGGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCCG 

CCCGC CTCAGCCTCCCAAAGTGCTGGGATTATAGGCATGAGCTGCTGCGCCAGGCCTTAA 

TTTTTTAAAAACAATGATGGGGTGGGGGTGGGGGACAAGTCCACAAAATGGATAGAACAN 

CTGTGAAGGAAACATAGAACTCAGAAAGGATATGGTTAACAAAAATGC 

Sequence 6118 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGGAGCGCCAGTTCCGTCTGTGTG 

TTCGAGTGGACAAAATGGCGAAGATCGCCAAGACTCACGAAGATATTGAAGCACGGATTC 

GAGAAATTCAAGGCAAGAAGGCAGCTCTTGATGAAGTTCAAGGAGTGGGCCTCGATTCTA 

CAGGTTATTATGACCAGGAAATTTATGGTGGAAGTGACAGCAGATTTGCTGGATACGTGA 

CATCAATTGCTGCAACTGAACTTGAAGATGATGACGATGACTATTCATCATCTACGAAGT 

TTGCTTGGTCAGAAAGAAGCCAGGATATCACGCCCCTGTGGCATTGCTTAATGATATACC 

ACAAGTCAACAAGAACAAGTATGATCCATTTGCTGAACACAGACCTTCNAAGATTGCANA 

CCG GGAAG ATGAATACAAAAA GCAT AGCNGACCATGATAATTTCCCCAAAAGCGTCTTTG 

ATCCTTTTGCAGATGGTMTTCTmCCACTTTTCTATTMGTATTCMAMAT^ 

GNATTTAAGTGGCCTTTANCCCTTGA I I I I I I I I I GGCATGCTTCTGNAATTGCNTTTTC 

J 1 1 1 1 I AAA 

Sequence 6119 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATAGATMGAAAAATATTCAAATTTATTT 

TAGGCTAAAMGCATMTTTCMCMCTAAAATGCTATGCmATTATGMTTATTGATT 

TACTTMTATATTATTTATTATATTTCAGGTTNGAAGAAACTGCAGAGTTACTGAAATGT 

CCAMTCACT ACTTG TAGGATTTTCTACATGAACTTTTTTCTAGGACTTTGGTTACTATA 

CATATTGTATATTTTMGMTTCTTTATACMTGTTAATATACTGCMTACTGCAGTTTT 

TGACAATTTCGATTCCATNTGGT^NTC 

TMTATTTTTGANCAATGATNATACTGCTTTACCTTGTGTCAC I I I I I I I I I AGGAAAAA 
CT 

Sequence 6120 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGATAGTGGGGCACTGTTATAAAGATACTTG 

AAAATGTAAAAAGAACTTTGGAACTGGTTAGCAAGTAGAGGTTGGACAGTTTGGAGGGGT 

CAGMGAAGATAAGATGACGCAGGAAAGTTTGGAACTTCCTTGAGATTTTTTTGAATAAT 

TTTGACCAAAATGGTAATAGTGATATGGACAAGAAAGTCCAGGGCGAGGTGTTCTCAGGT 

GGAGATGAAGAACTTATTGGGMCTGGAGTAAATGTTATTCTTGCTAAGCTTTAGGAAAA 

GACTGGTGGCATTGTGCCCCTGTTCTAGGGATCTGTGGAACTTTGAACCTGGGAGAGATG 
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ATTTAGTGTATCTGGTGGMGAAATTTCTAAGCAGTAAAACATTCAAGATGTGGCATGGC 
TGCTTGTAACACCCTAGCTCANATGTGTGAGGAAAGAAATAACCTCAGGTTNGAACTTAT 
ATTTAAAGGGGNAGCAGAGAAATTAGGAAAT 
Sequence 6121 

CCCTTTCG AGCG GCCGCGCGGGGAGGTAGGGTTTCCTTCAAGACCAACACGGGGTATCAC 

TGAGTGAATTTTCACAGCGCTCAGTGACTGCTGGTCATTAAATGGGGATGATTGTCATCA 

GTATAAGTATCACACTATTTGTCCTGCTAAATGCAAGTTAAAAGATACTTATGGATGCCA 

CTACCACATATTCTGACAMTAAGGGAAACACTAGGCTTTTAAAAGATTCTTAGAGTGTT 

TTCCCTATATTGCACTTTCTAGATMCACMTTTTAACAATGATATAATGTGATCTTGGT 

TCTAGACACAGCAGTGGGGAACACATGMTTTACCTTTTTCTTGTTCCTTTT^ 

TTTTAGTATAGTCTCAGGAATATAGCAAGGAGAAATAACAAAATATACATGTGCTTTGGG 

CTTCTGAGGAAAAAAGACCACCCACACACATTTTTAAAAGACTAAAATAGACGTCTCTTC 

TGCTTTAGCCATTTCATTTTCACMCTGAAMTAAGGAACTACTATATATTTGATGTCCC 

TAACTCATTAAACATAGCATTGCCATAAATGCACTGGTCTGCGGNAAACTTTT 

Sequence 6122 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTATGGACCATAGGC 

A GTCT TCAGGGACCAGTGTCTCCAATTTGGATCCCTTTCTGTGTGTCAGGGGCATCCAAT 

CTTTTGCTTCCCTGGGCTGCACTGGMGMGCATTTTCTTGGGCCACACATAAAATACAC 

TMCACTAACAATAGCTGATGAGCTTAAAAAAAATCCCAMAAAACTCATMTGTTTTAA 

GAAAGTTTACGAATTTGCGTTGGGCCGCATTCAAAGCCATCCTGGGCTGCATGCGGCCTG 

TGGGCTTTGGGTTGGACMGCTTGCATGTGACTGAGTTTGTTCTTAAACTGGTAAGGAAA 

CTTTGTCAGGCAGTATTTATTTNCATAAGTGGTGTTTTCCTACCAATCAGCACATGGTGA 

AAMTGAGGGGCTATTTATATTTAAGGTGCAGAATTAAATTGGTTTAAAATATCT 

Sequence 6123 

CCCTTAGCGTGGTCCCGGCCCAGGTACNCCGGGGAAAGCTTCCTGGGACCTCTCCTCATC 

TGTGCACCGACTAAGTGGCCAATTCTGAATCCAGCTGNTGTTTCCCAGTCTGGTGATGAA 

TCCTCCACAGCTGGTGAGTGTAAATGTATATAAATGTATGTATATACTTTTTCCTTCTCC 

CTTCCCATTAAAATTTGTTTGGTGNATCATTTGCTTATTATATCTATATTGCCATATACT 

CGGGGTAAMGCTGTTACCTTTAAMGTATTGGGTGGTTCTTTTCTTTCCTCACACNNTT 

CCCACACAGAACACACATATGCACCATGGAATACTATGCCGCTACCTGTTCTCACTTGTN 

AATGGGAGCTAAAATAATGAAGAACTTATGAACCCCAAGGGAACCAACNGACCAACAGAC 

ACTGGGGGGTCTACCTTAACCGGGGAA 

Sequence 6124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTCGAGGAAGAGCAAGGAGAAGGAGCACA 

TCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTAATGGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAAGTTGCCCCCACAACTAACTGGTGAATGCTG 

TCAATCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGAGTCTGGAAATC 

TCMCCACT CTCC CTTCGATTTGCCTCACTTCATCAAACAAGCTGTTCATTTCACCAATT 

AGTCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCT 

TTGCCATCTCCCCACGTTCCCAATTCAGGTTATGTTTCAGCCAAMTTTTTTCTGGACGT 

TCTTCMTGGCAGGGTT7TCTTCAAAAGTCTTTTGAAAGGACTCTTGTGAMCTTTCTTC 

AAGAAAGATGTGGATTCTCTTGNCTTTGGAATTTGGGTCTG 

Sequence 6125 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACCAGCATTCCAGCTCCAACCATGGCTGCAAAG 
GTCACACCAATTGTCACCCAAGAGCCTCTCATCATGAAGTTCATGAGAACAGGCGTTCTG 
CTGATTGCTATGGCAGACAAAGCTGTTAAACCAATACTCCCTGCTAAGTACGCGGGTCAC 
TCTCTGGGGGTGGGACTTTTAATACATCMTMCTTTTAAMCTTTCTAGGTCATTCTGA 
TGTGCAGCTGAGTTTGAGATCTAATAAGTTAAAGATACTAAAAAGAAGCAATCGACCAAA 
TCCAG AATGTGAGGCATTTTATAAAACAGAAGGTTCAAGTTCCTCAACAAATAAATGGCA 
I M I lACCAAAAGGAGTGGGAGGGAATGGGAACTGTCATAGATTAGAAGACTGAACAGAC 
TTATCAAATAAATGCAAATGGTGAACCATATTCGGACCCCACTGAAAACAACAACTGTNN 
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AAAAAAANANATANNNNNNNANNGGTCCAGTCCAAATTTTAAGGAA 
Sequence 6126 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I l l I CTTG AG ACAG 

GGTCTCACTCTGTCACTCAGGTTGGAGAGCAGTGGTGTAATCACAGCTCACGGCAGCCTT 

GAACTCCTGGGCACAAGTGATCGTCCTGTCACAGCCTCCTGAGTAGCTAGGACTACAGGT 

GCATGCCACTATGCCTGGTTMTTTTTTAMTTTTTGTANAGACATGGTCTCATTATGTT 

GACAAGGCTGGGATGTTCCCCCCACCTCCTGTGANAGTCTCATTGTCACCCAGGCTGGAA 

TGCAGNGGTGTGATCTTGGCTCACTGNAACCTCCGCCTCCCAAGTTCAAGTGATTNTTGT 

GCC TCGGC CTCCCAAGTAGCTGAGATTACATGCGTGCGTCACCACACCTGGGCTAATTTT 

TGTATTTTTGGTAGANACGGGGTTTCCCCATGTTGGCCAGTCTGGGCTCGAACTCCTGAC 

CTCAGGGGGAATCTGCCTGCCTTTGGCCTTCCAAAATTGTTGGGATTCCAGGCCTTGAGC 

CCACTATGCCCGGGCACTTTTTTGAAATTTTCAAAAAMNGACTTTAAGGTAGAATCAAA 

CAANAAACCCCAGC 

Sequence 6127 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I 1 1 II M » I I I I I » I I » 1 1 I 1 I GGAGACG 

GAATNTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCAGCTGACTGTAACCT 

CCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCA 

CCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAMGACGG 

TGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTT 

ATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCA 

GC ATTTGCCAGGGACT GNCATTGCCTTAGTTTA I I I II I CTGTTTTGNTTTTNTTTTGNC 

CGi 1 1 1 iGl 1 1 I I I I I IGAAACAAGCGTNTTANTNTGTCGCCAAGGCTGGAGTGCAGTGG 

TGCMTTAAAGCTTGCTTCAACCTTGMCTTNTGGGNTCMGCAANTTCTTTTACNTTAA 

GAMTTTNGGACTACNGGCCCATNCCANCMCCTTNGGCCTTTTNAAATTTAATTTNTrNG 

GGNCAACAAAAAAAAAAANTAAGGCCTAAGAAATACCTTGGNTCNAAAAANNCCAAAAGG 

GNNCTAMNAATNCCATTNAMCCAAATGGGAMCTTTAAGTTNTTNANTCAAAGGATAN 

AAAGGGAA 

Sequence 61 28 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I 1 1 M I I M I I I I II I I I I CCANAT 
MNACCATTTCTGAN/yKATTGACAGGTGTCTATAACTCACAAATAGCTTTCCAAAAATAC 
TAGGATCTCAGTACI I I I 1 1 1 1 1 I I I 1 1 1 i I I I I 1 1 GCAGTCTGCTNTTTATTTGAATGG 
AAAATG 
Sequence 6129 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAATCATCACTAATGAGACAGCAAATATGT 

TAGACTTGCTGGCCCAGCAAGCCACAGAAATAAGGATCACCTCTATTAGAATAGACTGGC 

TTCAGACTGCCTCCTAGCCCAAAAAGAAGGATTATGTGGAAAGTTGAGCCTGATGAATTG 

CTGCCTAGAAATTAATGATAACAGGAAAGCCATCATAGAAATAGCTGCCAGGATGTGGAA 

GATAGCTCATGTCCCAGTTCAGACCTGGAACCCAGATGGTCTCCAGATTCCCTCTTAGGA 

GGTTGGTTTTCATCCTTTGGTGGTTTTAAMCATTAGGGGTAGTGTTGGCTATATTAAAA 

GGTTGCTTAATGTTCCCTTGCCTCTTAGGCCTCCTCATCAGAAACATCC 

Sequence 6130 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGC 

GGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCCGTGGACCTTCACAGTG 

TGTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCANATGTGTCTGGAG 

TTTCTCCCTTCTG 

Sequence 6131 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACTAGAGAAGGGCGAGCGGCGCGGC 
AGAGTGCGGCGCAGCGCAGCTCCTGAGGTTNATGGTTATGAACAGGATTCGGATTCACCG 
TCTTTGCCANCCCAAACGGGGGGAGGANTCACTNCCANGTGCCCCAGGTCTTNANAGAAA 
CCTTCTGTCTTGNGCATTCACTNATTCGTCCATGCTCTCACCCTNNTAATGGAGGGGCA 
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Sequence 6132 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTTGGCCCTGGGGGACMCAAGTGG 

CAGGAACAGGATCC TTTAAAAC AGTGTCAAACTTCTCATGCATGGAGCATGAATTCTTAC 

TMTAG AGACTGTAGTTTTTTTCTTGTCTTTGGTAMTATATAAMGACCTTM 

inn l AATGAA TGGAGAAAACATGAGAAAACCAGATGGACCTGTTAGANCTGTAGTCCT 

NCTTCATTTTTGGATMNGMTCCTCCACATTTAAGGGATATTAGATCATTCCTACCAAT 

AAAMACTATTTATTTAAAAATGAAMCTAAGCCTTTGCGTAGAATTTAAAMGNATTTG 

TCTTAGAGTGAAAACTGGAGTGAAAAAATTTAAAGTCC 

Sequence 6133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCTCTCCTTCCCTGGCTCTGAACATCATT 

CAGAACAGGAACATGGGGAAGCCAGCCCAGCCTGCCTGAGCCGGGAGGAGCTGGAAGCAC 

TCTTCTCCCCTATGACCTGAAGCGGCTGGAGATGTATTCACGGAATATGGTGGACTATCA 

CCTCATCATGGACATGATCCCGGCCATCTCTCGCATCTATTTCCTGAACCAGCTGGGGGA 

CCTGGCCCTGTCTGCGGCTTCAGTCGGCTCTTCTCTTGGGGATTGGGCCTGCAGCATAAA 

GTCTGTGGACCAGCTGGAAAAGGAGATTGAGCTGCCTCGGGCCAGTTGATGGGACTTTTT 

CMCCGGATCATCCGCAMGTTGTGAMGCTATTTNATGAAATTCAGGAAAAGGCCCTTG 

GAGGANCAAATGGGGGNANNTAAAGATGTGGGNCATGGGAGCCCCCNATGAAAAACCCTT 

AGTGNCCGNCCTAGNTGNAACNCCCAAGGGANT7TTNGGGNGAAANCNCNCNAANGGAAT 

TTGGGG 

Sequence 6134 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCGTCTGCCAGGAGCTACGGCCGGAAG 

ATGGCGGCGGCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAAT 

AAATACAGTGCTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGT 

CTAACAGGATTGACTACTATAG CAGCT CATCTAGTCAAGCAAGCCAACAAAGAATATTTG 

CTGGGGAGTACAAAGAGAGGAATTTTACAGCTGGGCTGCTGGCGGTGACATCACATGTCA 

GTAGGGCCCTGATG 

Sequence 6135 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTGGTTAAATGACMTTTATGTGGATTTT 

GCATGTAATACACAGTGAGACACAGTMTTTTATCTAMTTACAGTGCAGTTTAGTTAAT 

CTATTMTACTGACTCAGTGTCTGCCTTTAAATACAAATGATATGTTGAAAACTTAAGGA 

AGCAAATGCTACATATATGCAATATAAAATAGTAATGTGATGCTGATGCTGTTAACCAAA 

G GGCAG MTAAATMGCAMATGCCAMAGGGGTCTTMTTGAMTGAAMTTTMTTTT 

GTTTTTA MATA TTGTTTATCTTTATTTATTTTGTGGTAATATAGTMG 

MGACAATTTTCATMCTTGATAAATTATMGTTTTGTTTGTTAGA 

MAGATGTMATAGATGACAAACNATGTAMTMTTTTGTAAGAAGCTTCAAAATGGTTT 

ATACCTGGAA ACACA CCTACCTTGAAAAAGCMGAAATCCGGTTGCTGGTNTGGCTTCTT 

TTTCCCTCTTATTTTTG GANTG GGGGNCATTTTCCTATGCCAATAATGGGAGCAAACAAC 

TGTANTMGTTGTAGAATTTTTGANMGAATGAMTGTTTATTTTNTTM^ 

TTTT 

Sequence 6136 

CCCTTANCNTGGN CNCGG CCGACGNACTCA I I 1 1 I I ■ I I I I NNTNTTNTNNTTTNTNTNT 
NTTTNTTNTTTN N N NTTTTN N NTTNTTTTA I MINI I ATANTTTTTGANTTGNNTTATN 
GGTCTTTNGNTCCANCCNNGCANTGACTGGCTCANTGTANTAAGGGCCAAACCNTTTNTN 

ATACAAAAAGTTGGCCACCATGCTCATGAGGGTACCTCGAACNGNGACCACGCTAAGGG 
Sequence 6137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATACAATCATAGCAATTTTAAAGTAACATT 

MAGAGAA GACC TCTAGTTCTGTGGCGGTTTTGCTTTATTTATAATCTACAAGGGATGGG 

AGGGTTTGTTTTCCACATTTTTACCCTCAAGTTTTAAAATTTTTCC^ 

CTACAGAGCTCAAACTMATMTGCACTTTTGAACCACCGGTCCGCTTGGAGCTAACATA 

M TMATACCAG TGTCCACCGATGCAGTCCTCAGATGMCACTTTCTCAMTTATTTTTT 

CCTTTTTTm iCTATAAAAAGTCAAATGATACCCGCGTACCTCGGCCCGNGACCACGCT 
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AAGGG 
Sequence 6138 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAATCAGGATGATTCCTAACAAGTCAGTCAT 
TTGTGAACTTAGTGGACTTT1TGGTTACTTT 

ACTCTATCTGTGGCCTTGTTCTTCATTTCAGTGTTAATCAGCTAAACAGAAGTTGTTGCT 

TATGA TGTGTGAGTGMCATATGCCACTGCCTGGCCTTTTTTTCTTCAGAGCTTGTTGTC 

TTTTTCCGCTATATTAGACTTTGCAGTATGCCCAGMGCTTTCCTTCATAAAATAGAAAG 

AAAAAMCATTTGGCTTATTTTTCACTGNAGCTAGTCTTTTATACMTAATCTTGTAAAG 

AAAATTTCTTGMTTCTAMTATTACTCTTTCTAGATTTTTGAAATCAAAAAGT^ 

TAAAAAAGTTTCTTACTTTATTrTATTATATTAGGTMGTAAAAAATGTAGGGTTATTTA 

CCATMCCTGTTCATTMTATCAGAAATTTACAATAGNCATTTTAAGACCATAGTAGGAT 

TCTAGCATACCGGGTAGTAC I I I I I I I I I I I I I 1 1 It I 

Sequence 6139 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTCAAGAATACTGTACCCCAAAGCCTAG 

ATGAAGATATCCTTTGGAAAACTGCAAGATGTTTTCCTTAAAAMTTTATACATCTTTCC 

CCCTAAAGAAAAGTCTATGTAGTGTAGGGCAGCTGAAAGTCAAGCAGAAAATCAGAGTCT 

TACTGGCTTGAAGTATCAGGGGATGGAAGTTAAGTGGCCAGAAATAGGATAAATCGCAGA 

AAGGAGGGAGTTATGGTAAGTAACTTCCAAAAATCTGTGGGTAAACTCCCTTCANATATC 

TAGATGTCCCCTAGAACTGTGCTTGGGAGATTCCAAGGAGTTCAGTGGAAAACAACAGCT 

GGCAGGCAGAAAAATCTAAATAGAGATTTTAGCTAATGGCTTCTGCAGGGGTGACAGAAT 

TTGGTGTTTGATTCCCACAAGATAGAAGGGATTGGTAAACAT 

Sequence 6140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTTGAAAGATTCCAAGCCCTTCCCAAC 
TCAMGAGTAGAMCACATGCCTCCATTTTAAATCATCTTTCATTTGTAAAAATACATAT 
ATGTT TCATGGAAAAAACACATTTCCATCMGCTAGAGGGAGGATTGCTATTTTGCATCT 
TT1 I IGCMTGCACATTCTCCAACAGATMTCCACGTGTGMGTTTTTTTGCCCTCCTTC 
CACACAAATCTGTTATTACCTTTTTCTTTCTTTTTMCTTTTAATT 

TMTGCCCAGATAGCACMGCATTCCTCCTTTACTTGCCTTTTCACAAGCCCGTAATCAA 

TATCTGTAAAAGTTAAAATTAGTTTCCACAGAMCATTGATTTCAAAGCAAACACTATCT 

TAATGAGCCTAACTCTGGTAAATTAAAAATATAAATGGCACTATTAAGAGAGGCCAAGGA 

AACAATACGTAATATTTAAGCGGGATCTCTAATATTCTAAT 

Sequence 6141 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I N H 1 1 1 » II ) I I I I I ) ) I IGCACAA 

TGAMTACATTACCTCTTCAMAAMTTTTTGTGAATTAATCAAAACCAAGTTTGATATG 

AAAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATA 

TTTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCA 

GTGAAAGAAA 

Sequence 6142 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I < I I I I I I I I I I I I I I I I I I I H I ICTTTT 

n i m i ii i i II I 1 I) 1 I I I I I I I I 1 1 I 1 I I 1 I | || M 1 | < | | 1 1 j | | | | | | 1 | | i | H I 

i i I I M I i I I I I I AAMNNNAAAAMAATTTTNNTTAAANCCCCNCNAANTNAAAAATTT 

TTT CTNGGANN AAANN MINIMUM J AAAANTNG MINIM I AANGGCCCCAAAAA 

ATNI I I I II II ICCCCNANGGNAGNAAANCNCCCTTGCCNAANTTTGNNGGGGGTTTAAA 

AAMTTAAMGNNNATTTTTTTNAAAACCCNNCI I J II I I II I CCCNAAAAAAAANATTT 

TNNAA ANNNGA ACCCCCCN II I I I N II NCCANNNAAAAAATTTTTTAAAAAAAAAAAAA 

MNTTNTTTTTCTTTTTCCCNAMNNAMN 

TTTNAAAAAAAANTNTNATNNANNNAAAAANTTTT 

Sequence 6143 

AGMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGCTTCTTTCTCAGTTTATT 

GGTTGAATGTGTATGNGTTTGAGTCTGGAAATAACTGANGTGTTTGATAATTAGTTTAGT 

TNGTGGCATTCATGGAAACNTGCCTTGTAAACCNAAAAGCCTTCANGGGTTTATTGTCGA 
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ATGTTTCATTCTATAGAAAGGAAATNGCCNMCTATCACTGGGATTTTAATATTTGNTAT 
NCTCTCATGAATAGAMTTTATGTAGNCGCMACAAAATACTTTNACCCACTTAAAAAGA 
GAATATAACANTTTATGTCACTATAAT 
Sequence 6144 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATCTTGCTTAACAGAGAAAGGATGTCT 

GAGAGCTCCCGMTGAMCMTTTTTNTGAAATANAGGGCCCANAATTGGTCTNTGACAA 

TTTAMTANAGCCATTCMTANTTGGCAAAMNTGATT^^^TTTATATCTTTAGGNGC^ 

ATTATCTACCCAGTTTTTAATAATNNTNAANCAAGGTTCTTGGTGAGCNTCTGAACTNTG 

GCAGAATTTGGTGGGCAACATMGACTTTTTGGATTTTTCCAAA 

Sequence 6145 

CCCTTTCTAGCGGCCGCCCGGGCAGGNACNGAAMTAMCTTTGCTATTTCNTTTGGNNA 

ATCATCCAGGATAC CNTGT GGACATAAAGNAATTCACTCNCTCNNCTGGGNTNNNANTAA 

CAGGTNAGGCTGCCTTTTCCACCTGCANATACAATTNTNTAAAACNAAAATNCTNNAGGN 

GGGTTNTTATTGCATATGGANCACNTGACCCCAAGNAGGATTTNCACAAACCTTNCCAGA 

GAANTTNATCATTNNCAAGGNCCTGCCANACACATCNANGCCAANCAAAGGTCGCCTTGC 

ATTTCANGNAGGACAAGTATGGTAAAACT 

Sequence 6146 

CCCTTAGCGTGGTCGCGGCCGAGGTACMAAAATTCCAGGCAAAAAAAAAATATTTCTCT 

TGATCTCTACTATCATACATAAGGTGTCCAGTTTTCAACAAACAAGAGATATACGGAAGG 

CAAGGAAAAAACAACATACTTCCAAGAGGCAAAGAATCAACAGAACCAGCTAATTATGAC 

ACAGATGTTGGAACTATCTCATAGGGMTTTAAAAGGACTATAATTAGGTATGTTCAAGA 

CACTAATGGACAAGATGGATGCCACGCAAGGTCAGATTGGTGATTTCAGCAGAGAGCTGG 

AACTGTAAGAATGAACCCAGGGCAATTGCTAGAAATAANGAACATTGTNACAGANACAAA 

GAATGCCTTCAAAAAGTTCAACTGTAGATGACACAAACCAAGTAAGGGAATCCATGAACT 

TGAAGACAGTTCAACAGAAATTACCCAAACNAAAATCACAAAAAGGAAAAAATGGCNTNA 

AAAAAACCCAGAACGGAATTTCCAAGAAGCTGTGGGATAACATCAAACAGTCTAACATAG 

GCATAACNGGGCTNCAGANGAAGGAGAAGAGAATGGGACCAGAAGAAAGA 

Sequence 6147 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTGAATGTTGATATCTTTCTCTAGACTTGGGA 

MTCCTCTGATATTACACCmGACTAGACTTTCTACCTCCATCTCTTTCTCTACCTCTT 

CTTTMGGCC AATAG CTCTTAGATTCACCCCTTTMGGCTAGTTTTTAGATCCTGTAGGC 

ATGCTTTATTATTTTTATTTTrATTGGCTCCTCTMCTGACCTGGCTTCAAGCTCACTAA 

ATTCTTTCTTCTGCTTGGACAATTCTGCTATTTGAGAGACTTTGGATACTTTCTTTCAGC 

ATGTCAGTANCAGTTTTCMCTCTTAGAMTTTCTCTTGGATC7TATTCCMTCTTTTGG 

T 

Sequence 6148 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTATCCCCAATGTCTTCCACCCAGGAAG 

GCCTACTGGCTATGCAGCTACTTGGACTCCCGTTCAGGTGCAGAGAACCGCACAACTCAG 

GGTTAGCTCTCAGGGTCTTCTCTGGCTCCTCAGTCCCACTAATGCAGAGAGAACCCTGGC 

TACTCGGAAACGGCTGTCCTGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCAAGC 

ACTGGCCATTCCTGCTTTCCATCCCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATGTC 

CATTGATGACACATCCATTTGTCAATGTAT 

Sequence 6149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTAGTCCAGCCTTCCAGGTGGCGTGAGA 

GGCAATGACTCGTTACCTGCCGCCCATCACCTTGGAGGCCTTCCTGGCCTTGAGTAGAAA 

AGTCGGGGATCGGGGCAAGAGAGGCTGAGTACAGAGACTTTCCATAGAGTCTCTTGAAGT 

GTGCCCGGATATCCAACATGTCAATTTCTGCTCGAGAAACCATCACTCTGATGAGGGTGT 

TATCATCGGTGCCCMGCCCTTCATCGATTTATAGAGCTTTTCAAGCAAAATATGCAGAT 

TTGTTCCTCATGCACTTTACTATAGCCAGCAGAGCATCTTCAAAGCTACCAGATGTTTCA 

GATTTAATACTCTGTTCAATATCCTTCTGTGATATCCTTTTGGTATTCATCAAACACATG 

CMCAGGGTGATTTCGGTTCCNGGAACAGAGAACAGTTAAGAAATTTCACCCTCATCTGT 




WO 01/070979 



PO7US01/09126 



TABLE 1A 

561/599 



CCCCCCATTTTCTTCTTTTCCACCCTNATACAGGGTCCT 
Sequence 6150 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I I I II I I M II I I U I I I I I I I ANAAT 

GATATATTCAGTGTTGGCAAGGAATAGGAAAATAGGCACGGTCCTACACTNTTGGCAAGA 

ATGTATGCCGATCCCATCATTCTGGAGGGGGAATTGGCACAATTNTATGTCTANAAACGT 

AGTCTAAANACAGGAATCAGCTGGGCACAGTGGCTCATGCCTGTAATTCCAGCACTTTGG 

GAG 

Sequence 6151 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGGAGATTTCAGCCAGCCCTGTAGCATAGAT 

ACCAGCTAATTAAATGGCTCTCAGTTAAATGGCAAATGGTTATTGAGCAAAAGGTGTTAT 

GGTAAATACTAGACATTCAAAGACAATCAAGACAGTCTGATCTCCCCAAAAGCGTGCTGT 

CTACTAGAGGAGAAAGATGTGTACCAAGTCATTATTTCTGACAGCATTGTGTATTAGAAG 

GMCACTGGATTTAATCAAAAGATAGGAGTTTGAATCCCGATGCCACCTCTTACCAACTG 

GGTMCCTTGGATAGGMTTGCATAACTTCTCTGAGCCTGTTCTCAAATTGCCTCCCTCA 

TMGGTTGCTGTGAAAGAATAAATGCATGATGGTTTCTGAAGCACTTATCCCCTGCCGTT 

AGATCTCCTGAGCTGCATTTCTGTTTAACACGGCCCCCANTTTGTCAGCCAAGCAGCTCA 

MTATATGMGTCTAAAMTGAMGTAATGACCCTTTTATGATCTCTTTCTATTGGTCTC 

AATCAAGTTCC I II I I 

Sequence 6152 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACAAAGAAATAGGAATAAGTTTCATATACTAAT 

TATGCTGA GTTTT MGCC TACAT ATCACAAMTAT1TAGAATTGTATAACCTTTTCATAT 

ATTTATMCTTTTMTGTCTTTTTAAAAGATGTGGGACCAAAAATATATTTATMTTTGG 

AMTGTGACTGCATACCMTMGAAAACTTACCTTATTTTGAMTTTATCTGGGATATTA 

AAGMTCTACCAATTCTTAAAMCACAGATTTATACTTTAAGCTTATTTTAAAATTAAAG 

AATATATACCAATTCTTAAGAAACACTTTAAGGACTACTCTTAAATAACTTAAATATCAG 

AGTTTTGTTTGTAATATTAAMTTTACCATGGGAAATCACTGTTGGTCAGCTATCACCTT 

MTTGNGTATGAATATGGATAMTGGTTTAANCAGTAAAAGCTATCTTAAAGAATTTAAT 

GGGAMAGTTTAMTTTGAAAGATGTAACCAAAAAATTCTGGCCCACAGGTTGGATTCTG 

GAATTTTTAAA 

Sequence 6153 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATATTTATGCAGGGATACACAAATACATCAGT 

GCTACAAACCATAGAACCAGAAAGACTCACGTGTATTAGAAAACTTGATATATGCTGGAG 

GAGGCATTGCAAGTCAGTGTACGCNGGGGTGGTAGGTAGAAATATAAGATGACTCCCAAG 

ATTTTTGCACCCTGGCATACACATATGCTTTTCCAGTTGTTGAMCACTAATTTAGGTGC 

TGCTGTGMGGGATTTTGTAGATGTGAATAATGTTCCAAATCAGTTGGCCTTAAGATAGA 

AAGATGATCCTGGATGGGCCAGATCTTA 

Sequence 6154 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGAGTAGGGGTCAGAAAGAGGACTGGGG 

GATTTCCCCTMTTNTTCTCACTMTCCTTATTGCTTTTTTATTGCAAAAAGGAAAGAAT 

ATTGTTATGCATACTCAAATTG I I I I I I I I CCCCTGTTAAACCATGATTATACATAGATT 

TTGTCTCCCTCTCTCGTGGGTATTAGMCCCTGCATGGTTTTCTCTGTGTGGTGGGGCCA 

TAGCTTTCTTCTAGGATAGTTATTAAMTGCATACCACTTTCAATTGTGTATCCGGCATT 

CTTTCCGTGATGTTCMGTGCCTCGCTAGTCATTTTCATTTAAAGAGGCCCAAATACTTC 

CATAGAACAAGTACCTCGGCCGCGACCACGCTAAGGGCGAAT 

Sequence 6155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I M I I I I I I I I I U I I I I I I I I GAGC 

AGTTMCATTCCTTTATTTTAGTTTCAGGGGCGGGGGAAGGGAGAGAGGGAGAGAAGATA 

CAGGGAMCTTACAGCAMTTTTTCACTGTTTATAGCTTTCTTGGGGAANAAAACACATG 

CACGMTCCTGGTGTTAGGAATATTTTAAGCGTATATCTTCAATATTATTCATCCAGGAC 

TGMGTMGTCCTGATGCAGGAAATGAGTGAGTTTCACAGCTTTCTGAGCCCCTACTTGA 

CCCAGGAAGCCCANCTGGCACCTCCTNTCANTCCTGCCTNTAAACAGGACACCCCAACTG 
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CTGTTGGGAACCGTGTGGCANTCGTTCTGGCTACTTCCTGCTGGTTAGGGGTGAAAAANG 

GGCCCTGCANTTTGGTGTCCTCAAAAGGGMTTTTNTAGGGTAATTNAGGGACCAGCGGG 

TTGATCCAAGGGTCCTNGGTAGAANCCGTGANCTGACTCATTTGAGGTTCATTTGTAAAA 

ACATTTGTAGCTTGATGGCTTTGATCTGCATGATGAACTAAMTACCTTTTNTGGANTNT 

NCTGTNTGGGCTCNCCAAAMTTTMCACCTGAGGTTTTTTGCCMGCCCACCMAAAAA 

TTGNTGT NGGGC TTANCCCCATTNNGTGNAAAAAAACTTGGACTTNANANTNANAAAAAA 

NTNNGCNTTTTTNANCAAAANNGAAAATC I I I 1 t I I I I I II I 1 1 I 1 II 

Sequence 6156 

CCCTTGCGTGGTCGCGGCCGAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAGAACTGC 

TTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTG 

GGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGC 

AGTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGATCACTTGAGC 

CCAGGAGTTTGAGACCAGCCTGGGTAACACAGGGAGACCCCGTCTCAAATATTTAAAAAA 

TTAGTCATGCGTAGTGGTGCATGCCTGTGGTCCCAGCTACTTGGGAGGCTGAGGTGCAAG 

GATAGCTTGAGCCTGGGAGGACAAGGCTGCAGTGAGCTGTGATTGCACCACTGCACTCCA 

GCCTGGCCCGATAGAATGAGACCCTGTCTTAAAAAAAAAAAAAGGCAGANGGACCACCAG 

TGTANTTAATG AACAAAAGCCCACAAA I i 1 1 I I I I AAAAAMTTTTTTNCCCAAAACA AC 

CGNACCTNGAGTAGCNTGCTTTTTCCCCTTNTTTTTTAAMGTGAMCMAAATTCCTTA 

ANAAMTTTGCAAG GNGCT GGGTGMCCCTTNTGATGCTAMGTGGTTNTTTTGGAATTT 

TAAAAATTTGGGTNTTTTTTGGACATCNCCNCCATGTTAAGAAGTGATNGGAAAAAAAAA 

AAA 

Sequence 6157 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATGTTAGAAATTCTGATAAGGAGATTG 

TTAGAAGCAGAGATAAAGATTATATAAAAGAGAGAGGAGACAGAAAAGGAGGTGAAATGT 

MTCTCACMTTCCC TGCAC CACTTATTTATTTCCTAAAATCTTGTCTCACACAAAAGAC 

ATCAGAGACAGAAAGTTTTCTCTGTCCACATCTCCCATAGGGACAAAGGTAGCTTACCAT 

TTCTTGGAAAATAMGAAAAAATGMTTTTTCTTTACCAAMTTTAMCACCATTAGGGA 

TAGAGGTTAAAATTAATTGAGACATCTGTAAGAAGTAACAAGTACCTGCCCGGGCGGCCG 

CTCGAAAGGGCGAATT 

Sequence 6158 

CCCTTTGGAGCGGCCGCCCGGGCAGGTACGCGGGATGGCACATGCAGCGCAAGTAGGTCT 

ACM GACGCT ACTTCCCCTATCATAGAAGAGCTTATCACCTTTCGTGATCACGCCCTCAT 

MTCATTTTTCCTTAACTTGCTATCCCTAAGTCCTGTATGGCCCTTTTCCTAAACACTTC 

ACAAACANAAACTAAACCTAATACTAACATACTTANGACNCTTNAGGGAAATATGAAACC 

GTCTTGAAACTATCCTGCCCGCCATCATCCTAAGGTCCTCATCGCCCTNCCATCCCTACG 

CATCCTTTACATAAACAGACNAGGTCAACGATCCCTCCCTTTACCATCA 

Sequence 6159 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACACGGTATTCCTTAGG 

TCCCTTCCATTGGTAGTGAT GCTGCG AGTTATTACTGGAGAAAAGGAATTCTAGAGCTTA 

ACTTGGCAGATTAAAAGTAC I I I I I I I I I I I I I I I I I I I I I 1 1 1 1 1 GGNNGI^TTGTTTGT 

TTTTGGTGTAGAAGGGGAATGTTGTGAAAGAGAACAGTTGGAAANCCCAANAATATACAA 

ATCGACAMTACTTAGTTTATGTCTATAMCAMGAAAMNCCTTTTACTTATCTTTAGA 

AATGAAAAGTATAANGCACAAANACAATTTGATCAAATNATTANNTTTGTGGTCTTCTAC 

TGGAGAGTTTGACCCATGTTATTTTTAGGTT^ACATAMGAAAAAATA 

Sequence 6160 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGATATCACTTAGGTAGAATCAGAC 

TACTACCATATCTTCATTCCAGTAAGGAACGACAAAAATTCCGCTCAGGGTGTTAGGAAA 

GACTGGAAGACTGGCAGGTCAGCAGCGCTGTTGAGGGCTGACTTTATTTGGAACAGAGAA 

TGGAAAMCTCACTCCTAAMGGTGTTTTCAAAAACGGTAGAGATCTTTATGTTGAACAA 

CTAGTGGGAAGCTAATAGTTCATGTAACTAGAAGCAACGAATTAAATGGCAGACCAGCCA 

GAAGTTTAACAGACAGAATCAAGGGGAGAGACAGCTAAAAAGAGTCCTGTTAAGATCACT 
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GGGGGTCAGGATGGCATGCACATGTGCTACACTGCATTGACTCAAAAGCAACCAGAAAGT 

GTACCTGCCCGGGCGGCCC 

Sequence 61 61 

CCCTTAGCGTGGTCGCGGCCGAGGTACTMCCTCTGGMCTTTTATTGTTTTTTATTCCT 

TTGCTGTATTTCAGGGGTCATCGMTATCTTCACTGTCTCTGTMCATATACATTTTCAA 

GCCAGAAAACTGACTCCATTAGCTAAATTAMCTGTTTGCGAMGCCTTTTTCCACTGCC 

ATGTCTTATTTCTATTTCAGTTTCTCTGGTGGGATA 

Sequence 6162 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCGAAAAGAACAGAGG 

AAACTAAGGCAAGCTGTGAAAGATGCTGTGTCTAAGAAACCCATTCCATTGNAGAACCCA 

AAGGAAAAGCGACCAGGTAAAAGGATTGAGAGGGAAGAAGGGGAAGAAGAAGAAGCCCTT 

CCTTTAGATATGATGGATGAAGATGAC7TACAGTTAATGAAGGATTTAGGACAAANAGTA 

TCTTTTCTAACAAGANATCTTTCTTCTAATGAGCCTGTTCATGCCAANAAACGGAANCAT 

GAACNCATTATANATAAATATTAAAAAATACCAATAACTCTNCAAACTGCACCAAAAAAN 

GAACTGATTCATTTACTTCCTATCAAAAATAAAAATGGTATAAATCCCACAAACTAANAA 

AAMNCCAATTTCTNATANTAACCAAANATTAANAAGATCCANNAANAANAANANGGAAC 

TTTAANGAANAAATCATTTAAAAATCCTATTCAAAAACTTACCATANAAAAACATTTTAT 

TTANAAANNNNNNNNTNNNNNNNNNNNNNTNNNNNNNTTCCTTCCCCAACCCACCCTTTC 

AAMAGNCCMNTTCCACCCCCTTTCNNCCCTTTTCTAATTAAATCCCAACCTCNTTNCC 

CMCCTTNNCCTTMTCATMNCATMCCTTTTTNCCTTTTT 

Sequence 6163 

CCCTTAGCGTGGTCGCGG CCGAG GTACAATATCTCATCTATATGCCAGCAGTTTAAATGC 

TATTTGTTCAGTCTCGMCATTTTCAAACAAATGACAGTTATCACTTAACTAACACAATC 

TTTCTATTATTTCACTGACAAMGAGGCAGTTTCCTGCAGTGGAAAGAGGAGATGGCTTG 

GAGTTAGMGAGCTAGATTCTGAACCCAGCTCTACTCATTCTGAGCCTTAGTTTCCTTAT 

GAGGATCAAGTGAGACGAAAGTGCTTTGTAAAGGAGTAATAACCACAAGAAATAATATTC 

TAGAGTCCATCTCTTCCATCMCTGATGGATCCCTMTTTGCACATGTATTTTGCAAGTA 

AAATCTTACCTCTTAAAGTAAATATATGATGCATATTCACCACATGCAGCTGAAATGTGC 

AAGTTGGGTTACATAGATGGGAAMGAGTATGTATTAAAAAAGCCTTTAAGACTTGNATA 

CCT CTTG ATGNGCCTGGATTTMNAGCCATTTAAAMTTTTATTGGGGTTAAACACATGT 

NCCTTTTATATTAATNGGMCCCTCTTTGGMTAMCTTMGCCTTTAMGGTMTTT^ 

TTTTAA 

Sequence 6164 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAGTATTGTATAGTCAATGTTAAATAAAAGC 

CMAACTGGMT GTGCAG MAGTAGGCTTTGGTTAATTTGTGGATTCATTTTTATTT^ 

TCTTTGTTTAAACTTTTTTAAMAAAATAMGMTTTCT 

TCTGTTTAAMGACTTTACAGNTGAATCCATTTTTGCTTTACACCTGTTTGCCATCACCA 

MGGGGACTCACCCAAGGGGACCATGGACCTGCTGGTGTTGTGTGTATATTTACAAAAAA 

CAAMCTTNCAAACCACCCATTGGGATATTAAGGTANNAATTCACCAAACTAAANACTTG 

CGGGCTTTGG 

Sequence 6165 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGCTCAGTATGCAAAAGCCCAAACTAGT 
GCAG AAAC TGTAAACTGTGCCTTTCAAAGAACTGGCCCTAGGTGAACAGGAAAACAATTG 
MGGTTTTGNNA TGNNTAM ATTTGGCAANMNNCCATAAMTTTTTAAA I I I I I I I I IN 
GGGAAAGCCCCNTTTTTTTCNAGNNCAN^ 

GGCCN TTCAANGGGGAATTCCTTAA I MINI I AAAATT AATTTTTTTC AAAA ATTT AAA 
NTTTTCCTTTNTCCCCA I I I I I I I I CAATTANATTAATATNGGAANTTCCAANNAAAAGG 

G CCANTGG GGGGGGGGGGTTATTlvrTNNNGCCAAMTTTTTACCCCNGGTTTTNNAAAA^ 
AN i i i i i i i 

Sequence 6166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGTCACAATCCTAAACATATATGCACCTAAC 



# 
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ACTGGAGCTCCCAAATTTATAAAACCATCACTAATAGACCTAAGAAATGAGATAGACAGT 

AACACAATAATAGTGGGGGACTTCAATATGTCACTGACAGCACTAGACAGGCCAATGAGA 

CAGAAAGTCAACAAAGAAACAATGGATTTAAACTATACCCTGGAACACATGGACTTAACA 

CATATATACAGAACATTCCATCCAACAACTGCAGAATATACATTCTATTCAACAGTGCAT 

GGAACTTTC TCCAA GATAGACCACGTGGTAGGCCACAAAACAAGCCGCAATAAATTTAAG 

AAMTTGAMTTTTATCAAGCACTCTCTCAGACCACAGTGGAATAAAACTGGAAATCAAC 

TCCAAAAGGAGCTTTCAAAACCATGCAAATACATGGAAATTAACCTGCTCCTGAATGATC 

ATGAAAATCGAGATGGGAAATTAAAAGAAATNATTAAATTGAACAAAAAATAGTGATACC 

ANCCTATCAAAAAGAAGTGGAATCAGCAAAAGTCAGTNGCTAAAAGGAAGGTTCATATTC 

CTAAACACCTCCTTCAAAAAAGTCTTAAAAGAGGCCCAAACNGGCCATTCAAANGGTCCC 

ACTTNCAGGGGACCTGGGGAAACCAGGACCAACC 

Sequence 6167 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGAACCTGTAATAATATAAAGGAAATGGGGG 

ATGACTCCTGAGTGCAGGGTTTCCTTTAGGGGTGATGAAAATGGCCTGAAATTGATGGTG 

GCGCACAACAGTGGGTGGTTGCATAACTCTGTGAATATACTAAAAACCACGGAACTGTGC 

ACTTTTAATTGGTGAAATGTGTGGTATGTGAATTCTATCTCATAAGGCTAATATTAAAAA 

GMTCATATAAMCATTTGCTTTGCTATGATGGCCAGTATGCCATCCCTCCAAGTAGCTC 

TGACATTCATTCATTTATTCATCCATTCATTCATTCTACAGATATTTCTTGATAGTCCAC 

TATATATGTGGCTCTGTGCTAAGCACTGGGATACAGAGTTGAAGAAGATAGACATTGTCC 

CCATCC TCATGCTATTGGGAACATAGACTTTAGATAAAAAATTGCACTGAGGTGTGATGA 

Al i 1 1 1 IATTATGGAAAGT 

Sequence 6168 

CCCTTAGCGTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 
TTACCTTGTTATCAATTTTAGGMGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 
AGGACTCTTCA TTTTAT CCCTGGTTTTCTGAGGGCTTTTAATCATGACTCAATGTTGGGT 
TTTACTAAGTGCTTTTTCTATTMGATGATCATATC 

ATGGTAAAGTTCATTTATTGATTTTTGAACCCGCGTACCTGCCCGGGCGGCCGCTCGAAA 
GGG 

Sequence 6169 

CCCTTAGCGTGGTCGCGGCCGANGTACTTGNTTCACCATACTTNATNCACACCAGNGAAA 

GAGTNNTGCATTTANTTGGAGTATNTAAAGCCAGTGGCNGTNTNTGCTCATACTTGGACA 

NTTAGGGM GGGTTTGCCMGTTNTMGAGAAGATGTGATTTATTTNGAMTCGTTTCTG 

TTTTGTTTTTAAATCMACTGCAAAACTTAAMCTGAMAATTTTATTGGTAGGATNTAT 

ATCTMGTTTGGTTAGCCTTAGTTTCTCAGACTTGTTGTCTATTATCTGTAGGTGGAANA 

ANTTT AGGA AGCNAAATATTACAGTNfrTGCATTGGTGGGNCTCMTCCTTAACATATTTG 

CACMTTTTATAGCACAAAACTTTAMTTCMGCTGCTTTGGACAACTGACGATNTGATT 

TTAAA7TTGAAGATGGGATGTGTACCTCAAATGGAAATGCATAAATCACCCCGCTNCTGC 

GTCGCTCACGCTNGGAACTGAACACCGGANCTGTTCCTATTGGNCCATNTTGGCTNCTGC 

TACTACTGAMT CTTG ANGTGTANTTAACTTNCTATCTGTGATTTGGGANAGGGAANAAC 

TTMCCCAMTGTTTTACCTTNGAAAMTACCATGGGAACTATGCCMTCTTTTGTTTTN 

AANCTAAAAAAAAAAAAAAAAA 

Sequence 6170 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTTCACTCCCCCTCTCTGTAATAAATG 

CCTTMGCMTTTAMTAAGCAGAATGTTTMTTTCATTCTGTCCCATTGTTACCCTGGT 

TCTTCTGAGTGCCCAGCTTACCCGCCGAGCTTCTTTCAGTCATCCTCGGTGTCCTCTGAC 

MTGCATCTTCTGCTTCCACATGCTCTAGCATTCCTTCACCGGGGTCTTCATAGCCCCAT 

GTTGGGCGCCAGAAATGTTGGGGTGATCAGACCCAACACCAGGCCGTGGGGGCTACGAAG 

TCCGGAGGAGTCAAAGGAATGAGAAAAGAC 

Sequence 6171 

TGGGATATCTGCA GAATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTACC l I I 1 1 I 1 1 I I 
n I II 1 1 II I I I I i I I GGG I I I I 1 1 I I I I 1 1 I I U I I I I M I I I I I I I M I I I I I I I I 1 1 
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TTTTTTNNNN I 1 I I 1 I 1 1 1 1 1 11 I I I I I I i I I T TTTTTNTTTTTTTTATT^ 
NNCTCANNANA AAAAAAAAAAAAA I Mill 1 CCCCCNNNAAAAAAAANNNCNNNAAAANN 

t i i M I NAAAAAAAAAAAAATTTTTNGCANAAAAAA I I I I U I I I I I I 1 I M NN 

AAAGGGNAAAAAANTTTTTTGGNNNCCNANAAAAA I 1 1 1 1 1 1 J I I I GGGAAAAAAAAANA 
TTNNTTTNAA ACCCGGGG GGGGNGGGGN I I I 1 11 I I I I AAT AAAAAAAAA AAAAA AAAAA 
AANNCCCNNNI 1 I I I I I INTTATNAANGAGGNGGTTTNTTAANNCCCCCNCNANAAATTA 
NNTNNTTTATAAANCCCC I I I II I I I I NTCCNAAANCAATAAAAAAAACNCCNCNNCAAA 
AAANNTA NAAAANAAAAANCTTTNNANGGNN I I I I I I I 1 I 1 I NTATNAANAAAAAANTNT 
TTTTTTTNTNCCNNACACNAAGNNGAAAAAATTIvrrTTTT 
Sequence 6172 

CCCTTAGCGTGGACGCGGCCGACGTACCACAACTCCCAGGATTGGTGCNGGNGGNAANCT 
TGTATCTGNTNTGCAAATATTGTTTNTATTGTTTTGAGCGACGTGGGCCCTCCTGAACAT 
NTTATTTTAA 
Sequence 6173 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTCATTTGGATTTGCATTTCTCTGAT 

GAGTGATGCTATCAAGCACCTTTGCTGGTGCTGTTGGCCATATGTGTATGTTCCCTGGAG 

MGTGTCTGTGCTGAGCCTTGGCCCACTTTTTMTTAGGCGTTTGTCTTTTTATTACTGA 

GT TGTM GAGTTCTTTATATATTCTGGATTCTAGACCCTTATCAGATACATGGTTTGCAA 

ATATTTTCTCC CATTC TGTGGGTTGTG7TTTCACTTTATCGATAATGTCCTTAGACATAT 

MTAAATTTGTATTTTAAMGTGACTTGATTTGGCTGTGCAAGGTGGCTCACGCTTGTAA 

TCCCAGCACTTTGGGAGACTGAGGTGGGTGGATCATATGAGGAGGCTAGGANTTCGAGGT 

CANCCTGCCAGCATANCGAAAACTGTCTCTACTAAAAAATCAAAAATTAGTCANGCATGG 

TGGTGCACGTTTGTAATANCCACTTTNAAGAAGCTNANGCNCNANGATCANTTNAACCCA 

ANANGAGGAGGTGNNANGANCTNANATCATNCCNGNMCANAANNNMCTTTNTTTAAAA 

AAA 

Sequence 6174 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGTCAAGGCCTGAGGGGCGCATTGTCAATAA 

AGCACAGCTGGCTAAAAAAAAAAAAAAAAAAAAAAANGTACCACGAAAAATCAATGTCNN 

CCCMCACCTTACAGATTACTCAMGACTGTCCTGGTTTCNTGTTTACCCCTCAACCANG 

GGAGGMCTNCCNCCAMCTTCCCTAGTGAAATCCCCGGAATCTGCCNTTTTCTGGATGC 

TTACCAACAAGGAACAAACTCAAAACCNTGCTTCCAA 

Sequence 6175 

CCCmCGAGCGGCCCGCCCGGGCAGGTACGGGGTAAATGGATTTTGCACAAAACCACAG 

GAAAGTCCCGGAGCTNCATCCCGCACTTACAACAGAGTGCCTTTCACAAACCTACGGATT 

GGCAGAAAAAGATCCTCATATGGTCAGGTCGCTTCAAAAAGGAAGATGAAATCCCAGAGA 

CTGTTTCGTTGGAGATGCTTGATGCTGCAAAGAACAAGATGCGAGTGAAGATCAGCTATC 

TAATGATTGCCCTGACGGTGGTAGGATGCATCTTCATGGTTATTGAGGGCAAGAAGGCTG 

CCCAAAGACACGAGACTTTAACAAGCTTGAACTTAGAAAAGAAAGCTCGTCTGAAAGAGG 

MGCAGCTATGMGGCCAAAACAGAGTAGCAGAGGTATTCCCGTGTTGGCTGGATTTTTG 

AAMTCCCNGGMTTATGTTTMCGTGCCTGTTTAAAAAAGGATGTGGTATTGAAGGATC 

CCATTTCATAAAAGTATGGATTTGCCC 

Sequence 6176 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTnTGTTGTATCCCACCGGTATGTTCCCAT 

TATCATTrATTTCAATAMTATTTCAATTTCCTTCTTMTCTCTTCATTGACCTACGGGT 

CAT CTGG GAGCATTTCCATGTAGTTGTATAACTTCCAAMCTCCTCTTGCTATTAATTTC 

TAGTTTTATTCCATTGTGGCCAGAGAAGATGCTTTATTCTATTGTGGTCAGAGAAGATAC 

nCATATTATTTCAGGTTTTTTTTAAATGTm 

GGTTTGTCCTTGAGAATGATCATGTTCTGAGAAAGAGAATGTGTATTCTGCAGCTCTTGA 
ATGAAATGTCCAGT AAATAT CTATTAGMCCTTTTGGTCAATAGTGAATATTTAAGTCTA 
ATGTTTCTTT GCTG ATTTTTCCCTGGGMGATCGATCAMTTCTGAAAGTGGGATGTTAA 
AGTCTCTAGCTTTTATTGGATTGGGGCCAGTCTATCTCTTTAGCTCTAATAATATTNCCT 
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TTATATATCTGGGGGCCTCAGGGGTGGGGTGCCTATATATTTAAAATTGGTNATATTCCT 

CTTGGATAAATNGACCC 

Sequence 6177 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGGGCCATAGCTAGCAAGATCCTCCAAACATG 
AGGTAGAACTTGGTGCCTCCTGCCTCAGAGCTTCTGGAAGCCTTGGGGAAGGCAAGCGTG 
TTCCTGGGCAGAAGAGGAGCAGGAAGCACTGGATCTGCTGAATCTTCAGTTTTCTGTCTG 
AGGCTGGCTTGAGGCGAGGGATGCGGAAGAATGTTCTCCAAGGGGGTCATTCACTCAAGG 

CACCATCCCGTGCACCCGGCTCCCGCTCCTGCTCCCGCCCTCCCCGCGTACCTGCCCGGG 

CGGCCGCTCGAAAGGG 

Sequence 6178 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGAATTATAACTAAACAACTACATGTTAC 

TGACAAATTTGTG ATTCT TTGAGTCTAAACAACACAGAAACTAGAAGATCCCTTTCCTAG 

ATTTATATACTTGATTTTCTTATAAAMTMCtTCAGTTATTATGTCAATATTTACCCGC 

GTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6179 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTNGTCNCGGCCGACGTACNC 

NGGTGTCATTGTTTACTTGTCCTGTCACTGGATCTGGGCTAAAGTCCTCCACCACCACTC 

TGGACCTAAGACCTGGGGTTAAGTGTGGGTTGTGCATCCCCAATCCAGATAATAAAGACT 

TTGTAAAACATGAATAAAACACATTTTAT 

Sequence 6180 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTGCANATACACCGAAACGG 

CTNGTAAMCAAAGGACTTTGTTNTCTGAGCTATTATGTAACACCTTTTCATTCACCTCA 

CCATAAGGAATTTCCTGCTTCCCATACAATTAAGAGAAAATAATTACTAAGAGGATTATG 

ATACCTCGTGACCAAGCCTCCTGAGTATAATACTCTTAGTTATGAGTTGTGCAGATAAAT 

ATATATTTAAAATTTATTT7TCAGMCAATGTTATGCTTTATATMGTGAATTGTTTTAT 

GTCTGTAACTAAAACCAAGA TTGCA GCAGCTCAACACACAGAAGTTAAATATAATTCAGT 

TTTGTMCCTCGCCTTCGGCTTTTTGTTTGNTGGCTCTTTAAAACAACAAAAAAAATTAT 

GGGATAATGAATGCCTGGNCATGTTCATTCCTGCCTGGCCTGGAATATT 

Sequence 6181 

CCCTTAGCGTGGTCQCGGCCGAGGTACTCTTGCTCTTTTAGCTAGAGTGTATGTGAAAAT 

AA AGAAA TACATCATTGTATTCACAACCATGTGTCTTCATTNATAACTTTATGCTTAAAA 

AAi i 1 1 lAANTTCNAANGGTNTAAAGTTTCATTTGGATATTNNATCNCTCTNNAATGCCA 

NTANAAAGGGN TTGNGG CCANGAAAAATTCTTACTTCCATNGTGNACAATTCTTGCCCAC 

CMGTGTNCTTATTTTTTGAAAGACCTTTTCTCCTTTCCTAAAATTGGGNCCAAATTGAT 

NTTTGNTCTCTTTAACCCCAAGGGNATTThrrAAATTTCTTATTAGGNAAATTTTGGGTTC 

TCCNTCCAAM CTTCT TGNChnTATTTTTCCTTNCCCAGATNTTTCCCAGNCAATTAAAA 

ACNGGTTCNCCTTTTAAAGGAACNCNANTTCNTTGG^GTTCAAAGGGGGNGGTTTTCCA 

ACAAAAAAAAA 

Sequence 6182 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTTGGGCGAGACCTAAAATTCCCTGGGCA 

CAGGTTGCACCTGGGTGTGAGCACTTMTCACTCAACGCTTTGTTTTCTTACACTTCGAA 

MTCM GGGA MGAGT AGTACGCGGGATGTATATTTCTAACGTAAAAMCATMTTTTTT 

TCTTTTCAAGA I I I I I ICTTAAAMGATGANAGAAACATATTTTTTCAGGAAAAACAAAC 

TTTAAMAAAAAGAGGAGAAATAAAACCTTTTCTCCCCTTTCCCCATCCTCTATCTATCC 

CTCTTTCCCAGGAACAAATCAAAAGGTGGATTATCTTCTGAACAATGGAAACTGCCANGT 

TCAGMTGATGTCTTTTTCTCAATGCAGTGAGTTATAGATTCTCTAGTTTTCTCCCTAGG 

G ATGGGAA GGGGGCATTGAGGCAAGCCTGGGAGAGGAGCCCGGGGAGCAAGGGTCATTGA 

AC i i i i i iC TTTAGTGAAGGAGGAATACAATCAAGGGTTTTGTATTCAAAATGGTTGGGC 

CMTATTTTGGGAATGGGGACATTGGNNGGGGTTAAGAGGATTTTAGGTTTAAAAACCAA 

MCAAAAAGGAATTGWTCCAAATTTTTAACCTTNGGNCNGGGANCCANGCNTAANGGCCN 

AATTCNCANCANNACTGGGCGGNCCGTTNCCTAAGNGGATCCCGNCCTCGGNACCCAAAC 
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CTTGGGGGNAANCAAGGGGCANTATTTGCCNCCCTGGNGTGAAAANGGGNANCCCCNNAN 

AANTTCCCCCCCCCCCCCCCCC 

Sequence 6183 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACATTGTGCAGGTTACAAATAATTATT 

ATTTATTGAAAAAGA MCTACAG TTGACCCTTGAACAACACAGATTTGAAGTGCGCTGGT 

CCACTTATATGTGGA I I I I I 1 1 ICTAACCAAAAGAGGATTGAAAATACAGTATTCTCAGG 

ATGCAMATCTGCATATACTMGGGCTGACTTTTCACATACATGGGCTCTGCAAGGACTT 

GCATATGCACTGATTTGGGTTTACACGGGGGTGATGATTTGGATATAGGCAGGTGGTCCT 

GAAACCGAATTCCCGAGCATGCTGAGGGATGACTGTATATGTGAATAAGACTTAAATTAT 

ATTTC CAMCTTGGGATGGMTCAAACATTTTAGTAACAATTCTGTTGATTACACTTCTA 

TTTTTAATCTTGTAGGACTGNATTTATTTTTTATTTTTGNGTT^ 

ATGTGTGNTGGTTTGGGGAMCAATTATAAMGATTTGTGAATTATTTTGGATGTATGCT 

ATTNCCAAANACTCCTGTTTCCCTTC I I I I I I I I I I I I I I AAGGTCTTCCTTGAATTGGG 

CMTCATMTTTACAGANMTTGGTTACTATANCTTTGAATACCTTATAGGGTACCCTGG 

TTATTATmNAAAAGCATGCCTMTTTMCATTTTACCATATGCCCTTT 

MTNGGGTAMNTGGNTTTTAANNNTAAGCNTTAAATTGAN 

Sequence 6184 

CCCTTTCGAGCGGCCC GCCCGGGCAGGTACTTT A I I I I I I I M I I 1 1 I I I I 1 1 I ICTTTT 
u i M i I M ! 1 1 I I I I I IMNACCATAATTATTTTATTAACTAAATTACAGCTGCTTTGA 
ATAAAMCTTMCTAACAATCACGTAAGGGTNTNATAGGTGACMCCAGTTACTTTTCTT 
GGTT 

Sequence 6185 

CGCC AGT GTGATGG GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

TTTTNTTTNl I I I I I AN TTNATTTTAACCTTTATTNhTrANTGNTNTTTAMTTTTGNNAA 

GAAAMTTCATTTTTTCNAGAGNGGGCAANAAATNTTAANNNAAAAAAGNNNNTATGNAA 

NATGNAAACAGAGAAMCTTTCTGTTTTGATGTNTTTTGGGTNANACAANANANTANGAA 

NmNTMNCGNTTNANNAAAATNTTNNNNNGCNTNNCNCCNAAAAAAAANAATCCTATA 

TNTT TATAAA ACNGNGTTCTGCNCCNNCAATTGGGTTGGNGGAGNGGTAAATATNCAAGG 

ANNATTTTTNTAAAAAACTGTTNTNANMGANCAAATTTNGANGTTTTAAANCNCNGAAA 

CATNANCCTANTTTAAAMNTNTTlTrrNTTTTAAAAMAMA^ 

GGTAAAAAATTTTNAAAAACNCCGNAAAA I I I M I I I I G N AAAA AAAAA A ATTAAAAAAA 

TTTT 

Sequence 6186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTTTGTTTAATAGAACAAATAATCAG 

TGTTTCACTTATATTACTAAATGTGAAAAACATAATGTGAAAAGTTACATACATTAACTT 

GGTTGTAMACCCATTTTAAGTGTTCATGTAATGTGGTAAGTTTAAAAAGTGAAGTGAGC 

TGTTTTACTACAATGAATTCGT7TGACTCAAAGATTAAAATGCCCCTCCCCCTATGTGTA 

TCTCTTATGGCCTGTAATMTTGAAAGCAATGTTTTTC 

AATCTGTGTTCAAAAATGGAGTTCATATGGGCTTAACACATGAAATGGGTGGCACAGATC 

CACTTGCAGMCCCMAGATACACAATCAGTTrTGAAATGCMCTTAAGCCATTAATTGT 

TGGTGTGMTTTAAMTTTTCTAGTGTTTGTATGGTGGGTATGCTGCCTAAANAGCAAAG 

CATCCTCTGCACAAMNGAAAATTACTGTAGTGGCTTTCGATTTTMTTAGMTTTTCTC 

CCTGGGNGTTTCTTTATAGACCTAAAGCAAAANTC 

Sequence 6187 

GATATCTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGGGAMMCTTTTTC 

CTTCCCTACAGGGGTCAGGGCAACATAAGTATTAAGGTCATATGGCTTGCTGGCCTGTAA 

ATMCTTGTAMTMTTMGTTCTTTGTCTCTGMCCATTAATCTTACGTCTCCTACCAT 

CCATAAAACTATGACAAAATGATCAACCTGTTATCTTCCANGAAGGGTGAAAGATCAGAC 

CCCTMTAAT^GACTTTTAATCAAGTACTTTTATCl I I 1 1 GTTCTCTCCCATTTATTTT 

TTAAAGATTGTTTTCCATGAGCCATAATTTTGCCCACCCCACCCCAACCAGGTTACTTAA 

TTTCTGGACTTCATTTTTCTCCTCTGTATGATGACAATAATAATAGTATTGAAACTGCCC 
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TTGCAAATATTATAACAATGAGAAAATTATCACAATGAAAGAGATGTGACCTAACCAACT 
CTATCTTATCTTTMCCTCCAAGCCTGGTC 
GGAGGAATTTAANTTTTGTCCTGCCCGGGCGGCCG 
Sequence 6188 

C CCTTT CGAGCGGCCGCCCGGGCAGGTACTTAAGTGTGATGTTGTGGTAACAGGTATTGT 

TCTTTTGTTTCCACATTTAGMCTTCCTTAMGATTTCTTGAAGGTTGGTCTMTGGTM 

CAMTTCCCTTAGCMTTACTTATCTGAAAAMTATTTTATTTTACCTTCACATATGAAG 

CTCMCTTGGCAGGATATGAAATTCTTGGTTGGAATGTCTTTCCTTTGAGAATGCTGAAA 

ATAGACCCTCAATCTGTTCTGGCTTGTAAGGTTTCTGCTGAAAAGTCCACTGTTAGCCTG 

ATGGGGGTCCCTTTGTATGTGATCTGACCTTTITCTCTAATTGCATTTAAMTTTT^ 

TTMTGCTNGCCTTAAACAATCTGNTGCCTATATGCCCTAATGATGTTCNTTTTGTGTAA 

AAATCCANCANGTGTNCTCTNGATTCTTGNATCTGGGTNTCTACCTCTCTAACCAAAATT 

ACAAMGTTTTATTCTATTATTCCCCTCAMTTTNTTTCCCAMATTGMTACCTTT^ 

TCCTGCTCTCTTAMMATTCCAACACTTTTTATTTTTAATGNCTTTACCATAATCCCA 

ATTTNTTAAAMCTTTNTTCATTTTTTAAAMTMTCTTTACTTTTANCC 

TTAAAA 

Sequence 6189 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATCATTATACCCTTTCCCTCAATGCCATCT 

TACATTTTAGGGATAAGTTTTAAGCCAAACTATAAGGCTACCTGGAATGCTGAGACAACA 

CACAAATTCTGCTGAGTCCCCGTCACAGACTACTTCTGAAGGTCACCAGTGAGGGCCTAA 

ACAAGAGTC CACTTC TTGTTAGTATAATMCTTTTTATTTGACATCTACMG 

ATCTTGCAGCTTTTTACCAGGTTTATACAATCTCGATTTTTCAATAGTGCAACCTGTGGG 

AAGCAAAAAAAAAAAAAAAAAAAGAAGAAGTACCTGGTGTTCGGTTATGGAGCCTCTCTC 

CTCTGCAACCTGATAGGATTTGGCTAC 

Sequence 61 90 

AGCGGCCGCCCGGGCAGGTACTTAATACCCATTATATCTCCCANTCAGCTCCCGACATCT 

GGCACAAACTCTAAAAGCTAAAGAAGGCCCTCANCCCCACAACGAGACCTTCTCAACCTG 

GTTTTCAAAGTCTTCAATAATAGGGATGAGCAGGAAAAAATAAATAAGGCCCAATGAGAT 

TGTGCCAAATACCAAGCTACTAGCCATGGCTATTTGCCAACCTGGCAATAGCACCCAAGG 

GCACAAAGGACCCGATAGCAAGTCTTCCTCCTGCTTTAAGAGTTGACAAAGAGATGTGGT 

TATG 

Sequence 6191 

CCCTTAGCGTGGTCGCGGCCCGAGGTNCAACTTAATTTGGTTAAATCAGGCTAAAGCGAA 

GGACTTACACTCCTTGATCMGGGMGAGTTTTCTTGTTTTCTCTTTCTCCTGCTAGATA 

TGACCAGGTNTGCACATGTTTACTTGACACTTGAAGGGAACTGNCCTTAAGGTGAAACCT 

TTGACANGAAGAGCANAAGAGGGAAGGAAAGACATG 

Sequence 6192 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCCGGGGGAGAACTGCAGGAGACTATCTTTCTA 

AACAAGGCAGTTGATGAGGAGGGAGCGCTTGAGGGGGACTGG 

Sequence 6193 

CCCTTTCGAGCGGCCGCCCGGGGAGGTACTAAMCNTGCAGTCACATTTTTCACAAATTA 

GGGAAAAGmGATACTCTTGTTTCTTTCCTTCTTTCTTTCGGATAAGTGGAM 

AGAAATATGAATAAGTAGAAACTTCTAAGAAATAGGAAAGAAGTAAATATGTGCCTATAT 

TCTTAGMTNMTCAGTATATTTTTAATAAATCMGATTTTCTTCATAAACCAATTGTAG 

GGGTGTAGGTAGGTAGACCAGNTGATGGGNAACTGGTAAGTCATCCTGGGGAAAAAGAAA 

TACGTTAGGTCTTTATNCATTGCATATAATAATATAAATTCAATGCAAAATCATGGCTAT 

TGAAMTATCNAACTATAGAAAA/AGGTAAACACACTTGATTTATTATTTCGAGTTTCTGA 

ATGGGTNAAGACTCTCTMGCTTAAAAACAATTGAAAAAGGTGGTMGTTTTATTAACTA 

CATAAAAAGCAAAAAGCCCATATNGCCAATATAAAAAACAGTGANGTAAAAAAAAAAGCC 

ACTTGGTCCCAGAMGGAGCNTTACCCCCTNAATTTTTAAAAAGGGGTATTATNTTNNAA 

GTNAGAATCCCAAGNCCTGAATGTTTTGGGAA 




WO 01/070979 



PO7US01/09126 



TABLE 1A 

^ 569/599 



Sequence 6194 

CCCTTAGCGTGGTCGCGGCCGA6GTACATTCTCCACAGATCATATTAAGGAGTTTGTAGG 

TGAAGTTTMTCTGTGCATAGTGGGTAGAGACATGAATAGGGTCAAAGGGGAGGAAAAAG 

GAAAAAAACAAAACAAAAACAGTCACAGGAAAATAAAAATACACCACAGGTTACCAGAAC 

CTTCAGATTTAAAATAAAAAGAAAGAAAAAGCAGAAGCAGTGAGCATCGACATCAACTGT 

ACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 6195 

CCCTTAGCGTGGTC GCGG CCGAGGNACTTTN I ITTTTTTTTTTTTTTTI I NTTTTTCCGC 

TAmCTCTmCTTCTTTTCATTCTCTMTTGTGCCCTTAAAAGGMTTGCAATTGCTG 

TTACAAATTAATACA CAAA AATATTATTCATGTGATGGAATACTACTCTGCCATAAAAAG 

TMCAAAATMTGTNTTTTGCAGCAACTTGGATGAAGCTGGAGGCCATGATTNTAAGTGA 

AGTAACTCAAAACATACAAATGCCACCCGCGTAC 

Sequence 6196 

C CCTT AGCGTGGTCGC GGCCG AGGTACTCAGTAAATACTAAGTTTTCCCCCAGGTTCTAA 
GTTTTCTGTMTGCATCATTTTACTTTTACCATTAA 

CTATTTCTGAAAAACCCTCTTACGATCATACACATAGAAAATATAAAAGAATTGACAAAA 

TAACTCCTGGAACCAATAAGCAATTATAGCAAAGTTGTAGCATACAAGGTTAATATACAA 

AGGTCCAGTGGCTTTCCTATATATCAGTAATGAACAAGAGACATTTGAAATTAAAAACAT 

ATTGCTGTTTACATTAGCATCAAAATAAATGAAATATTTAGCTATAAATCTATCAAAATA 

TGTATAAGGTCTATATGAAGAGCAAAAACTCTGATGAAAGGTATCAAAGAAGAACTAAAT 

AAATGAAGAGATAATCCATGTTCATGAAGAGGAGAACTCAATATTGTCAAGATGTCAGTG 

CGTCCCAGCTTGTTCTAATGCMTTCCMTCAAMTCCCAGGMGTTATTTTGTGGATAT 

CAACAAAAGTAATTTGAAACTTCCTATGAAAAAACAAACGACTCAGAATAGCAAACCCAA 

TATCGAAGGGAAAGAATAGAGCCAGGAGGACTGAAATCACTTGAGTTCAAGACTTACTAT 

GAAGCCNCAGTGATCAAGACAATGTGGTTTTGGNCCAAAAAAAA 

Sequence 6197 

CCCTTTCGAG CGGCC GCCCGGGCAGGTACTMGGTATACTACTGGACATTTCTATTTTTT 

TMGTGTATTCTTTTTCTGACTTACAGTAAMTTTCAGGAAGTTGATAGATACTAAGAAC 

TTATGATTGGTCTCAGAGGTAACMTGAAATACTCATMTTTTGTCTGTGGAACTCTGGC 

AGMTTATGTTACACATTTGGCGMGTTGTCTCTTGTMTTTATATTTTAAATGAAAAAG 

TATTTTAGAGCTTTTMTGAAGGGGMGAGTATAMCTTTCTTTCATATTCACTCTGTAG 

TTACAGACCGTCTCATAAAT CAAGA TTGTGCATTATTAGAGTTCTCAGAGACAGGATACT 

TCCATATGGACCCCTGTTCATTTTTCTTATTTACTAGATATTTTGCTAAATTTAGCACAC 

TAGCAATTAAGAAGTTTAAAAAAAGAAGAAACGTTATAGGAAAGGGAAACTG 

Sequence 6198 

GATGGATATCTTGCAGAMTTTCCGCCCCCCTTTTTAMGCCCNGGTTTGGGGGGTTTCC 

GCCGGGCCCGAAGGTACCAGNNGGGTTCCCTTTTTTTNAAAMNGmTNGGNM 

TAAAMNfTTNNANCCNTGGGNTTTTTNAACTTNCCCCTNGG l NUN I AAAAAAATTTT 

TNNAAAAAAMNNCCCCCCCCCNAAAAAAANNNNNNCCCNNlSTTrTTTNTNNNNNNNNNCN 

NNNNNAAAGGGCCCAAAAAAAAAAAAAAAAATGGGGTNCCCCCCCANCCCNNCCNTNAAA 

AAAAGGGGGGGGGG 

Sequence 6199 

NCCCTTAGCGTGGTCGCGGCCGAGGNACCAGGGTNANNAAGCATGTGGTTCATCCTTTGG 

AMTG GTAG TAGGAMCCATACAGTCTTTTGGCATTTNGAGCTACATAAAGGAACTTGNA 

GTTTGTTTTNCCAGAAAGACNGTGGCAAGCAAGCNTGANATGGAAAGGTGAGTCTTTTAN 

TATCCGNGGGAGAGGGCATTGCTTTGGCTTTTTCC 

Sequence 6200 

CGGCCGAGGTACGCGGGGACTGGAGACACTGANTAAGCAGGGGCCCTTAAGAGTCTTGTT 
TGCCAAACAGATTTGCAGATCAAGGAGACCCANNAATTTCAAAGAAGCGCTATTANAGGT 
NTCTTGAGATCCTTTCACTANCTACATTCCTCANGGTAAGAAGGAAAGANTGGCTTTCC 
Sequence 6201 
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C CCTTAGCGTG GTCGCGGCCGAGGTACTATCAAATACTAGGTCTTATTATTCTTTCTAAC 

TATTTTTATTTTGATACMGTCTTTCAGGTCTGTCTTAAAGTCATAGGATGCTAAGGGCT 

AAAAAGGCCCAGAGAGAGCAGTAAGTTGCCCAAATTTGCCCAACTAGAGAGGGGCAGAAT 

TCAAATGAGAACCCGGGTTTCTGATGCCAAGCTGCCTCCTCCCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGG 

Sequence 6202 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTGACTCGACCTTNACCAGATAGAGAGCT 
GGTCATTAAGTGTGAACAAGCTGACTTGAATGTTTCANGACAGCTCCCTCCTCTGTAAAA 
TGGGAATNATAACACTATTCTTAGGGAGA 
Sequence 6203 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCACTATTACAAATATATGATGTGAAAC 
TAACAAACTCATGACCTTCAAAGGATGTGCTTCGTCCCACNGCACCACACATTTTGCNAA 
TTTGGTGNn*NCCCATTTNGGCTTAATTTTTC^ 

CAAAAAATTTATTAATAAGGTNTAATTGGCAATATGGAGNTATNCCCNCGTAATNGCCAA 
TTNATTCANCACTCNNTACNTTCANCNTNTTTTMTTCCTTCTANGGCGCNTTTCTTNCA 
MTANCNTTTTTTGGCNCCAATTTTNCTMCTTTACCTTTNTGCCTTGGGGNNAAM 
TATAACCCCAAGGTCCNANCAANAACTAAMTTTTTCTNCAAGGCCCAAANCCAANAACC 
TTTG GNCN TTAATTTCCACCCCCAANCCANANNCCCCACCCAAATTAAATCCAAAGGCCC 
AATATTTTNATCCACCCCCCCAGGATC I 1 1 I I I I 1 1 I NANTAAACNCCCCTTGGGCNTAT 
TTTGGGNAGGTNAAANTTTTNNCAGNGGTTTNGGC I I 1 1 I 1 1 I I I I 1 CA 
Sequence 6204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGGTCCTTTTCAAAAGTGGACTTCTAGA 

CTCACCTGTTCTCACTCCTGTTTAATTCAACCCCACCCTGCCAATGCCAAATAATAGAAT 

TGGCTCCCTACCAACTTGAACAAGGGAGGAGTCTGTGCAGTTTCTGACACTTGTTGTTGA 

ACATGGCTAAATACAATGGGGTATCGCTGAGACTAAGTTGTAGAAATTAACAAATGTGCT 

GCTTGGTTAAAANTGGCTACACTCATCTGACTCATTCTTMTTCTATTTAAGTTGGGTTG 

GAATCTTGCCTAAGGTGCGTANTCCAACTCTTGGGAATTCCCCTCCTAATAAGTCATACC 

TAGTAGTCATACCTCCCTGGGGGTAGTGGTANTCTCTTAMNCCTTTAAAGGTTTGCATT 

NNANCNAGCCNNTAAAATANNGGMTGGGCTTNTNTTTGCTTGGAATACNAAAACNTNAA 

ANAAATGGTGTTCATTNAGGAGAAAATTCTTACCCCCTGGAAGGATAAAAANCCCCAAAT 

GGGGGNNACTGNAAAATAACNCCTAATGCCTTTAANAAATTNGGCCNCCCTTTNCCNCNA 

GNGMCCCCNNTTMNCCNC GGGG GGCTTAMNNCCCATNANCNCCACCTGNAATTTTTA 

ANGGAAAAAAAATTANTNCCNTTTTMAAAAAANNTTAAMCCCNTTTTTAAAA 

Sequence 6205 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGGGANAGNATTCTAATCCAANCAAGGNGNC 
TCAAAACCTACTATTNTGACTGCACANCNTNANAAGGCTGNNGNTAGGATAAACAAAGTC 
AMCANCTTTATTTTNrTCTAGGACCCCTGGGMCTTTT 
Sequence 6206 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCCTCACAGCTGCCCTGTGAGGTGGGT 

GCCATTACTGTCCTCTTATTATAGATTGGGAAACGGAGGCTCCGAGGTGCCAGAGCTTGC 

AAACCGATGGAGGTTGGCCAGACTTCATGAGCCACACTCTGAATATTCCNTTTGAGGCAC 

AAACAACAGAATCAANAAGGAGGCCACGCGCGGGGGCTNACACCTGCAATCCCAACACTT 

TTGGGAAGGCCNANGCMNAMGNGATCNACTTTNTAGGGTTNANNGAGTTTNAANAACC 

NAGCCTTANCCCCMANATTGGGTATAAMCCCCCCATTTTTNTTACTTAAAAAAA 

Sequence 6207 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTTTATCAATGGGACGTTCCAGCAATCC 

ACACAAGAGCTCTTTATCCCCAACATCACTGTGAATAATAGCGGATCCTATATGTGCCAA 

GCCCATAACTCAGCCACTGGCCTCAATAGGACCACAGTCACGATGATCACAGTCTCTGGA 

AGTGCTCCTGTCCTCTCANCTGTGGCCACCGTCGGCATCACGATTGGAGTGCTGGCCAGG 

GTNGGCTCTGATATANCAGCCCTGGTGTATTTTCGATATTTCAGGAAGACTGGCAGATTG 

GACCAGACCCTGAATTCTTCTAGCTCCTCCAATCCCATTTTTATCCCATGGGAACCACTA 
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AAAACAAGGTTC TGCT CTGCTTCCTGAAAGCCCTATATTGCCTGGGANATGGACCAACCT 

CAMTGGNAAMTTTTAAAAGGGAAAAACCCCTTCATGGCCTTGAGGGTGNTGTGCCCAC 

TNCAGAAGACNTTCACCCTAACTTANAAGACAAGGCCNAACTTGCAAAAACCNATTGGTT 

GAGAAAMTTGAACGANTTTCACMCTATTGGNACAGCTTTTTNCCCAAAGNATNTTNCA 

MCAAAGMlsrrCCTTTANTNMTGGANANTGGGGTTTTTTACCCCCCT 

Sequence 6208 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGAGTCCTGAGCTGCGTCCCGGAGCCCA 

CGGTGGTCATGGCTGCCA GAGCGCTC TGCATGCTGGGGCTGGCCTGGCCTTGCTGTCCTC 

CAGCTCTGCTGAGGAGTAC I M I II I I I I 1 1 I I 1 1 I 1 1 I I GACAGAGTCTCACTCTGTCA 

CCTAGGCTGGAGTGCAGTAGTGTGATCTTGGCTCACTGCAACCTCCACCTCCTGGGGTTC 

AAGTGATT CTCCT GC CTCAN CCTCCTGAGTAGCTGGGATTACAGGCGCCCACCACCATGC 

CTGGCTAATTTTTGTATTTTCTAATANAGACGGGGTTTCACCATGTTGGCCAAGGCTAAG 

TCTCAAACTCCTGACATCAGGTGATCCGCCCTCCTTGGCCTCCCAAAGTGCTGGGATTAC 

AGGTGTGAGCCACTGCGCCCAGCCTACAGCTCATTTCTTTTTATCTCTGCATAATATCCC 

ATTGGATGAATGTACCTGCC 

Sequence 6209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATACCATTGCACTTACTTTGAAGAAG 

AGATGCTGAATATTATTAMCCATTGTGTTCCCTGGTGGGCTGATGGACTGTGATTTTAT 

AAGGTGGTCTCAGCCAATTGCAGCAGCTGTTCCCTGTCAGAGGGGCTAGAGGTTTGGTGA 

GAGCAGTGGATGAGGTGCAGTGGTGTGTTTGTTCACTAGAAGCAAGTGGGAGAAAGCTTT 

GCCTCTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6210 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCAGTTGCCAAGCAACGAGTGTAAACA 

GCACAAGATCATGGCCACTAACTACAGTGCCAACCAGTATGAAAAGACTTTCTCATCCAA 

GTATCTGCAGAACTGGTCTCGCACTAAGCCAACAAAAGAGAGCATCTCTTCTCATGAAGG 

CTACACTCAAATTATTGCCAACGATCGTGGTCATCTACTGCCTTCTGTGCCCCGTTCCAA 

GGCAAATCCTTGGGGTTCCTTCATGGGCACCTGGCAAATGCCTCTGAAGATACCCCCTGC 

TCGGGTGACCCTGACCTCCCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 621 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTAAAGAAAGGACTACTTAAAATC 

ATTACTAAAAATTATAGAACATGGGAGATATCTTGACCTTCGCATAAMCTGATTTTTTC 

TTTATGGTTAMTTCAGTCTATMTTGACTTTTTGAGGGGCAATATCTCAGCAGTGATGT 

TGTGTTCTTCTTTGTGCATCAGCACATCATMAAATTTATTCTAGTGTTGTTGATGTTAA 

TAATTTGCTTGGTTAAAGAGCTCTCTGAC 1 1 I I 1 1 I CACTATAGAGTTAATTGTTTTTCT 

C TTTATT GTTMG TATCTTT ATGTAGCTAATAAACTATCACATTTAATCTGGCACCTGCC 

Ci I I M l CTTAGGTTTTTTTGTTTGTTTTTTC 

GCTTCTTTATCTTTGGTTTACAGGACCAAAMMTTTGGGGAAAAAACACCAATCCTCTT 

TNACTTTACCTGMATGGTCTTGACAAAAAMGTCNTTTCTGGGGGTCAAAAAACATTTG 

GCNATTTGCNTAGGTACCCCTTTGGTTAGGAMTTTTTAAAAAAAACCNCANACNTTTT^ 

ATTTCCNAGAATCTTTTTGGG 

Sequence 6212 

CCCTTAGCGTGGTCNCGGCCGANGTACACMTGGTTTATTAAAGGAATGTTTGGCCCACA 

TCAACCTANCNTGGNTTCTACTGGGTAAACNTTCCCATGGCCNAAGGAAAAACAAGCCNG 

ANTTGANTGACTGGGGGTGGGGTGCAGGCAATGAANANAGGNCATAAGGGTGTATAAANT 

AAGGGGGC 

Sequence 6213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTAACTAATGAGACAAGATTCANAAATCTN 

MGCMCTTGCCCAAGGGCATGTGGAGGAGGTTTATTTAAATGTAACCTCATTGAAAAAT 

TGMNNTTAAATTGGACTTNTTANAACACACATACNCNGGAAAACAACCATAAATATAAN 

GANAAATGCNGAAAAATGGAAAATGAGATGACTCCAGGGATAAGGTATAATAATAATTTC 

ATGTTATAANAAATAAAAAGTGAGCCACTCTGACAGTCATTTTGGTCAATGAGGGGAAAG 
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TGACCTTTATTAAAATTNACATTTTNCATTACATTNMNTCAGATTAAATTGCTTGGGAA 

CTNAGATTTTTCCCGGNTTTGTTCTGAGCCCTTTAA 

Sequence 6214 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAAACCACTTTCATATCCGCTGGAAATTC 

ATGTAAAAGTTAAAGATATTAATGATAATCCACCTACATGTCCGTCACGAGTAACCGTAT 

TTGAGGTCCAGGAGAATGAACGACTGGGTAACAGTATCGGGACCCTTACTGCACATGACA 

GGGATGAAGAAAATACTGCCAACAGTTTTCTAAACTACAGGATTGTGGAGCAAACTCCCA 

AACTTCCCATGGATGGACTCTTCCTAATCCAAACCTATGCTGGAATGTTACAGTTAGCTA 

MCAGTCCTTGAAGMGCMGATACTCCTCAGTACAGAAGGTAGMGTGAGTMCTTTTT 

TCTTGCTCCAGAGC AATCC CTGAGTAACTAAGCCTGCATTATTAACTTACATGACCAAAT 

TATTCATAAAATTAATTTTTGATAAATACAGAGTGAGAACAAAGAAAATTGAAAAATCTT 

ACCGAATATATA TGTATA TCATCCGGGTTGGAATCAATATAGAAAATTATCTCTATTCAG 

TTATAAAACATACTTTTTAGGAAACTAACANTAAATGTGGGCCATGTGGNGGGACCNCAA 

CATTCNTTNAAAAA 

Sequence 6215 

TTTCGAGCGGCCGCCCGGGCAGGTACTAAGGATCAACCAGGTTTGGGAAGCCCAAGGACA 
GATATATGCNNNCNNAMTCATTTCTAATNCTGCCATTTCATGCTTTCTTGGGCTTTCTG 
AGGAGATTCCTTGCCACTTCTGTGGGGAAAACA 
Sequence 6216 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGAAGAGATAGTGCTAATATAGTAAAAA 

CAAAAATCCACATGMCTACAGCAAAATTTTTAAAMGTTGAATTTCACCAGGGACTTGG 

AATCCATTAGAAAACCATCAAAGGGAAATCCTAAACCTAAAAACTATAATAAAAATTAAG 

AACTCAAAAGATAGTCTTAATGGGAGATTAGTGAAAACAGAACAGAGGATTCTTAAAATG 

GAAGACTGGTTACTAGAAAGCATCCAAATGAATACACAAAAAAAAAAAAAAAAAAAAAGA 

ATGGAAACAGAATAGAGTGCAAAAGACATATGTAATCCAGTGGAAAGGCCTAAAAAAAAA 

GTATAGAGTCCCCTTATGAGAATGGAAGGCCAAGATGGATGGATCACCTGAGGTCAGGAG 

TTCAAGACCAGCCTGGCCAACAGCTGAAACTCTGTCTTTTATTAAAAAATCCC 

Sequence 6217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGGATGTGGGTAGAACTACAATTGTGCA 

TTCAGACATGATAATTCCTACTAACTGGGGGTAGGAGGGCCCACAGGAGTGTAGACTAGA 

AGTAGAMGMTGA GGAAM TMGTCTTTTGTAGCTGTATGGCGATTGAAGAGGAGATAA 

MCAMCTCTCCAGCTTTTCAGGTTGGGTGACTTGCAGCGCCATCGTCTGACAAAGCCGC 

CAAAATCTTTCAATGTCCCTAGGAATAAAGTTGCCCTGAGTAGGGCCACTCAGGATGACG 

CCAGATGATATCCCTTATTATAGTTTTAGGGGAANCTCTTCCTACCTTCGCCAGTCCTGC 

AGTGAAAAAATGTACCTCGGCCGCGACCACGCTAAGGGCGAATT 

Sequence 6218 

NCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACCACTGTATGANGCTCATGAGCTCTGG 

CATGCCATGAAGGGAGTANGGCACTGATGAGAATTGCCTCATTGAAATACTAGCNTTCAA 

GMCAAATGGAGAAATTTTCCATGANGCCGAAGAAGCCTACTTGCTTGCAATACAAGCAA 

ATAMCTCTNCCAAANAGGACCAATTTTAA7TTCATNGGGACCCTTTNGGGAACNACTTT 

TCMNNAGTATTMCmTCTTTCMTGGAAMCCTTTTGGGTTCCCCAN 

Sequence 6219 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTCAGGGATTATCATCACTTANATGGCATT 

TACATTCATGAGATGGATGGGATGGGATATGGGATGGGATGGAATGGGAGACAATGGGAT 

GGGATAATATGTTTAATGGAAAAGATAATAAGCTCAAGGACTAAGCCCTGTGGCCCTCAG 

TTAGAGGTTTAAATAATAGANGGAATGGCCNGAANTGTGGAAAATAAACTAGTGAATTGT 

GGTCCCGCGTACCTGCCCGGGCGGTCGATTCNAAAGGGCGAANTTCCAACACACTGGCGG 

CCCGTATACTAGGTGGATTCCAGAGCTTCNGTTCNCAATNCTTGGCGTAANTCATTGGTC 

ATTAGCNTGTNNTCCTGTGTGGAAAATTGNTATNCCGCTTCAACNATTTCCNACACCAAA 

CNTTTCTGANGCTCGGGAANGCATTAANANTTNTNAAANNCCTCGNGGGNGGCCCTANAT 

NGAAGTGANCCTAAACCTTCAACATTTTTATTTGGCGTTTTNNNCTTTANNTr^ 
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CCI I I I I I I AGTGNGGGGAATACTCTNTNTCTTGCCCCNTCNTGCNTTTTAAAGAAATTN 

GGGCCCCA CCTN CTCNCCCTAAGGTGAAGCNCNTTTGAAGCCCAGTGGGNGCCTAAATGC 

CTTNATTANTTTTAMCTTGAANANGCCCNCNCCCCNACCNCCCNAATCCCANTTTNNAA 

AAACCCTTAAAAACCCNATTTTTAAAA 

Sequence 6220 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTCTNACCTTCATTCTTCAATTCAGTCCAGGAA 

ACCATGCTGTTTCTCTATCAAGMGNAAGACAGAGATTTTTAAACAGATGTTAACCAAGA 

GGGGACTCCTNNGGCACATGCTTAGCACCATATTGGGGCNNTCCNAGCCTTNGGGGCCTN 

GGAACACACACATTCGGNGTGCTCTGTTGCATGTGAGCTTGNGGGTTAGAGGAACAAATN 

TCTAGACATTCAATCTTCACTCTTTCAATTGTGCATTCATTTAATAAATAGATACTGAAC 

ACAAMNATNAAATGCCTAAAAAGGTNCNCNNATNTCATTTAAACCCCNTGACAACATTT 

GGGAGGACAGATTCTTCCATTTNTNATCATTTTTACATATTGAAGGAAGAGGGGGGGTTC 

AAAAAAAAAG 

Sequence 6221 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATTCTTAATTATTCCACTTCTGAGAGACT 

TATTTGACTGACCCAAGCCAGCTCTAGAMCATTTGAAGCCTCATGTTTCCGTCTGGCCT 

GGAGGACGCTGAGCTTACAGMTTC CAAG CCMCGCAGAGACTTTTCTTTAGAATTGAGA 

TGAGGAGCGTGGTGTTTATTTATTTA I I I I I I I I I I CGNTTTTGGGTATTTTGTTTTTTT 

TTCCTACANACTTGNGTTTCAGGAAAAAATMTCAGTGTCAGGCMTTGTTTTCAGGGAG 

TGTGGTCTTCTGTTGTATGTTTTTAAAACTTCAG . 

Sequence 6222 

GATATCTGCAGAA TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTNN I I I I I I I I I 
1 1 1 I I II I II I I I I NCGGGCCTAACTGTGTTTGGATTTCTTATTGGGAGTGTTGTTCAGC 
ATATGCAAAAAAACANATGCCATTACCGGCGTTTTATATAAAANATGCCATCTTCTCAGG 
ANAAAACATAGCCCCANACTCTTCTTTCATTTGTCTNATACCGATTCTCT^ 

CTTCCTTTATTCTCTGNCTMCTGGGTTTGGATTTCTTATTGGGCCCGCGTACCTTTTT^ 
I 1 1 1 1 I I I I 1 1 I I I 

Sequence 6223 

CCCTTAGCGTGGTCGCGGCCGA GGTAC I M I I I I I 1 1 I I II I I I I I I I I GGTNATTTTTT 
I 1 1 1 1 I I I I 1 1 I I I I I l,l I I I I I 1 1 CAAAATTANAAAGNGGNTTATTTGCAATTTACATG 
GANTCCTNTACTTTGGGAGGGTTAGTNTMTTGAMTGTNTTGCMTTTTCA 
Sequence 6224 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGGTTAACTGCCAGGTGGGTGACAGTGATGCC 

AGGCTCGCCCACTACTGCACTGGACACAGCCTCACCAATGCCACCTTCATAATAATGGTC 

CTCCACGGTGAGGATCCTGCCCTTGGTGGCACGAGCGCTGTCGAGAATGAGTTTTCTGTC 

CAGGGGCTTGATGGTGMGGGGTCCAGCACGCGGATGTTGATCTTTTCTTTCTTCAGCAA 

GTTCGGTAGCCGCGTACTGTTTTCTAACTGAATAATCATGAGCACATTACTTAACCTCTC 

AGAGGCTTAATTTCTTTATCTATACATGGGGTCAATAACGTTCTCGTGTTGAG 

Sequence 6225 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I M I I 1 1 1 1 1 1 1 I II II 1 1 1 1 I 1 1 I M C 

TAAMTTTAGGlTrGATTATTTTTMTACATTC 

TMCAGTATTTTTTNAMCCTTTTCCTTTATATTCrrTG 

GTCCCTTG 

Sequence 6226 

CCCTTTCGAGCGGC CGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I II I I I I I I II I I I 
M I I I I I I I I I I II M II I II I I I I I I I I I I I M I I I I I I I I I I I I I I I M I I I I I I I I I 
1 I I I I I I I I II I I I I I I I I I ITTTTTTNGNNTTTTTNTAN I I I I I I I I I I I IGNGGAAAA 
AAAMAA AAAN TTTrrTTNAAANTNGNGAAAM 

TNAAA AATTTTNC CNANATT NNGGNCCCCCCNNANGGNAAAAAAAAAAA I I I I 1 I 1 1 NTT 
T ii M NCAA AAAANTTTTTTNTTAAAAAAANTANAAANGNNNGTTTATNTAAAAAAAAAA 
AAANi I I 1 1 AAAAAA N G G G N A AM AA AATTTT AAA AANTTTT AAAANTTTTT AAAAAAAA 
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ATTTTTAAAACNTTTNNCCCN" 



NCCCAAAAAAAAAAAAAANATTTTTTT 



NTNNAAAAAANNNNGGGGAAAAANTTTTNAAAAAANNGGGAAATTTNTAAATAAANAAAA 
AMNNGTNNNNAAAAMAAANAAAAAAAANNNNGGGGGNTTTTTAAAAAAMNTTTTTTT 
TTTANAAGNNNN I I I I IGNNNAAAAAACCCNTTNGGGGGGGGNNATNAAAAAAAAAAAAA 
AGGGGGGGNNNTTANNTTTTTTTNTNMNN^^ 
MAAAAAANAAANTTTTCCNNNGNAAAAAAAATTTT 
Sequence 6227 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTGGATGATGGTGAATACAACCCCACTGAT 

GATAGGCCTTCCAGGGCTGACCAGTTTGAGTATGTAATGTATGGAAAAGTGTACAGCATG 

TGGAGCTGGAGAGAGGAGTGGGCAGCAGTGTAGATAAACAGGCCTGGCCGTGTGTGGATG 

GGTTGTCAGGGC TGAG TGGAGTTGCAAAGGGATTTATTATACCATGATCTCTGCTTGTGC 

ATATGTTTGGAGATTTTCATAATCAAATGTGAAMTTTTTTGATTTTCATAATCAAAM 

CAATACAAAATATGAATGTATAACGTAATTCCTCCATCATGACGGTGG 

Sequence 6228 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CATAATCGGAGGTGCAGAATCTTGGAATTGTCTGAACACAGTAGAACGATACAATCCTGA 

AAATAATACCTGGACTTTAATTGCACCCATGAATGTGGCTAGGCGAGGAGCTGGAGTGGC 

TGTTCTTAATGGAAAAC 

Sequence 6229 

CCCTTAGCGTGGTC GCGG CCGAGGTACAATGTTTAATAAAAGTGATGAGAGTAGATATCT 

TTACCTTGTTC TCAAT TTTAGGAAGACATAGATTTTTGTGTAGATGGCCTGCATCCTATG 

AGGACTCTTCAl TITAT CCCCGGTTTTCTGAGGGCCTTTMTCATGACTCMTGTTGGGT 

TTTACTMGTGCTTTTTCTATTAAGATGATCATATGCATTTTTCTTTTTAG^ 

ATGGTAMGTTCATTTATTGATTTTTGAATGTTAMTCAACTTTATCTTCCTGCAATAAA 

GTACCTGCCCGGGCGGCCGCTCGAAGGG 

Sequence 6230 

CCCTTAGCGTGGTCG CGGCCGAGGTAC I M I I 1 1 I I I M I I I I M I I I 1 I I 1 1 I 1 1 CCTT 
H I M I I I I I I I 1 1 I M I I I I I I I I M I I i I 1TTTTNNN N I I I I I I I I I I 1 1 i f I 1 1 1 NN 
AAAAANNNNTTTTAAN I fTTTTTI INAAMGGGGGGNNAMNNTTTTAAANNNNCAANTT 
TTNNAMTNGGGNTTNGANNTTAAAGG 

TAAMNCCNAAMNC C^^^TTTN NTTNCCCCNGGGGGGTTCNNAANNNNGGCCTNNNAAAA 
AAAAAANNTTAAMNATTTTTTTNNNNNNCGNCCNAAAAAAAAAAANAAAA 1 I I I 1 1 1 1 
Sequence 6231 

CCCT TAGCGTGGTCGCGGCCGAGGTACTAGCCTTTAATTACTTTTATTTACTTTA 

TTTTCTCCTGCMCCAGTGGATACCCTCAMTAGMCCATTTTAGMGTTTGAGCATTTA 

GGTAAGAGAAGGAATTTGGGATGGGATTGGGTATAATGGACAGTTATGCAGGGAAATGAG 

AAATATCAATGGACCAGACCACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 6232 

CTTTTAGATTAAMTGMNGGNGACTTAMACAGCTTNAMGTTTTAGTTTAAMG7TTG 

TAGGTGATTTAMTMTTTTGMGGCGATCTTTTTAAAAAAGANATTAMCCNAAAGGTG 

ATTNAMNGACCT TTGA AATCCATGACCCCAGGGAGAATTTGCCNTTATTTGAAAGNCCT 

AGTTTAMCGCCATTTTACTTAMCGCMGACCGAAAATGGGAAAAGATTAAATTTGGGG 

GAGTGGTTAGGATTGAAMCMTTTTTNGGAAGAMGMTACGAMGTTTTGGAAAGTTG 

GGAAAAACCTGGGAMGNACMGANAGGTTTTCANGNTNTTTNNACNTCCTGGNAAATGT 

NCTATATTNGNTAACCTTNNGGCCCNGGGGAACCCACCNCCTAAAGGGGCCGGANATTTC 

CCCNNNCCACCACNTTTGGNNGGGCCCGGTTTTNCTTNGGTNGGGAATCCCGNAGCCTNT 

GGNTACCCMANCTTTTGGNNGGTAAAATCNNTNGGNGCCATTAGCCTTNGCGTCTCCCC 

NGNGNNGMAAANTTTGGTTTTNTTCCCGGGTTTMNNAMTTTNGAAAAAAAANCACTC 

ACCCCCCCCCCCCCCCCCCI I I I I I I I I 1 1 I CCCCCCCNTTTGTNNGTTTTNTTTTACCN 

GANGG GGNCCCCCCCCCCCCCCCTTTTCCCCCCCCCCCTNGGGTCCCCCCCCCCCCCCCC 

TTTTTTNTTTTTGANANACCCCCCCC 
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Sequence 6233 

CCCTTTCGAGC6GCCGCCCGGGCAGGTACAAACGAGGACCGGTCTGGCTTAGCATCCACT 

GMTCTTCATTTGCTGAATCCTCAACCCCCTGCTCTTCAATACAGCCCTGATCATCTGCC 

ATCGTTCCCACGGCGGTAGGGCGGCTGGGACTGGCACAGTCTCTCTCCGTCGCTCCGCAG 

CMGGGTCTGGGGCCCCTTTAGCGAAAGCGAMCTAAAAGTCTCCCCCGCGTACCTTTTA 

CGCTGCCAGAATGMTGTAGGGCTGCTATGCCAGCTAGCATATTACCCTTTTTACTGNCC 

TCACCGCAGTTCAGTGTTTGCCAAAGTGTGAACCAGAACTGCTTGTATCACANAATCTNT 

TGGGACAGGGCCTGGCGTTCTTAATTTTAAAA 

Sequence 6234 

CCCTTAGCGTGG TCGC GGCCGAGGTACTACCTATTAACTTTGATGGAGAAAGATTCCCTG 

TATCACTTTCATATTTTMGGGGAAGGTTTCAGTTTCTTCTTAGTAGTTTT^ 

GCACTGMTTCGAGGAACTCTGATTTGGGTTGAACAATTGTTTCCCTCACMTTTCTTCC 

ACTTCCTGAGGGAGGCCTTTGCCATATTGAGCAACAATGGAAGCAAATGAGCTAAGCGTC 

TGGTCTGATGGAGACATTTGGGCAGCTAMTAAGATCCAACTTCATGAGTTTTATCAGGA 

ACTACATTGGAGGAATAAAAATCCTTCCTGTCTGGAACTATGGTGTCCATCGTAGCCCAT 

GGTGACCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAACACACTGGCGG 
CCG 

Sequence 6235 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCCTCGCTGATCCGTTCCGTGGTCGCCCTG 

CACAACCTCATCAACAACAAGATTGCCAACCGGGATGCAGAGAAGAAAGAAGGGCAGGAG 

AAAGAAGAGAGCAAAAAGGATAGGAAAGAGGACAAGGAGAAAGATAAAGATAAGGAAAAG 

AGTGATGTAMGAMGAGGAGAAAAAGGAGAAAAAGTAAAACATGTATTAAATAGCTTTT 

TTMTTTGTAAATTAAAATCTTACAAACCANATAAAAAAAANAAAAAAAAAAAANNANGT 

CCACAATGGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGT 

AAACCTTCCTATGGTCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAG 

GCAATGGAGAGAGGGCAGAAGGGTGTANAAGCTGAAGGGGTCTAGAAGCTTACTCCTGAG 

TTTCTTCCTTCTGNCTTCA MTCT TTACTTCTTATGGCCAMGACCCAGCTTGTTTTCAT 

AAGGCTGGGMTGCACTCTTTTTAAACTGNTTCGAGAACACCCCAGANACNAGGGGAGGG 

ANGGGAMNAAAGGGTTACTTGTGGGAMGGGATTGGCGGGGGCAMCATTTTAGAGCTT 

TGAMNCCNCTTCTTGGGCCCATGCTTAMNriTTTCTTTTNTTTTAMCC 

Sequence 6236 

ATNACTAATGCTGGTCCTCTGGCTGCTCAGTGAANGGATCACGAAGAACCAGGCGGTGAA 

NAACATGCCAATGGCCAAAAGCNCCACGGTCAGATGGGGGAAGACAGCTGGGTNCACTGG 

GCTGGTATATCTGCTCATGGCCTCAGAGCTCCATTTTGCCCCGNNAAGGCTAATNCTGNC 

GNTCCGCCACCCNCCGCAGTNCTCTTGAATACAAGTTNCTGATACCACTGCACTGGGCTG 

AGMTTTCCAAAACTTTAATGAACTAACTGACAGCTTNANGAAACTGTCCACCAAGATCA 

AGCNGAGAAMTGATNMmCATGGGACTAMTGMCTMTGAGGATMTATTTTCATA 

ATTTT 

Sequence 6237 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTACTGATGCATTTTT A1 INN I CTAGG 

CGGGAGTCAGGTAAATCATTTAAAAGGTAAATCAGATTGTGCCATTACCTCACCTGCTCA 

AMGTCTCCAGTG GCCTA TCACACTTTGACTAATATCCAAATTGCTGGGGCAGAAAAGTT 

CTTGATGATCTGGCTTTTCTCCTTCCCATTTCCTCCTCATAAATCACTCTCCCATGCACT 

ATTTCTATGTCTTGGCATTTTTCTTTCATC 

GTCACTCCTTTACTTTCTTTT 

Sequence 6238 

CCCTTTCGAGCGGCCGCCCGGGCANGGTACGCGGGTGAGCCTTGGTNGGAAGGAACCTCT 

CT TGTT GATATTTAMGMGTGAGGTCTGTGGGTATTCATTGGTTAGAAAATGCCANTTC 

ACTTTTAAACCATATNCAAGTCTTCTAGGGTTGGTAGAAAGGGGAAAAGGAAGGGAAGTG 

GTCCCCMGTGAATTCTMGATCTTGGTTGGGGAAAACTTCTTGCCTCATGACTCTTGTC 

CTTTTGAAGTCCCmGGACAGCAGCACAAMCATAAC^^ 
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cccAttcttttttgatcccacaggaagcttgtgggttgggtccggcccgtaaccccccgg 
gatgtngggtttaaggtggattactggctmcttgagc 

Sequence 6239 

NCC GCNAGTGGTGG ATGGGNTATCTGCANAATTCGCCCTTTCGAGCGGCCGCCCGGGCAG 
GTACT TTTTI I I I I I I M 1 1 rAATTTTTTAMTCTCTATGGCATATTTTTCCAATTTCTG 
CTTTTCI 1 1 1 1 1 1 I ICTTTTCTGCTTAGCACCTATGGACATAATTCAACATGATGCCCTC 
TTTCTTCTGGAGGGGTGTGATMCTGCTTGATMTMGCACTTTTTCAGGCCTATTGAGA 
ATGTGGTTMTGATTC TAMC TTGATTTTTCATAACTTGTAAAATAGAGCTGACAGTATT 
ATAGTTCTGAAMCAGTTTTTGCGTTATTTGGGGTATCAAMTAMGTTTGAAACAATTA 
GGATGGGATTTGCAAATAACCTTTCACAAAACAT 
Sequence 6240 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCAGCAGTTGTAGGAGAAGAACTGGCTTCAG 

CAGAAGTGGTGACAGGTGTGCTGGTGTCAACAGGAGTTGTTGAAAGGGTGCTAGCCTCAN 

MTTGGCCMCAGCGTGGTGCTGACMGTATATTTGTTAATGGAGTGCTTCTTTCACCAG 

GAGTTGAGGTTGGCATGCTGCTACCTTCAGCAGTTGTAGGAGATGAACTGGTTCCAGTGG 

AAGTGGTCACAAGTGTCCTGGTGTTCAACAGGAGTTGTTNAAAGGGGTGCTAGCCTCANA 

ACTGGCCACTGGCATGGTGCTGACAAGTATACTTGTTAATGAAAGTACC 

Sequence 6241 

GTGATGGGATATCTGCAGAATTCGCCCTTANCGTGGTCGCGGCCGAGGTACGCGGGACTT- 

TATGATTTTATTAATCAMGGTCAAAAACAGTCCAMTTMTTTATGCTGTTAGAAATCA 

NGGTAGTTGTTACCTTTGGAAAGGGGGAGGGTNNGGTGACTGGAACAGGTAAGGAGAGGA 

CCTCCAGGTGCTGGTMTGTCCTCTTTCTTGATCTGGGGACTGGTTACATGTGTGTGCTT 

AGTTTTCAAAAATTCAMCTMGGCTGGGCGGATAGGCCCCCAGGATTTTGGACGGCCCG 

AGTTGGGAGGATCACCTGAAGCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACC 

CCGTCTCTACTAAAAATA 

Sequence 6242 

CCCTTAGCGT GGTC GCGGCCGAGGTAC I » I M II I I II 1 1 1 1 I II M I I I GG ACTTTTAA 

MTAACCTTTATTTTTTAAMGTTAGTATGTGCATTATAGGAAATTGAAAAACACAAGCA 

AAGMCAMGTCATTCACAATCACAAGCAGTTTATAGTTTGACATATTCTTCTAGATCCT 

GTGTGTAGGCACAACATCCAATTTTATGGGACTGAGACTGTACACAATGGTTTATTAAAG 

GAATGTNTGGCCCACATCAACCTGGCAAGGATTNTACTGGTAAACCTTCCTATGGCCAAA 

GGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTGCAGGCAATGGANAGAGGGCANA 

AGGGTGTTAAGCTGAAGGGGTCTAAA 

Sequence 6243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTTAAGCAGAGCAAATAGGGTTAAAAAA 
AGAATTTGGAAGAAAGTAATGGATATACATTTTCAAGGTGAGAGAGAAGAATACCATAGA 
GTGGAGAAAGCATAAACAAAGGCATGGAAATGGGAACTGGAAAGCCCACCA 
Sequence 6244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATCCCTGACTCGGGGTCGCCTTTGG 

AGCAGAGAGGAGGCAATGGCCACCATGGAGAACAAGGTGATCTGCGCCCTGGTCCTGGTG 

TCCATGCTGGCCCTCGGCACCCTGGCCGAGGCCCAGACAGAGACGTGTACAGTGCATATT 

GGCGGCGCACGCCTCATTACGATTCGCCTGTTTGCTTCTCCTGTTCMTCGTTTCTTTGG 

MGGCAGTGGATTTTTCTCTTGCGTCTCTGTCTTCTTCAGTTTCGACTTATCGAATTTCT 

CGATCTCAGCCATATCGGGTTTGTCAGACATGGTTGCGGGAGGAAAAGCGAAGCG 

Sequence 6245 

CCCTTTCGAGCGGC CGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I iGGGTTTTT 
I « « I I M I I I U I I I 1 1 I I I I I I I I I I I M I I | | | | 1 1 n I I I I I n I I I I I I I I I I I I I 
I I M I I I I I I rTTT TNNI I I I 1 1 II I I M NM II II I I I II I NNTANAAANGTGGNNATT 
UN l NTTTTTTTNTGGANNNGNNNAAAAAAAAAANTAAN I I 1 1 I I I I I I AAAGGGNTAA 
NMNTGCTGGNCCNCCACANNNGGNNMMTTTAMGGNTTMTTTTTTTNCACNANAAA 
ACGTAAANAAAAAANNCNNNTTTNNNTNCTNATNNTTNNCAAAAAAAANAAAATNTNNNT 
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TNTCNTNG GGGGG AAAN I I < I I I I I NTAAAAAAAAAAANNNTNTTTTTATAAACCNNGAA 
AAAAAA AAAl I I 1 I ANAGCCTGNGTTTCNTTNATNANNAAAAAAAAAAATAAATTTTTTT 
TTTTTTNNNNNTAATNGGNCCNATAAAAAA 
Sequence 6246 

GCGGGAGAACAAGCGCAGTTTGCCCTCCGCTCACGCAGAGCCTCTCCGTGGCTTCCGCAC 
CTTGAGCATTAGGCCAGTTCTCCTCTTCTCTCTAATCCATCCGNCACCTCTCCTGTCATC 
CGISITTCCATGCCGTGAGGTCCATTCACAGAA 
Sequence 6247 

TATCTGCATAATTCNNCCTTAGCCGTGGTCGCGGCCGAGGCACAGCCNGACATGATGACA 

TTCTACTTTCATGTCGGACATGCTGCAGGGAAAATTCTNTAAGTGTCCTAATAGGCTGGA 

ATCATTTGCTAGGGTGAACCCCATCTTTGGNGCTCACTTTTCNGTTNTCTTATAATTAGC 

TTTATTCTMGCAAATCCATGTCTATTNTATTTATCTGTTTATTNACTTATTTATATGT^ 

TGGAAAMCACTTTNNTTTATTTACTTATTNATTTANAGACAGGGT^CCNTCT 

Sequence 6248 

CACTATAGGGCGAATCGTGCTCTANCGNTCNATGCTGTNANGGATATCTGCAGAATTCGC 

CCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGCACCTGTAATTCCAGCTATTTGGG 

AGGCTGAGGCAGAGGAATCAATTGAACCCAGAAGACGGAGGTTGCAGTGAGCCAAGATAG 

CGCCATTGCTTTCCAGCCTGGGCGACAGAGCAAGACTCCATCTAAAAAAAAAAAAAAAAA 

GACGGAATAATGGAATAGMTTTTGGGAMGTTTGTCAAAAATATCAGAGGTTTAAAAAT 

ACTTGATTAAAGTAGATCACAGATCACTTGAAGTAATACCTACTGATTTAACCAGAGTGG 

TAATTTAGAGACAAATATAGAAAGTTACACAGTTGCTTAAAAAAAAAAAA 

Sequence 6249 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTCATATGTTGATCTGATATAACTA 

TGTT GTTAGGM TGTATGAGACACATATATTTGGGTTTCTGAAACAGATATGAACTGAAG 

ACAAi iini iCAAGTTATTAGCATCTTCCAGGTGGGTAGTTGGAATACTGAAATGGATT 

AAATCACCTGATCATCTGTAGACATTAAAGAAGGCTAAGGACAGAGTCCCTGAAGTAACA 

ACATTTAAGGATCATGCAGAAAAAGAATCAGCAAAAGAAAAAACAAACCAGGAAGGTAAG 

GMGATTTAGGAGAGTGATGTCAGAAATGGAAAGAAGTTTCAAAAAAAAAAAAAAAAAAA 

NGTACCTGCCCGGGCGGCCNGNTCGAAAGGG 

Sequence 6250 

CCCTTAGCGT GGTCG CGGCCGAGGTACGTGCCTCTTTATTCCAGTAGGTGGCTCTAAAGT 

CCAATTGTTTATTTTT CTATM CAAGACCGGAGCACAAMTTGTGCTAAATTTGAAAAAT 

AACTTMTGAGGAGTATTTTCTGCTTAGCTTCTTTCCT 

TCATTCAATAGTAGTTGAACCACCTGAAGCTGGTTTATAGAAAACAATGCTAAACATAAA 

ATGTTGCTATMTATGTTATMTATAACCTMGATTCTTTGTATTTGTCCACAGATAGAA 

TCCANGACTAACTTGGCAAMTTACTCCTCATTATGTGCTGTTTCTATAAAAAAAATAGT 

^ATTTGCACTTTGGNATCCTATTMCCCTAGCTGTTCACATTTTNTTTTCCTTGGAAGT 

ACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 6251 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAATTGCAGCTGTCCACTTGTCGTGT 

GGCTCTGTGTCNACACTGNGCGCCACCATGGCCGNGACTGCCTGTCAGGGCTTGGGGTTC 

NTGGT7TNACTGATTGGGATTGNGGGCATCATTGCTGNCACCTGCATGGACCAGTGGAGC 

ACCCAANACTTGTACCTGNCCGGGCGGCCGNTCGAAAGGGCN 

Sequence 6252 

CCCTTAGCGTGGTCGCGGCCGAGGTACANCNGGGACTGGAGACACTGAAGAAGGCAGGGG 
CCCTTAGAGTCTTGGTATGCCAAACANATTTGCAGATCAAGGAGAACCCATGTAGTTTCA 
AAGAAGCGCTAGTAAGGTCTCTGANNATCCTTTGCACTAG 
Sequence 6253 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGACTCCAGACCTNAGNTNTGTGACTATACT 

GTGCCTTCCCGTTTCTNAGAAACCAMGCCATA^CGNMCAAGCTAGTTTGCATCTTNT 

GCCCTGAAGCCAAGGTCTCTCTCTGGGTACTTGGGGTGGNTGGGAACAGAGCCAGGCNTC 
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CACCGTGCACGCTGAAGGGTGGCCCANAGGTGTTCATCTGGGCTATAAGTTGTCTTTTAC 

CCATTCAATCAGGTTGTTTGGGATTTAGGGT 

Sequence 6254 

GGCGAATCGGGCCNTTTAGAGGCATGCTCGAGCGNCTNGANGCATGCATGGANGNCTGCA 

GAATTCGGCCTTAGCGTGGTCGCGGCCCGAGGTACAGATGGGGTTTCACCCGTGTTAGCC 

AGGATGGTCTCAAATCTCCTGACTTNATGATCCACCTGCTCGGCCTCCAAAGNGCTGGGA 

TTACAGGCNGTGAACAACCGAGCCCAGCCAANGTTTTMTTTTCATTCCAAACCCAATCT 

TGGTGCCTNTAATTGNTNAGGGTTTNCAATAGCCCCAANGGNGCACATNAGNCCGGTNTT 

NCTTGGGGGGNTTCCCTTANNCATGCNAAGGNGNNGGGNTTTTANTTCTTNTNGGGTTCT 

GGCCATTTATCTATCANGMACTAANCCTTTGATTTMCATNTCCCNATTATGCNTGNTT 

TNTCCTCTTCCCATCCCTTTTATTGGTGAMGGGGTTATGCCTTTT 

Sequence 6255 

CCCTTAGCGTGG TCGCGGCCGAGGTAC I I I I 1 1 I I I I M I I 1 1 U I I 1 1 I N I I I 1 1 1 1 1 

I I M I I I I I I I I I I I I I I I I II I I I I I I I I 1 1 I II M I I I I I I GTCI II 1 1 I I I I I I I I A 

AAAANNNNNTTTTNNN I I I I I I I I I AAAANGGGGGGNAAAAANTTTNAANNCCCCNNTNT 

TTNNAANNNGGGNTTNAANNTTMNNNAAMNNNNNNNMNCNNTTTTNTTAMTTTTTT 

TAAAANCCNAAAANCC NTTTTN NTNCCCCCGGGGGGGTNCNANNCCCCNNCCNNNAAAAA 

AAM NNCCNCAAAANNTTTTTTNTNNNNCNCNCCNAAAAAAAAAAANAAAN I M I N I M 

TTTTAAAANGGNCCCGGNTTAAAAAANGGGAAAANTTTTNNNCNANNNCNGNTNCCCCTN 

NNNTNNGCNCTNTNNCCCAGNGGNTTTTTNTAAAAAAAAAAAAAANNNCTNCCCTTNNGN 

CCCNCCNNAAAAATTTT^TTNATNNNCNAMAGNNCNTTTTAAAAMMTCT^r^TTGGGA 

AAATAAAAAAA AI I II I I I I I I 

Sequence 6256 

CCCT TTCG AGCGGCCCGCCCGGGCAGGTACGCGGGGAMGCGGAGCCGGGAGTTTTTGCT 

ACAGTTTTCGCCACCGTGAGTCGCAGCTATAATGATGAGCTGAGTTCTTGGAGAAGATCA 

ATAAAAACTGCTGGAGGATTMGMGGGCTTCGTGCCCAACATGCAGGTTGAAGGTGTTT 

TCTATGTGAATGATGCTCTGGAGAMTTGATGTTTGAGGAATTAAGGAATGCCTGTCATG 

GAGCGGGCCGTGCATTGTCCCGAGCAAMTCTCGACGTMTTTAGATTTCCAGGATGTCT 

TANACAAATTGGCAGATATGGAAATTGCGATCCGTGTTGCCTCACCCAAACTGGTTATGG 

Sequence 6257 

CCCTTTCGAGCGGCCGCCCGGGCAGGtACGCCGGGGAGCTCACACCTGTAATCCCAGCAC 

TTTGGAAGGCCGAGGTGGGCGGATCACCTGAGCTCAGGAGTTTGAGACCAGCCTGTCTCT 

ACTAACAATATAAAAATTAGCTGGGAGTCACGGTGGGCGCCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGACAGAGGTTGTAGTGAGCTGAGATC 

GCACCACTGCACTCTAGCCTTGGCAACAGTGCAAGACTGTCTCAAAAACAGCAACAGAGA 

GCAGGACGTGAGACTTCTACCTGCTCACTCAGAATCATTTCTGCCCAACCATGGCCCGTT 

TGTGGAGCTCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6258 

CCC TTCGA GCGGCCGTCCGGGCAGGTACTTT N I I I M I I 1 1 M I I M II II I AGTATCG A 

TCTCTTTTAATTTTTAGGCCAATTTTGAGTAGTCAMGTCAGAGCAGTCAATNTGTGTTG 

TGAGCCGAGGCACAGCTGCAAAAGCGTGTNTGAGGTGTCCGGTGGAGGTGGCAGCCGAGC 

TNTGGGACTAATCACCGTGCTGGGGACGGCACCGCNTCAGGATGCAGGCANATCCCTGCA 

NAAGTGTCTAAAATTCACGCTCCTNTTCTGGAGGGACGTCGATGGTATTAGGATAGAAGC 

ACCAGGGGACCCCACGAACGGTGTCGTCGAAACAGCAGCCCTTATTTGCACACTGGGAGG 

GCGTGACACCAGGAAAACCACAATTNTGTCTTTCACGGGGGGCCACTGTACAAGTGCGAA 

AATACCANAACTCAACCTTATAGGGTTGTTGAANATTAAA I MM I ACAGTGCTTAAAAC 

AAMCCTGGCCTGTAAANATATGCTCMTAMTACTAACmCTATCATCATTCATTTAA 

AAACTGGATGCC I MM I ACTTCTACACTCTATTCTTTGGTTAC I I II I I I I I I II 1 1 1 I 

Sequence 6259 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGACATTGATATTCACCATGGTGACGGCGTG 
GAAGAGGCCTTCTACACCACGGACCGGGTCATGACTGTGTCCTTTCATAAGTATGGAGAG 
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TNCCTGCCCGGGCGGCCGCTCGAAAGGGCN 
Sequence 6260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACCAGAATACAAGACAGTATTGGACAATG 

CCACCGAAGTAGTGAAAGAGAAAATCACAAAAGTGACCACACAGCAAATAATGATTAATG 

ATATTTGCTCAGACATGATGTGTTTGAACACCACTGGCACCCAAGTGCAAAACATTACGG 

TGACCCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 6261 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGAAGTCAATAATTGAAGTTTGGGAACCTCT 

GCCTAGATTTCAGAGGATGCATGGAAATGCCTGGATATCCAGGCAGAAATCTGCTACAGA 

TGCAGTGCCCTCATTGTGAACCTCTGCTAGGGCAGTGTGGAAGGGAAATGTGGGGTTGGA 

GCCCCCACACAGAGTCCCCACTGTGGTACTGTGCAGGTGGGTTAGAGGCTGCGTGGCAGG 

AGAGGTTCANATTTTCCCCTGGACCGGTTATTGGCCTTTGAGGGGGAAATGGTGGGGGCC 

ATC 

Sequence 6262 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTTGAGGAGGTGGGTAGGGTCCCCCCATA 

GGTCCTGGACCCATTGGTTGTGGTGGATAAGGTGGGTATGGGGCCGTTGGACCAGGGCCT 

GGATATGGTGGAGGGTTCTCTTGGTTCATTGGGGACCTGTAAAGTGCACCTCTGCTCTCC 

ACGAACCGACTGGATAACGGTCGGGTCTGAACCTCCCCGCGTACCTCGGCCGCGACCACG 

CTAAGGGCGAATTCCAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnhnnnnnnnnnnnm"GTTTCCTGTGTGAAATTGNTATNACGNTCACAATTC 

CACACAACATACTA 

Sequence 6263 

CCCTTAGCG TGGTC GCGGCCGAGGTACGCGGGGGAATGTATAAATGTCCATTGCCATCGA 

GGTTCTGCTATTTTNGAGAAGCTGAAGCAACTCCAAGGACACANTTCACANAAATTTGGT 

TCTTCAGCCCCAAMTACTTGATTGMTTGGGGACMTTACAAGGACTCTNTTGGCNNAA 

AAACCCTTGAA 

Sequence 6264 

CCCTTAGCGTGGTCGCGGCNCGAGGTACT TTN I I I I I I I I I I I I I I I I I I I I I NAATTAT 
I 1 1 I I I I I 1 1 I I M I I I I I ) I I I I M I I I I I 1 1 1 I I I i I I I I I I I I AANTTTANAANTTT 
TNANANTGTTTNTTTNTANNNTTTNNNNACTGMGNCGNTTTTTTAANTTAAAAAA 
AAAAAAAGNTTTTTTTCNNTAAAAANMACANNNNNCCCNCNCCNAAANNMTTTNNN 
TTCCTATTGGGGGNTCCTATNNTAAAAAGGGGNAANTTNTNAANTTTGGGG I I I 1 1 1 I I I 
TGGAANTCGTTAAAAAGAANNAANTC 

NNAA ANAN I 1 I M AAATTTTNAAANATAACACAAAAAMNTNAANTTNTAATTTTAAAAT 
TTTTNTNGNNGTGNNNGGGNnTANAGGNTAATTCNCCNNNMTTTTTAAATNGGTAT^ 
ANANATTTTCCNTTTTTAAAAAAA 
Sequence 6265 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 11 I I I I I M I I I II I I I I 1 1 I I 1 II TGGGCTC 

TANAGGGGGTANAGGGGGTGCTATAGGGTAMTACGGCCCTATTTCAMGATTTTTAGGG 

GMTTMTTNTAGGACGATGGGCATGAMCTGTGGTTTGCTCCACANATTTCAAAGCATT 

GACCGTAGTATACCCCCGGT 

Sequence 6266 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTCAGAGCAGATACATGGACAGCTTTTA 

TTCTGAMTGTCTTCTTMGTGTGTTTGCATGGCAMCAGTTTTGGAAGGTAAAGATAAT 

GTCTCCCTCCAMGCAMGGACAGATTTGCTTTCTATTTAGAATAATAAAGATAATGTCT 

CTTTCCAGGGCAAAGGATGGACAAGCTACTGGCAAGTCCCTTTAAAAGTCTGCTATCTCC 

TAAGCTCAGGGAATCTCACCTCTTATATAAAG 

Sequence 6267 

CCCTT AGCGTGGTCGCGGCCGAGGTACATTTATTGATTCATTTATTTTAAATATTTAATA 
TTTTTCTTGCTATAGTGAATGGCATNTTGTTAAAACTACCTGATCTATATGGTTCTTGCT 
TATATATAGGAAAGCTATTGAGTTTTAAATGTTTACTTGATCTGGACAGTGNCATGAATA 
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TATCaATTAGGTCTAATAGTTATTCATAAGTTGNCAATAATTTTGNTGGTTAGAAATGATG 
TCNTATATTMTMNGNGGGGTTTTATCCTTTTTTCTACAATCTTTATACCTCATTTA^ 
TTTTCTTGTCTCATTTCANTTGNGCTGGAACCTTCATAGTGATATTT 
Sequence 6268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCAGCTCTCACACAAGGACTCAGTTACAT 

ACAGTTGCTTTGAGAGCMGTTCGTMTGTTAGATAAGATTTGCAGCTTCCTTTGGGTGC 

CTGCTTTGAGCACAGATCACAAATATGACTCCCACAACACTACATAAGTCTCAAGTTAAA 

CAAAAGAGTCNAAATAA ACAAG GATAGCACAATCATGGTAAAGACAAAGAAACAATTTGA 

GTTACTTCAATTCTATCATTTTTATGTGACTCCTTGGAGTTTTTAm 

T AAAA CAGCCGMAACAGTGCACAAACTGCAMGTTAGTCATTTTGTTGGATAAGGGCAA 

ATTT TAGCTT TGT TCATG AAACGTTTTACTGGCTGTMGGACTATTTTTTAAA 

GGTAI I I I I I CTTATTTTGGTAGTTGNTTTAAAAATTAAAGACTACATCTAGAAATAATT 

AMCATTAANTCMGGGAMTAATTAATTTTAATNGATTATTCCATGGGTACTATTGGAA 

AMTMTTTTTGTTTTATANGATGAGAGGAAAATNTTTTAAAAAAAAAAAA 

Sequence 6269 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAA7TACTGATTTCAGCACCAGGGAGCAAA 

AAGACAAATATCCCTGTCCTGTGGCACTTACATTCTAATGGCTAGACAGAGAAACAACAA 

TATGCATTAAAGTAATTCATTCACGCAATGCTATAAAGAGATTAGATGTGTGGGGAAATT 

TTAGAGGGATGTAGTGAACCAGTGGGAGGAAAAGTGGAAATGTAAATTATTTAAATGGAG 

TTGCCAGGACAGAACTTCTCCAGAAGATGATTAGMCCATTTGACTTTTCAGAGCCCTGA 

AAGTCAAAAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 6270 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACAATATTGTTTTATATGTTTTATGGAAG 

GAAAGAACTCCTCCTAGCTTTAAAGTAAMTAGAGCAAAACTGACTTGACCCCGATTTTC 

CTTTAAA TCCGT ATCTCAMGTATTTTAAATCTGAAGTAAAGACTACTTGTGTCAATGCA 

ACATATATTTTTGTAGACCTTTGTTCCTTGTTGTCCACCACTTNTATGTACCTCGGCCGC 

GACCACGCTAAGGG 

Sequence 6271 

CCCTTAGCGTGGTCGCGGCCGAGGTAC l 1 1 ) I 1 1 M M I I ) I ) 1 1 1 1 1 j ) IGCTAAAAGG 

AACTAGAAGATATAAAACCTCAGAGCCTNTATCCACCCAGTCTTNATNTGAGAAAAGCGC 

AMTMCAGATTCTTTCAGTTTGCCTGTGTCTCTCACCACTAAGCTGNAAGAAGCTCCCT 

NCAAATGAGAACGTGACACATGCAGGGAC 

Sequence 6272 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCCTCTGAAGCCGTGGATACAGAAATCT 
CTGCAGGCAAGTTGCTTCCCAAGNAGCATATTGCAGGACAAGCCTGTAACCGAATAGTTA 
MTTCACGGCATCTGGGNTTCCTMTCCCTTTTTCCCGAAAAAAT 
Sequence 6273 

CGCC CGGG CA GGTAC TNNN I I I I I I I I 1 1 I NTGGNTTTTTTTGAGATGGAATCTTGCTCT 

GTMGTTTTGTATTTTNAGTAGAGACGGAGTTTTGCCATGTTGGCAAGGCTGGTCTCGAA 

CTCCTGACCTCAGGTGATCCGCCCGCCTTGCCTCCCAAAGTGCTGGATTAGAAGGCGTGA 

GCCACTGTGCCCGGCCTAMGGCATTTACTTTTTATTAMTCATAA7TTTGGGACAGATG 

TG MTTTC AGCAAAAGCCATGTTACATTTMTCTMCCACTGGTATTTATAATTACTTTG 

AATNTTTTACAMAGAATTTGCTCATMTTTTCATTT 

Sequence 6274 

CCCTTTCNAGCGGCCCGCCCGGGCAGGTACTTATTCCTTTTGAAAAACCGGACTTCACCT 
CTGTCGGCMATTNNTMTGNCTISTITCANNCCCATTTGGAGATGGGGACANAAAACAGA 
Sequence 6275 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTACA 
ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 
GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCCGCCTTAGA 
MGCCCAGGATTAATGCAGGATTGCGACATTTAAACAGAACATTTCCATACAGCATGAGT 
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ATAMTGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAGGGAACAAAGAGGAAGATGTCTGGGAACCGAGGAGTAATAGAGACCTGAGTTTA 

CATCACTACTCTGCCACTCCCTAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTC 

CAGCACACTGGGCGCCGTTTACTAGTGGGAAT 

Sequence 6276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAATATCATGCCATCCTACTCTGT 

CCCACCCAGGAGAGAAACCATCCCTTTGTCCGCAGTATCTATACTGTATATACCACCCTT 

CCACTAGTTACTTAG TAGCC ATTTCTATTAGATTGGCTGTCATGGTATCATAGTAATTGA 

GTCCMGTMTTCTTATTTTACTTAATAATAGCTCCAAAGCAGAAAAGTAATGATGCTGG 

CMTTTGGATATGTCAAATAGAAGTTGCCAAGTTCTACCTTTAAGTGAAAATGTAAAACT 

TCTTGAATTGGTAAGGAAAGGAAAAAAATATATACCAAGGATGCTAAGATCTATGCTAAG 

MTGATTCTTCTATCCATGAAACTGTGAATTAGAAAAAGGAAATTTGTG 

Sequence 6277 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGACTTTATACATTTTACATTTGTAATAAA 

AAMTCATGMAAGTATGCTTTGAACCTGTTGGTAAATTCTAAAAAGGAACTAATTTGAA 

AGATTTATAMTCAMTTTGTTMGTGGCCAMCTATTTTTTATTTTGAAM 

TTCCAACTCGAGCAAAGCTGGTI GGMAGAAGGAATAACTGCCTTTTCTAAGCTTTATCA 

GCTAGGAAGCAGATNGGMTTMTAATTCCAAGMGAGAAGAAGTTTTATGAAAAGAAAT 

TGTAGTCGTCATGCTGTAGAGTCTGAGCANGCTCATCTTCNGAGGTTTAAACGGGTCCAT 

CTCCCCCACAGCAGCCACAACACTGG 

Sequence 6278 

CGGGCCCGCCAGNGGTNATGGNTTNTNTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAG 

GTACACCAAATGAGATACTATTTGGAAAGGCAATAAAGGGAGTGTAAAAGCCTAGGTAGC 

TTAAATACAGGCTCTGGAATTTCCTTCGCAGGAAGGTGAAGCACCAATGATGGCAAAAAT 

TAAATAAATACATCATCTTAAAAAGGCAGAGGGTAGGCTGCGTGCAGTGGTTTACGCCTA 

TMTCCCAGCACTTTGGGAAGCCAAGGCGGGCACATTGCTTGAGCTCAGGAGTTTGAGAC 

CAGCCTGGACAACCCCATCTCTACAAAAAAATAAAAATCGGCCAGGTGTGATGGGGGCAA 

ACCTGTGGTCTCAGCTACTTGGGAGGGTGGGT 

Sequence 6279 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACCATAGAGCAAGAATCAAGATTCTGCTAAC 

TCCTGCACAGCCCCGTCCTCTTCCTTTCTGCTAGCCTGGCTAAATCTGCTCATTATTTCA 

GAGGGGAAACCTAGCAMCTMGAGTGATMGGGCCCTACTACACTGGCTTTTTTAGGCT 

TAGAGACAGAMCTTTAGCATTGGCCCAGTAGTGGCTTCTAGCTCTAAATGTTTGCCCCG 

CCATCCCTTTCCACAGTATCCTTAGCGTGGTCCGCGGCCGAGGTACCGCGGGGAGAAGCT 

TGGACCGCATCCTAGCCGCCGACTCACACAAGGCAGAGTTGCCATGGAGAAAATTCCAGT 

GTCAGCA7TCTTGCTCCTTGTGGCCCTCTCCTACACTCTGGCCAGAGATACCACAGTCNA 

ACCTGGAGCCAAAAAGGACACAAAGGACTCTCGACCCAAACTGCCCNAAGACCCTCTCCA 

GAGGTTGGGGTGACCAACTTCATCTGGACTCAGACATATGAAGAAGCTCTATATAAATCC 

CMGACAAGGAACAAAACCCTTGGATGATTATTTCATCACTTGGATGAGTGCCCACACAA 

GTCAAGCTTTAAAGAAAGTGTTTGGCTGAAAATAAAGAAAT 

Sequence 6280 

CCCTTTCNAGCGGCCGCCCGGGCNGGTACTCTTGGTTTGTCAATGGGACTTTCCAGCAAT 
CCACCCAAGAGCTCTTTATCCCCAACATCACTGTGMTAATGNNGGANNCTATACCGTGC 
CAAGC 
Sequence 6281 

TAGAAAGTTTAAATACAGAAATAATCTTGAAAGAAGGCAGANAAAAATGACACATTAACG 
TATAGAAAAAAAATGACTACTGACATCATAAAAAATAATAAATGCCAGAACACAGTAGAA 
ATACACATTGCAAGTGCTAAAAAAAGCTTTCAAATGAGATTATATGCTCCAAATATATCA 
TTTMGAATGAAAGCAAMTTACACTTTCAGTTATGATGGAGTAACAAGGACTACATATA 
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CTTCMCTCTAMCAATMGAAGACACMCTGNATTCATTCATTTCATTTAAGAAGACAA 

GAGTCTGGCTTTTG 

Sequence 6282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 

ACMGTCTGMTGCTCCACTTTTTCMTTCTCTCTCCATTCTTCAGTAAGTCAACTTCAA 

TGTCGGATGGATGAMCCCAGACACATAGCMTTCAGGAMTTTGACTTTCCATTCTCTG 

CTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACAATCTCATCCTTCCAAGCACGACT 

ATGTGTAATGCTCTAAGACCTCTCAGCACGGGCGGAAGAAACTCCCGGAGAGCTCACCCA 

AAAAACAAGGA 

Sequence 6283 

CCGMNTTTGGGGGCCCCTCTTAMNAAAAGGCCCATTTGGGNCCCTTTCCCGGAANACC 

GGGCCCCGCCCMGTTGGTTGAATGGGGANTTATTCCTTGGCAAAGAAAAAAMNTTTTT 

TTCCNNGGGCCCCCTTTTTTCCGAAAGCCGGGCCCGCCCCCCGGGGGCCAGGGTTNCCCC 

CNGGGGG^CNAAAAATTMCCGGGGAAGGGNCTTTTGGGGGNTATTTCTNNGGGGGGG 

GGGG 

Sequence 6284 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGAAAAATGATGTATTATGAAAACAGTTA 
TATGAAGGCTGGAGTAACTATATTAACATCAGATAAAATATGCTTCAAGACAAAAAGTAG 
TNACAGAGATMAAAGGGACATTTCATTATGAAAAAAAGTTTAATTCATTAGCAAGATAT 
' CACAATCATAAATATGTATGTGGTTAGCACAAAGTTAAAAATGCATiGAAGCAAAAACTAA 
TNGMGTNAMGAAGGMTAGACAATTTCACAACAAACATTAAAGATTATAACACTCTTC 
TCCTGCCAATTAATAGAATAACTAGACAAAACATAATTATCCNGATTATCTGAAGATTAT 
CMCCATCTTGNCTTTMTTGATATTTATAGCACAATTTGCAGAATACAA 
Sequence 6285 

C CCTTA GCGTGGTCGCGGCCGAGGTACTGGAGATGTATTTGATAACCAAGGTTTTAGGTA 

AATTTTCACCCAGTATTAGTTTTATTTGCAMCCTGAAAAMGTTGGTAGCTTAATGTAA 

MTAACCCCTTTAGTGMCCTTTNTTTNTTTTAAAA 

NTTTTTGAAAAANATTATTTGTTTGNMGGGAAAAMTNGGNAGGGGGANCTTTNNCTT^ 

ATTCCNCCCCCTTAATGGGAAAAAAAANAAANTNGGCCTTAAAAAGGAA 

Sequence 6286 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAATTTAGGTTTTGGACACTTAGTTGGATA 

MCAAGTTTATTTGTAMTTTAGTCAACATACATAATTGACCTAAAAACTTCAGTAAATT 

TTAAMCCACTTGGAAGGCCATCTCTATAAAAATGATTTTCCCAGGACAGTAACCAGATG 

TAACCTMCCCAAC ACCAT CTTAATTGGCAGAGGTTCAGTGGGCTGGAGTTTTGTGCTCC 

TCCCCCACACCAAGTTTTTATAATACAAATGCCACAAGAAAAAGAACTTCGGTACACAAT 

GGTTTATTAAAGGAATGTATGGCCCACATCAACCTAGCAAGGATTCTACTGGTAAACCTT 

GCTATGGCCAAAGGAAAAACAAGCAGGAGTTGAGTGGCTGGGGTGGGGTNCAGGCAATGG 

GAGAGAGGGGCAGAAGGGTGTAGAAGCTGAANGGGTCTTAGAAAGCTTACCTCCTGAGTT 

TTCTTCCCTTTCTGNCCTTCNAAMTCTTTTACTTTCTTT 

Sequence 6287 

CCCTTAGCGTGGTCGCNGCCCGAGGTACCTTAATAGCTACCCAACAAGTCATTAACATAC 

MGAMCATGCATTTTNNAAGCAGGAAGCATCACCCATCCCTTCTNGCATATTAGCAACT 

TGTNACTNCCTGAGCMCAGTGCTCACATCACTGAGGTCTGTGAACAGTCCTTTTTCGAT 

TCATCCTGAGTGAAAGATGGGAATGACTTAAGTACCTGGCCCNGGGCCGGNCGGCTTCGA 

AAAG 

Sequence 6288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAGGAGTAAGTGTGGCAGCAATTTN 

CCAGAAACTGTATATTATATTGAACCTGTGAGTCTTTACCATGTATATATATTTCCTTTT 

TCATTCATATMCTNTAAAAAMTCAAATTTATTAATAACTAAGATAGTATCCTTCTTGA 

CAGCAATGCATCAAAAACTTAGGCTGAMTTATTTTTAATTTTGCC^ 

AAATGGTATATTATGGTATAAGGTACCTCGGCCCGCGACCACGCTAAGGG 
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Sequence 6289 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAGTTTGCCTTMCCTACTTTTTGTTGTATT 

TGTTTAATTTCTTCTACTGGATTATAATTCCCCTGAGTAGACAAGTATTTGTCTAACTAT 

CTTAGAGTGCTGAGAAGAGTGTGTGGCTCAGACTATGGGTGTAATTCAGTTGACACATGG 

TGCATGCCTATAAGGATATTCTGAGAGTGACAMGTTAAGACAGACATCAGACGTAATTA 

GTAAACACACATATTACACAGTTCCATATTATATATGAATGTAAAACATTCAGATAAGGA. 

ATATGCCCGCGTACCTGCCCGGGCGGCCCGNTCGAAAG 

Sequence 6290 

CCCTTTCGAGCGGCGGCCCGGCAGGTACTTATTATTTTTNTTTTTTATTThJTTTGCTNTA 

NAGGGGGTNGAGGGGGGGCTATAAGGTAAATACNGGCCCTATTTAAAGATTTTTAGGGGA 
ATT 

Sequence 6291 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGAATATATGCCAGCATGAAGTGCCCAGACCA 

GAAGTGTCTATATACCTGTCAGATCAAGGATGGTGGTGTGCAGCCTCAGTTTGAAATTGT 

TCCTGAAGATGACCCCCAGAATGCCATTGTCAGCTCTTCTGCAGATGCTTGTCATGCAGA 

ACTGCTC AGGACT AT AAGCA CTACTATGGGGAAACTAATGCCTAACCTGCTTCCAGCTGG 

AGCTGAC i 1 1 1 I iGGATTTTCTCATCCAGCCATCCACAACCTGATCCAGAGCTGTCCAGG 

AGCTCGAAAATGCATCAATTACCAGTGGGTGAAATTTGATGTGTGCAAACCTGGAGATGG 

GCAGCTACCTGAGGGGCTGCCGG 

Sequence 6292 

CCCTTAGCGTGGTCGCGGCCGAGGAACTTTN I 1 1 I I 1 1 I I 1 1 1 I I 1 1 I I I 1 1 1 I I I I A CA 

NAGTGGGAMCAACTTTAATGANAAACCCAGTTTCCCAGTTrCCCTTTCATTTCAAGACT 

ATGACATTCCGACTTrmTGAGGGCTrCCATTGCCTAGGNGGCCTTTTTNTTGTAGTTAG 

GCATTNTTANAGCTNTGGGCATGGGCTTGTNTTGGCCAAAATGTCTTTTAGCAAAGTAAT 

CATNTATGCCAATAGGCAAATAGTGAGCAAGGCANATCCACAANTAAGCNCCTTTCCCTG 

GCGTGTAATAGGCAAAAGGGCTNTTCGCCAANATAGCATGCTGGATNTCCCGCANCACCG 

GANAGAAGTCCTTGCTGGCTAACGAGTTGATCAATAGGAGGAAATTCCGCTGTGCTAAAA 

TNTANTCCTGGCCCGTAN TCTTTCCTGT ACTATACAGCTTTATTTTAACCCCTATGGTGA 

TTAAAAATTTAACAAANAATl 1 1 1 1 1 1 1 1 NTTTAAAAAAG GCATTTTTTTAGTTNGCTTT 

TTCAANAATAATAACTTTTTACCTANTCCCGTTCTTTGN I 1 1 1 1 1 1 1 1 AA 

Sequence 6293 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACCAGCCTACAAGCTGGCACTTGCTAA 
CAAATCAGAAATATGACAATTAATGATTAAAGACTGTGATTGCCACCTAAGAAAAAANNN 

NNNGCTATNNNAAANAAAGTACTTGGGCTGGAAGGCCAAGACAGCACCANAAACTAGCAA 
CATTTA 

Sequence 6294 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACT 

1 1 I M I I I I 1 1 I I I I 1 1 1 I I I 1 1 1 GAGTCTTTCTTAAAAAACAAACAAATAAAAAACTCT 

TCAAC AAATC CTAAAGACCAGGAAATAAACATCTGCTGAGTTTTCTGCTCAGGGTCCATT 

CATGATTTTTCTGGTAACAATACTGCCAGTTNCTTAGGGGGCAACCCCCTGACTCTAGAG 

CCATGTAGCTTAGTGGAGTGAACCCC 

Sequence 6295 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGATTCCAAAAAGTTGAGGAGAAGGGAC 

TTCTCCCTAACTCATTCTATGAGGCCAGCATCATCCTGATACCTGGCAGAGATACAACAA 

CAAAAACAAAAACTTCAGGCCAATATCCTTGATGAACATCAATGTAAAAATTCTCAAGAA 

AATACTGGCAAATCAAATCCAGCAAGCACATCAAAAAGCTTATCCACCACAAGCAAGTAA 

ACTTTCTCATGGTTATCAACCTTATGCAAGGTTGGTTAAACATACNCCAAATCAAGAAAT 

GTGATTCATNNNCATAAACAGAACTAAAAGACAAAAAAGCACCATGATTTATCCCAATAG 

ATGCAGAAAAGGGCTTTTTTCAATAAAA 

Sequence 6296 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGACTTTGTCACCAATNCAAATCACAGCTG 
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TTTTCGTATCACATTCTCATTGTTACAMW 

TGAAGTTGAAGCAATTATTCCCAATGCTAGACCTTGTTAG7TAATAATAAATAAGCCACC 

ATGCCCGGCCAGTGATTTACACTTCTATATACTCTCTTCTTTTATTAAATACTTAGGGAA 

AAAGCCCAGTNTTGATGCTTAAAAAAACTGANGCCGGGCGCGGTGGCTCCCCCTGTAATC 

CCANCGCTTTGGGAGGCCGAGGCGGGGGGATCACNGAGGTCAGGAGATCGGGACCATCCT 

GGCCAACATGGTGAAACCCCGTCTrJTAATAAAAATGCAAAAATTANCCGGGCGTGGAGGC 

ACNCATCTGTAATCTCAGCTATTCAGGAGGCTNAGGAGGCAGGAGAATCACTTGAACCCA 

GGANGCGGAGGTTGCANTGAGCTGAAATCACACCACCGCACTNCAACCTGGCAACAAGAN 

TGAGACTTGGTATNAAAAATATATATTATTTTTTGGCNTCNNAAATAAANAATNGAANCT 

GGCNAAANGGATAAAA 

Sequence 6297 

GATATC TGCAGAATTCGCCCTTAGCX3TGGTCGCGGCCGAGGTACTT C I I I I I I I I I 1 1 1 I 

ITtn iGAGACAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTC 

ACTGCAACCTCCACCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTG 

GGATTACGGGCGCCCGCCACCACGCCCGGCTMTTTTTTGTATTTTTAAGTAGANACAGG 

GTTTCACCGTGTTAACCAGGATGGTCTCGATCTCCTGACCTTGTGATCCACCCACCTCGG 

CCTCCCAMGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCACATTCAGTTNTTA 

TCAMGAMTMCCCANACTTTAATCTTGAATGATACGATTATGCCCAATATTAAAGTAA 

AAMTTTAAGAAAAGGGTATTCTTAAATAGATCTTAAGGCAAAATACCAGCTTGATGAAN 

GGATTNTGANGCCTTNATTTNGTCANNCTTNTCCCMAAACAANTAAMNAACCACTTTT 

TTGTNGGGCMTTTNAAAATTTTAAAGGGNTNNAANTCCCAATTGATNNAAACAAACNNG 

CCNGNMTTGAAAAAATTTGNTTTTTAAAAGGGGGGNTNTTTTMAATGGNNGNNCCTTA 

ANTNGGNNAANTNAAATNANGGNTANGNANAAANNGNNGNANAGGANCTTNNAGNTTNGA 

ANTNNTCNAANNANTCCCMNGGNNANNNTTNNNNTTTAAAAAACAANNTNTNNATTAAA 

GGNTTNAANCNAAAAAAA 

Sequence 6298 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACCCNNGATTGATAAATTCTGGGGTGCAT 

AGCCATTGATGAAGAGGCTATCCCTGTCCAGGACATAGAAGCCCAGTTGGGTGACACCAT 

GGGTCAGCTGACTCAGCTCCCAGTAAAGCTGCTGTATGTCCAGCCCGGGGCCCACAGGGT 

CAGGGTGGTAGGTGGAGGTGGTGTCCACACCAGTGGCTGCCCCATCCTTCTCAGGCCTGA 

GGGAGATCAG7TGGCAACCCAAGTAGAAGGGGCCCATGCTGCTCTTCTGGAACAAGGGTC 

TGAGCAGGTGCTGAAGGACCCCCTCGGTGGAGTTGMTGTAGCTGAACCCTTGCCCATAT 

CTGGTGAATACTGGAGATTGGAGATGGTGAAGTTGAGTGTGAGGGTCTTTCAGGTGGTAC 

CTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCG 

Sequence 6299 

CCCTTTCGAGC GGCC GCCCGGGCAGGTACTATGTGGTATCCATATTCGTTGCAAAAATGA 

TMTTACTGGMTTTTCCAAACATCAANTGNGGGNNGATCAATGGGTTACCACTATCGTT 

TTCMCCMTATACAGATGTTCGCTCMGGTCTAGGGTTTATTTCTACATAGTAGTATTC 

ACATGAGTTCCCTATTCTGAAGTATTATCAAAACGAGGACCCTTGAACCCGCGTCCCAAG 

GGTGGTGGAGA CCTCTA ATTANGATATACTTCTGATCAGANGCTTCAGACATTAACCAAA 

GAGMCTTGACCTTTTTACTGCAMATATGGNCTTANTTATTTAAAAAAAAAA 

Sequence 6300 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAATCTGGGTGATAGAGCAAGACCTTGTC 

TTGAAMCMGATAAA ACAAG ATAAAACCTTTCCCTCATCAACCATTTGCCCAGGAAAGA 

AGACMTTACTTGGGGTTTTGTTTCCTTTGTTTACCANTTTTCAGAATGAGTTGGTACCA 

TCAGCCCTGGC 

Sequence 6301 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAAGGAAGGAATTCCTCCTGATCAGCAG 
AGACTGATCTTTGCTGGCAAGCAGCTGGAAGATGGACGTACCGAAGTATAGAGGGCTGCT 
GTATTTGCAGAGCTAAGTCCTCCAGTTCTCGATTCACTGACAGTAAACGCTATGAAAAGG 
ACTTCCAGAGCTGTTTTGGATTGCATGAGACTCGTTCAGGAGACATCTGCAATGCCTGTG 
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TCCTGCTTGTGAAAAGATGGAAGAAGTTGCCAGCAGGATCAAAAAAAAACTGGAACCATG 

TGGTAGATGCAAGGGCTGGA 

Sequence 6302 

CCCTTTCGAGCGGCCGCCCGGGCA GGTA C I M 1 I 1 I I I I I I 1 I I 1 I II I I 1 CCI I 1 1 I I I 

ii I H I 1 I 1 1 1 1 I 1 I 1 1 I I 1 1 1 1 I I 1 I 11 I 1 1 1 I I 1 11 1 I I I AAAAAANNACCNT 

TTTTMTTTTTAGGCCMTTTTGAGNAGTCA 

CCNNGGCNNMTTGCAAMNCNTNTTTNAGGGGNCCGGGGGNGGGGGAANCCGACNTTTG 
GNANNAANANCCNNGCNGGGNNCNGGNCCCTTTTANNAANCAGNCAAANCCCNNCAAAAG 
GGGNNAAMTTCNNCNNNTTTTTTGGGGGGNNNCAANNGGNATTNAGAAAAAAACCCC 
Sequence 6303 

CGMCTTCMCTTNrrTNAGGGGGGGCCGGGAAAAATATATTTTGGGGGGGGGGGGGGGGC 

CCCCCCCCCCCCNTTTTTNN^NTTmNAAAAGTATGGCCTTGGCm 

GGNCCC GCCCAAGTTGGTTGGAATTGGGATTATTCTTGGGCCAAAAAAATTTCCGCCCCC 

MMiil C CGNA AGCCGGGGCCCCGNCCCCCGGGGGCCCAAGGGTTTACCCCCCCGGGGG 

GGGNNGGTTTTCCCCNGNGGGGAAAAAAAAAAAAANAATNGGGGNNNNNNNNNNNNCNNN 

CNNNNNNNNNGNGGNNNNNNNNNNNNNNANAAAAAAAAAAAAA 

Sequence 6304 

CGCCAGTGTGATGGATATTCTGCAGAATTCGCCCCTTTCGAGCCGGNCCGCCCGGGCCAG 
GGACCTTNNN I I II I 1 1 I I I I II I 1 1 I I I I I NNAAAAANNNTNTTTTTTNNTmTTTNNN 
NT NNNNN TNNNNNNAAAAAAANCNACCC I MIN I M I I GAAATTNNTTTTTAAAAGNGG 
GG ( 1 1 ( iNGGGGGGGGCGNNAANCCCTTNNAAAAANGNNAAAAACCCCTTTTTNTAACCT 
TTGGGGGGGGGGGNAAAAATNAATTTTAATANNTCNNNAAAAGGGGGGGGGG 
Sequence 6305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGACAGCAGAAGGATCACTGGGCTGG 

AAGCTCTAACAGGCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACT 

TACCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGCTGAGTTCA 

GACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATGGCTAGCCTGGTTACCCGT 

AGTGAGAATGGAGAGGGCCACCTGCCCAGCTACACAGATGTTTCCCAGGACAACAGGAGG 

CTGTGTCCACTGACAGTTCAGACAGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTG 

TTGCCCACCTGGCTACTAGTGAGCCTTGAAACCAGCGAAACAATTNATCAAAGAGCANTT 

CTGTCA 

Sequence 6306 

CCCTTAGCGTGGTCGCGG CCGAGGTACTTTG I I II M 1 If 1 1 I 1 1 1 I I M 11 I I I A CTTT 

M 1 1 1 I M I 1 1 1 I I M M 1 1 1 1 I N 1 1 1 M » I 1 1 1 M I M I II 1 1 N N M 11 I I ATTTT 

I I I I I I I I I I NN I I I I I I I I CTTTTTNCTTANMNCANAATMNTTTTTTAAAAAANAGG 

NN NCANAG GCCNNTTGGGTAAANTGNGGNANATAAMANNNTTNGTTTTNNTAGACNNNC 

NMTTTTTTNTTANANANAAAMAMNNTTTTTTTNTTT 

Sequence 6307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGNGGCCAAAGTGGCGAGCCTGAGAGGAA 

TGGAGTTCAGGGGTGCGCCAGCACTCAGGTTGAATCAGAAAATAACCANGAAGACCAGAA 

ANCCGGTGCGCTTACCAGAAAGCCGNCTGACACCATGGGAGGTGTGGGTTTATTGGCAAA 

GAAAAAGAANACCTNACCGGTTGCACTTGAAACTCTAGAGGAATTAAATCACCACTTNGA 

AAAAGAAAAGAANTGGAAGAACCTTGAAAAAAGAAAGATAATTGCTGAAGAAAACNCAAG 

GMTGGGTTTCAAAAANAAGAATTGGCCAAAANGGAAAGGAANGAGGAACCAAAAAATTA 

TTAMGAMTTGGGNGGAAAAAAGCCNCCAAANGGACCTGGAGNAAAGAATTCTTTCCAA 

GAAAAAACCAAAAGAAMATTTTCAAGAATGGGTTAAAGAAAAAAAA 

Sequence 6308 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAACATATAAGAAACAAAAGTTCAATTT 
TGCTTCAGAAATGCMGGTAGGCCATTTGAATTTGTGACACGTGACAAAATGAGTTAACA 
GTATGGTGGCTGAMTAATCCTTTGGTAATCATCACTTTATAGAAATATCTTTAATTGCT 
AMGGAAAGGGTAGACAAATTCTTCTCCGTTGCTTTTGGTCCAAGTAGGGCTTCTGATTA 
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ATACTGAAGAGCATTTAAAAAGTACCTGCCCGGGCGGCC6CTCGAAAGGG 
Sequence 6309 

GATATCTGCAGMTTCGCCCTTANCGTGGTCGCGGCCGAGGTACAAGANCATCCTTTAGT 

CTAGGGCTAGATTTCCACTCTACCCAATGTCCCATGAATTATGAGGCTTTCCACTCTGGC 

TGGTGGGAACAGGCACTATTCCTAGACCACTATTCCAAGCTTCCTAAATCTCGGCCAGAA 

CAMTTCATTMTTTATTTAGAAAGATTTATTAAGCACCTTCATGTTAATAGCACTAAGG 

ACTGTTCCCTCTCATCCTTTTAMGTGGTTCTTTTCCCAGCATTATGTATCTTCTTCAT 

Sequence 6310 

CCCTTAGCGTGGTCGCGGCCGAGGTAC7TCTTATACAGGAGGCTGAAACAGAATGAAAGG 

GTGAAAATTAGGTTTAATTTACTTAGGAAACAAGAAATAGAAAGTCATAGCTATAACACT 

CCACTTTCAGGTGCCCATGMGTAGCCTTCMTGGAGATTCCCCATAGTTGTTTCACAGC 

ACAGTGTTAAMTTTTATTACAAGCCCTGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

GAATTNCAGCACACTGGCGGCCCGTTACTAGTGGATCCCGAGCTCGG 

Sequence 631 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATCAGTMCAATAATCATTTTCATGTTA 

AMTTATTGTGTGCC ACAGA GGTMCMATATTCTTGTCAGTTGTGTCTTTTAACTATGG 

CTTTCCTTAAMCTTCTTTTATTCATCMTAGACMTTGTCTTAT7TTG 

ACCC TCTTTAAAAGGTTTACAATCAGATATAAAACTCTAACAAGTGCACTTAAATGCAGA 

TTTTCTGATAACTTTGAAMTTGTGACATTGAAATAAAGGGAAAAATTTCAGAACTGTAA 

TGGGAGAGCTGAAATGTTCATGACTATCAAACAGAACAGGAGTTAACTGAATTAATTGAA 

CCCAACAGAAAACCCTAAGTTATCTTTT 

Sequence 6312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTATCAGTGTGACTTATTACTGTTAGTG 

TTMTCTTGATMCCTAGCCGAGATAGTGTTTATCAGATTTCTCCACTACAMGTTATTT 

TCCCCCTTTCCATATGTMTTTTTGGAAGGAAGTCACTATTCANCTCACACTANAGAAGT 

AGGMGTTCTGCTCCATATCCTTGAGGGCAGAGTTCATAMTTATTTGGAATTCTTCTTC 

ATGGGAGATTCAT CTATT CTACCCCATTTATTAATGTATTCMTTTTCTGGCACTACAAG 

MTATATATATATATTTTTGTMTCGACTTTAAMTMTTAGGAAAATGATAGAACATTT 

TAATATAAGAACAAGATATGGTAAATTGATGAATATTATTAGACATTATCAGTAACAAGA 

GCTTTGTATCTTAAGTTGTTTTGAGTT 

Sequence 6313 

CCCTTTCG AG CGGCCGCCCGGGCA GGTAC 1 1 I I I I I I U I I I I I I I I IC M I I I I I I II I 
1 1 1 i I I I iNTNl 1 1 I I I I I I I 1 1 1 1 I I | | | I | | | 1 1 I GGACCTTAACTTTCTATTTTTTA 
NNNGNI^ATANNAAANGNCTCNAMMAAANAGNNNNTTTTTNGNTTTNNNAAANAANNN 
AAGGNGGGNTNAANGNGNNNTTGGGN I I I I I I I I I I NGGNCCNNGGAANNTTTAAANTTT 
TATNATTNNCCNGGNAAAAAAN M 1 1 1 1 1 1 I GA 
Sequence 6314 

CCCTTAGCGTGGTCCGCGGCCGAGGTACAAGNGGTGGCCACANAAGTAGGGGGGNNAGCC 
NMGCTCTCTTACTTTATGCTAACCNGCTAAATCTGATCATTATTTNAGANGGGNAACAG 
CNTGAAACTAAAAATTGATATANGGCCCTACTACACTGG 
Sequence 6315 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGACATACTAAGTAATATAATTGTTAACTC 

TTACTAGCATTCTGTCCCTTTTATTTCCTAAATATCTCTCATGCCCATCTCCTAAATATC 

TCTTTCCTAMTATCTCTCATGCTmGGCTTMGACCTCTTTTCCTCCTTATCCAT^ 

CTGGACTGCGGCAMTGCCTGCTMTCGTTATTTTTGTGTTCATTCATTTAGCAAGCCAA 

TTTATTACGCGCTTAGGGTGCTGCCAGGGCTACAAAAGCTGTTGAGACTGTACCTGCCCG 

GGCGGCCGCTCGAAAGGGCN 

Sequence 6316 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC I I I I I I I I I I I I I I I I I I I M I I I I I I I ATT 
" n n m I I I I I I I I I I I M 1 1 U I || || | | | || | | | I AAAAANCNANCNNTTTTAATT 
TTTAGGCCAATTrTGANTAGNCAMNTNANANCATTCAATTTNNNTTGNGANCCNAGGCA 
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naaNtncaaaaacntntttnaggggtccnggggagggggnaacccagctttgggantaaa 
naccnngctg gggacn gnnccccntnaggatgcnngcnaanccctgcaaaaatnnttaaa 
attcnnnctncttttttngngggacctcnatgggtttagganaaaaaacccc 

Sequence 6317 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGGTCTGAAAATTGAACAAGATGGACG 

GGTCCAGGAAAGAGGAGGAGGAAGACAGCACATTCACCAACATTTCTCTTGCAGATGACA 

TAGGAAGACCAACCCCTTCTCTTCCTCCTTCTCCTCAGCTTGTTCAATGTGAAAATGAAG 

AAGATGAAGACTTTCATGATGACCCACTTCCACGTNATACCATTCCTCAAGAATTTNGNA 

TNCAAGGCCCAAAAGTTTGNTNCCCAAGATGATGAATG 

Sequence 6318 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC I 1 1 1 1 1 I I 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 I 1 1 1 1 1 1 1 

TTTTTC I 1 1 1 1 1 1 I 1 1 1 I I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I 1 1 1 1 1 1 1 1 1 1 | 1 1 1 | | 

1 1 1 1 1 l NAAAAAANCNANNTTmNMTTTTNAGNCNANTTTTGNNNNNTAAAANTNAAA 

ANATTTN^f^TTNTNTTNNGANCCNNGGCNNANTTNAAAAMCTTTTTTNNGGNNNCCGGG 

GGNGGGGGNANCCAANNTT TNGAA ANAAAANCCGNGNNGGGNANGGNNCCCTTTNAGNNT 

NN AGGN AAANCCCTGAAAAATTTTTNAAAATTNANNN I I 1 1 1 1 1 I GGGGGGGNNCTTTNT 

NNTTT TAGNANAAAMCCCCNGGGGNCCCCAMMGGGNTTTTTANAAAAAAACCCCCTT 

TTTTTNNNNNNGGGGGGGGGTNAANNCAANAAAAACNAANA I 1 1 1 1 H 1 1 1 1 1 

Sequence 6319 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCAGAGTCTTCTTTTCTTTTCTTTTTGAGA 

TGGAGTCTTGCTCTGTTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAATC 

TCCACCTCCCGGGTTCAAGCGACTCTCCTGCCTCAGCCTCCCGAGTAACTGGGACTACAG 

GTGCGCGCCACCMGCCCAGCTCATCCTTGTATTTTTAGTAGAGATGGGGTTTCACCGAT 

GTTGG CTAGG ATGGTCTCGATCTCTGGTCAGAGTCTTTtCTGTAAATATCCTTGGTAAAG 

MGCAATTTTAGACTGTAAGCTGTTGCAAATGCTTTAAGGAAGAAAGCAAAA 

Sequence 6320 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGCATGATCTGGGCCTATGCGGTCTTGCA 

ATCCCTGTATAAAACTAGACAATGAAAAACAGAAAACAAAACAAACAAACAAAAAAACAA 

GAACGAAGCACCTACCACATGCCAGCTACTGAGGCTATGAAGGTATTCTCCGGCCTTAGA 

AAGCCCAGGATTAATGCAGGATTGCGATATTTAAACAGAACATTTCCATACAGCATGAGT 

ATAAATGACTTTCCCAAGTTTACACTGAGAGTAACTGACACAGCAACCCCAGCAAAGTCT 

GAGCTGAGTCCTGAATAATTGTATAAAAAGGGGAGAGAAACAGAGTGAAGAAAGGGTTTC 

CCAGACTCTGTCCCAGGAAAGAAAATGAGCTCGTGGAGAGGAATAGACTTTCTCTATGAA 

AACAGAGGGAACAAAGAGGAAGATGTCTGGGAACCGAGGAGTAATAGAGACCTGAGTTTA 

CATCACTACTCTTGCCACTCCCTAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 

Sequence 6321 

CCCTTTCNNTCGGCCGCCCGNTNAGGTACATTGTATCTTTGTTCTCACTGGTTTCAAAGA 

ACATCTTTATTTCTGCCTTCATTTCGTTATTTAACCGGTAGTCATTCGGGAGCAGGTTGT 

TCAGTTTCCTTGTAGTTGTGCGGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAATTTGC 

CCGCGTACTCCTTCCTCCTGTCCACATCATCCCGGCACACCCCCACGCGCCACCTTTTAT 

TGTGTCCTCCGTCCACCTCCAGTAATGTTTCCTGCTTGGAAACTCTGAGAAGCCACCACA 

CTCTTCCTTGTAAATCTCTTCTCAGAAGTGAGGCACCTNCTG 

Sequence 6322 

CCCTTAGCGTGGTCGGGCCGAGGTA C I II 1 1 I 1 1 1 1 ) I I I 1 1 I G I 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 

' 1 " i 1 1 I I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 | N I 1 1 1 I I I I 1 1 | I I I I I 1 1 I I | | 1 1 1 | 

1 1 1 1 1 I I I I I TN NTNTNNN I I I 1 1 1 1 1 1 1 1 I NTNTTNNCNNCCAAAAAAAAA 

AAA' I I I I M I I 1 1 I 1 1 I I | NNACNCCCNAATTTTTNAAAAAAAAAAAAANCCCCNNNTT 
NNNNAAAAAANCAANNCNAAAAAAAANNNNNGTANANAAANATTGGGGNGGGGATAANTT 
TTlsrrTAAAAAAAAAMAMTANCCNNNTTTTTTNNAAAAAAAAAl 1 1 1 1 1 I 1 1 1 1 1 1 A NA 
AAAA 

Sequence 6323 
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CCCTTANCGTGGCNGGGGCCGANGTACTAAATAAANATTATTGGAATGAACAGCCGAAGC 

GACTGACTTCTANATGGAGCACTATTGCTCATTTCACTTCTGTTCCTNGCACCTAAACAA 

ACCTTTACATCCTCACTGGTCTGNGAGGCCAGANAACAGGTGTGGCCTTGGTGTGATAAG 

AAATGCTANTTTTATACAAAACTGAANCCAATNCNTGGGCCTNAAACTCTTGACCCCCCA 

AATGCNCCTTCAAAAATGGNATTCAATTGGAGCCCANNGNGNAGGGCTTNGAANGNAAAG 

GGAGNGNAAGCCAATTCATGGCCCCCTTT 

Sequence 6324 

CCCTTGAGCGGCCCGCCCGGGCAGGTACTTCCCTTATCATAACACCTATCATGCTTTATT 

ATTATGCCTATTATATTAGTTTCCTATTTCTTCTGTAACAAATTACACCAAI I 1 1 1 1 1 1 1 

GCTTAA AACA GCACAAATTTATTATACTTCTGGAGCTCAAAAGTCTAAAATAGGCTAGCA 

GTGCCATTTTCCTTCTGGAGGATATACAAGATAATCAATTTCTTTATCTTTTACAGCTTT 

TAGAGGCTACCTGTATTCTTTGGCTTGTGGTCCCTTCCTCTATCTTCAAAGTCAGCAGGC 

CATCTTTAACTTTCTGTCTTCTGACCTCTGCTTCTATTTTCACATTGCCTTCCCACATTG 

ATTTTCTGCCTCTCTCGTTCTCTTATAAGGATCTTGGTGATTACATTGGGCCCACCTAGG 
TAATCC 

Sequence 6325 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTTCAGTTCCATATTTTTGTTTGNTTCTTT 

TTATGTTTTGCATCTCTTTACTGATATTTCACTAATATATTATTTTTGTGGGTTTTCCAC 

ATCTTCCTTTAGTTTACTGAGCATCTTTMGAGATTTCTTTTAMGACTTTTTCTAGTAA 

ATTGGGC ATTGGT CTTATGMCAGTTTCTGTTGATTTTATATTTATTTGGATGGACCATA 

CTTTCTTATTTTTTGAATACTTTGTGATTTTTTTGTTGAAAATTGGACATTTGAATCTAA 

GAATGTGGTACTTTGGAAATCAGATTCTCGTCC7TTCCTAGGTTTNTGGGGTGTGTGTGT 

GAGTGTTAMTTTTTACTCTTTCTTTAANCTTAAAACTG 

Sequence 6326 

CCCTTCGAGCGGCCGCCCGGGCAGGGTACCCCGGGCTAGCACTCTTGACCTAGCAGTCAA 

CATGAAAGGCTCTCATTGTCTGGGGCTTGCCTCCTTTCTGGTACCGGGCCAAGGCAAGGT 

CTTTGAAAGGGTGTGAGTTGGCCAAGAACTNTTAAAAAAATGGGAATGGATTGCTTCAGG 

GGAATCAACCTAACCAACTTGATGTGTTTGGCCCAATGGGAAGAATGGTTACAACACACN 

AAGCTACAAACTACAATGCTTGANACAGAAACACTTGANTATTGGGATATTTCAAGATCA 

ATANCCCGCTACTGGTGTAATGATGGCAAAACCCCAAGGAACAAGTTAAATGCCTGTCAT 

TTAATNCTGCAGTGCTTTTGCTTGCAAGATAACCATCGCTGATGCTTGTAACCTTGGTGC 

AAAAGAAGGGTTGTNCCGTGATNCCACAANGGCATTTAAAACCATTGGGTTGGCATTGGA 

AAAAATCGTTTGTC AAAAA CAGAAAATGTNCCGTCAGTATTGTTCAAAGGTTGGTGGAGT 

GTAACTTCCAAAMTTTTTCCTTCTTCAAGCTCAATTTTGGCCTCTCTTCACA7TTAAAG 

GGAGTAGGGAATTTAAGTGGAAAGGTCACACCTANCCATTTATTTTTCCCCTTCA 

Sequence 6327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGCAGGATCTTGCTGTCGGTGGTCTGCG 

GGAAGCCAAAGTCCATGAGCTCGTCCAGCAACTCGTAGACGATGACAAAGTTGTCCCGGA 

TGCTCTCCTCCTCCAGCTCCTTGAAGTATTNGCAGAATACCTCTATTGTCTTATACAGGA 

AGGAGTACTTCCCACTTTTCATAACGAGTTGGAGCCTAGAGTTGATCGACTCCAGCGACT 

TTTTCGTCTTCTTTGCGGCCACCATCTTCCTGCCTTAGGAGCGGGACGGCCCCAA 

Sequence 6328 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAAT 

TTAGACTTTCTGCTCAAAAGGGCAGTGATGTAAGCTCAGGGAAGGTGTGTGGTTGCAAAG 

AGCTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGT 

GAACAGCTCTCAGAGTAACAAAACTGACCACCAGCTAGTTGTGATGGCGCACACCTGTAA 

TTCCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAG 

CCTGGAAAGTGAGACCCCGTNTTTAAACAAAGCAAAACAAAACAAAACCGACCACAGTGC 

CAGGAAAGTGCTACTGCTAACTGGCAGTGGGCTTGTAACCATGCAAAATGTGGATACCTG 

TCACTTTGGAAACATTACATTTAAATTCAAGCTTAAG I I I I 1 1 1 1 I I I II 1 1 1 1 1 AAAAN . 

MTTAGTTTTAMCCTACTTCCTAGGGACTTGGCTTGGGTNCCATTAATTAATTTTTTAA 
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Sequence 6329 

AGAATTNGCCCTTAGCGTTTTCGCGGCCGAGGTACAAATGACACAATNAGAGAGAAAAGA 

GTGACAAAAAGCAAAGAGATGAATACTGATTATAACTTATTCCCACAACA 

Sequence 6330 

CCCTTAGCNTNGNCCNGNCCGACGNNCANATAGGNAANNCTTTCTCCCACTTGCTTCTAG 

TGAACAAACACACCACTGCACCTCATCCACTGCTCTCACCAAACCTNTAGCCCCTTTGAC 

AGGGAACAGTTGCTTGCAATTGGCTGAGACCACCTTATAAMTCACAGTCCATCAGCCCA 

CCAGGGAACACAATGGTTTAATAATATTCAGCATCTCTTCTTCAAAGTAAGTGCAATGGT 

ATAMCCAATAAATATTTGTATATCCTTCTATTAAAGMGTTTTGGCTTAAATTTAAACA 

ACMAGCAGAACAAAAAATTCCATACTTGCAGAGAAAAGTTTAAAAAAAGTGGAGCATAA 

AGNGGGTTCCCMTTCTGTTTCTCTATTATCTCTTCMCCCTTTTTT 

Sequence 6331 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATAGATTAAATAGCTTAAAGGAAGAAAAAATCA 

T CATAG TAAAAGAATTTGAGAAGATACAAAGCCNGGGAAGAAATGGAGAAAGAAGATGAA 

AATTTTGAGAGAAAGCCCTGAAGAATTNCGTAAAGAAATATTGCAGAAGAAATTAGAAAT 

TAAAATT 

Sequence 6332 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACNCGNGGAAAGTAMTGACNATTTNTMTTTT 

ATGTGATANi I I I I AAAACTNTGTGTTANCTAGGGTNNTAGGAANCCNGATGTCCANAAC 

CAATCATGTGGGGCTGTTCAGACTGGGATCCACTCAGGGTCCCCGANCCGNTCCCANGAA 

CTTNNGGCCTGGGCAGAAAACATANGAAAAGCCANNGTTCTAATAATACCCAAACTATAT 

CAGTNTTTGAGTTCAATTTGTTGTACCTCGGCCGCGACCACTCTAAGGG 

Sequence 6333 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGATATTGGAGCAGCAAGAGGCTGG 

GAAGCCATCACTTACCTTGCACTGAGAAAGAAGACAAAGGCCAGTATGCACAGCTTTCCT 

CCACTGCTGCTGCTGTTCTGGGGTGTGGTGTCTCACAGCTTCCCAGCGACTNTAGAAACA 

CAAGAGCAAGATGTGGACTTAGTCCANAAATACCTGGAAAAATACTACAACCTGAAGAAT 

GATGGGAGGCAAGTTNAAAAGCGGGAAGAAAATAGTTGGCTCCCAGTGGTTTGAAAAAAA 

TTTGAAANNCAAATTGCCAGGAAATT 

Sequence 6334 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGACTGGAGTCCATATGCAGACCAAAGCATCAA 

AGTGAGGATAAGCCTAAAATCAGCTCTTGGAGATAAAGCATTGAATGGAACGACAATGAA 

ATGTACGCGGGGAGTCCGAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGG 

AAACCG GTAGCG CTTGCAGCATGGCTGACCAACTGACTGAAGAGCAGATTGCAGAATTCA 

AAGAMCTTTTTCACTATTTGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGG 

GAACTGTAATGAGATCTCTTGGGCAGAATCCCACAGAAGCAGAGTTACAGGACATGATTA 

ATGAAGTAGATGCTGATGGTAATGGCACAATTGACTTCCTGAATTTCTGACAATGATGGC 

AAAGAA 



CCCTTAGCGTGGTCGCGGCCGAGGTACTCGGNGCTAGCACTCTGACCTAGCNGCCANCAT 

GAAGGNTNTAATNNNNCTGGGGCTNGTCNTCCTTNCTGTANNNCCACANGCAAGTGTCTT 

TGAAAGGTGTNNGTNTGNCCANAACTNTGAAAAGATTGTNTAATGGATGGCTACAGGCNG 

AATCATCCTAGCAAACTGGATGTGTTTGNCCAAATGGGANAGTGGNTCAACACACGATCT 

ACANAACTACAATGCTTGGAGACAGAAGCACTGATTATGGGATATTTCANATCATATAGC 

NCGCTACTGNTGTAATGATGGCAAAACCCNAANGAGCAGTTAATGCCTGTCATTTATCCT 

GCAGTGCTTTTCTTGCMGATMCCATCGCTGNTGCTGTMCTTGTGCAAAAGAGGGTTT 

GTCCCGTGATCCANAATGGCATTANAAGCATGGGTGGCAATGGANTAAATCNGTTTGTNA 

AAMCANAGTNTGTTCCTTCANrTATGTTCAAAGGGTTGANGGAAGTGNNAACTCCANAAA 

ATTATCCTTCTTNMGCTCMTTTTGANTTTCTTCACCAT^ 

ANTTGAAAAGGTTCACAACTACCATTATTTN 

Sequence 6336 



Sequence 6335 
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CCCTTAGCGTGGNGCNGNGGNCGANGTACTACAGGCTGACCTTCTCTGTTTGCCAATTCT 

GGAACCAAAATATGCAGTTGAAAAAATANTANAAGCTATTCTACANGAAAAAATGTNCCT 

GCCCGGGCGGCCGCTCGAAAGGGCCGAATTCCANGCACACTGGCCGGCTCGTTTACTAGT 

GGATCCNGAGCNTrCGGTTACCAAGCTTGGCGTMTCMTGGTTCATAGGCTGGTTTCCCT 

GNGNGGAAAATTTGTTATNTCGCTTCACANATTTCCACAACANANCATTACCGAAGNNCG 

NGMGGCATTNTTANGTNGTAAAAAGGCCCTGGGGGGTTGCNCTTAAATTGAAGTTGNAG 

GCCTAACCTTCACCA 

Sequence 6337 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I i 1 1 I M I I II I < n 11 1 1 IACTTTNTTTT 
i 1 1 I it I I N 1 1 I M I I 1 I 1 I I M I M I I I M 1 1 1 I I NNATTTGGGAATGAAAAAATAACT 
TTNTTTTNTTNNGGGGAGCGGNCCCCCCCTGGGAGGGGTNACCCGGCCC 
Sequence 6338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATGGAATTCTACTGTCTTGGAAGGAATTT 

AGACTTTCTGCTCAAAAGGGCAGTGATGTAAGCTCAGGGAAGGTGTGTGGTTGCAAAGAG 

CTTTCAGTTTTGCCCAAACATCTGATGGTCCAACCACTCTAGGTGAATTCAGAGAAGTGA 

ACAGCTCTCAGAGTAACAAAACTGACCACCAGCTAGCTGTGATGGCGCACACCTGTAATT 

CCAGCTACTTGGGAGGCCAGGGTAGAAGAATTGCTTGAGTGCAGGAGTTTGAGGCCAGCC 

TGGAAAGTGAGACCCCGTCTCTAAACAAAGCAAAACAAAACAAAACCCGACCACAGTGCC 

AGGAAAGTGCTACTGCTAACTGGCAGTGGCTTGTAACCATGCAAATGTGGATACCTGTCA 

CTTGGAAACATTACATTTAATTCAGGCTCAAC I I I I I I I I I I I I AAAGAATTAGTTTTAA 

CCTACTTCCTAGGACTTGCTGNGTTCCATTATTT A I I I I I I A M I I I I I AGACAGGATCT 

CGCTATGTCACCTGGCTGGAGTGCAGTGGGTGTGATCATGGCTCACTGCAACCCCAACC 
Sequence 6339 

NCCCTTAGCGTGGTCNCGGCCGAGGTACCAACTGCAGAGCCAGGAMACTTTTGAAGCCT 

TCATGAAGGCAATCGGTCTGCCGGAAGANCTCATCCANAANGGGTTAAGGATATTCAAAG 

GGGGTTGTNGGGAAAATTCNGGCCMNAATTGGTGAAGCCACTTTCNAATGTTTCACCCA 

TTCCNCCCGNTTGGNGTTTCCCAAAAAGATGNAATTCCCAAAAAAACCGA 

Sequence 6340 

CCCTTAAGCGTGGTCGCGGCCGAGGTACTTTCCAGGGGAACCGCATGGAGATCCCTTAAG 
TTGAAACTGGACAAAACCAGAAACCAAGTTGGGATGGTCTAGCTGANATCTGGGATAGTT 
TCTTGAATTCAAAAGTGTTCACCANCCCATTTGGATTTTTTTAACTTGGGAAACCCCC 
Sequence 6341 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGTGGCCTAGCCTCCCAGCCTACATC 

TTTCTCCCATGCTGGATGCTTCCTGCCCTCAMCACTGGACTCCAGGTTCTTGTTTTGGG 

ACTTGGACTGGCTCTCCTTGCTCCTCAGCTTACAGATGCCTATTGTAGGACCTTGTGATA 

GTAAAGGAGATGGGTGTATGAGTTCTGCAGAAGTCCACCAAATGTGGGCCAGGGTTATTT 

CCCTGGTGATGCTCTGAAGCTTTTGCCAAAGGACAAATGGAA 

Sequence 6342 

ACTCACTATAGGGCGAATGGGCCCTTAGATGCATGCTCGAGCCGGCCGCAATGGTGAATG 

GATTTCTGCAGAATTCGCCCTTCAGCCGGCCGCCCGGCCAGGTCCCCGGAAATGGTGGAT 

ATMTGGTMTATCATATTAAATAATMGAGAMGGGATTTTGGTTAAATGAAAAATGGT 

TMCCNAGMTCTGGTCTATTNNATTGGGACTTGCCCCTTTGGTCAAAGTATTTTCTTTA 

AGGCTTNGNATTGTGAACAGCTCTTACTTGGCCCAGTGACAGATCAGTGGTCTTCTTTTC 

CCAGTTGMCAGTGCATACGCAGTAGCTATTATTGGGGTMTCTTTACTTCTCTTCATGG 

TAGAAACCAAAGTCTTCTCTGCTGGCTGGGGCTGAAAAGAGGGCTGGGGTTATCTCCTTC 

TGATCTTCAAMACAAAGAAGAGMGACCTTGGAATACACTGACTCTTTCCACCCTTTTT 

IIIIIIC 

Sequence 6343 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTTGGGCTACAAAGTAGAGAATTTATTT 

TGACTTCTTTAGCCCCATCAAGGCTCGTGGTTCTCCCTGACACCCCTCACCACCTCATGT 

CTTCATCTGCAGACTGTGCTGGGATGCTAGGCTGTTCCTCCCGTTAGGAGCAGCTCAGTG 
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GGAGCAGATTCAAGTAGAAGGAGAGAGGAATCTGCATGCATTG6GCTGACGGTGATTTGT 
TCATTTCTTAGAGTAATCAGTMCATCTTGATTGATGCATTCTTAGTTTAGTACCTCGGC 
CGCGACCACGCTAAGGG 
Sequence 6344 

C CCTTT CGAGCGGCCGCCCGGGCAGGTAG 1 I M 1 1 1 1) M I M I Ml I I M I I GAAACTG 

AGTTTTGCTCTTCTTGCCTAGGCTGGAGTGCAGTGGTGCTGTCTGGGCTCACTGCAGCCT 

CCACCTCCTGGGTTCMGCGATT CTCCT GCCTCAGCCTCCCGAGTAGTTGGGATTACAGG 

TGCCCACCACCACGCCCGGCTAATTTTTCTATTTTTAGTAMNACGGGGTTTCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCGGACCTCAGGTGATCCGCCCACCTTGCTCTCCCAAAG 

TGCTGGGATTAGAGGCATGAGCCACCATGGCACCTGGCTATATCTAACTTCTGTTACAGC 

AMTGATGCTGATTTCCTCTTTAAATGAATGATATAAACTTGCATTTTANAATGCATTCA 

CAATATTCTGTAT7TAACAAATAATAGATTTAAAGA 

Sequence 6345 

CCCTTAGCGTGGTCGCGGCCGAGGTGCTNGNGGATGATTCACGTGGCAAAGGACGCCCAT 

TNNCTNCATTIsrTTATTGTNTACAANTTGCTACTTTTGCTACTTNAMNCAT^ 

AAATATGTATTAANAATCATCTNAATAAGCTATTAGTGCTAGATGCTAAAGATATAGCAG 

TGAACAACAGTCTCTGCTGACATNAACCTTGTAGTCTACTGAANGAGACAACTAATAAAT 

AAGGAAACCAAATGTAAA 

Sequence 6346 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I U 1 1 I H I 1 1 I I I I 1 1 I I MU I 1 1 C I I 1 1 1 1 I 
" > m I u < 1 1 1 1 I 1 M M 1 1 I I I 1 1 1 I I 1 1 1 U I 1 1 I U I M I AG ATTTNTANAAAAA 
ACAANNTNTTTTAAATTTTANGGCC^ 

NTNNNNANCCNNGGNNNAATTNAAAAANCTNTTTTNNGGNNNCCGGGGGNGGNGGNNNCC 

AANNTNTGNNATTAATAACCNGGCNGGNGACGGNCCCNNGTTANANTTNAGGNNAAACCC 

NNNNMMGGGNTNTAAAATTCANNNNNNTTTTTTNGNGGACCCTCNANGGTTTTAANAA 

AMNACCCANGGGNNCCCCCCNCAANGGNNTNTTTTAAAACNNA^CCNTTTTTTAACCC 

N NGGGNGGG GNGNGANNCCCAAAAAACCCC A I I 1 1 II I I I 1 1 I AGGGGGGGCCNNTTNAC 

AC I I I 1 1 1 1 I IGG GGCNTTA NCNAGGGTTNCGAGGGCCNANTTNGNCCCNCAGTNNCGNG 

GGCAAAMCCCCTTTTTTTNAAANGGGGGCCAATTACCTN I I I I 1 1 I I NNNAAAAGGNCN 

NNCCCTNTTANNAGGTA ACCCGG ATTTCNCGGGCCCTTT^NTTTAANA 

NNNTTTCCCTNAAAAAAATTTTTTNTNGANCNCNTAGGTNTTTANGGGAATTCCTTATT 

NNAAAAATAANG I I I I II II I II 

Sequence 6347 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTTAAAGCTGAGAGTGGAGCAGGCA 

CTAGGGGAAAACCTGGCATGCANATCCCCACCCCCAGAGGGATATGAAGCTTGTGGTAGG 

TGCCCTGATGGTAACCAGAGCAACAGTAAGGCTCAAACCCAGTCCAGCTTCTAATGAAAT 

TMCTCGATTCTTGCACTAATAGCTTAGCAGGAGGGAAAAACCTTGTAGGTNTATTAGTA 

GGAATTACCCATG 

Sequence 6348 

CCCTTAGCGTGGTCGC GGCCGAGGTAC 1 1 11 ( I 11 1 I 1GI1 11 1CTTGAI 11 I 1 1 I II 1 1 
1 1 1 1 I 1 IN I II I 11 I 1 1 1 I 1 I Nl 11 1 1 1 I ATTTNTTTTTNTTA I I 1 1 I I 1 1 I 1 11 I I 1 1 1 
TN TTTTTNANTNNN TAGA I I I I I 1 1NTTTTN1 I I 1 1 1 NTATGAAG I 1 11 I I I I II IAANA 
AAATTTTNI MM INACACAAAAANATTTTAGATTNTTTTNTGGATACACACATTGCTNG 
GGAGTTGNNTTATATANTMTTGMTTCATTTATNTTNAGGGGGNAACAATTGTAAAGAA 
ACAAAAAANGTCNAGATGAATGTATGCTACAMTAAMGTTNNNANhrTTNTTGNNNNAAA 
AAMAAAATNTT TATAANAAANAAAAANTATNNNAAATMTTNAAANANNGNNNfTNNANAT 
AM II M II II I CTTTATTNAAAAAAAAAAANNAAANTTNCATNATNNNTTTTTAATAAA 
Sequence 6349 

CCCTTAGCI^GGTCGCGGCCGAGGTACCTAATGCTGCCTTTAGATGAAGTCACATTCAGT 

CTG CTTT GAAATGAMTATCTTTAAGTAATCTGTTCTGCCAGGCTAGAAAAATGTCACCA 

NCATTTTNCTGATGCATGGAGATNTGGNANNTNNTAAACTACTATTTAGAGAGGAANAGA 



This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record = 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

evaded text or drawing 

gTblurred or illegible text Or drawing 

□ skewed/slanted images 

□ color or black and white photographs 

□ gray scale documents 

□ lines or marks on original document 

□ REFERENCE(S) OR EXHD3IT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: ______ 

IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



